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Supplementary Figures:
Figure S1: The Modified Stern–Volmer plot for BSA-RUPA at various temperatures.
Figure S2: Synchronous fluorescence of BSA-RUPA complex at ∆λ=15 (A) and ∆λ=60 (B) with increasing the concentration of RUPA (0.00-100µM) and 2µM of BSA at pH 7.4 at 303 K.
Figure S3: (a) Free BSA FTIR spectra at 303 K at pH 7.4.
                   (b) BSA-RUPA complex FTIR spectra at 303 K at pH 7.4.
Figure S4: Lowest energy conformer of compound Rupatadine with balls and cylinders rendering
Figure S5: (a) The 2D binding mode and residues involved in the recognition for Rupatadine
                  (b) 3D binding view of Rupatadine embedded into the surface mapping pocket. Pink: hydrogen bond, blue: mild polar, green: hydrophobic region.
Figure S6: Surface map for Rupatadine, Pink: hydrogen bond, blue: mild polar, green: hydrophobic region.
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Figure S6
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