Supplementary Figure 2 — Heatmap of pairwise correlation coefficients among 65 lipoprotein variables in healthy control
individuals (HC, lower left triangle, n = 393) and patients with Type 2 Diabetes Mellitus (T2DM, upper right triangle). The
T2DM group includes all patients with T2DM (DA, n = 393), diabetic patients without hypertension or coronary heart disease
(DO, n = 88), those with hypertension (DH, n = 105), and those with both hypertension and coronary heart disease (DHC, n =
197). Bi-clustering based on Euclidean distance and average linkage was applied to the correlation matrix derived from the HC
group, and the same lipoprotein ordering was used across all heatmaps. The color bar (upper right) indicates Pearson
correlation coefficient (R) values ranging from +1 to —1. The distribution plot (lower right) shows the frequency of R values
across the correlation matrices from the HC and T2DM datasets. Note: Percentages in parentheses indicate the proportion of

lipoprotein variable pairs with significant positive (+) or negative (—) correlations.



HC (bottom left) - DA (top right)

41. MainFracApoA1l
40. PlasmaApoAl
42. SubFracApoAl
14. HDLChol
23. HDL2aChol
22. HDL2bChol
27. HDL2bFreeChol
43. HDLApoA1l
38. HDL2bPhoslip
44. HDL2bApoAl
32. HDLPhoslip
65. HDL2bCE
45. HDL2aApoAl
39. HDL2aPhoslip
8. HDL2bTG
9. HDL2aTG
58. LDL6ApoB =
7.LDLITG —
52. IDLApoB —
6. IDLTG —
1. PlasmaTG —
26. VLDLFreeChol —
51. VLDLApoB —
2. MainFracTG =~ —|
60. VLDLCE —
5. VLDLTG —
33. VLDLPhoslip —
15. VLDLChol —
3. SubFracTG ~ —
4.LDLTG —
61. IDLCE —
16. IDLChol —
37.LDL5Phoslip —
21. LDL5Chol
57. LDL5ApoB
20. LDL4Chol
56. LDL4ApoB
47. PlasmaApoB
48. MainFracApoB
55. LDL3ApoB
49. SubFracApoB
25. PlasmaFreeChol
12. SubFracChol
10. PlasmaChol
62. LDLCE
50. LDLApoB
19. LDL3Chol
36. LDL3Phoslip
13. LDLChol
31. LDLPhoslip
11. MainFracChol
59. PlasmaCE
64. LDL3CE
35. LDL2Phoslip
54. LDL2ApoB
18. LDL2Chol
63. LDLICE
34. LDL1Phoslip
17. LDL1Chol
53. LDLIApoB
28. PlasmaPhoslip
30. SubFracPhoslip
46. HDL3ApoA1l
24. HDL3Chol
29. MainFracPhoslip

300+

2501

Frequency
—
W
S

1001

501

HC (86.9% +R, 2.7% -R)
DA (77.2% +R, 5.2% -R)

0.5 1



HC (bottom left) - DO (top right)
41. MainFracApoAl
40. PlasmaApoAl
42. SubFracApoAl
14. HDLChol
23. HDL2aChol
22. HDL2bChol
27. HDL2bFreeChol
43. HDLApoAl
38. HDL2bPhoslip
44. HDL2bApoAl
32. HDLPhoslip
65. HDL2bCE
45. HDL2aApoAl
39. HDL2aPhoslip
8. HDL2bTG
9. HDL2aTG
58. LDL6ApoB
7.LDLITG
52. IDLApoB
6. IDLTG
1. PlasmaTG
26. VLDLFreeChol —
51. VLDLApoB —
2. MainFracTG =~ —
60. VLDLCE —
5. VLDLTG —
33. VLDLPhoslip —
15. VLDLChol —
3. SubFracTG =~ —
4. LDLTG —
61. IDLCE —
16. IDLChol —
37. LDL5Phoslip
21. LDL5Chol
57. LDL5ApoB
20. LDL4Chol
56. LDL4ApoB
47. PlasmaApoB
48. MainFracApoB
55. LDL3ApoB
49. SubFracApoB
25. PlasmaFreeChol
12. SubFracChol
10. PlasmaChol
62. LDLCE
50. LDLApoB
19. LDL3Chol
36. LDL3Phoslip
13. LDLChol
31. LDLPhoslip
11. MainFracChol
59. PlasmaCE
64. LDL3CE
35. LDL2Phoslip
54. LDL2ApoB
18. LDL2Chol
63. LDLICE
34. LDL1Phoslip
17. LDL1Chol
53.LDL1ApoB
28. PlasmaPhoslip
30. SubFracPhoslip
46. HDL3ApoAl
24. HDL3Chol
29. MainFracPhoslip

> s N S 3 R &
TS vy g AR S o S L. 29 VI &8 & S 5 P
FTINOITN & P 5 30 T30 Y Sy JULLS 3 SN ey Ly 0 S yS
S T T R e £ e O S A T S S S SO oS eessssss
TSN SIR VT TN TIITTIN ST LSS TAEIIT ST TIVNIET T &SI T a3 A a0 S ST E
B N A R A N s S N I e O N OO SN SSSINEGNE
S Y R S e N s o N S e 2 S S I TS S SS9 I
B ey AR e Yoo O NG QL ™ N A NIV SN N R SEUIRA TS
Q'&&V\"{y'\r’\k}‘@’%&‘%b@"i? & [ ,\‘,e‘o? VS ,;;;\“1 ,‘,fv,ﬁj\'\z;’eé\éb;?@@\\ h\“?\mghb,@b?\bwy\@w@&r\,@

0.5

3001

250+

200+

Frequency
p—
W
o

100+

. HC (86.9% +R, 2.7% -R)
. DO (55.7% +R, 6.4% -R)




HC (bottom left) - DH (top right)
41. MainFracApoAl - ] -]
40. PlasmaApoAl

42. SubFracApoAl . ]

14. HDLChol | |
23. HDL2aChol
22. HDL2bChol

27. HDL2bFreeChol
43. HDLApoA1l
38. HDL2bPhoslip

44. HDL2bApoA 1l

32. HDLPhoslip
65. HDL2bCE

45. HDL2aApoA1l
39. HDL2aPhoslip

8. HDL2bTG

9. HDL2aTG
58. LDL6ApoB

7.LDLITG

52. IDLApoB

6. IDLTG
1. PlasmaTG

26. VLDLFreeChol
51. VLDLApoB

2. MainFracTG

60. VLDLCE

5. VLDLTG
33. VLDLPhoslip
15. VLDLChol

3. SubFracTG

4.LDLTG
61. IDLCE
16. IDLChol
37. LDL5Phoslip
21. LDL5Chol
57. LDL5ApoB
20. LDL4Chol
56. LDL4ApoB
47. PlasmaApoB

48. MainFracApoB
55. LDL3ApoB
49. SubFracApoB
25. PlasmaFreeChol

12. SubFracChol

10. PlasmaChol

62. LDLCE
50. LDLApoB

19. LDL3Chol
36. LDL3Phoslip

13. LDLChol
31. LDLPhoslip
11. MainFracChol

59. PlasmaCE

64. LDL3CE
35. LDL2Phoslip
54. LDL2ApoB

18. LDL2Chol
63. LDLICE
34. LDLI1Phoslip
17. LDL1Chol
53. LDL1ApoB
28. PlasmaPhoslip
30. SubFracPhoslip
46. HDL3ApoA1l
24. HDL3Chol
29. MainFracPhoslip

Frequency

3001

2501

1001

50+

. HC (86.9% +R, 2.7% -R)
< DH(69.1% +R, 2.3% -R)




HC (bottom left) - DHC (top right)

41. MainFracApoAl
40. PlasmaApoAl
42. SubFracApoAl

14. HDLChol
23. HDL2aChol
22. HDL2bChol

27. HDL2bFreeChol
43. HDLApoA1l
38. HDL2bPhoslip

44. HDL2bApoAl

32. HDLPhoslip
65. HDL2bCE
45. HDL2aApoAl
39. HDL2aPhoslip

8. HDL2bTG

9. HDL2aTG

58. LDL6ApoB
7.LDLITG

52.IDLApoB
6. IDLTG

1. PlasmaTG

26. VLDLFreeChol

51. VLDLApoB
2. MainFracTG
60. VLDLCE

5. VLDLTG
33. VLDLPhoslip
15. VLDLChol
3. SubFracTG
4. LDLTG
61. IDLCE
16. IDLChol
37. LDL5Phoslip
21. LDL5Chol

57. LDL5ApoB
20. LDL4Chol

56. LDL4ApoB

47. PlasmaApoB

48. MainFracApoB
55. LDL3ApoB
49. SubFracApoB
25. PlasmaFreeChol

12. SubFracChol
10. PlasmaChol
62. LDLCE

50. LDLApoB
19. LDL3Chol

36. LDL3Phoslip
13. LDLChol
31. LDLPhoslip

11. MainFracChol
59. PlasmaCE
64. LDL3CE

35. LDL2Phoslip

54. LDL2ApoB
18. LDL2Chol
63. LDLICE

34. LDL1Phoslip
17. LDL1Chol

53. LDL1ApoB

28. PlasmaPhoslip

30. SubFracPhoslip

46. HDL3ApoAl

24. HDL3Chol
29. MainFracPhoslip

3001

2501

200

Frequency
—_
W
S

. HC (86.9% +R, 2.7% -R)
- DHC (75.9% +R, 2.8% -R)




DO (bottom left) - DH (top right) 1
42. SubFracApoAl | |
23. HDL2aChol
14. HDLChol | | | 0.5
22. HDL2bChol
27. HDL2bFreeChol B HE B

38. HDL2bPhoslip 0
44. HDL2bApoAl
32. HDLPhoslip
43. HDLApoA 1 -0.5

41. MainFracApoAl
40. PlasmaApoAl
45. HDL2aApoAl
65. HDL2bCE
39. HDL2aPhoslip —
9. HDL2aTG —
8. HDL2bTG —
29. MainFracPhoslip —
7.LDLITG — I
58. LDL6ApoB =
30. SubFracPhoslip —
4. LDLTG
3. SubFracTG
15. VLDLChol
2. MainFracTG
5. VLDLTG
1. PlasmaTG
6. IDLTG
33. VLDLPhoslip
26. VLDLFreeChol
51. VLDLApoB
60. VLDLCE
16. IDLChol
52. IDLApoB
61. IDLCE
28. PlasmaPhoslip —
24. HDL3Chol —

46. HDL3ApoAl — n
u

57. LDL5ApoB —
49. SubFracApoB
25. PlasmaFreeChol —
37. LDL5Phoslip —
21. LDL5Chol —
48. MainFracApoB —|
47. PlasmaApoB ~ —
10. PlasmaChol ~ —
12. SubFracChol  —

59. PlasmaCE —
11. MainFracChol —

20. LDL4Chol — -
50. LDLApoB —

62. LDLCE —
55. LDL3ApoB —
56. LDL4ApoB — N
36. LDL3Phoslip —

31.LDLPhoslip —

13. LDLChol —

19. LDL3Chol —

64. LDL3CE —

18. LDL2Chol —
54. LDL2ApoB —
35.LDL2Phoslip —

63. LDLICE —

17. LDL1Chol —
53. LDL1ApoB —
34.LDLIPhoslip —

3001

250+

2001

Frequency
ot
W
S

. DO (55.7% +R, 6.4% -R)
. DH (69.1% +R, 2.3% -R)




DO (bottom left) - DHC (top right) 1
[ B

42. SubFracApoA1l
23. HDL2aChol
14. HDLChol
22. HDL2bChol
27. HDL2bFreeChol
38. HDL2bPhoslip

44. HDL2bApoA1
32. HDLPhoslip
43. HDLApoAl
41. MainFracApoAl
40. PlasmaApoAl
45. HDL2aApoAl
65. HDL2bCE
39. HDL2aPhoslip
9. HDL2aTG
8. HDL2bTG
29. MainFracPhoslip
7.LDLITG
58. LDL6ApoB
30. SubFracPhoslip
4. LDLTG
3. SubFracTG
15. VLDLChol
2. MainFracTG
5. VLDLTG
1. PlasmaTG
6. IDLTG
33. VLDLPhoslip
26. VLDLFreeChol
51. VLDLApoB
60. VLDLCE
16. IDLChol
52. IDLApoB
61. IDLCE
28. PlasmaPhoslip
24. HDL3Chol
46. HDL3ApoAl
57. LDL5ApoB
49. SubFracApoB
25. PlasmaFreeChol
37. LDL5Phoslip
21. LDL5Chol
48. MainFracApoB
47. PlasmaApoB
10. PlasmaChol
12. SubFracChol
59. PlasmaCE
11. MainFracChol
20. LDL4Chol
50. LDLApoB
62. LDLCE
55. LDL3ApoB
56. LDL4ApoB
36. LDL3Phoslip
31. LDLPhoslip
13. LDLChol
19. LDL3Chol
64. LDL3CE
18. LDL2Chol
54. LDL2ApoB
35. LDL2Phoslip
63. LDLICE
17. LDL1Chol
53. LDL1ApoB
34. LDLI1Phoslip

0.5

Frequency

300+

250

100+

50

° DO (55.7% +R, 6.4% -R)
. DHC (75.9% +R, 2.8% -R)




DH (bottom left) - DHC (top right)
Il [ | II+I III 05
B
X |

m 0.5

32. HDLPhoslip
43. HDLApoAl
39. HDL2aPhoslip

41. MainFracApoAl
40. PlasmaApoAl
45. HDL2aApoAl
23. HDL2aChol
42. SubFracApoAl
14. HDLChol
27. HDL2bFreeChol

22. HDL2bChol

65. HDL2bCE
38. HDL2bPhoslip

44. HDL2bApoA1l
8. HDL2bTG
9. HDL2aTG
4. LDLTG
26. VLDLFreeChol
5. VLDLTG
1. PlasmaTG
33. VLDLPhoslip
15. VLDLChol
2. MainFracTG
3. SubFracTG
60. VLDLCE
51. VLDLApoB
6. IDLTG
29. MainFracPhoslip
24. HDL3Chol
46. HDL3ApoAl

28. PlasmaPhoslip

7.LDLITG

52. IDLApoB

61. IDLCE

30. SubFracPhoslip
16. IDLChol

58. LDL6ApoB

37. LDL5Phoslip

21. LDL5Chol
57. LDL5ApoB
25. PlasmaFreeChol

10. PlasmaChol

59. PlasmaCE

12. SubFracChol
11. MainFracChol
47. PlasmaApoB

48. MainFracApoB
49. SubFracApoB
56. LDL4ApoB
55. LDL3ApoB

62. LDLCE

20. LDL4Chol
36. LDL3Phoslip

50. LDLApoB

19. LDL3Chol

13. LDLChol

31. LDLPhoslip

63. LDLICE

64. LDL3CE
54. LDL2ApoB
34. LDL1Phoslip

18. LDL2Chol
35. LDL2Phoslip

17. LDL1Chol
53.LDL1ApoB

i-
;

Frequency

3001

250+

200

DH (69.1% +R, 2.3% -R)
DHC (75.9% +R, 2.8% -R)

0.5 1



	Slide 1
	Slide 2
	Slide 3
	Slide 4
	Slide 5
	Slide 6
	Slide 7
	Slide 8

