Monitoring how the metabolic behavior of mycoplasma is affected by the nutrients: a proof-of-concept demonstration on Mycoplasma gallisepticum by DART-HRMS
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Supplementary material


[image: ]
Figure S1. Representative spectra showing the changes of metabolic fingerprinting of M. gallisepticum growing in medium A within 71 hours. Negative ion mode data.
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Figure S2. Representative pectra showing the changes of metabolic fingerprinting of M. gallisepticum growing in medium B within 71 hours. Negative ion mode data.
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Figure S3. Representative spectra showing the changes of metabolic fingerprinting of M. gallisepticum growing in medium C within 71 hours. Negative ion mode data.
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Figure S4. Representative spectra showing the changes of metabolic fingerprinting of M. gallisepticum growing in medium D within 71 hours. Negative ion mode data.
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Figure S5. PLS-DA scores plot showing the changes of metabolic fingerprinting of M. gallisepticum growing in four different media within 71 hours. Positive ion mode data.
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	Figure S5 PLS-DA scores plot showing the changes of metabolic fingerprinting of M. gallisepticum growing in four different media within 71 hours. Negative ion mode data.
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