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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
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Materials & experimental systems
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Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)
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Plots

Confirm that:

The axis labels state the marker and fluorochrome used (e.g. CD4-FITC).

The axis scales are clearly visible. Include numbers along axes only for bottom left plot of group (a 'group' is an analysis of identical markers).

All plots are contour plots with outliers or pseudocolor plots.

A numerical value for number of cells or percentage (with statistics) is provided.

Sample size was determined according to acceptable standards in the field and to support high statistical strengths

No data were excluded from the analysis

Biological replications are indicated in the manuscript. All attempts at replication were successful

Samples treated with the same drug or manipulations were allocated randomly into the same experimental group

Typically, data collection and analysis were performed by the same person. Investigators were not blinded to data collection or analysis

Originally from ATCC

None of the cell line used were authenticated by us

All cell lines tested negative for mycoplasma contamination
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