>
w

Drop-t K562 Pore-C K562
~— | | ~ 3 1.0 -
™ 5.0 ™ 4.6 c ’
0 — 10 — g
~ - 484 ~ 448 8 0.75 -
o B BN N =
- | -463 < -42 @ 8
- = ] (S L S 05
S | -448 5 -4.0 § _g Pore-C GM1287
N g. NS 38 5 a 0.25 - Drop-t GM12878
> m 428 3 s § 7 | HiCGM12878
- I 3.6 = HiPore-C GM12878
X g e W 40 & m = 2 00+ : : : :
1 1 1 1 1 1 1 1 1 1 1 1 1 104 105 106 107 108
1357 9111315171921 X 1357 9111315171921 X
Genomic distance (bp)
C-walks K562 Hi-C K562
- e | 4.2 - e = 6.2
™ el .
o 4.0 T -
~ . -388 ™ 008
2 363 z ~58 g
o g 5 e L
= _ — -0.6 o
5 Sl a4y D :
= -328 © -54 &
[} & <) 2
h 307 < 5.2
N7 N
X 4y 28 X
1

357 9111315171921 X

HiPore-C C-walks 0.75

0.50
0.25
0.00

-0.25

0l]e|81100 uosiead

-0.505
-0.75

3] Pearson correlatioh r = 0.89
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