
1 3 5 7 9 11 13 15 17 19 21 X

1
3

5
7

9
11

13
15

17
19

21
X

Drop-t K562

4.0

4.2

4.4

4.6

4.8

5.0

1 3 5 7 9 11 13 15 17 19 21 X

1
3

5
7

9
11

13
15

17
19

21
X

Pore-C K562

3.6

3.8

4.0

4.2

4.4

4.6

1 3 5 7 9 11 13 15 17 19 21 X

1
3

5
7

9
11

13
15

17
19

21
X

C-walks K562

2.8

3.0

3.2

3.4

3.6

3.8

4.0

4.2

1 3 5 7 9 11 13 15 17 19 21 X

1
3

5
7

9
11

13
15

17
19

21
X

Hi-C K562

5.2

5.4

5.6

5.8

6.0

6.2

log
10 (Total contacts)

log
10 (Total contacts)

log
10 (Total contacts)

log
10 (Total contacts)

100 101 102 103 104 105
Position on chromosome 1 (MB)

−1.0

−0.5

0.0

0.5

1.0

1.5

In
su

la
tio

n 
sc

or
e

Drop-t
Hi-C

10 4 10 5 10 6 10 7 10 8

Genomic distance (bp)

0.0

0.25

0.5

0.75

1.0

N
or

m
al

iz
ed

 c
on

ta
ct

 fr
eq

ue
nc

y

Pore-C GM12878
Drop-t GM12878
Hi-C GM12878
HiPore-C GM12878

Hi-C Hi-C −0.75

−0.50

−0.25

0.00

0.25

0.50

0.75

Pearson correlation

Hi-C

C-walksHiPore-CDrop-t

A B

C

D E

F

−2 0 2
Drop-t insulation score

−1

0

1

2

3

H
i-C

 in
su

la
tio

n 
sc

or
e

Pearson correlation r = 0.89

10 0

10 1

10 2


