0.4 pam d-LHCC (2 10 way)
[ s-HCC (2 10 way)
3 0.3 1
C
(0]
>
o} 0.2 A
('
0.1 1
0.0 - T
2 4
log, (fragment number of HCC)
Number of sub-clusters in cluster
1 3 EEE 5 EEm 7 W >=9
w2 w4 mEEE 6 B3
£ 100 = 100
& &
% 75 9 75
© ©
S 50 5 50
s 5
€ 25 £ 25
s s
Y O

A A
d-LHCC Cluster size s-HCC Cluster size

F Element type

_  mm Genes 1 TEs mm SEs
2

ST 0.8

Ty

g 06

O

S 0.4

0.2

0.0

Gene of
propol

Proportion of sub-cluster (%)

100

75

50

25

(@)

Genome gap

— -
[eNe]
N ™

108
10°

-
o
'S

103

-
o
N

. E I

L
E

{3 I
AR

1
Proximal

T T T T TTTTT
AHOOONSHO0O
N

1]

0.02
0.00
-0.02

HCC size on a chromosome

Sub-cluster size
[ | . 2

‘—vamwl\coclyla

d-LHCC cluster size

Proportion of sub-cluster (%)

>=3

100

75

50

25

T AN®M W0 O N0

s-HCC cluster size

o)
I}
A

(d-LHCC - s-HCC)
Frequency



