Supplementary Table 1. Primers used for plasmid constructions.

Gene Vector Template Forward primer Reverse primer
name
Primers for Yeast Transactivation Assays
. GCATATGGCCATGGAGGCCGAAATGGA | GCGGCCGCTGCAGGTCGACGCTAGTGG
PIF4 | pBridge/PIF4 PIF4 CDS ACACCAAGGTTGGAG TCCAAACGAGAACC
. GCATATGGCCATGGAGGCCGAAATGGA | GCGGCCGCTGCAGGTCGACGCTAAGGG
PIF4 | pBridge/PIF4 A PIF4 CDS ACACCAAGGTTGGAG TATTGGATCCAAGAGAC
. GCATATGGCCATGGAGGCCGAACCAGA | GCGGCCGCTGCAGGTCGACGCTAGATT
PIF4 | pBridge/PIF4 B PIF4 CDS TGAAGACCCATTCGAAC GCATCTGATAGAGATAC
. GCATATGGCCATGGAGGCCGAAGGTAA | GCGGCCGCTGCAGGTCGACGCTAGTGG
PIF4 | pBridge/PIF4 C PIF4 CDS CAAGTCGAACCAACG TCCAAACGAGAACC
. GCATATGGCCATGGAGGCCGAAATGGA | GCGGCCGCTGCAGGTCGACGCTAATGA
PIF4 | pBridge/PIF4 A1 | PIF4 CDS ACACCAAGGTTGGAG GTTTGGCTCTGCAGAAC
. GCATATGGCCATGGAGGCCGAAAGAGA | GCGGCCGCTGCAGGTCGACGCTAAGGG
PIF4 | pBridge/PIF4 A2 | PIF4 CDS ACAAACCCAAACCCAG TATTGGATCCAAGAGAC
. GCATATGGCCATGGAGGCCGAAATGGA | GCGGCCGCTGCAGGTCGACGCTAAAGA
PIF4 | pBridge/PIF4 A3 | PIF4 CDS ACACCAAGGTTGGAG AAGGTGCTGGATCTTAGG
s | omndeemira ae | No PCR; AATTCGAAGATCAAGAAACTGTCTCTTG | GATCCCTAAGGGTATTGGATCCAAGAGA
perage Annealing GATCCAATACCCTTAGG CAGTTTCTTGATCTTCG
. - . TTTCTTGAAGATCAAGAAACTGCTTCTTG | CTGGAGGGTATTGGATCCAAGAAGCAG
PIF4 | pBridge/PIF4 pBridge/PIF4 GATCCAATACCCTCCAG TTTCTTGATCTTCAAGAAA
. o . CTTGAAGATCAAGAAACTGTCTCTGCTA | GTCTTCATCTGGAGGGTATTGGATAGCA
PIF4 | pBridge/PIF4 pBridge/PIF4 TCCAATACCCTCCAGATGAAGAC GAGACAGTTTCTTGATCTTCAAG
. — . AGATCAAGAAACTGTCTCTTGGGCTCAA | GGTCTTCATCTGGAGGGTATTGAGCCCA
PIF4 | pBridge/PIF4 pBridge/PIF4 TACCCTCCAGATGAAGACC AGAGACAGTTTCTTGATCT
ACAGTTGACTGTATCGCCGGCTATGGCT | AGCTGCTGCAGCAGCCATAGCCGGCGA
. GCTGCAGCAGCT TACAGTCAACTGT
PIF4 | pBridge/PIF4 M1 | PIF4 CDS ATGGCTGCTGCAGCAGCTAGTTTTGAGG | GGAATTAGCTTGGCTGCAGGCTAGTGG
AGAATTATAGTTTG TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCCCAACCTTGGTG
. CACCAAGGTTGGGCTGCTGCAGCAGCT | TTCCATAGCCGGCGATACAGTCAACTGT
PIF4 | pBridge/PIF4 M2 | PIF4 CDS TGGGCTGCTGCAGCAGCTTATAGTTTGT | GGAATTAGCTTGGCTGCAGGCTAGTGG
CCACTAATAGAAG TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | ATTCTCCTCAAAACTCCAACCTTGGTGTT
. CACCAAGGTTGGAGTTTTGAGGAGAAT | CCATAGCCGGCGATACAGTCAACTGT
PIF4 | pBridge/PIF4 M3 | PIF4 CDS AGTTTTGAGGAGAATGCTGCTGCAGCAG | GGAATTAGCTTGGCTGCAGGCTAGTGG
CTAATAGAAGATCTATCAGGCCAC TCCAAACGAGAAC
[ S — ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCAGTGGACAAACT

CACCAAGGTTGGAG

ATAATTCTCC




ACTGCTGCTGCAGCAGCTAGGCCACAA
GATGAACTAGTG

GGAATTAGCTTGGCTGCAGGCTAGTGG
TCCAAACGAGAAC

ACAGTTGACTGTATCGCCGGCTATGGAA
CACCAAGGTTGGAG

AGCTGCTGCAGCAGCGATAGATCTTCTA
TTAGTGGAC

PIF4 | pBridge/PIF4 M5 | PIF4 CDS ATCGCTGCTGCAGCAGCTCTAGTGGAG | GGAATTAGCTTGGCTGCAGGCTAGTGG
TTATTATGGCGAG TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCTTCATCTTGTGGE
. CACCAAGGTTGGAG CTGATAG
PIF4 | pBridge/PIF4 M6 | PIF4CDS GAAGCTGCTGCAGCAGCTTGGCGAGAT | GGAATTAGCTTGGCTGCAGGCTAGTGG
GGACAAGTGG TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCTAATAACTCCACT
. CACCAAGGTTGGAG AGTTCATCTTG
PIF4 | pBridge/PIF4 M7 | PIF4 CDS TTAGCTGCTGCAGCAGCTGTGGTTCTGE | GGAATTAGCTTGGCTGCAGGCTAGTGG
AGAGCCAAAC TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCTTGTCCATCTCGE
. CACCAAGGTTGGAG CATAATAAC
PIF4 | pBridge/PIF4 M8 | PIF4 CDS CAAGCTGCTGCAGCAGCTCAAACTCATA | GGAATTAGCTTGGCTGCAGGCTAGTGG
GAGAACAAACC TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCGCTCTGCAGAAC
. CACCAAGGTTGGAG CACTTGTC
PIF4 | pBridge/PIF4 M9 | PIF4 CDS AGCGCTGCTGCAGCAGCTCAAACCCAA | GGAATTAGCTTGGCTGCAGGCTAGTGG
ACCCAGAAACAAG TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCTTCTCTATGAGTT
. CACCAAGGTTGGAG TGGCTCTG
PIF4 | pBridge/PIF4 M10 | PIF4 CDS GAAGCTGCTGCAGCAGCTAAACAAGATC | GGAATTAGCTTGGCTGCAGGCTAGTGG
ATCATGAAGAAGC TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCCTGGGTTTGGGT
. CACCAAGGTTGGAG TTGTTCTC
PIF4 | pBridge/PIF4 M11 | PIF4 CDS CAGGCTGCTGCAGCAGCTGAAGAAGCC | GGAATTAGCTTGGCTGCAGGCTAGTGG
CTAAGATCCAG TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCATGATGATCTTGT
. CACCAAGGTTGGAG TTCTGGGTTTG
PIF4 | pBridge/PIF4 M12 | PIF4 CDS CATGCTGCTGCAGCAGCTTCCAGCACCT | GGAATTAGCTTGGCTGCAGGCTAGTGG
TTCTTGAAGATC TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCTCTTAGGGCTTCT
. CACCAAGGTTGGAG TCATGATG
PIF4 | pBridge/PIF4 M13 | PIF4 CDS AGAGCTGCTGCAGCAGCTGAAGATCAA | GGAATTAGCTTGGCTGCAGGCTAGTGG
GAAACTGTCTCTTG TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCAAGAAAGGTGCT
PIF4 | pBridge/PIF4 M14 | PIF4 CDS CACCAAGGTTGGAG GGATCTTAGG

CTTGCTGCTGCAGCAGCTGTCTCTTGGA
TCCAATACCC

GGAATTAGCTTGGCTGCAGGCTAGTGG
TCCAAACGAGAAC




ACAGTTGACTGTATCGCCGGCTATGGAA
CACCAAGGTTGGAG

AGCTGCTGCAGCAGCAGTTTCTTGATCT
TCAAGAAAGG

PIF4 | pBridge/PIF4 M15 | PIF4 CDS ACTGCTGCTGCAGCAGCTTACCCTCCAG | GGAATTAGCTTGGCTGCAGGCTAGTGG
ATGAAGACC TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCTTGGATCCAAGA
. CACCAAGGTTGGAG GACAGTTTC
PIF4 | pBridge/PIF4 M16 | PIF4 CDS CAAGCTGCTGCAGCAGCTGACCCATTC | GGAATTAGCTTGGCTGCAGGCTAGTGG
GAACCCGAC TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCTTCATCTGGAGG
. CACCAAGGTTGGAG GTATTGGATC
PIF4 | pBridge/PIF4 M17 | PIF4 CDS GAAGCTGCTGCAGCAGCTGACGACTTC | GGAATTAGCTTGGCTGCAGGCTAGTGG
TCCTCCCAC TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTATGGAA | AGCTGCTGCAGCAGCGGGTTCGAATGE
. CACCAAGGTTGGAG GTCTTCATC
PIF4 | pBridge/PIF4 M18 | PIF4 CDS CCCGCTGCTGCAGCAGCTCACTTCTTCT | GGAATTAGCTTGGCTGCAGGCTAGTGG
CAACCATGGATC TCCAAACGAGAAC
ACAGTTGACTGTATCGCCGGCTFATGGA | AGCAGCAGAAGCAGTAGCTTGAGCAGC
. . ACACCAAGGTTGGAG AAGAAAGGTGCTGGATCTTAGG
PIF4 | pBridge/PlF4 PIF4 CDS GCTGCTCAAGCTACTGCTTCTGCTGCTC | GGAATTAGCTTGGCTGCAGGCTAGTGG
AATACCCTCCAGATGAAGAC TCCAAACGAGAAC
Primers for Recombinant Protein Expression
PET28a/mGFPmut
iy | ETZBAMGE Pt s éggggg%(}ggggGGGTGCGATGGAACA gmggfggfgggTGGTGCGGGTGGTC
6His
AGCGGGTGGCTCGGGTGCGATGGAACA
PIF4 CDS vl GGTGCTGGATCTTAGGGCTT
| ACATCCAGCACCTTTCTICAMATCAAG | GTTATTGGGCTGGAATGGGTTTTGATTT
No PCR; AAAA GGAGGGTATTGGATCCAAGAGACAGTC
. AGACTGTCTCTTGGATCCAATACCCTCC
pEGT\g;Sa;mGFPmut Annealing AAATCAAAACCCATTCCAGCCCAATAAG $GTTGATTTTGAAGAAAGGTGCTGGATC
PIF4 2- inker-
PIF4™E 5K No PCR. CCATTCCAGCCCAATAACTTCTCCTCCC | AGGTTGGTCTCTGGAGGGGATTCATGG
Hlo POR; ACTTCTTCTCAACCATGAATCCCCTCCA | TTGAGAAGAAGTGGGAGGAGAAGTTATT
9 GAGACCAACCT GGGCTGGAATGG
GTGGTGGTGGTGGTGGTGCGGGTGGTC
PIF4CDS CCCCTCCAGAGACCAACCT oS
AGCGGGTGGCTCGGGTGCGATGGAACA
PIF4 CDS vl GGTGCTGGATCTTAGGGCTT
pET28a/mGFPmut | oo GCCCTAAGATCCAGCACCGCTGCAGAA | TTCAGCTGGGTCTTCATCTGGAGGTGCT
PIF4 | 2-GSlinker- Hlo POR: GATCAAGAAACTGTCTCTGCTATCCAAG | TGGATAGCAGAGACAGTTTCTTGATCTT
PIF4™WFYL s 9 CACCTCCAGATGAAGACCCAGCTGAA | CTGCAGCGGTGCTGGATCTTAGGGC
No PCR; GATGAAGACCCAGCTGAACCCGACGAC | CGTCTCTGAGGTTGGTCTCTGAGCGGG

Annealing

GCATCCTCCCACGCTGCATCAACCATGG

ATCCATGGTTGATGCAGCGTGGGAGGA




ATCCCGCTCAGAGACCAACCTCAGAGA
CG

TGCGTCGTCGGGTTCAGCTGGGTCTTC
ATC

GTGGTGGTGGTGGTGGTGCGGGTGGTC

PIF4 CDS CAGAGACCAACCTCAGAGACG S AT
AGCGGGTGGCTCGGGTGCGATGGAACA
PIF4 CDS SO TEEAS GTCGGTTGTGATGCATCTTC
AGATGCATCACAACCGACGCTGCAGCT | TGATGCTTGGTTCGAAGCGTTACCGATT
No PCR: GCAGCTATAAATCACACTGACGAATCTG | GCATCTGATAGAGATACAGATTCGTCAG
DET28a/mGFPmut | AMnealing TATCTCTATCAGATGCAATCGGTAACGC | TGTGATTTATAGCTGCAGCTGCAGCGTC
s | aasaime TTCGAACCAAGCATCA GGTTGTGATGCATCT
DR 5 GCTTCGAACCAAGCATCAGGATCAAACG | CATAGCCTCATTGATTGCATCAGCTGCA
No PCR: CTGCAAGTGCTGCAGCTGAAGTTCATAA | GCTGCTTCGGAGAGATTATGAACTTCAG
Annealing TCTCTCCGAAGCAGCTGCAGCTGATGCA | CTGCAGCACTTGCAGCGTTTGATCCTGA
ATCAATGAGGCTATG TGCTTGGTTCGAAGC
P4 CDS GCAATCAATGAGGCTATGGCAGCTTTGC | GTGGTGGTGGTGGTGGTGCGGGTGGTC
AAGAACTAATACCTCACT CAAACGAGAACCG
AGCGGGTGGCTCGGGTGCGATGGAACA | AGCTGCAGCTGCAGCGTCGGTTGTGAT
PET28a/mGFPmut CCAAGGTTGGAG GCATCTTCC
PIF4 | 2-GSlinker- PIF4 CDS
KRS O s GCTGCAGCTGCAGCTATAAATCACACTG | GTGGTGGTGGTGGTGGTGCGGGTGGTC
ACGAATCTGTATCT CAAACGAGAACCG
AGCGGGTGGCTCGGGTGCGATGGAACA
PIF4 CDS SO TEEAS GTCGGTTGTGATGCATCTTCC
AGATGCATCACAACCGACCGTAAGAGAA | TGATGCTTGGTTCGAAGCGTTACCGATT
No PCR: AACGTATAAATCACACTGACGAATCTGT | GCATCTGATAGAGATACAGATTCGTCAG
Annealing ATCTCTATCAGATGCAATCGGTAACGCT | TGTGATTTATACGTTTTCTCTTACGGTCG
pET28a/mGFPmut TCGAACCAAGCATCA GTTGTGATGCATCT
PIF4 | 2-GSlinker-
B S epis GCTTCGAACCAAGCATCAGGATCAAACG | CATAGCCTCATTGATTGCATCAGCTGCA
No PCR: CTGCAAGTGCTGCAGCTGAAGTTCATAA | GCTGCTTCGGAGAGATTATGAACTTCAG
Annealing TCTCTCCGAAGCAGCTGCAGCTGATGCA | CTGCAGCACTTGCAGCGTTTGATCCTGA
ATCAATGAGGCTATG TGCTTGGTTCGAAGC
P4 CDS GCAATCAATGAGGCTATGGCAGCTTTGC | GTGGTGGTGGTGGTGGTGCGGGTGGTC
AAGAACTAATACCTCACT CAAACGAGAACCG
AGCGGGTGGCTCGGGTGCGATGGAACA
PIF4 CDS COAAGOTTGOAG TGATCCTGATCGTTGGTTCG
DET28a/mGEPmut AACCAACGATCAGGATCAAACGCTGCAA | TCTCTCATTGATCCTATCAGCTGCAGCT
PiFd | DGainkor No PCR: GTGCTGCAGCTGAAGTTCATAATCTCTC | GCTTCGGAGAGATTATGAACTTCAGCTG
TR B s Annealing CGAAGCAGCTGCAGCTGATAGGATCAAT | CAGCACTTGCAGCGTTTGATCCTGATCG
GAGAGA TTGGTT
GTGGTGGTGGTGGTGGTGCGGGTGGTC
PIF4 CDS GATAGGATCAATGAGAGAATGAAGG AT
PIF4 | pET28a/mGFPmut | PIF4 CDS AGCGGGTGGCTCGGGTGCGATGGAACA | CTGCCTCTGTTCGGAGAGATTATGAACT




2-GSlinker-
PIF4RRAQ_6Hjjs

CCAAGGTTGGAG

T

CAGAGGCAGAGAGATAGGATCAATG

GTGGTGGTGGTGGTGGTGCGGGTGGTC
CAAACGAGAACCG

i gEgéﬁa;mGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGTTATTATG | GTGGTGGTGGTGGTGGTGCGGACTGCA
S aolnKer GCGAGATGGACAAG GTGAGGTATTAGTTC
PIF4IDR-%His

i gEgéf,f;’;"rGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGTTATTATG | GTGGTGGTGGTGGTGGTGCGGACTGCA
B 0.6 GCGAGATGGACAAG GTGAGGTATTAGTTC

i gEgéﬁa;mGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGTTATTATG | GTGGTGGTGGTGGTGGTGCGGACTGCA
~aelinKer GCGAGATGGACAAG GTGAGGTATTAGTTC
PIF4IDR™E-5Hjs

i gEgéf,f;’;"rGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGTTATTATG | GTGGTGGTGGTGGTGGTGCGGACTGCA
PIF4I|DR™WFYL_6His GCGAGATGGACAAG GTGAGGTATTAGTTC

PIF4 gEgéﬁa,ﬁmGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGTTATTATG | GTGGTGGTGGTGGTGGTGCGGACCGAT
- lInKer GCGAGATGGACAAG TGCATCTGATAGAGATAC
PIF4NO-SHis

PIE4 gEgéﬁa,fmGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGTTATTATG | GTGGTGGTGGTGGTGGTGCGGTCCACT
- linKer GCGAGATGGACAAG AGCCATTTCTTTGATATC
PIF4N1-SHis

s | aasamGERmUL | oS AGCGGGTGGCTCGGGTGCGTTATTATG | GTGGTGGTGGTGGTGGTGCGGAGGTCC
- lInKer GCGAGATGGACAAG AACGGTCGTTAC
PIF4N2-5His

s | aasamGERmUL | oS AGCGGGTGGCTCGGGTGCGTTATTATG | GTGGTGGTGGTGGTGGTGCGGAGGACA
- linKer GCGAGATGGACAAG GGCCTTAGGCTT
PIF4N3-SHis

PIF4 gEgéﬁa,ﬁmGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGTTATTATG | GTGGTGGTGGTGGTGGTGCGGAGGGTA
- linKer GCGAGATGGACAAG TTGGATCCAAGAGA
PIF4N4-SHis

i gEgéﬁa;mGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGCCTCCAGA | GTGGTGGTGGTGGTGGTGCGGACTGCA
- olnKer TGAAGACCCA GTGAGGTATTAGTTCTTG
PIF4C1-SHis

PIE4 gEgéﬁa;mGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGCCTGACCE | GTGGTGGTGGTGGTGGTGCGGACTGCA
il TCCTCCTCAA GTGAGGTATTAGTTCTTG
PIF4C2-5His

i gEgéﬁa;mGF Pmut PIF4 CDS AGCGGGTGGCTCGGGTGCGCCTAGCCA | GTGGTGGTGGTGGTGGTGCGGACTGCA
- olner TTGCGGAAGC GTGAGGTATTAGTTCTTG
PIF4C3-°His
PET28a/mGFPmut

piFa | aena PIF4 CDS AGCGGGTGGCTCGGGTGCGGGAAGAT | GTGGTGGTGGTGGTGGTGCGGACTGCA

PIF4C4-SHis

GCATCACAACCGAC

GTGAGGTATTAGTTCTTG




PET28a/mGFPmut

AGCGGGTGGCTCGGGTGCGGGAAGAT

GTGGTGGTGGTGGTGGTGCGGACTGCA

P o || DS GCATCACAACCGAC GTGAGGTATTAGTTCTTG
s | aaoamG P | ra oS AGCGGGTGGCTCGGGTGCGGGAAGAT | GTGGTGGTGGTGGTGGTGCGGACTGCA
e GCATCACAACCGAC GTGAGGTATTAGTTCTTG
s | aasamG P | ra CoS AGCGGGTGGCTCGGGTGCGGGAAGAT | GTGGTGGTGGTGGTGGTGCGGACTGCA
S GCATCACAACCGAC GTGAGGTATTAGTTCTTG
s | aasamG P | rd oS AGCGGGTGGCTCGGGTGCGGGAAGAT | GTGGTGGTGGTGGTGGTGCGGACTGCA
ST GCATCACAACCGAC GTGAGGTATTAGTTCTTG
s | aasamG P | ra oS AGCGGGTGGCTCGGGTGCGGGAAGAT | GTGGTGGTGGTGGTGGTGCGGACTGCA
Ehyi GCATCACAACCGAC GTGAGGTATTAGTTCTTG
Primers for Transient Expression in N. benthamiana
g | PCHFIMGFPmUTZ | o oo ACGAGCTCGGTACCCGGGATGAGTAAA | GAACGAAAGCTCTGCAGGTTAGCAGCC
-GSlinker-PIF4-SHis GGAGAAGAACTTTTCAC GGATCTCAG
g | Poer mGFEmULZ | PETZ8aIMGEPMUL | ACGAGCTCGGTACCCGGGATGAGTAAA | GAACGAAAGCTCTGCAGGTTAGCAGCC
e atis S GGAGAAGAACTTTTCAC GGATCTCAG
g | POl P2 | pET28aImGFPMUL | ACGAGCTCGGTACCCGGGATGAGTAAA | GAACGAAAGCTCTGCAGGTTAGCAGCC
e i GGAGAAGAACTTTTCAC GGATCTCAG
g | PGl Ptz | pET28almGFPMUL | ACGAGCTCGGTACCCGGGATGAGTAAA | GAACGAAAGCTCTGCAGGTTAGCAGCC
o e iker | GGAGAAGAACTTTTCAC GGATCTCAG
-°His PIF4 -°His
PiFe | TompmrPmutz- | P | CEGGEGACGAGCTCGGTACATGGAACA | TTGGTGTTGGAGTAGGAGCGTGGTCCA
byl - o CCAAGGTTGGAG AACGAGAACCG
His mGFPmut2-°His
SCHF 1Pl | PIHAZI2H/PIF gy
pra | PrpmGEpmat. | - PIFAT- CGGGGGACGAGCTCGGTACATGGAACA | TTGGTGTTGGAGTAGGAGCGTGGTCCA
GHI.S" (PT)4P- CCAAGGTTGGAG AACGAGAACCG
mGFPmut2-%His
IAA19 ;Z%?g%/gg\zgpro:: Genomic DNA CACCATCATTGCCCGTATCA CCACAGTAGCCGTTGTTGGA
Primers for Generating Transgenic Lines
pJHA212H/PIFdp:: | GenomicDNA | AGCTATGACCATGATTACGGCCAATCTG | 5a1GTTCCATGTCAGATCTC
PIF4 | PIF4-(PT)4P- CCGACAAGTTTC
- GTTGGTGTTGGAGTAGGAGCGTGGTCC
mGFPmut2-°His | PIF4 CDS GAGATCTGACATGGAACACC S Ao oo
PIFA__| pJHA212H/PIF4yo | Genomic DNA | AGCTATGACCATGATTACGGCCAATCTG | GGTGTTCCATGTCAGATCTC




PIFAT0_(PT) P CCGACAAGTTTC
mGFPmut2-%His PET28a/mGFPmut
2-GSlinker- GAGATCTGACATGGAACACC mgg;gx%ggGTAGGAGCGTGGTCC
PIF4™T0_6 s
. AGCTATGACCATGATTACGGCCAATCTG
PJIHA212H/PIF dyro:: Genomic DNA CCGACAAGTTTC GGTGTTCCATGTCAGATCTC
PIF4 | PIF4"™E(PT),P- | pET28a/mGFPmut
mGEPmut2-His | 2-GSlinker- GAGATCTGACATGGAACACC mgg;gx%ggGTAGGAGCGTGGTCC
PIF470E 5His
. AGCTATGACCATGATTACGGCCAATCTG
PIHA212H/PIF dyro:: Genomic DNA CCGACAAGTTTC GGTGTTCCATGTCAGATCTC
PIF4 | PIF4™P(PT),P- [ pET28a/mGFPmul
mGEPmut2-SHis | 2-GSlinker- GAGATCTGACATGGAACACC mgg;gx%ggGTAGGAGCGTGGTCC
PIF4™WFYL S s
. AGCTATGACCATGATTACGGCCAATCTG
PIHA212H/PIF dyro:: Genomic DNA CCGACAAGTTTC GGTGTTCCATGTCAGATCTC
PIF4 | PIF4m"(PT),P- | pET28a/mGFPmul
mGEPmut2-His | 2-GSlinker- GAGATCTGACATGGAACACC mgg;gx%ggGTAGGAGCGTGGTCC
PIF4m<RBH s
. AGCTATGACCATGATTACGGCCAATCTG
PIHA212H/PIF dyro:: Genomic DNA CCGACAAGTTTC GGTGTTCCATGTCAGATCTC
PIF4 | PIF4"8-(PT)4P- pET28a/mGEPmut
mGEPmut2-SHis | 2-GSlinker- GAGATCTGACATGGAACACC mgg;gx%ggGTAGGAGCGTGGTCC
PIF4™<RB_6Hjs
. AGCTATGACCATGATTACGGCCAATCTG
pJHA212H/PIF4pro Genomic DNA CCGACAAGTTTC GGTGTTCCATGTCAGATCTC
PIF4 | =PIF4RRe(PT),P- | pET28a/mGFPmul
mGEPmut2-SHis | 2-GSlinker- GAGATCTGACATGGAACACC GITGCTGTTGGAGTAGGAGCGTGGTCC

PIF4RR0-5Hjs

AAACGAGAACCG




