Supplementary Figure 10

a

g|e®
]
S
3
o
<)
8
s
S
<]
3
[}
)]
O g
8
2 g
3
®
°
°
°
g o
S ..n:
S - L R
s TN
e 0 4
®e 00
T T T
5 10 15
S |e
]
3
3
g o)
S \/&
8
]
3
s
=
<
8
0 28
8
0 3
3
o
;o
]
8
S
3
<) .
g ‘.
8 ®e
.
o n=9
é 77777777777 B S
o
] '
<1 ®%s00cee
T T T T
5 10 15 20

C

g& cell adhesion
leukocyte activation

negative regulation of growth
cytoskeleton organization

regulation of apoptotic signaling pathway o
viral gene expression o

ATP synthesis coupled electron transport
negative regulation of protein neddylation
protein transmembrane transport

RNA modification

translation

autophagy

protein catabolic process A
type | interferon production
lipid metabolic process
DNA replication

cell cycle process

W 5M 1M -
3weeks-Up | o

o
5months-Up I | ©
S5months-Down _l_l——(, ]

Aging-Positive

Aging-Negative

Aging-Stable

-log10(p.value)

Cluster1 .

10 20 30 40

9~>1

leukocyte activation
immune effector process
phagocytosis

innate immune response

Cluster21

9~>3

regulation of transcription |GO:0045893

mRNA processing [GO:0006397

DNA damage response [GO:0006974

protein autophosphorylation|GO:0046777
0 4

9~>4

mitochondrial gene expression
mitochondrial matrix
mitochondrial ribosome

0
9~>7
regulation of fatty acid oxidation |G0:0046320

cellular lipid metabolic process|G0:0044255
acylglycerol biosynthetic process|G0:0046463

0

9~>8

regulation of immune response
immune signaling pathway
endocytosis

0

E

Cluster34
Cluster4
Cluster5

Cluster6

Cluster74

-log10(p-value)

0:0045321

0:0002252

0:0006909

0:0045087
4

1 2

0:0050776

0:0002764

0:0006897
4

8

8

8

3

Clusters

12

12

12

Cluster9

b

|
i Tty
J—w
TN

Mt
i “““1““““““I“IP“

1 W

W H H i iy

i H‘ il I\i\“ '
i I \ I

Wi ! J\“\

n H ”ﬂ

2 4 0 1
L

1

I
M‘H\ iyl u I, ‘ m”
i
i
oy P Iy

I
1

[l
(Il

I
I MW

2401 23

I
U”mww ]

[ 1
LE
g

HHH mmm

10months-Up

__Jeo

[T

It ™ g

i \. w “\I
i ”W”\ Ity
o

240 1 2 3 4

10months-Down | 16

3 2 4 0 1
L

2 3

3 2 4 0 1
L

@ga

Tl
i
i

iy

ol
w! u i
i H“ il

!

I
m”‘ HHH Y

”H
‘H‘ mu

M
\H Ml i
Jm H

9<~1

intrinsic apoptotic signaling pathway
lysosome localization

DNA damage response

response to oxidative stress
leukocyte activation

0
8 <~1

centrosome

microtubule organizing center
microtubule cytoskeleton

6<~8

protein autophosphorylation
regulation of mast cell chemotaxis
regulation of programmed cell death
mast cell migration

0
3<~9

negative regulation of TORC1 signaling
regulation of autophagy

cellular lipid metabolic process

0
2<~9

protein prenylation

copper ion transmembrane transport

0

-log10(p-value)

2 4 6
2 4

2 4 6
2 4
2 4

3w

5M

10M




