Supplementary Material

Supplementary Table 1. List of Genes and Corresponding Proteins Investigated in the Study.
This table provides a list of the 15 genes analyzed in this study, along with their corresponding protein abbreviations and full protein names. Gene symbols are italicized.
	Gene
	Protein Abbreviation
	Protein Full Name

	AIFM2
	FSP1
	Ferroptosis suppressor protein 1

	BRIP1
	BRIP1
	BRCA1 interacting DNA helicase 1

	CAMK1
	CaMK1
	Calcium/calmodulin-dependent protein kinase type 1

	CXCL12
	CXCL12
	C-X-C motif chemokine ligand 12

	FZD7
	FZD7
	Frizzled class receptor 7

	GPC1
	GPC1
	Glypican 1

	HRK
	HRK
	Activator of apoptosis harakiri

	ITGB8
	ITGB8
	Integrin beta-8

	LRP8
	LRP8
	LDL receptor related protein 8

	MPP3
	MPP3
	MAGUK p55 subfamily member 3

	PHGDH
	3-PGDH
	D-3-phosphoglycerate dehydrogenase

	RET
	RET
	Proto-oncogene tyrosine-protein kinase receptor Ret

	SHISA2
	SHISA2
	Protein shisa-2 homolog

	STC2
	STC2
	Stanniocalcin-2

	TDO2
	TDO
	Tryptophan 2,3-dioxygenase





Supplementary Figure 1.
[bookmark: _Int_j0VcHPIE]The figure illustrates the division of the mouse hippocampus into dorsal and ventral regions and the specific cell types analyzed, as adapted from the Hipposeq RNA-seq database (http://hipposeq.janelia.org/, accessed 12.01.2025) (Cembrowski et al., 2016). The regions include: dorsal CA1, CA2, and CA3 pyramidal cells (PCs); ventral CA1 and CA3 PCs; dorsal and ventral dentate gyrus (DG) granule cells (GCs); and dorsal DG mossy cells (MCs)
[image: ]






Supplementary Figure 2.
Heatmap of the logarithmic fold change in expression of Nrf2-regulated genes between the dorsal CA1 region and ventral CA1, dorsal CA2, dorsal CA3, ventral CA3, dorsal DG, ventral DG, and MC in the mouse hippocampus. Color indicates the log10 of the fold change in expression. Light green and dark green represent a 10x and 100x increase in expression in a given region relative to the dorsal CA1 region, respectively. Red indicates a 100x decrease in expression. Gray indicates a lack of gene expression in a given region.
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