Supplementary Table 2. Summary of spots and gene expression data per sample in the Spatial Transcriptomics assay.

	Sample
	Spots under tissue
	Genes per spot

	Control 1
	2544
	2090

	Control 2
	2776
	2917

	Chronic Active 1
	3239
	1962

	Chronic Active 2
	3686
	2888

	Early Active
	3111
	1803

	Chronic Inactive 1
	3148
	1585

	Chronic Inactive 2
	4257
	2375




