Supplementary Table 1. Empirical Antibiotic Therapy on Admission in patients with  S. aureus CAP
	Antibiotic Categories
	MRSA CAP (n=50)
	MSSA CAP (n=130)

	
	
	

	[bookmark: OLE_LINK98]Anti-staphylococcal penicillins & 1st-generation cephalosporins, n (%)
	[bookmark: OLE_LINK148]0(0.00)
	0(0.00)

	Other cephalosporins, n (%)
	3(6.00)
	17(13.08)

	β-lactams, n (%)
	28(56.00)
	[bookmark: OLE_LINK145]55(42.31)

	Quinolones, n (%)
	4(8.00)
	29(22.31)

	Vancomycin, n (%)
	1(2.00)
	4(3.08)

	Linezolid, n (%)
	0(0.00)
	[bookmark: OLE_LINK146]1(0.77)

	Teicoplanin, n (%)
	3(6.00)
	0(0.00)

	Tigecycline, n (%)
	[bookmark: OLE_LINK147]1(2.00)
	1(0.77)

	Carbapenems, n (%)
	13(0.26)
	19(14.62)

	Aminoglycosides, n (%)
	1(2.00)
	0(0.00)

	[bookmark: _Hlk197553571]No antibiotic use, n (%)
	1(2.00)
	2(1.54)

	[bookmark: _Hlk197548124]Monotherapy (Number of antibiotics = 1)
	[bookmark: OLE_LINK70]43(86.00)
	126(96.92)

	Combination therapy (Number of antibiotics ≥ 2)
	7(14.00)
	4(3.08)

	β-lactams：All were piperacillin-tazobactam.
Aminoglycosides：Isepamicin  





Supplementary Table 2.Targeted Antimicrobial Therapy After Pathogen Identification in patients with S. aureus CAP.
	Antibiotic Categories
	MRSA CAP (n=50)
	MSSA CAP (n=130)

	
	
	

	Anti-staphylococcal penicillins & 1st-generation cephalosporins, n (%)
	0(0.00)
	2(1.54)

	Other cephalosporins, n (%)
	1(2.00)
	13(10.00)

	β-lactams, n (%)
	23 (46.00)
	48(36.92)

	Quinolones, n (%)
	11 (22.00)
	48(36.92)

	Vancomycin, n (%)
	8 (16.00)
	7(5.38)

	Linezolid, n (%)
	0 (00.00)
	3(2.31)

	Teicoplanin, n (%)
	13 (26.00)
	7(5.38)

	Tigecycline, n (%)
	2 (6.00)
	3(2.31)

	Carbapenems, n (%)
	12(24.00)
	17(13.08)

	No antibiotic use, n (%)
	1(2.00)
	3(2.31)

	Monotherapy (Number of antibiotics =1), n (%)
	30(60.00)
	111(85.38)

	Combination therapy (Number of antibiotics ≥ 2), n (%)
	20(40.00)
	19(14.62)

	β-lactams：All were piperacillin-tazobactam.





[bookmark: _Hlk196695188]Supplementary Table 3.Targeted Antimicrobial Therapy After Pathogen Identification in patients with S. aureus CAP.
	Pathogen (%)
	MRSA (n*=36)
	MSSA(n*=65)
	S. aureus CAP(n*=101)

	
	
	
	

	Bacteria, n (%)
	23(63.89)
	43(66.15)
	66(65.35)

	Mycoplasma pneumoniae , n (%)
	2(5.56)
	6(9.23)
	8(7.92)

	Streptococcus pneumoniae , n (%)
	1(2.78)
	[bookmark: OLE_LINK95]6(9.23)
	7(6.93)

	Gram-negative bacteria, n (%)
	20(55.56)
	31(47.69)
	51(50.50)

	Pseudomonas aeruginosa, n (%)
	7(19.44)
	7(10.77)
	14(13.86)

	Klebsiella pneumoniae, n (%)
	5(13.89)
	7(10.77)
	12(11.88)

	Stenotrophomonas maltophilia , n (%)
	3(8.33)
	0(0.00)
	3(2.97)

	Acinetobacter baumannii, n (%)
	3(8.33)
	[bookmark: OLE_LINK109]5(7.69)
	[bookmark: OLE_LINK105]8(7.92)

	Haemophilus influenzae, n (%)
	1(2.78)
	10(15.38)
	11(10.89)

	Moraxella catarrhalis , n (%)
	0(0.00)
	[bookmark: OLE_LINK110]1(1.54)
	1(0.99)

	Enterobacter cloacae, n (%)
	1(2.78)
	1(1.54)
	2(1.98)

	Viruses, n (%)
	6(10.71)
	17(26.15)
	23(22.77)

	Influenza, n (%)
	0(0.00)
	3(4.62)
	3(2.97)

	SARS-CoV-2, n (%)
	3(8.33)
	11(16.92)
	14(13.86)

	Epstein-Barr virus, n (%)
	3(8.33)
	3(4.62)
	6(5.94)

	[bookmark: OLE_LINK41]Fungus, n (%)
	7(19.44)
	5(7.69)
	12(11.88)

	Aspergillu, n (%)
	4(11.11)
	4(6.15)
	8(7.92)

	Candida, n (%)
	3(8.33)
	1(1.54)
	4(3.96)

	n*: Number of pathogenic co-infecting pathogenic micro-organisms detected.
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