
Supplementary materials 

 

 
Figure S1. The expression of lncRNAs, miRNAs and mRNAs in the survival-related lncRNA-miRNA 

mRNA axis in CC and paired adjacent normal tissues. 



 

Figure S2. Analysis of potential function (including GO analysis and KEGG analysis) of target gene 

included in ceRNA network1 

 



 

Figure S3. The relationship between UNC5D DNA methylation and gene expression in different CpG 

site by using MEXPRESS. 

 

TableS1. Univariate and Multivariate analysis (Cox regression model) of mir-22-3p in HCC patients. 

Factor 

 Univariate Cox   Munivariate Cox  

HR 95% CI P value 

(Log-rank 

test) 

HR 

 

95% CI 

 

P value 

(Log-rank 

test) 

Age 

Gender 

TNM stage 

Diameter 

Lymph-node metastasis 

Distant metastasis 

mir-22-3p expression (high/ low) 

1.238 

0.824 

2.361 

2.482 

2.793 

1.714 

1.574 

0.770-2.136 

0.538-1.261 

1.679-3.320 

1.141-5.400 

1.808-4.316 

1.338-2.197 

1.027-2.413 

0.339 

0.317 

0.000 

0.022 

0.000 

0.000 

0.037 

 

 

1.959 

 

 

1.430 

 

 

 

1.360-2.822 

 

 

1.082-1.890 

 

 

 

0.000 

 

 

0.012 

 

 

 

 

 



TableS2. Correlation analysis between UNC5D and biomarkers of immune cells using TIMER, GEPIA and TCGA. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Description Gene markers TIMER  GEPIA  TCGA 

Tumor purity tumor tumor 

 Cor Pvalue Cor Pvalue Cor Pvalue 

CD8+ T cell 

 

T cell (general) 

 

 

B cell  

 

Monocyte  

 

TAM 

 

 

M1 Macrophage 

 

 

M2 Macrophage 

 

 

Neutrophils 

 

 

Natural killer cell 

  

 

CD8A 

CD8B 

CD3D 

CD3E 

CD2 

CD19 

CD79A   

CD86 

CD115 (CSF1R) 

CCL2 

CD68 

IL10 

INOS (NOS2) 

IRF5 

COX2 (PTGS2) 

CD163 

VSIG4 

MS4A4A 

CD66b (CEACAM8) 

CD11b (ITGAM) 

CCR7 

KIR2DL1 

KIR2DL3 

KIR2DL4 

-0.02 

-0.001 

0.04 

0.088 

0.059 

0.117 

0.219 

0.063 

0.155 

0.103 

0.061 

0.068 

0.036 

0.036 

0.147 

0.095 

0.062 

0.052 

0.036 

0.056 

0.207 

-0.082 

-0.174 

-0.054 

6.91e-01 

9.87e-01 

4.21e-01 

7.80e-02 

2.33e-01 

* 

**** 

2.02e-01 

** 

* 

2.19e-01 

1.74e-01 

4.67e-01 

4.67e-01 

** 

5.48e-02 

2.09e-01 

2.91e-01 

4.69e-01 

2.57e-01 

**** 

9.86e-02 

*** 

2.81e-01 

 0.085 

0.031 

0.120 

0.190 

0.150 

0.220 

0.310 

0.170 

0.240 

0.160 

0.200 

0.150 

0.100 

0.0072 

0.230 

0.110 

0.140 

0.150 

0.097 

0.160 

0.300 

-0.042 

-0.110 

0.014 

3.30e-01 

6.00e-01 

* 

** 

* 

*** 

**** 

** 

**** 

*** 

*** 

* 

8.30e-02 

9.00e-01 

*** 

7.00e-02 

* 

* 

1.10e-01 

** 

**** 

4.90e-01 

7.3e-02 

8.20e-01 

 -0.025 

-0.035 

-0.015 

0.039 

0.039 

0.170 

0.161 

0.086 

0.127 

0.123 

-0.047 

0.117 

-0.038 

-0.076 

0.193 

0.087 

0.054 

0.079 

0.117 

0.047 

0.173 

-0.045 

-0.053 

-0.028 

5.84e-01 

4.38e-01 

7.37e-01 

3.88e-01 

3.88e-01 

*** 

*** 

5.90e-02 

** 

** 

3.05e-01 

* 

4.04e-01 

9.50e-02 

*** 

5.60e-02 

2.34e-01 

8.20e-02 

* 

3.00e-01 

*** 

3.21e-01 

2.50e-01 

5.34e-01 
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Description Gene markers TIMER  GEPIA  TCGA 

Tumor purity tumor tumor 

 Cor Pvalue Cor Pvalue Cor Pvalue 

 

 

 

 

Dendritic cell 

 

 

 

 

 

 

Th1 

 

 

 

 

Th2 

 

 

 

Tfh 

 

KIR3DL1 

KIR3DL2 

KIR3DL3 

KIR2DS4 

HLA-DPB1 

HLA-DQB1 

HLA-DRA 

HLA-DPA1 

BDCA-1 (CD1C) 

BDCA-4 (NRP1) 

CD11c (ITGAX) 

T-bet (TBX21) 

STAT4 

STAT1 

IFN-γ (IFNG) 

TNF-α (TNF) 

GATA3 

STAT6 

STAT5A 

IL13 

BCL6 

IL21 

-0.129 

-0.008 

-0.062 

-0.051 

0.008 

0.043 

-0.005 

0.036 

0.202 

0.104 

0.070 

0.019 

0.101 

-0.013 

-0.057 

0.110 

0.092 

0.103 

0.072 

-0.010 

0.089 

-0.022 

** 

8.65e-01 

2.11e-01 

3.02e-01 

8.69e-01 

3.82e-01 

9.13e-01 

4.75e-01 

**** 

* 

1.57e-01 

6.96e-01 

* 

7.99e-01 

2.48e-01 

* 

6.51e-02 

* 

1.49e-01 

8.40e-01 

7.20e-02 

6.65e-01 

 -0.036 

0.035 

0.014 

-0.004 

0.120 

0.018 

0.093 

0.130 

0.330 

0.200 

0.130 

0.120 

0.220 

0.013 

-0.060 

0.160 

0.170 

0.130 

0.063 

0.069 

0.170 

-0.070 

5.50e-01 

5.60e-01 

8.20e-01 

9.50e-01 

* 

7.60e-01 

1.30e-01 

* 

**** 

** 

* 

5.30e-02 

*** 

8.30e-01 

3.20e-01 

** 

** 

* 

3.00e-01 

2.50e-01 

** 

2.50e-01 

 -0.041 

-0.003 

-0.011 

-0.011 

-0.027 

-0.022 

-0.025 

0.019 

0.207 

0.100 

0.039 

0.027 

0.152 

0.000 

-0.035 

0.054 

0.104 

-0.016 

-0.030 

0.051 

0.058 

0.030 

3.67e-01 

9.42e-01 

8.17e-01 

8.08e-01 

5.59e-01 

6.31e-01 

5.87e-01 

6,75e-01 

*** 

* 

3.92e-01 

5.56e-01 

*** 

9.97e-01 

4.45e-01 

2.37e-01 

* 

7.27e-01 

5.13e-01 

2.64e-01 

2.03e-01 

5.14e-01 
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Description Gene markers TIMER  GEPIA  TCGA 

Tumor purity tumor tumor 

 Cor Pvalue Cor Pvalue Cor Pvalue 

Th17 

 

 

 

Treg 

 

 

 

T cell exhaustion 

 

STAT3 

IL17A 

FOXP3 

CCR8 

STAT5B 

TGFβ (TGFB1) 

PD-1 (PDCD1) 

CTLA4 

LAG3 

TIM-3 (HAVCR2) 

GZMB 

0.205 

0.147 

0.150 

0.172 

0.228 

0.091 

-0.019 

0.070 

-0.007 

0.014 

-0.031 

**** 

** 

** 

*** 

**** 

6.74e-02 

6.98e-01 

1.59e-01 

8.91e-01 

7.81e-01 

5.31e-01 

 0.280 

0.130 

0.240 

0.280 

0.210 

0.150 

0.042 

0.150 

0.066 

0.110 

-0.049 

**** 

* 

**** 

**** 

*** 

* 

4.90e-01 

* 

2.80e-01 

6.50e-02 

4.20e-01 

 0.158 

0.162 

0.068 

0.160 

0.140 

-0.017 

-0.066 

0.073 

-0.047 

0.017 

-0.082 

*** 

*** 

1.38e-01 

*** 

** 

7.10e-01 

1.50e-01 

1.11e-01 

3.01e-01 

7.04e-01 

7.40e-02 
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