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Supplementary Table 1: Sequence of primers designed for Heat Stress Transcription Factors (HSFs) for real-time PCR amplification 
	Primer ID
	Forward Primer (5ˈ–3ˈ)
	Reverse Primer(5ˈ–3ˈ)

	HSFA1B
	GATGGTTTCCTTCTGTTGATGGT
	GCTCAACACC.TACGGATTCAG

	HSFA2
	CGCCGTTCCTGACGAAGA
	CGCTCCACGACATGATGCT

	HSFA3
	CCCCAATGTCCTCTGATGCT
	CATGCTGCCGGGTAGCTT

	HSFA4B
	CACC.AGGAGGCCCAATCA
	CGGTCTCCTGCTGTTGTTTGA

	HSFA5
	CCTTCATGCCCTGGAGGAT
	CCCAAAGCTCGCACGAA

	HSFA6B
	TTGCCAAGAACC.CCATCATC
	TCGTAGCCTGCCTTCCATG

	HSFA9
	AGCTTCATACGCCAGCTCAAC
	GGCCCACTCCCATCTATCAG

	HSFB1
	GCTCGGCGGACC.AAGAG
	GACGCGTCCTTGAGGATCAC

	HSFB2A
	AGCTCGGTCAGATGAAGAAGCT
	CGTCGGTGTACTTGGACATGA

	HSFB2B
	GCGTCTCCATAGGGCTCAAG
	TCCTCCCTGTCGTCGTCTTC

	HSFB3
	TGGCATGCACGTAAGGATGT
	GTACGGCCGAGACAGCAAA

	HSFC1B
	TCCCCTCGGCATAGTTGCTA
	CGTGGCTGGAGTGACTACTATGG



