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	ProbeID
	ProbeChr
	Gene
	Probe_bp
	topSNP
	topSNP_chr
	topSNP_bp
	A1
	A2
	b_top
	se_top
	p_top
	b_ivw
	se_ivw
	p_ivw
	n_iv
	h2cis
	FDR

	cg20826345
	1
	-
	2350197
	rs867436
	1
	2523723
	T
	C
	1.07764
	0.181654
	3.00E-09
	1.07764
	0.181654
	3.00E-09
	1
	0.0154174
	1.47E-06

	cg06513673
	1
	-
	2357638
	rs7526311
	1
	2707438
	T
	A
	1.09263
	0.247397
	1.00E-05
	1.09263
	0.247397
	1.00E-05
	1
	0.00762535
	0.001554388

	cg25880537
	1
	-
	2365337
	rs12748553
	1
	2704471
	T
	C
	0.817823
	0.182096
	7.09E-06
	0.817823
	0.182096
	7.09E-06
	1
	0.014179
	0.001185272

	cg01564665
	1
	-
	2373855
	rs867436
	1
	2523723
	T
	C
	0.942641
	0.158898
	3.00E-09
	0.942641
	0.158898
	3.00E-09
	1
	0.020174
	1.47E-06

	cg15548859
	1
	-
	2381299
	rs67373773
	1
	2710377
	A
	G
	0.627806
	0.142015
	9.85E-06
	0.627806
	0.142015
	9.85E-06
	1
	0.0232914
	0.001534821

	cg10556142
	1
	-
	2385305
	rs12748553
	1
	2704471
	T
	C
	1.69462
	0.377322
	7.09E-06
	1.69462
	0.377322
	7.09E-06
	1
	0.00324634
	0.001185272

	cg11390151
	1
	-
	2387810
	rs867436
	1
	2523723
	T
	C
	1.22067
	0.205763
	3.00E-09
	1.22067
	0.205763
	3.00E-09
	1
	0.0119975
	1.47E-06

	cg25390413
	1
	-
	2390701
	rs67373773
	1
	2710377
	A
	G
	0.714007
	0.161514
	9.85E-06
	0.714007
	0.161514
	9.85E-06
	1
	0.0179902
	0.001534821

	cg07381283
	1
	-
	2391837
	rs192349427
	1
	2523807
	A
	C
	1.40822
	0.251809
	2.25E-08
	1.40822
	0.251809
	2.25E-08
	1
	0.00803842
	8.54E-06

	cg13966547
	1
	PLCH2
	2406284
	rs2377041
	1
	2713327
	T
	C
	0.738242
	0.166208
	8.93E-06
	0.738242
	0.166208
	8.93E-06
	1
	0.016827
	0.001422705

	cg11229415
	1
	PLCH2
	2407652
	rs2377041
	1
	2713327
	T
	C
	0.52234
	0.1176
	8.93E-06
	0.52234
	0.1176
	8.93E-06
	1
	0.0337033
	0.001422705

	cg14984126
	1
	PLCH2
	2409866
	rs2377041
	1
	2713327
	T
	C
	0.423609
	0.0953715
	8.93E-06
	0.423609
	0.0953715
	8.93E-06
	1
	0.0512825
	0.001422705

	cg03847348
	1
	PLCH2
	2413705
	rs12748553
	1
	2704471
	T
	C
	0.46581
	0.103717
	7.09E-06
	0.461602
	0.095749
	1.43E-06
	2
	0.049515
	0.000315548

	cg03722487
	1
	PLCH2
	2415199
	rs4648502
	1
	2700117
	G
	C
	0.978984
	0.218683
	7.59E-06
	0.978984
	0.218683
	7.59E-06
	1
	0.00989578
	0.001251142

	cg24902038
	1
	PLCH2
	2428882
	rs10752745
	1
	2507938
	G
	A
	-0.401631
	0.0772738
	2.02E-07
	-0.401631
	0.0772738
	2.02E-07
	1
	0.0809859
	5.68E-05

	cg00722329
	1
	PLCH2
	2433226
	rs2377041
	1
	2713327
	T
	C
	0.728405
	0.163993
	8.93E-06
	0.728405
	0.163993
	8.93E-06
	1
	0.0172959
	0.001422705

	cg16648140
	1
	PLCH2
	2434046
	rs12748553
	1
	2704471
	T
	C
	0.767465
	0.170883
	7.09E-06
	0.767465
	0.170883
	7.09E-06
	1
	0.0161016
	0.001185272

	cg26783079
	1
	PLCH2
	2434058
	rs2016366
	1
	2513678
	T
	A
	0.966054
	0.1827
	1.24E-07
	0.966054
	0.1827
	1.24E-07
	1
	0.0138539
	3.73E-05

	cg06350196
	1
	PLCH2
	2435087
	rs734999
	1
	2513216
	T
	C
	0.731647
	0.138369
	1.24E-07
	0.731647
	0.138369
	1.24E-07
	1
	0.024211
	3.73E-05

	cg24314879
	1
	PLCH2
	2435236
	rs4648649
	1
	2512650
	C
	T
	0.914729
	0.174642
	1.63E-07
	0.914729
	0.174642
	1.63E-07
	1
	0.0151797
	4.71E-05

	cg08615111
	1
	PLCH2
	2435555
	rs10752745
	1
	2507938
	G
	A
	0.631489
	0.121498
	2.02E-07
	0.631489
	0.121498
	2.02E-07
	1
	0.0327153
	5.68E-05

	cg20598921
	1
	PLCH2
	2435827
	rs6671426
	1
	2504234
	A
	C
	0.889765
	0.174765
	3.56E-07
	0.889765
	0.174765
	3.56E-07
	1
	0.0159673
	9.36E-05

	cg06322310
	1
	PLCH2
	2436214
	rs734999
	1
	2513216
	T
	C
	1.01378
	0.191726
	1.24E-07
	1.01378
	0.191726
	1.24E-07
	1
	0.0125751
	3.73E-05

	cg25037677
	1
	-
	2437047
	rs60687045
	1
	2539603
	A
	G
	1.55456
	0.289411
	7.83E-08
	1.55456
	0.289411
	7.83E-08
	1
	0.00599994
	2.52E-05

	cg24551418
	1
	-
	2437112
	rs10752745
	1
	2507938
	G
	A
	0.961515
	0.184995
	2.02E-07
	0.961515
	0.184995
	2.02E-07
	1
	0.014068
	5.68E-05

	cg12117396
	1
	-
	2438037
	rs745368
	1
	2524205
	T
	C
	0.336632
	0.0591051
	1.23E-08
	0.336632
	0.0591051
	1.23E-08
	1
	0.145211
	5.17E-06

	cg25975165
	1
	PANK4
	2444426
	rs4648502
	1
	2700117
	G
	C
	0.435143
	0.0972011
	7.59E-06
	0.435143
	0.0972011
	7.59E-06
	1
	0.0504029
	0.001251142

	cg05697909
	1
	HES5
	2462364
	rs10752745
	1
	2507938
	G
	A
	0.760395
	0.1463
	2.02E-07
	0.760395
	0.1463
	2.02E-07
	1
	0.0225406
	5.68E-05

	cg15678662
	1
	-
	2465544
	rs10752745
	1
	2507938
	G
	A
	-0.705371
	0.135713
	2.02E-07
	-0.705371
	0.135713
	2.02E-07
	1
	0.0262062
	5.68E-05

	cg06415891
	1
	-
	2467096
	rs12748553
	1
	2704471
	T
	C
	0.788148
	0.175488
	7.09E-06
	0.788148
	0.175488
	7.09E-06
	1
	0.0152724
	0.001185272

	cg20816361
	1
	-
	2467100
	rs12748553
	1
	2704471
	T
	C
	0.883362
	0.196688
	7.09E-06
	0.883362
	0.196688
	7.09E-06
	1
	0.0121427
	0.001185272

	cg01806151
	1
	-
	2470965
	rs10910096
	1
	2512710
	C
	T
	-0.773747
	0.147726
	1.63E-07
	-0.773747
	0.147726
	1.63E-07
	1
	0.0212448
	4.71E-05

	cg08535779
	1
	-
	2475961
	rs10752745
	1
	2507938
	G
	A
	-0.962961
	0.185274
	2.02E-07
	-0.962961
	0.185274
	2.02E-07
	1
	0.0140271
	5.68E-05

	cg24593363
	1
	LOC115110
	2482848
	rs6671426
	1
	2504234
	A
	C
	-1.18663
	0.233074
	3.56E-07
	-1.18663
	0.233074
	3.56E-07
	1
	0.00894947
	9.36E-05

	cg03988595
	1
	LOC115110
	2483933
	rs2985855
	1
	2531372
	A
	C
	-0.98987
	0.174999
	1.55E-08
	-0.98987
	0.174999
	1.55E-08
	1
	0.0166498
	6.24E-06

	cg10220117
	1
	-
	2501853
	rs10752745
	1
	2507938
	G
	A
	0.701473
	0.134963
	2.02E-07
	0.701473
	0.134963
	2.02E-07
	1
	0.0264991
	5.68E-05

	cg13221681
	1
	-
	2514619
	rs2016366
	1
	2513678
	T
	A
	-1.26517
	0.239268
	1.24E-07
	-1.26517
	0.239268
	1.24E-07
	1
	0.00804616
	3.73E-05

	cg02393107
	1
	-
	2515692
	rs4445406
	1
	2539400
	C
	T
	0.403286
	0.0742078
	5.51E-08
	0.403286
	0.0742078
	5.51E-08
	1
	0.0907498
	1.86E-05

	cg07563069
	1
	MMEL1
	2522330
	rs867436
	1
	2523723
	T
	C
	1.20574
	0.203246
	3.00E-09
	1.20574
	0.203246
	3.00E-09
	1
	0.0122987
	1.47E-06

	cg24117915
	1
	MMEL1
	2523091
	rs4445406
	1
	2539400
	C
	T
	1.19662
	0.220187
	5.51E-08
	1.19662
	0.220187
	5.51E-08
	1
	0.0102367
	1.86E-05

	cg10314909
	1
	MMEL1
	2524890
	rs6682043
	1
	2531514
	C
	A
	0.275561
	0.0489906
	1.86E-08
	0.275561
	0.0489906
	1.86E-08
	1
	0.212821
	7.31E-06

	cg02081327
	1
	MMEL1
	2527256
	rs2843402
	1
	2528682
	T
	C
	-1.19564
	0.211002
	1.46E-08
	-1.19564
	0.211002
	1.46E-08
	1
	0.0113533
	5.92E-06

	cg09105687
	1
	MMEL1
	2536647
	rs745368
	1
	2524205
	T
	C
	-1.40817
	0.247243
	1.23E-08
	-1.40817
	0.247243
	1.23E-08
	1
	0.00821916
	5.17E-06

	cg22489883
	1
	MMEL1
	2537547
	rs4445406
	1
	2539400
	C
	T
	-1.06332
	0.195659
	5.51E-08
	-1.06332
	0.195659
	5.51E-08
	1
	0.0129855
	1.86E-05

	cg04890237
	1
	MMEL1
	2537585
	rs78506337
	1
	2537095
	A
	G
	-1.48994
	0.260318
	1.05E-08
	-1.48994
	0.260318
	1.05E-08
	1
	0.00750291
	4.57E-06

	cg17239770
	1
	MMEL1
	2540942
	rs4445406
	1
	2539400
	C
	T
	-0.55845
	0.102759
	5.51E-08
	-0.55845
	0.102759
	5.51E-08
	1
	0.0472782
	1.86E-05

	cg21389723
	1
	MMEL1
	2541073
	rs6684865
	1
	2546229
	A
	G
	-0.487314
	0.0895055
	5.21E-08
	-0.487314
	0.0895055
	5.21E-08
	1
	0.0637824
	1.81E-05

	cg17843887
	1
	MMEL1
	2542359
	rs4445406
	1
	2539400
	C
	T
	-0.487522
	0.0897079
	5.51E-08
	-0.487522
	0.0897079
	5.51E-08
	1
	0.0620736
	1.86E-05

	cg09808235
	1
	MMEL1
	2542588
	rs4445406
	1
	2539400
	C
	T
	-0.470164
	0.0865139
	5.51E-08
	-0.470164
	0.0865139
	5.51E-08
	1
	0.0667378
	1.86E-05

	cg24688471
	1
	MMEL1
	2542815
	rs4445406
	1
	2539400
	C
	T
	-1.27527
	0.234659
	5.51E-08
	-1.27527
	0.234659
	5.51E-08
	1
	0.00900341
	1.86E-05

	cg12750103
	1
	MMEL1
	2559320
	rs60687045
	1
	2539603
	A
	G
	-0.54849
	0.102112
	7.83E-08
	-0.54849
	0.102112
	7.83E-08
	1
	0.0487758
	2.52E-05

	cg23606171
	1
	MMEL1
	2559822
	rs41300092
	1
	2537838
	T
	C
	-0.947468
	0.175402
	6.62E-08
	-0.947468
	0.175402
	6.62E-08
	1
	0.0165373
	2.20E-05

	cg20776977
	1
	MMEL1
	2564584
	rs10910106
	1
	2538886
	T
	G
	-0.319337
	0.05998
	1.02E-07
	-0.319337
	0.05998
	1.02E-07
	1
	0.142012
	3.15E-05

	cg13941555
	1
	MMEL1
	2565265
	rs6424062
	1
	2694496
	A
	G
	-0.819319
	0.184584
	9.06E-06
	-0.819319
	0.184584
	9.06E-06
	1
	0.0143743
	0.001434732

	cg04563718
	1
	MMEL1
	2565777
	rs4445406
	1
	2539400
	C
	T
	0.917771
	0.168877
	5.51E-08
	0.917771
	0.168877
	5.51E-08
	1
	0.0174581
	1.86E-05

	cg04276316
	1
	-
	2572242
	rs60687045
	1
	2539603
	A
	G
	1.09822
	0.204455
	7.83E-08
	1.09822
	0.204455
	7.83E-08
	1
	0.0121047
	2.52E-05

	cg01560642
	1
	-
	2574068
	rs4073285
	1
	2539796
	T
	C
	-0.967304
	0.180223
	8.01E-08
	-0.967304
	0.180223
	8.01E-08
	1
	0.0156467
	2.56E-05

	cg18854424
	1
	-
	2615690
	rs2377041
	1
	2713327
	T
	C
	0.1479
	0.0332982
	8.93E-06
	0.145586
	0.0329727
	1.01E-05
	2
	0.436315
	0.001560635

	cg13205528
	1
	-
	2705849
	rs28568531
	1
	2555640
	A
	T
	0.605543
	0.111115
	5.06E-08
	0.605543
	0.111115
	5.06E-08
	1
	0.0412468
	1.77E-05

	cg05442408
	1
	-
	2706173
	rs10910105
	1
	2538209
	A
	G
	0.782648
	0.146615
	9.41E-08
	0.782648
	0.146615
	9.41E-08
	1
	0.0236849
	2.94E-05

	cg00017437
	1
	-
	2706335
	rs4073285
	1
	2539796
	T
	C
	0.7463
	0.139047
	8.01E-08
	0.7463
	0.139047
	8.01E-08
	1
	0.0263383
	2.56E-05

	cg21420674
	1
	-
	2713926
	rs4445406
	1
	2539400
	C
	T
	0.648152
	0.119265
	5.51E-08
	0.648152
	0.119265
	5.51E-08
	1
	0.035084
	1.86E-05

	cg08142858
	1
	-
	2718742
	rs4445406
	1
	2539400
	C
	T
	-0.982799
	0.180843
	5.51E-08
	-0.982799
	0.180843
	5.51E-08
	1
	0.015214
	1.86E-05

	cg23984035
	1
	-
	2719864
	rs12748553
	1
	2704471
	T
	C
	0.473749
	0.105484
	7.09E-06
	0.473749
	0.105484
	7.09E-06
	1
	0.0423886
	0.001185272

	cg25216300
	1
	-
	2722739
	rs10797441
	1
	2551660
	G
	T
	0.364369
	0.0673367
	6.28E-08
	0.364369
	0.0673367
	6.28E-08
	1
	0.112297
	2.09E-05

	cg05697835
	1
	-
	2722811
	rs2377041
	1
	2713327
	T
	C
	0.172899
	0.0389265
	8.93E-06
	0.172899
	0.0389265
	8.93E-06
	1
	0.308198
	0.001422705

	cg17455297
	1
	-
	2723217
	rs2377041
	1
	2713327
	T
	C
	0.265796
	0.0598414
	8.93E-06
	0.265796
	0.0598414
	8.93E-06
	1
	0.130371
	0.001422705

	cg20744353
	1
	-
	2724584
	rs10910106
	1
	2538886
	T
	G
	-1.6641
	0.312562
	1.02E-07
	-1.6641
	0.312562
	1.02E-07
	1
	0.00514974
	3.15E-05

	cg10105681
	1
	-
	2738746
	rs4073285
	1
	2539796
	T
	C
	0.69222
	0.128971
	8.01E-08
	0.69222
	0.128971
	8.01E-08
	1
	0.030645
	2.56E-05

	cg03747657
	1
	-
	2751217
	rs4445406
	1
	2539400
	C
	T
	-1.00114
	0.184218
	5.51E-08
	-1.00114
	0.184218
	5.51E-08
	1
	0.0146587
	1.86E-05

	cg13428681
	1
	-
	2756210
	rs12024170
	1
	2709576
	T
	C
	-0.690959
	0.157958
	1.22E-05
	-0.690959
	0.157958
	1.22E-05
	1
	0.0187857
	0.001809904

	cg03976856
	1
	-
	2764669
	rs12731995
	1
	2712170
	G
	A
	0.430562
	0.0974758
	1.00E-05
	0.441981
	0.090192
	9.58E-07
	2
	0.0692123
	0.000225305

	cg19817291
	1
	-
	2766546
	rs4073285
	1
	2539796
	T
	C
	1.41749
	0.2641
	8.01E-08
	1.41749
	0.2641
	8.01E-08
	1
	0.00722173
	2.56E-05

	cg13923696
	1
	-
	2772212
	rs12748553
	1
	2704471
	T
	C
	-0.540728
	0.120398
	7.09E-06
	-0.540728
	0.120398
	7.09E-06
	1
	0.0325205
	0.001185272

	cg03281194
	1
	-
	2776972
	rs6424062
	1
	2694496
	A
	G
	-0.748856
	0.168709
	9.06E-06
	-0.748856
	0.168709
	9.06E-06
	1
	0.017221
	0.001434732

	cg18163442
	1
	-
	2779061
	rs6687680
	1
	2710002
	A
	G
	-0.385458
	0.0865221
	8.40E-06
	-0.385458
	0.0865221
	8.40E-06
	1
	0.0623631
	0.001357464

	cg09077530
	1
	PRDM16
	3229195
	rs10909923
	1
	3221837
	T
	C
	0.713933
	0.21137
	0.000731209
	0.713933
	0.21137
	0.000731209
	1
	0.0177801
	0.049440892

	cg07617129
	1
	SLC45A1
	8390291
	rs301806
	1
	8482078
	C
	T
	0.860351
	0.232864
	0.000220248
	0.860351
	0.232864
	0.000220248
	1
	0.00881081
	0.019468917

	cg13113737
	1
	-
	8411074
	rs301806
	1
	8482078
	C
	T
	-0.469535
	0.127085
	0.000220248
	-0.469535
	0.127085
	0.000220248
	1
	0.0297596
	0.019468917

	cg13789457
	1
	RERE
	8439723
	rs301806
	1
	8482078
	C
	T
	-0.689867
	0.18672
	0.000220248
	-0.689867
	0.18672
	0.000220248
	1
	0.0137461
	0.019468917

	cg17597631
	1
	RERE
	8443425
	rs301799
	1
	8489302
	C
	T
	-0.649154
	0.183543
	0.000405101
	-0.649154
	0.183543
	0.000405101
	1
	0.0143701
	0.031528449

	cg03610117
	1
	RERE
	8450231
	rs301807
	1
	8484823
	A
	G
	-0.476375
	0.129332
	0.00023025
	-0.476375
	0.129332
	0.00023025
	1
	0.0286955
	0.020190414

	cg09246103
	1
	RERE
	8456466
	rs301806
	1
	8482078
	C
	T
	0.631414
	0.170899
	0.000220248
	0.631414
	0.170899
	0.000220248
	1
	0.0164142
	0.019468917

	cg19679865
	1
	RERE
	8467904
	rs301807
	1
	8484823
	A
	G
	-0.930241
	0.252553
	0.00023025
	-0.930241
	0.252553
	0.00023025
	1
	0.00747097
	0.020190414

	cg00786138
	1
	RERE
	8470722
	rs301806
	1
	8482078
	C
	T
	-0.221431
	0.0599327
	0.000220248
	-0.221431
	0.0599327
	0.000220248
	1
	0.134067
	0.019468917

	cg01447281
	1
	RERE
	8482689
	rs301806
	1
	8482078
	C
	T
	-0.187293
	0.0506929
	0.000220248
	-0.188643
	0.0502003
	0.000171472
	2
	0.24054
	0.015912132

	cg23843414
	1
	RERE
	8484310
	rs301806
	1
	8482078
	C
	T
	-1.13359
	0.306818
	0.000220248
	-1.13359
	0.306818
	0.000220248
	1
	0.00504445
	0.019468917

	cg25001161
	1
	RERE
	8484338
	rs301799
	1
	8489302
	C
	T
	-0.802393
	0.22687
	0.000405101
	-0.802393
	0.22687
	0.000405101
	1
	0.00937984
	0.031528449

	cg00120948
	1
	RERE
	8484417
	rs301806
	1
	8482078
	C
	T
	-0.177882
	0.0481459
	0.000220248
	-0.177882
	0.0481459
	0.000220248
	1
	0.207788
	0.019468917

	cg13104185
	1
	RERE
	8509372
	rs1884352
	1
	8537289
	G
	A
	-0.436723
	0.126646
	0.000564084
	-0.436723
	0.126646
	0.000564084
	1
	0.0308972
	0.040320835

	cg17029193
	1
	RERE
	8510607
	rs7527389
	1
	8556545
	A
	G
	-0.18915
	0.0520803
	0.000281427
	-0.193822
	0.051641
	0.000174604
	2
	0.229383
	0.016175006

	cg13446918
	1
	RERE
	8599482
	rs4908760
	1
	8526142
	G
	A
	0.694093
	0.193477
	0.000333988
	0.694093
	0.193477
	0.000333988
	1
	0.0133304
	0.027099658

	cg04093381
	1
	-
	9292094
	rs55858522
	1
	9296488
	A
	G
	0.157887
	0.0457959
	0.000565623
	0.154504
	0.0427834
	0.000304744
	2
	0.30894
	0.025167686

	cg14418802
	1
	H6PD
	9299979
	rs56119172
	1
	9296479
	G
	C
	-0.59577
	0.172902
	0.000569647
	-0.59577
	0.172902
	0.000569647
	1
	0.0209669
	0.040601409

	cg18865272
	1
	H6PD
	9324864
	rs56119172
	1
	9296479
	G
	C
	0.915787
	0.265776
	0.000569647
	0.915787
	0.265776
	0.000569647
	1
	0.00879957
	0.040601409

	cg20692268
	1
	-
	25358981
	rs311426
	1
	25358211
	G
	A
	0.219739
	0.0648095
	0.000697661
	0.219739
	0.0648095
	0.000697661
	1
	0.138117
	0.047702527

	cg06577005
	1
	DHDDS
	26758228
	rs2494391
	1
	26798478
	T
	C
	-0.313501
	0.0864812
	0.000288953
	-0.307325
	0.0821973
	0.000184904
	2
	0.104185
	0.016935621

	cg14254745
	1
	DHDDS
	26758306
	rs2494391
	1
	26798478
	T
	C
	-0.194913
	0.053768
	0.000288953
	-0.186975
	0.0524698
	0.000366043
	2
	0.261559
	0.029261255

	cg10433052
	1
	DHDDS
	26795536
	rs11247963
	1
	26855401
	A
	G
	-0.541055
	0.135746
	6.73E-05
	-0.541055
	0.135746
	6.73E-05
	1
	0.0381181
	0.007420607

	cg12729822
	1
	RPS6KA1
	26855454
	rs11247963
	1
	26855401
	A
	G
	-0.125655
	0.0315257
	6.73E-05
	-0.122433
	0.0311972
	8.69E-05
	2
	0.732911
	0.009237037

	cg16022904
	1
	RPS6KA1
	26870173
	rs80117212
	1
	26841794
	T
	C
	0.52994
	0.13153
	5.60E-05
	0.51025
	0.125383
	4.71E-05
	2
	0.0611446
	0.005589365

	cg12742432
	1
	SYTL1
	27677860
	rs112854989
	1
	26876875
	G
	A
	1.88507
	0.493809
	0.000134909
	1.88507
	0.493809
	0.000134909
	1
	0.00408537
	0.013175327

	cg26721382
	1
	MATN1
	31196596
	rs78821281
	1
	31181395
	A
	G
	-1.0549
	0.245075
	1.68E-05
	-1.0549
	0.245075
	1.68E-05
	1
	0.00960002
	0.002374467

	cg01022916
	1
	MATN1
	31196938
	rs74765249
	1
	31194784
	T
	C
	-0.578917
	0.140262
	3.67E-05
	-0.578917
	0.140262
	3.67E-05
	1
	0.0306564
	0.004581606

	cg10709350
	1
	LAPTM5
	31206669
	rs74765249
	1
	31194784
	T
	C
	0.139999
	0.0339195
	3.67E-05
	0.137591
	0.0331284
	3.28E-05
	3
	0.537201
	0.004163605

	cg12654790
	1
	LAPTM5
	31231214
	rs10798806
	1
	31248562
	A
	G
	0.230276
	0.0648718
	0.000385746
	0.230276
	0.0648718
	0.000385746
	1
	0.110664
	0.030357163

	cg08463932
	1
	LAPTM5
	31231488
	rs10798806
	1
	31248562
	A
	G
	0.189169
	0.0532915
	0.000385746
	0.189169
	0.0532915
	0.000385746
	1
	0.164012
	0.030357163

	cg08161802
	1
	SDC3
	31377381
	rs6656963
	1
	31459054
	A
	G
	-1.10421
	0.317019
	0.000495718
	-1.10421
	0.317019
	0.000495718
	1
	0.00482868
	0.036763159

	cg08136313
	1
	PRO0611
	31459731
	rs1999811
	1
	31464327
	C
	T
	0.389929
	0.114203
	0.000639428
	0.389929
	0.114203
	0.000639428
	1
	0.0377376
	0.044530887

	cg08849613
	1
	PUM1
	31468118
	rs1999810
	1
	31464422
	C
	T
	0.381546
	0.111748
	0.000639428
	0.381546
	0.111748
	0.000639428
	1
	0.0394149
	0.044530887

	cg23711166
	1
	PUM1
	31504704
	rs1539361
	1
	31444200
	A
	T
	0.766746
	0.221171
	0.000526871
	0.766746
	0.221171
	0.000526871
	1
	0.00998548
	0.038423151

	cg16128096
	1
	HIVEP3
	42358048
	rs4660602
	1
	42555164
	G
	A
	0.224202
	0.0591396
	0.000150051
	0.306479
	0.0813727
	0.000165694
	3
	0.24941
	0.015500135

	cg16145216
	1
	HIVEP3
	42385662
	rs3856259
	1
	42475503
	T
	C
	0.179686
	0.0763471
	0.01859552
	0.252935
	0.0714151
	0.00039756
	3
	0.455544
	0.031110863

	cg11743000
	1
	JAK1
	65355578
	rs1497056
	1
	65429851
	C
	T
	-1.32861
	0.344948
	0.000117373
	-1.32861
	0.344948
	0.000117373
	1
	0.00705341
	0.011858035

	cg09018107
	1
	IL12RB2
	67798929
	rs6679356
	1
	67820194
	C
	T
	2.61974
	0.155882
	2.34E-63
	1.48951
	0.249857
	2.51E-09
	1
	0.00739715
	1.26E-06

	cg10432846
	1
	-
	67864963
	rs12757807
	1
	67851817
	G
	A
	0.538468
	0.0884747
	1.16E-09
	0.538468
	0.0884747
	1.16E-09
	1
	0.058911
	6.30E-07

	cg24364144
	1
	SERBP1
	67875067
	rs12405981
	1
	67847843
	T
	C
	-0.360881
	0.0597481
	1.55E-09
	-0.369011
	0.0586482
	3.15E-10
	2
	0.134532
	2.01E-07

	cg11697983
	1
	SERBP1
	67896741
	rs11590963
	1
	67906429
	C
	A
	-1.22754
	0.168788
	3.55E-13
	-1.22754
	0.168788
	3.55E-13
	1
	0.0165374
	3.74E-10

	cg18760173
	1
	SERBP1
	67896816
	rs11590963
	1
	67906429
	C
	A
	-1.08827
	0.149638
	3.55E-13
	-1.08827
	0.149638
	3.55E-13
	1
	0.0210618
	3.74E-10

	cg04284321
	1
	-
	68141209
	rs76267261
	1
	68062391
	G
	A
	-0.598513
	0.124658
	1.58E-06
	-0.600418
	0.112865
	1.04E-07
	2
	0.339405
	3.22E-05

	cg12403142
	1
	-
	92012408
	rs906241
	1
	92012154
	C
	A
	0.146885
	0.045687
	0.001304495
	0.204276
	0.0517667
	7.95E-05
	4
	0.735373
	0.008583041

	cg18803535
	1
	-
	92015933
	rs11164934
	1
	92015267
	T
	C
	-0.835795
	0.243711
	0.000604893
	-0.835795
	0.243711
	0.000604893
	1
	0.0151105
	0.042673364

	cg26063904
	1
	-
	101313199
	rs34055952
	1
	101309797
	C
	T
	0.590781
	0.139935
	2.42E-05
	0.588489
	0.118021
	6.16E-07
	2
	0.0623975
	0.000152811

	cg19925780
	1
	-
	101509557
	rs11588568
	1
	101426960
	T
	C
	-0.236545
	0.0544205
	1.38E-05
	-0.232699
	0.0526205
	9.78E-06
	2
	0.428381
	0.001530117

	cg26677431
	1
	CD58
	117075710
	rs12141411
	1
	117084410
	A
	G
	1.4021
	0.253845
	3.33E-08
	1.4021
	0.253845
	3.33E-08
	1
	0.0215695
	1.21E-05

	cg24346686
	1
	IL6R
	154377364
	rs7546552
	1
	154433905
	C
	A
	-0.942757
	0.278018
	0.000696503
	-0.942757
	0.278018
	0.000696503
	1
	0.00785802
	0.047655558

	cg01435678
	1
	IL6R
	154377379
	rs4240872
	1
	154436195
	C
	T
	-0.909954
	0.258435
	0.000429988
	-0.909954
	0.258435
	0.000429988
	1
	0.00899674
	0.032881289

	cg00791854
	1
	IL6R
	154392070
	rs4240872
	1
	154436195
	C
	T
	-0.415539
	0.118017
	0.000429988
	-0.415539
	0.118017
	0.000429988
	1
	0.0436215
	0.032881289

	cg25135018
	1
	IL6R
	154435948
	rs4341355
	1
	154436404
	C
	G
	-0.35501
	0.100957
	0.000437431
	-0.35501
	0.100957
	0.000437431
	1
	0.0599436
	0.033293428

	cg01429408
	1
	-
	156860314
	rs3118644
	1
	156863043
	C
	T
	0.213631
	0.063139
	0.000715777
	0.213631
	0.063139
	0.000715777
	1
	0.273162
	0.048613143

	cg09356509
	1
	PEAR1
	156862113
	rs3118644
	1
	156863043
	C
	T
	0.672521
	0.198765
	0.000715777
	0.672521
	0.198765
	0.000715777
	1
	0.0273956
	0.048613143

	cg22396033
	1
	PEAR1
	156862233
	rs3118644
	1
	156863043
	C
	T
	-0.312611
	0.0923927
	0.000715777
	-0.312611
	0.0923927
	0.000715777
	1
	0.127446
	0.048613143

	cg02671646
	1
	PEAR1
	156862299
	rs4661066
	1
	156861808
	C
	A
	-0.310683
	0.0919456
	0.000727657
	-0.310683
	0.0919456
	0.000727657
	1
	0.129447
	0.049254935

	cg11594940
	1
	PEAR1
	156863360
	rs3118644
	1
	156863043
	C
	T
	0.342564
	0.101245
	0.000715777
	0.342564
	0.101245
	0.000715777
	1
	0.10612
	0.048613143

	cg06188545
	1
	PEAR1
	156863643
	rs3118644
	1
	156863043
	C
	T
	-0.170024
	0.0502508
	0.000715777
	-0.170024
	0.0502508
	0.000715777
	1
	0.43136
	0.048613143

	cg16268769
	1
	C1orf92
	156890782
	rs16837805
	1
	156913449
	T
	C
	-0.192949
	0.0660599
	0.003491242
	-0.209822
	0.059477
	0.00041914
	2
	0.26677
	0.032234228

	cg25149551
	1
	C1orf92
	156897062
	rs3118644
	1
	156863043
	C
	T
	0.672083
	0.198635
	0.000715777
	0.672083
	0.198635
	0.000715777
	1
	0.0274312
	0.048613143

	cg27578760
	1
	FCRL5
	157490623
	rs849830
	1
	157534853
	C
	T
	-0.382327
	0.113321
	0.000741336
	-0.382327
	0.113321
	0.000741336
	1
	0.0366558
	0.049838046

	cg17281600
	1
	FCRL4
	157568591
	rs2482481
	1
	157634137
	T
	G
	-0.746527
	0.149498
	5.94E-07
	-0.746527
	0.149498
	5.94E-07
	1
	0.0211268
	0.000147633

	cg07184316
	1
	FCRL3
	157669111
	rs3761959
	1
	157669278
	T
	C
	0.370083
	0.0660242
	2.09E-08
	0.376999
	0.0642057
	4.33E-09
	2
	0.152403
	2.07E-06

	cg08786003
	1
	FCRL3
	157670710
	rs2210913
	1
	157668993
	T
	C
	0.33655
	0.0602442
	2.32E-08
	0.33655
	0.0602442
	2.32E-08
	1
	0.128458
	8.80E-06

	cg15602298
	1
	FCRL3
	157670825
	rs7528684
	1
	157670816
	G
	A
	0.538696
	0.0961562
	2.12E-08
	0.538696
	0.0961562
	2.12E-08
	1
	0.0505283
	8.13E-06

	cg19602479
	1
	FCRL3
	157670869
	rs3761959
	1
	157669278
	T
	C
	0.222801
	0.0397485
	2.09E-08
	0.222801
	0.0397485
	2.09E-08
	1
	0.294886
	8.03E-06

	cg05384663
	1
	FCRL3
	157671386
	rs2225828
	1
	157671288
	A
	G
	1.3839
	0.342507
	5.34E-05
	1.3839
	0.342507
	5.34E-05
	1
	0.00693053
	0.006170919

	cg15202552
	1
	FCRL3
	157671759
	rs945635
	1
	157670290
	G
	C
	1.46434
	0.259116
	1.60E-08
	1.46434
	0.259116
	1.60E-08
	1
	0.00689031
	6.36E-06

	cg05766896
	1
	FCRL1
	157789933
	rs945635
	1
	157670290
	G
	C
	-0.778298
	0.13772
	1.60E-08
	-0.778298
	0.13772
	1.60E-08
	1
	0.0245779
	6.36E-06

	cg11139878
	1
	CD5L
	157811790
	rs10489678
	1
	157669668
	A
	G
	-1.15896
	0.283069
	4.24E-05
	-1.15896
	0.283069
	4.24E-05
	1
	0.0101659
	0.005126171

	cg17112757
	1
	DENND1B
	197704837
	rs16841912
	1
	197702476
	C
	G
	-1.66327
	0.204558
	4.30E-16
	-1.23873
	0.282533
	1.16E-05
	1
	0.00635081
	0.001749014

	cg22597058
	1
	DENND1B
	197740882
	rs1998598
	1
	197727642
	G
	A
	-0.790386
	0.162323
	1.12E-06
	-0.790386
	0.162323
	1.12E-06
	1
	0.0195085
	0.000257273

	cg24461171
	1
	DENND1B
	197745025
	rs4353128
	1
	197801928
	G
	C
	-1.314
	0.169139
	8.00E-15
	-1.314
	0.169139
	8.00E-15
	1
	0.0250606
	1.11E-11

	cg21534578
	1
	DENND1B
	197745159
	rs1998598
	1
	197727642
	G
	A
	-1.32032
	0.271157
	1.12E-06
	-1.32032
	0.271157
	1.12E-06
	1
	0.00693389
	0.000257273

	cg22487053
	1
	-
	197757199
	rs76608293
	1
	197763418
	G
	T
	1.48161
	0.345333
	1.78E-05
	1.48161
	0.345333
	1.78E-05
	1
	0.00623079
	0.00249663

	cg13060867
	1
	-
	197768358
	rs1747813
	1
	197749669
	C
	T
	-0.584396
	0.131105
	8.30E-06
	-0.584396
	0.131105
	8.30E-06
	1
	0.043334
	0.001345687

	cg23260502
	1
	GPR25
	200841805
	rs7554511
	1
	200877562
	A
	C
	1.23904
	0.224522
	3.43E-08
	1.23904
	0.224522
	3.43E-08
	1
	0.0116229
	1.24E-05

	cg18758335
	1
	GPR25
	200841861
	rs12131796
	1
	200878727
	A
	G
	1.22134
	0.225843
	6.39E-08
	1.22134
	0.225843
	6.39E-08
	1
	0.0114478
	2.13E-05

	cg13300273
	1
	GPR25
	200842890
	rs41299637
	1
	200877850
	G
	T
	-0.750722
	0.137374
	4.65E-08
	-0.750722
	0.137374
	4.65E-08
	1
	0.0310582
	1.63E-05

	cg13419869
	1
	C1orf106
	200863686
	rs6684083
	1
	200673094
	A
	G
	0.703005
	0.247858
	0.00456378
	0.632748
	0.17789
	0.000375252
	2
	0.0161941
	0.029811021

	cg06834507
	1
	C1orf106
	200876957
	rs12132298
	1
	200875095
	C
	T
	-1.27206
	0.227036
	2.11E-08
	-1.27206
	0.227036
	2.11E-08
	1
	0.0114578
	8.12E-06

	cg12857074
	1
	KIF21B
	200975162
	rs12142704
	1
	200957697
	G
	A
	-0.739667
	0.135662
	4.98E-08
	-0.739667
	0.135662
	4.98E-08
	1
	0.0316353
	1.75E-05

	cg25969983
	1
	KIF21B
	200975291
	rs296563
	1
	200944840
	T
	G
	1.61282
	0.312342
	2.43E-07
	1.61282
	0.312342
	2.43E-07
	1
	0.00562476
	6.69E-05

	cg27386431
	1
	KIF21B
	200990482
	rs1546416
	1
	201009556
	G
	A
	0.96884
	0.246893
	8.71E-05
	0.96884
	0.246893
	8.71E-05
	1
	0.0087809
	0.009245061

	cg24731111
	1
	CACNA1S
	201012098
	rs67602696
	1
	201012937
	T
	C
	-0.509302
	0.0884421
	8.51E-09
	-0.509302
	0.0884421
	8.51E-09
	1
	0.0760123
	3.91E-06

	cg13473505
	1
	RAB7L1
	205738393
	rs12752037
	1
	205661614
	C
	A
	-0.472751
	0.14764
	0.001364622
	-0.480827
	0.113164
	2.15E-05
	2
	0.0485401
	0.002918372

	cg17744604
	1
	IL10
	206946166
	rs3024505
	1
	206939904
	A
	G
	1.56999
	0.333251
	2.47E-06
	1.56999
	0.333251
	2.47E-06
	1
	0.00705301
	0.000506144

	cg14180511
	1
	IL10
	206946187
	rs3024505
	1
	206939904
	A
	G
	1.63404
	0.346848
	2.47E-06
	1.63404
	0.346848
	2.47E-06
	1
	0.0064825
	0.000506144

	cg16030177
	1
	IRF6
	209979111
	rs11582607
	1
	209989522
	A
	G
	0.111531
	0.0355885
	0.001725161
	0.136667
	0.0339182
	5.60E-05
	4
	0.856173
	0.006430298

	cg19403323
	1
	C1orf107
	210024060
	rs12404886
	1
	210001543
	T
	A
	0.258675
	0.0823555
	0.001684074
	0.286758
	0.0783221
	0.000251034
	2
	0.119375
	0.02149859

	cg26562772
	1
	DUSP10
	221890431
	rs17491176
	1
	221928305
	A
	G
	0.197332
	0.0582731
	0.000708434
	0.209516
	0.0548451
	0.000133423
	4
	0.338897
	0.013061637

	cg24411314
	1
	DUSP10
	221914771
	rs17491176
	1
	221928305
	A
	G
	0.187631
	0.0554083
	0.000708434
	0.195082
	0.0543153
	0.000328655
	2
	0.329784
	0.026733842

	cg06588802
	2
	-
	8422236
	rs13416555
	2
	8441735
	G
	C
	-0.882142
	0.177021
	6.26E-07
	-0.882142
	0.177021
	6.26E-07
	1
	0.0182552
	0.000154988

	cg00594040
	2
	-
	8422258
	rs891058
	2
	8442547
	A
	G
	-1.01655
	0.202835
	5.40E-07
	-1.01655
	0.202835
	5.40E-07
	1
	0.0138894
	0.000136027

	cg15757195
	2
	-
	8422332
	rs891058
	2
	8442547
	A
	G
	-1.30302
	0.259995
	5.40E-07
	-1.30302
	0.259995
	5.40E-07
	1
	0.00841999
	0.000136027

	cg22834511
	2
	-
	8423122
	rs6737412
	2
	8441484
	C
	T
	-0.772586
	0.211991
	0.00026806
	-0.772586
	0.211991
	0.00026806
	1
	0.0112051
	0.022799513

	cg26012482
	2
	-
	8423155
	rs10207297
	2
	8440346
	C
	T
	-0.783275
	0.21597
	0.000287053
	-0.783275
	0.21597
	0.000287053
	1
	0.0107476
	0.023950638

	cg19704902
	2
	-
	8445893
	rs6737412
	2
	8441484
	C
	T
	-0.124408
	0.0341364
	0.00026806
	-0.11643
	0.0336013
	0.000530248
	3
	0.645231
	0.038548086

	cg08398132
	2
	-
	8557381
	rs391934
	2
	8444494
	T
	C
	-1.5174
	0.351275
	1.56E-05
	-1.5174
	0.351275
	1.56E-05
	1
	0.00363107
	0.002235257

	cg27598195
	2
	-
	25148746
	rs10182181
	2
	25150296
	G
	A
	1.04126
	0.275479
	0.000156988
	1.04126
	0.275479
	0.000156988
	1
	0.00625281
	0.014889319

	cg22480783
	2
	-
	25149622
	rs6746013
	2
	25143649
	G
	C
	0.478138
	0.129359
	0.000218905
	0.478138
	0.129359
	0.000218905
	1
	0.0292414
	0.019434934

	cg22900681
	2
	EFR3B
	25301413
	rs522806
	2
	25316584
	A
	C
	-0.268661
	0.0817639
	0.001016993
	-0.265789
	0.0780006
	0.000655646
	2
	0.140044
	0.045462495

	cg10749994
	2
	DNMT3A
	25474327
	rs11681447
	2
	25472784
	C
	T
	-0.914126
	0.234181
	9.48E-05
	-0.914126
	0.234181
	9.48E-05
	1
	0.0111276
	0.009971614

	cg17742416
	2
	DNMT3A
	25499619
	rs13428812
	2
	25492467
	G
	A
	0.636511
	0.104564
	1.15E-09
	0.636511
	0.104564
	1.15E-09
	1
	0.0471173
	6.27E-07

	cg23009818
	2
	DNMT3A
	25499764
	rs7583409
	2
	25491056
	G
	A
	0.721837
	0.116547
	5.91E-10
	0.721837
	0.116547
	5.91E-10
	1
	0.0382636
	3.40E-07

	cg08485187
	2
	DNMT3A
	25500046
	rs13428812
	2
	25492467
	G
	A
	0.48779
	0.0801323
	1.15E-09
	0.48779
	0.0801323
	1.15E-09
	1
	0.0802896
	6.27E-07

	cg13558695
	2
	DNMT3A
	25500125
	rs7583409
	2
	25491056
	G
	A
	0.818056
	0.132082
	5.91E-10
	0.818056
	0.132082
	5.91E-10
	1
	0.029762
	3.40E-07

	cg08493294
	2
	DNMT3A
	25500416
	rs7583409
	2
	25491056
	G
	A
	0.683005
	0.110277
	5.91E-10
	0.683005
	0.110277
	5.91E-10
	1
	0.0427496
	3.40E-07

	cg10614445
	2
	DNMT3A
	25526696
	rs6711622
	2
	25531350
	A
	G
	-0.314073
	0.0599917
	1.65E-07
	-0.331134
	0.058586
	1.59E-08
	2
	0.158125
	6.36E-06

	cg02746110
	2
	DNMT3A
	25552398
	rs4517932
	2
	25552070
	C
	T
	0.974699
	0.215834
	6.31E-06
	0.974699
	0.215834
	6.31E-06
	1
	0.00999422
	0.001083404

	cg21629895
	2
	DNMT3A
	25565795
	rs13034943
	2
	25523582
	T
	A
	-1.42925
	0.277981
	2.73E-07
	-1.42925
	0.277981
	2.73E-07
	1
	0.0125991
	7.41E-05

	cg05102552
	2
	NRBP1
	27650867
	rs2303370
	2
	27651375
	T
	C
	0.13445
	0.0403126
	0.000852556
	0.15783
	0.0385195
	4.18E-05
	4
	0.417343
	0.00509571

	cg01744354
	2
	IFT172
	27712243
	rs780108
	2
	27684957
	C
	T
	-0.219944
	0.0648581
	0.000696073
	-0.224976
	0.0640661
	0.000445467
	2
	0.117051
	0.033715083

	cg06975196
	2
	SLC4A1AP
	27886066
	rs13021208
	2
	27901728
	T
	C
	0.372425
	0.103034
	0.000300883
	0.372425
	0.103034
	0.000300883
	1
	0.0640671
	0.024886878

	cg24413391
	2
	SLC4A1AP
	27886079
	rs12998770
	2
	27913188
	C
	T
	0.688408
	0.186232
	0.000218649
	0.688408
	0.186232
	0.000218649
	1
	0.0193166
	0.019422851

	cg20495819
	2
	-
	30448529
	rs7579944
	2
	30445026
	T
	C
	0.332618
	0.0775932
	1.81E-05
	0.332618
	0.0775932
	1.81E-05
	1
	0.0869981
	0.002536339

	cg04253876
	2
	LBH
	30453758
	rs6548003
	2
	30456082
	G
	A
	1.64123
	0.40871
	5.93E-05
	1.64123
	0.40871
	5.93E-05
	1
	0.00301272
	0.006747707

	cg27117491
	2
	LOC375196
	39186743
	rs13011383
	2
	38897074
	A
	G
	-0.982642
	0.272434
	0.000309944
	-0.982642
	0.272434
	0.000309944
	1
	0.0172644
	0.025506221

	cg01585348
	2
	-
	102862214
	rs67880537
	2
	102864106
	G
	A
	0.212366
	0.052512
	5.25E-05
	0.222261
	0.0515222
	1.61E-05
	2
	0.20975
	0.002286699

	cg04744156
	2
	-
	102865140
	rs12712133
	2
	102866273
	A
	G
	1.82965
	0.393159
	3.26E-06
	1.82965
	0.393159
	3.26E-06
	1
	0.00295685
	0.000629896

	cg02648057
	2
	-
	102867466
	rs55712331
	2
	102877181
	T
	G
	-0.201289
	0.0579932
	0.000518798
	-0.197401
	0.0569401
	0.000526766
	2
	0.138049
	0.038423151

	cg08546494
	2
	-
	102867826
	rs56389410
	2
	102867663
	T
	C
	0.949492
	0.217327
	1.25E-05
	0.949492
	0.217327
	1.25E-05
	1
	0.0108214
	0.001842993

	cg25961567
	2
	NCK2
	106363603
	rs62152202
	2
	106412069
	A
	C
	-0.333731
	0.118672
	0.004920349
	-0.333873
	0.0864516
	0.00011252
	4
	0.171679
	0.011465401

	cg20703928
	2
	NCK2
	106364229
	rs12465089
	2
	106386630
	C
	T
	-0.778793
	0.219871
	0.000397111
	-0.778793
	0.219871
	0.000397111
	1
	0.009871
	0.031100682

	cg01051524
	2
	NCK2
	106415145
	rs4851091
	2
	106419117
	T
	C
	-1.59724
	0.439559
	0.000279425
	-1.59724
	0.439559
	0.000279425
	1
	0.00241927
	0.023495588

	cg17501982
	2
	NCK2
	106417701
	rs2047699
	2
	106413077
	T
	C
	-0.281967
	0.110376
	0.01063122
	-0.310073
	0.087637
	0.000403028
	3
	0.318502
	0.031412367

	cg03181966
	2
	NCK2
	106493892
	rs12464067
	2
	106416112
	G
	A
	-0.616277
	0.175932
	0.000460261
	-0.616277
	0.175932
	0.000460261
	1
	0.0152979
	0.034672901

	cg10808560
	2
	NCK2
	106500430
	rs12476157
	2
	106416612
	T
	C
	-0.779854
	0.221247
	0.000423863
	-0.779854
	0.221247
	0.000423863
	1
	0.0097129
	0.032504911

	cg05208056
	2
	NCK2
	106502915
	rs12464067
	2
	106416112
	G
	A
	-0.854837
	0.244035
	0.000460261
	-0.854837
	0.244035
	0.000460261
	1
	0.00791517
	0.034672901

	cg08048687
	2
	-
	111996799
	rs35565356
	2
	111987052
	T
	C
	-0.856107
	0.218247
	8.76E-05
	-0.856107
	0.218247
	8.76E-05
	1
	0.0125339
	0.009296111

	cg03197992
	2
	PAX8
	113990925
	rs74480561
	2
	113978906
	T
	C
	-0.379711
	0.112302
	0.000721945
	-0.379711
	0.112302
	0.000721945
	1
	0.281143
	0.04893627

	cg10717189
	2
	-
	114735571
	rs13411523
	2
	114737694
	G
	A
	0.28353
	0.110244
	0.01011631
	0.316334
	0.091255
	0.000527409
	2
	0.0712306
	0.038445121

	cg17319374
	2
	TMEM163
	135476880
	rs6752536
	2
	135467498
	C
	G
	0.415048
	0.0957301
	1.45E-05
	0.415048
	0.0957301
	1.45E-05
	1
	0.108597
	0.002090644

	cg25476312
	2
	TMEM163
	135476893
	rs71417530
	2
	135448651
	G
	A
	-1.38171
	0.267187
	2.33E-07
	-1.38171
	0.267187
	2.33E-07
	1
	0.0151589
	6.43E-05

	cg15297650
	2
	TMEM163
	135477056
	rs17733977
	2
	135470056
	A
	G
	0.265887
	0.058612
	5.73E-06
	0.265887
	0.058612
	5.73E-06
	1
	0.29806
	0.000994261

	cg02998028
	2
	ACMSD
	135621153
	rs11682346
	2
	135388261
	G
	A
	-0.446634
	0.08036
	2.74E-08
	-0.446634
	0.08036
	2.74E-08
	1
	0.0838948
	1.02E-05

	cg01148193
	2
	CCNT2
	135675773
	rs17321713
	2
	135480363
	T
	C
	0.3275
	0.0744062
	1.08E-05
	0.314232
	0.0674069
	3.14E-06
	2
	0.206374
	0.000608749

	cg15893373
	2
	CCNT2
	135677154
	rs6747870
	2
	135469769
	G
	A
	0.865919
	0.200689
	1.60E-05
	0.865919
	0.200689
	1.60E-05
	1
	0.0245885
	0.002283712

	cg15546071
	2
	CCNT2
	135691756
	rs28788021
	2
	135460632
	A
	T
	-1.33994
	0.288442
	3.40E-06
	-1.33994
	0.288442
	3.40E-06
	1
	0.011143
	0.000650276

	cg22011316
	2
	GTDC1
	144996219
	rs10191725
	2
	144960783
	T
	C
	0.730064
	0.179092
	4.57E-05
	0.730064
	0.179092
	4.57E-05
	1
	0.0473058
	0.005461306

	cg11309696
	2
	HIBCH
	191183734
	rs77225909
	2
	191197972
	A
	G
	1.56001
	0.234757
	3.04E-11
	1.34572
	0.231466
	6.12E-09
	1
	0.0151084
	2.87E-06

	cg07158040
	2
	HIBCH
	191185285
	rs59696237
	2
	191195863
	G
	A
	-1.20159
	0.191551
	3.56E-10
	-1.20159
	0.191551
	3.56E-10
	1
	0.0226289
	2.22E-07

	cg15998761
	2
	MFSD6
	191300784
	rs13391723
	2
	191330162
	A
	G
	-1.17849
	0.208522
	1.59E-08
	-1.17849
	0.208522
	1.59E-08
	1
	0.011706
	6.36E-06

	cg18008221
	2
	TMEM194B
	191395606
	rs4343493
	2
	191322272
	C
	G
	-0.870223
	0.111821
	7.19E-15
	-0.870223
	0.111821
	7.19E-15
	1
	0.0446529
	1.00E-11

	cg20818283
	2
	TMEM194B
	191399100
	rs6742904
	2
	191313902
	G
	T
	-0.312299
	0.0405321
	1.32E-14
	-0.312299
	0.0405321
	1.32E-14
	1
	0.334566
	1.77E-11

	cg17118478
	2
	NAB1
	191543902
	rs4853515
	2
	191552575
	C
	A
	-0.328592
	0.0338564
	2.91E-22
	-0.345305
	0.0606633
	1.26E-08
	4
	1.02222
	5.26E-06

	cg18766080
	2
	STAT1
	191879342
	rs1517352
	2
	191931464
	A
	C
	-0.963022
	0.221095
	1.33E-05
	-0.963022
	0.221095
	1.33E-05
	1
	0.00972613
	0.001928318

	cg17648076
	2
	-
	191888150
	rs7558921
	2
	191888224
	C
	G
	0.1372
	0.0416418
	0.000985181
	0.136047
	0.0399752
	0.000665926
	3
	0.757898
	0.045959079

	cg18155840
	2
	STAT4
	192015918
	rs13022931
	2
	192020729
	G
	A
	0.510496
	0.130807
	9.52E-05
	0.510496
	0.130807
	9.52E-05
	1
	0.102143
	0.009999495

	cg01004382
	2
	STAT4
	192015996
	rs4853457
	2
	191933689
	T
	A
	0.520773
	0.184471
	0.004756802
	0.696439
	0.139788
	6.30E-07
	2
	0.0619818
	0.000155678

	cg07588439
	2
	MARS2
	198571554
	rs771013
	2
	198625237
	G
	A
	0.538794
	0.156333
	0.000568112
	0.538794
	0.156333
	0.000568112
	1
	0.0202931
	0.040572936

	cg02833180
	2
	PLCL1
	198815064
	rs6732340
	2
	198912952
	C
	G
	-0.424621
	0.115492
	0.000236415
	-0.424621
	0.115492
	0.000236415
	1
	0.0366502
	0.020605829

	cg27609819
	2
	PLCL1
	198816177
	rs6732340
	2
	198912952
	C
	G
	-0.610565
	0.166067
	0.000236415
	-0.610565
	0.166067
	0.000236415
	1
	0.0176873
	0.020605829

	cg09349723
	2
	PLCL1
	199013270
	rs6732340
	2
	198912952
	C
	G
	-0.36228
	0.0985364
	0.000236415
	-0.36228
	0.0985364
	0.000236415
	1
	0.0503778
	0.020605829

	cg22572158
	2
	CTLA4
	204731068
	rs13033315
	2
	204706865
	T
	A
	0.83283
	0.200916
	3.40E-05
	0.83283
	0.200916
	3.40E-05
	1
	0.01195
	0.004283264

	cg09488200
	2
	-
	213781204
	rs17355973
	2
	213877075
	T
	C
	-0.788049
	0.227148
	0.000521877
	-0.788049
	0.227148
	0.000521877
	1
	0.0125663
	0.038132833

	cg23901212
	2
	-
	228632807
	rs13024444
	2
	228653164
	C
	T
	0.818989
	0.179814
	5.25E-06
	0.629996
	0.172237
	0.000254525
	2
	0.0313017
	0.021763087

	cg19507677
	2
	-
	228670508
	rs11690054
	2
	228657853
	G
	A
	-0.339854
	0.0771211
	1.05E-05
	-0.339854
	0.0771211
	1.05E-05
	1
	0.0805383
	0.001604619

	cg21643045
	2
	CCL20
	228678693
	rs11690054
	2
	228657853
	G
	A
	-0.727449
	0.165076
	1.05E-05
	-0.727449
	0.165076
	1.05E-05
	1
	0.0175202
	0.001604619

	cg15063366
	2
	-
	228683032
	rs11690054
	2
	228657853
	G
	A
	-0.630174
	0.143002
	1.05E-05
	-0.630174
	0.143002
	1.05E-05
	1
	0.0233719
	0.001604619

	cg21761922
	3
	OXNAD1
	16309088
	rs538525
	3
	16376279
	T
	C
	-0.371988
	0.103164
	0.000311293
	-0.371988
	0.103164
	0.000311293
	1
	0.0431738
	0.025565268

	cg10295937
	3
	RFTN1
	16369004
	rs689675
	3
	16373870
	A
	T
	1.20915
	0.345424
	0.000464522
	1.20915
	0.345424
	0.000464522
	1
	0.00381984
	0.034896601

	cg10790470
	3
	-
	16592588
	rs538525
	3
	16376279
	T
	C
	0.978144
	0.271271
	0.000311293
	0.978144
	0.271271
	0.000311293
	1
	0.00618188
	0.025565268

	cg21497139
	3
	-
	16852000
	rs6773869
	3
	16870340
	G
	A
	-0.767926
	0.215789
	0.000372782
	-0.767926
	0.215789
	0.000372782
	1
	0.0110278
	0.029697405

	cg20942097
	3
	PLCL2
	16957609
	rs2881771
	3
	16951650
	T
	A
	-1.25209
	0.195567
	1.54E-10
	-1.25209
	0.195567
	1.54E-10
	1
	0.0130122
	1.07E-07

	cg16503724
	3
	PLCL2
	17130667
	rs13077235
	3
	17126825
	T
	C
	-0.687344
	0.128006
	7.91E-08
	-0.687344
	0.128006
	7.91E-08
	1
	0.0500682
	2.54E-05

	cg02923856
	3
	NR1D2
	23989124
	rs9862416
	3
	23987842
	G
	A
	-0.406956
	0.103531
	8.47E-05
	-0.406956
	0.103531
	8.47E-05
	1
	0.0480814
	0.009035517

	cg25979180
	3
	LOC152024
	24144892
	rs6807599
	3
	24145588
	G
	T
	0.475435
	0.139672
	0.000664308
	0.475435
	0.139672
	0.000664308
	1
	0.0364146
	0.04586698

	cg00902374
	3
	-
	25461111
	rs1351783
	3
	25409319
	A
	C
	1.40119
	0.311992
	7.09E-06
	1.40119
	0.311992
	7.09E-06
	1
	0.00472319
	0.001185272

	cg12924224
	3
	CCR8
	39374587
	rs3772144
	3
	39448424
	C
	T
	0.337912
	0.0994017
	0.000675308
	0.337912
	0.0994017
	0.000675308
	1
	0.0498079
	0.046547127

	cg26410105
	3
	SLC25A38
	39425775
	rs71325528
	3
	39441963
	A
	C
	0.452717
	0.133849
	0.000718896
	0.452717
	0.133849
	0.000718896
	1
	0.0279356
	0.048804535

	cg10639933
	3
	SLC25A38
	39426101
	rs7611864
	3
	39447504
	G
	C
	-0.206111
	0.0606185
	0.000673631
	-0.204545
	0.0596726
	0.000608631
	2
	0.203794
	0.042855942

	cg17944282
	3
	RPSA
	39448217
	rs3772146
	3
	39448204
	T
	C
	0.155988
	0.0442496
	0.000423257
	0.155988
	0.0442496
	0.000423257
	1
	0.249226
	0.03248916

	cg16361947
	3
	RPSA
	39451847
	rs71325529
	3
	39450393
	T
	C
	0.204705
	0.0604258
	0.000704906
	0.204705
	0.0604258
	0.000704906
	1
	0.136367
	0.048076229

	cg27294008
	3
	NEK4
	52748359
	rs6445534
	3
	52743384
	A
	G
	0.0736491
	0.0263543
	0.005196871
	0.0961476
	0.0267473
	0.000324881
	4
	1.02139
	0.026506342

	cg18342703
	3
	FOXP1
	71499629
	rs36023390
	3
	71523093
	T
	C
	-0.876907
	0.213158
	3.89E-05
	-0.876907
	0.213158
	3.89E-05
	1
	0.0112859
	0.004817378

	cg09611620
	3
	FOXP1
	71545533
	rs9819066
	3
	71523110
	T
	C
	0.456043
	0.110849
	3.89E-05
	0.456043
	0.110849
	3.89E-05
	1
	0.0419009
	0.004816684

	cg23051926
	3
	CBLB
	105466016
	rs894937
	3
	105442953
	C
	T
	-0.112692
	0.0363063
	0.001909807
	-0.123208
	0.0354946
	0.00051827
	3
	0.534016
	0.038018292

	cg25937790
	3
	CDGAP
	119114849
	rs11922594
	3
	119125822
	T
	C
	0.615318
	0.108101
	1.26E-08
	0.620487
	0.101902
	1.14E-09
	3
	0.10137
	6.24E-07

	cg26519339
	3
	TMEM39A
	119182753
	rs13094625
	3
	119152065
	C
	G
	1.03878
	0.185577
	2.18E-08
	1.03878
	0.185577
	2.18E-08
	1
	0.0196121
	8.33E-06

	cg12184221
	3
	TMEM39A
	119182840
	rs7650774
	3
	119205050
	C
	T
	1.24983
	0.128706
	2.76E-22
	1.24983
	0.128706
	2.76E-22
	1
	0.0523887
	1.04E-18

	cg07890553
	3
	TMEM39A
	119182858
	rs3732421
	3
	119150089
	G
	A
	1.00002
	0.103643
	5.07E-22
	1.00002
	0.103643
	5.07E-22
	1
	0.0795874
	1.79E-18

	cg21073650
	3
	PLA1A
	119315354
	rs62264533
	3
	119315456
	A
	G
	-0.424101
	0.144421
	0.00331884
	-0.426147
	0.113847
	0.000181779
	2
	0.264064
	0.016696572

	cg19699682
	3
	-
	119349840
	rs17203235
	3
	119355411
	T
	C
	0.470194
	0.114688
	4.14E-05
	0.470194
	0.114688
	4.14E-05
	1
	0.0390574
	0.005053459

	cg01322951
	3
	COX17
	119395580
	rs11923223
	3
	119390590
	A
	G
	-0.345724
	0.0859228
	5.73E-05
	-0.345724
	0.0859228
	5.73E-05
	1
	0.0697439
	0.006558893

	cg12704673
	3
	COX17
	119395842
	rs1124723
	3
	119409489
	G
	A
	0.855802
	0.23
	0.000198592
	0.855802
	0.23
	0.000198592
	1
	0.00998646
	0.017966047

	cg03266992
	3
	GOLGB1
	121468852
	rs9289173
	3
	121358697
	T
	C
	1.08331
	0.255049
	2.16E-05
	1.08331
	0.255049
	2.16E-05
	1
	0.010003
	0.002932686

	cg18861827
	3
	GOLGB1
	121469168
	rs6791896
	3
	121373111
	T
	C
	0.542696
	0.129131
	2.64E-05
	0.542696
	0.129131
	2.64E-05
	1
	0.0389186
	0.003484689

	cg21792134
	3
	IQCB1
	121491382
	rs9864907
	3
	121371063
	T
	C
	0.668122
	0.158803
	2.59E-05
	0.668122
	0.158803
	2.59E-05
	1
	0.0257156
	0.003429075

	cg27374758
	3
	-
	121675259
	rs9815649
	3
	121619119
	C
	T
	1.88426
	0.376103
	5.45E-07
	1.71238
	0.379863
	6.55E-06
	1
	0.00472228
	0.001118298

	cg00697440
	3
	CD86
	121795768
	rs2332095
	3
	121754332
	A
	C
	0.461288
	0.126489
	0.000265519
	0.461288
	0.126489
	0.000265519
	1
	0.0458375
	0.022619658

	cg25611254
	3
	SLC12A8
	124931985
	rs13315685
	3
	124921824
	T
	C
	0.186839
	0.0480667
	0.0001015
	0.202644
	0.0499193
	4.92E-05
	3
	0.25993
	0.005806996

	cg25260865
	3
	SLC12A8
	124932002
	rs13315685
	3
	124921824
	T
	C
	0.192297
	0.0494709
	0.0001015
	0.210649
	0.0457954
	4.23E-06
	4
	0.291013
	0.000789813

	cg05779990
	3
	C3orf27
	128292593
	rs9849126
	3
	128312069
	C
	T
	-0.214871
	0.0703155
	0.002244673
	-0.236976
	0.0667863
	0.000387838
	2
	0.121539
	0.030447998

	cg08448284
	3
	ATP2C1
	130652221
	rs9811392
	3
	130770036
	G
	A
	0.24131
	0.0687906
	0.000451772
	0.24131
	0.0687906
	0.000451772
	1
	0.102987
	0.034096828

	cg00876667
	3
	-
	137497598
	rs78403993
	3
	137424493
	T
	C
	0.780846
	0.224614
	0.000508312
	0.738291
	0.217377
	0.000682973
	2
	0.0550417
	0.046935772

	cg00217306
	3
	TFDP2
	141681567
	rs13065446
	3
	141737842
	C
	T
	0.362899
	0.0827067
	1.15E-05
	0.366451
	0.0808127
	5.78E-06
	2
	0.0854407
	0.001001529

	cg02748419
	3
	-
	141868612
	rs73236005
	3
	141839324
	T
	A
	-0.359807
	0.114543
	0.001682464
	-0.350066
	0.0944615
	0.000210693
	4
	0.22879
	0.018860814

	cg03656167
	3
	SCHIP1
	159327290
	rs9812406
	3
	159413737
	T
	C
	-0.742345
	0.199062
	0.000192133
	-0.742345
	0.199062
	0.000192133
	1
	0.0218234
	0.017440068

	cg00975624
	3
	-
	159646501
	rs9822099
	3
	159635448
	T
	C
	-0.391925
	0.106622
	0.000237129
	-0.391925
	0.106622
	0.000237129
	1
	0.0428415
	0.020650175

	cg14995416
	3
	IL12A
	159713351
	rs568408
	3
	159713467
	A
	G
	1.63531
	0.18825
	3.77E-18
	1.31976
	0.20179
	6.17E-11
	1
	0.0232634
	4.93E-08

	cg04855961
	3
	-
	159719849
	rs6792711
	3
	159642119
	A
	G
	-1.02518
	0.27832
	0.000230153
	-1.02518
	0.27832
	0.000230153
	1
	0.00623201
	0.020190414

	cg22878441
	3
	-
	159756648
	rs1075498
	3
	159756451
	A
	G
	1.18054
	0.140391
	4.19E-17
	1.18054
	0.140391
	4.19E-17
	1
	0.0288759
	9.98E-14

	cg15998779
	3
	-
	159756690
	rs1075498
	3
	159756451
	A
	G
	1.0354
	0.123131
	4.19E-17
	1.0354
	0.123131
	4.19E-17
	1
	0.0375653
	9.98E-14

	cg06710704
	3
	-
	159778596
	rs17810546
	3
	159665050
	G
	A
	1.8431
	0.157043
	8.55E-32
	1.24491
	0.148046
	4.19E-17
	1
	0.0259484
	9.98E-14

	cg20217449
	3
	TRIM59
	160154877
	rs1920663
	3
	160304350
	G
	A
	-1.52797
	0.221009
	4.75E-12
	-1.43873
	0.233656
	7.42E-10
	1
	0.0109481
	4.18E-07

	cg07553761
	3
	TRIM59
	160167977
	rs13072556
	3
	160401027
	A
	C
	0.974998
	0.123431
	2.84E-15
	0.974998
	0.123431
	2.84E-15
	1
	0.0460969
	4.60E-12

	cg15618978
	3
	TRIM59
	160167990
	rs13072556
	3
	160401027
	A
	C
	0.953664
	0.12073
	2.84E-15
	0.953664
	0.12073
	2.84E-15
	1
	0.0481746
	4.60E-12

	cg22064048
	3
	TRIM59
	160168922
	rs60009222
	3
	160063356
	A
	C
	-0.71223
	0.18066
	8.07E-05
	-0.71223
	0.18066
	8.07E-05
	1
	0.0150929
	0.008690751

	cg13027369
	3
	KPNA4
	160279320
	rs9798898
	3
	160082154
	A
	G
	0.488746
	0.128368
	0.000140498
	0.488746
	0.128368
	0.000140498
	1
	0.0299262
	0.013647417

	cg20378687
	3
	KPNA4
	160281681
	rs11721112
	3
	160289284
	C
	T
	0.267481
	0.0376081
	1.15E-12
	0.376006
	0.1106
	0.000674693
	4
	0.685448
	0.046524517

	cg18996776
	3
	KPNA4
	160284003
	rs60009222
	3
	160063356
	A
	C
	1.1799
	0.299286
	8.07E-05
	1.1799
	0.299286
	8.07E-05
	1
	0.00545283
	0.008690751

	cg21832142
	3
	-
	160334793
	rs60009222
	3
	160063356
	A
	C
	-0.285255
	0.0723562
	8.07E-05
	-0.285255
	0.0723562
	8.07E-05
	1
	0.0944755
	0.008690751

	cg24147596
	3
	ARL14
	160395420
	rs7610939
	3
	160393545
	A
	T
	-0.552203
	0.0856625
	1.15E-10
	-0.552203
	0.0856625
	1.15E-10
	1
	0.0773024
	8.34E-08

	cg24345902
	3
	-
	160414617
	rs16831361
	3
	160414759
	A
	G
	0.768571
	0.184365
	3.06E-05
	0.768571
	0.184365
	3.06E-05
	1
	0.0154415
	0.003949253

	cg21592091
	3
	-
	160427542
	rs16831361
	3
	160414759
	A
	G
	1.44503
	0.346634
	3.06E-05
	1.44503
	0.346634
	3.06E-05
	1
	0.00431293
	0.003949253

	cg04132452
	3
	PPM1L
	160475035
	rs1915929
	3
	160514100
	T
	G
	-0.466377
	0.137904
	0.000719962
	-0.466377
	0.137904
	0.000719962
	1
	0.031693
	0.04883601

	cg04056576
	3
	PPM1L
	160475090
	rs1915929
	3
	160514100
	T
	G
	-0.53653
	0.158647
	0.000719962
	-0.53653
	0.158647
	0.000719962
	1
	0.0239258
	0.04883601

	cg00383977
	3
	EIF2B5
	183852781
	rs111427065
	3
	183868861
	A
	G
	0.580836
	0.166654
	0.000491723
	0.580836
	0.166654
	0.000491723
	1
	0.0316329
	0.03655053

	cg05629195
	3
	ABCF3
	183903129
	rs73185743
	3
	183912194
	T
	C
	1.48155
	0.424989
	0.000490238
	1.48155
	0.424989
	0.000490238
	1
	0.00469906
	0.036456819

	cg10159923
	4
	GAK
	861224
	rs2279177
	4
	852659
	G
	T
	0.829342
	0.222551
	0.000194199
	0.829342
	0.222551
	0.000194199
	1
	0.0121886
	0.017607937

	cg09151583
	4
	GAK
	881283
	rs62297079
	4
	879977
	A
	G
	-0.598657
	0.120923
	7.40E-07
	-0.598657
	0.120923
	7.40E-07
	1
	0.0397107
	0.000178368

	cg01437235
	4
	TMEM175
	939027
	rs6813110
	4
	942660
	T
	C
	0.182859
	0.0353002
	2.22E-07
	0.157431
	0.0404293
	9.87E-05
	3
	0.479577
	0.010331626

	cg09279566
	4
	TMEM175
	939162
	rs6813110
	4
	942660
	T
	C
	0.131809
	0.0254452
	2.22E-07
	0.100507
	0.0245424
	4.22E-05
	6
	1.51855
	0.0051195

	cg09216008
	4
	TMEM175
	939597
	rs6813110
	4
	942660
	T
	C
	0.494825
	0.0955236
	2.22E-07
	0.494825
	0.0955236
	2.22E-07
	1
	0.0544717
	6.16E-05

	cg20814179
	4
	TMEM175
	940893
	rs6813110
	4
	942660
	T
	C
	0.127563
	0.0246255
	2.22E-07
	0.10297
	0.02347
	1.15E-05
	8
	1.69537
	0.00173373

	cg08222618
	4
	TMEM175
	941054
	rs6813110
	4
	942660
	T
	C
	0.124407
	0.0240162
	2.22E-07
	0.122741
	0.0361581
	0.000687489
	9
	2.02379
	0.047146202

	cg10941006
	4
	TMEM175
	942705
	rs11729289
	4
	939206
	A
	G
	1.83601
	0.363266
	4.33E-07
	1.88687
	0.425003
	9.02E-06
	1
	0.0027503
	0.001434721

	cg06595176
	4
	TMEM175
	943562
	rs6815138
	4
	941290
	C
	A
	1.02348
	0.218282
	2.75E-06
	1.02348
	0.218282
	2.75E-06
	1
	0.00960159
	0.000553356

	cg00495574
	4
	TMEM175
	943597
	rs2290403
	4
	942006
	A
	G
	-1.37307
	0.27229
	4.60E-07
	-1.37307
	0.27229
	4.60E-07
	1
	0.00675674
	0.000117754

	cg01242123
	4
	TMEM175
	944277
	rs2290404
	4
	945225
	G
	A
	0.783264
	0.183058
	1.88E-05
	0.783264
	0.183058
	1.88E-05
	1
	0.0139919
	0.002619184

	cg04409981
	4
	TMEM175
	948910
	rs10008187
	4
	941017
	T
	C
	1.35201
	0.255651
	1.24E-07
	1.35201
	0.255651
	1.24E-07
	1
	0.00741923
	3.73E-05

	cg23092788
	4
	TMEM175
	949558
	rs62297079
	4
	879977
	A
	G
	-1.38527
	0.279812
	7.40E-07
	-1.38527
	0.279812
	7.40E-07
	1
	0.00733838
	0.000178368

	cg25403803
	4
	DGKQ
	955905
	rs6815138
	4
	941290
	C
	A
	1.27415
	0.271743
	2.75E-06
	1.27415
	0.271743
	2.75E-06
	1
	0.00616547
	0.000553356

	cg05178683
	4
	DGKQ
	958773
	rs6815138
	4
	941290
	C
	A
	0.289754
	0.061797
	2.75E-06
	0.289754
	0.061797
	2.75E-06
	1
	0.120727
	0.000553356

	cg06494872
	4
	DGKQ
	959128
	rs10008187
	4
	941017
	T
	C
	0.567862
	0.107377
	1.24E-07
	0.567862
	0.107377
	1.24E-07
	1
	0.042479
	3.73E-05

	cg05804872
	4
	DGKQ
	960309
	rs11729289
	4
	939206
	A
	G
	1.32722
	0.2626
	4.33E-07
	1.32722
	0.2626
	4.33E-07
	1
	0.00717411
	0.000111773

	cg00788025
	4
	DGKQ
	962749
	rs6813110
	4
	942660
	T
	C
	0.887524
	0.171332
	2.22E-07
	0.887524
	0.171332
	2.22E-07
	1
	0.0168758
	6.16E-05

	cg24226891
	4
	SLC26A1
	979331
	rs6815138
	4
	941290
	C
	A
	0.657093
	0.140141
	2.75E-06
	0.657093
	0.140141
	2.75E-06
	1
	0.0234079
	0.000553356

	cg16817180
	4
	IDUA
	981485
	rs6842493
	4
	914638
	C
	T
	0.811404
	0.183499
	9.79E-06
	0.811404
	0.183499
	9.79E-06
	1
	0.01518
	0.001531252

	cg03341233
	4
	IDUA
	993066
	rs6815138
	4
	941290
	C
	A
	1.24515
	0.265558
	2.75E-06
	1.24515
	0.265558
	2.75E-06
	1
	0.00645868
	0.000553356

	cg00810208
	4
	IDUA
	997012
	rs3755954
	4
	994452
	T
	C
	0.993732
	0.263872
	0.000165959
	0.993732
	0.263872
	0.000165959
	1
	0.0095399
	0.015507038

	cg18619267
	4
	AFAP1
	7940375
	rs6814219
	4
	7869957
	C
	G
	0.204041
	0.0819987
	0.01283412
	0.216474
	0.06417
	0.00074246
	3
	0.141963
	0.049856677

	cg14692106
	4
	AFAP1
	7940389
	rs7378072
	4
	7867243
	A
	G
	0.318635
	0.126167
	0.01155355
	0.316511
	0.0928352
	0.000651188
	2
	0.0776024
	0.045269573

	cg15957394
	4
	AFAP1
	7941823
	rs7378072
	4
	7867243
	A
	G
	0.190134
	0.0752857
	0.01155355
	0.218054
	0.0611041
	0.000359027
	4
	0.164191
	0.0287998

	cg23866381
	4
	TBC1D1
	38132555
	rs676461
	4
	38116742
	A
	T
	-0.76339
	0.204689
	0.000191912
	-0.76339
	0.204689
	0.000191912
	1
	0.0118819
	0.017429784

	cg14975958
	4
	-
	38163323
	rs630428
	4
	38121363
	A
	G
	1.09037
	0.292311
	0.000191407
	1.09037
	0.292311
	0.000191407
	1
	0.00576344
	0.017403428

	cg22767754
	4
	NIPAL1
	48038871
	rs56001502
	4
	48034884
	T
	C
	-0.969521
	0.258544
	0.000176939
	-0.969521
	0.258544
	0.000176939
	1
	0.0177849
	0.01632319

	cg13603533
	4
	-
	48045040
	rs906487
	4
	48049654
	C
	T
	0.142651
	0.0408654
	0.000481767
	0.164853
	0.0398861
	3.58E-05
	3
	0.389684
	0.004479649

	cg17841452
	4
	TXK
	48137219
	rs1008277
	4
	48138535
	C
	T
	-0.180554
	0.0491925
	0.000242286
	-0.184669
	0.0480116
	0.000119938
	2
	0.22822
	0.012069465

	cg19388996
	4
	NAAA
	76862389
	rs2242474
	4
	76878982
	C
	T
	-0.767383
	0.207183
	0.000212382
	-0.767383
	0.207183
	0.000212382
	1
	0.0110434
	0.018949184

	cg24690709
	4
	DAPP1
	100768712
	rs58304154
	4
	100768414
	A
	G
	0.41203
	0.0935287
	1.06E-05
	0.41203
	0.0935287
	1.06E-05
	1
	0.0795556
	0.001613315

	cg06747982
	4
	DNAJB14
	100864777
	rs11938952
	4
	100866194
	C
	T
	-1.60484
	0.329901
	1.15E-06
	-1.60484
	0.329901
	1.15E-06
	1
	0.00615136
	0.000262364

	cg00585621
	4
	DNAJB14
	100868748
	rs56140620
	4
	100935531
	G
	A
	-0.403997
	0.0871331
	3.55E-06
	-0.403997
	0.0871331
	3.55E-06
	1
	0.095169
	0.000676425

	cg22490722
	4
	-
	101210430
	rs11939538
	4
	100834618
	A
	G
	1.99927
	0.455012
	1.11E-05
	1.93731
	0.461127
	2.66E-05
	1
	0.00293649
	0.003503747

	cg07830103
	4
	NFKB1
	103422050
	rs170731
	4
	103448903
	T
	A
	1.20966
	0.156747
	1.20E-14
	1.20966
	0.156747
	1.20E-14
	1
	0.0195081
	1.63E-11

	cg00790535
	4
	NFKB1
	103482058
	rs230534
	4
	103449041
	T
	C
	-1.02312
	0.129371
	2.63E-15
	-1.02312
	0.129371
	2.63E-15
	1
	0.0289112
	4.35E-12

	cg25663524
	4
	NFKB1
	103489295
	rs230533
	4
	103450083
	A
	G
	1.33981
	0.176863
	3.61E-14
	1.33981
	0.176863
	3.61E-14
	1
	0.0153524
	4.57E-11

	cg25905215
	4
	NFKB1
	103537858
	rs735404
	4
	103553665
	A
	G
	0.653349
	0.069178
	3.63E-21
	0.653349
	0.069178
	3.63E-21
	1
	0.0957974
	1.20E-17

	cg00875382
	4
	-
	103542236
	rs10489113
	4
	103542201
	C
	T
	-0.608313
	0.179117
	0.000683466
	-0.608313
	0.179117
	0.000683466
	1
	0.0241301
	0.046949736

	cg18954925
	4
	UBE2D3
	103736886
	rs228617
	4
	103580788
	T
	C
	1.28907
	0.176037
	2.45E-13
	1.28907
	0.176037
	2.45E-13
	1
	0.0145707
	2.66E-10

	cg10792923
	4
	UBE2D3
	103789516
	rs223513
	4
	103625590
	T
	C
	-0.433491
	0.0640794
	1.34E-11
	-0.342226
	0.0921491
	0.000204203
	3
	0.589487
	0.018422229

	cg16532752
	4
	CENPE
	104119610
	rs2711896
	4
	104031440
	G
	T
	-0.148087
	0.0423311
	0.000468325
	-0.148087
	0.0423311
	0.000468325
	1
	0.405275
	0.035166008

	cg06661812
	4
	-
	105414831
	rs13111612
	4
	105407875
	T
	C
	-0.373176
	0.125606
	0.002968387
	-0.494234
	0.126815
	9.73E-05
	3
	0.112215
	0.01020463

	cg20586654
	4
	TET2
	106132853
	rs6839705
	4
	106144735
	A
	C
	-1.65606
	0.340437
	1.15E-06
	-1.65606
	0.340437
	1.15E-06
	1
	0.00447374
	0.000262364

	cg17862558
	4
	TET2
	106137048
	rs6533183
	4
	106133184
	C
	T
	-0.445217
	0.0910046
	9.98E-07
	-0.445217
	0.0910046
	9.98E-07
	1
	0.0636059
	0.000232532

	cg09289469
	4
	PPA2
	106321260
	rs4698937
	4
	106273437
	C
	G
	0.328912
	0.0806214
	4.51E-05
	0.328912
	0.0806214
	4.51E-05
	1
	0.153427
	0.005405636

	cg20073050
	4
	PPA2
	106395643
	rs1391438
	4
	106151843
	T
	C
	0.710409
	0.157508
	6.48E-06
	0.710409
	0.157508
	6.48E-06
	1
	0.0222048
	0.001106926

	cg08167110
	4
	FAM160A1
	152543520
	rs3929153
	4
	152444631
	T
	A
	-0.167015
	0.0583329
	0.00419487
	-0.228342
	0.0659222
	0.000532679
	3
	0.238415
	0.038672782

	cg17920099
	5
	FAM105B
	14665505
	rs6895973
	5
	14621711
	A
	C
	0.303143
	0.100736
	0.002618934
	0.325067
	0.0902575
	0.0003164
	2
	0.0647738
	0.025892884

	cg23336905
	5
	SPEF2
	35803436
	rs13188960
	5
	35853319
	T
	G
	1.34812
	0.15644
	6.93E-18
	1.33136
	0.156748
	2.03E-17
	1
	0.0260244
	5.30E-14

	cg27582180
	5
	-
	35852286
	rs6890853
	5
	35852311
	A
	G
	0.893633
	0.103811
	7.51E-18
	0.893633
	0.103811
	7.51E-18
	1
	0.0589851
	2.06E-14

	cg04312209
	5
	IL7R
	35857130
	rs10063294
	5
	35877505
	G
	A
	0.69394
	0.0888488
	5.76E-15
	0.597895
	0.108875
	3.99E-08
	2
	0.127308
	1.42E-05

	cg14469019
	5
	CAPSL
	35925230
	rs1008756
	5
	35905927
	C
	A
	-0.637606
	0.188673
	0.000726463
	-0.637606
	0.188673
	0.000726463
	1
	0.0134823
	0.04919462

	cg02273827
	5
	CAPSL
	35938675
	rs962029
	5
	35936237
	A
	G
	-0.438655
	0.0994512
	1.03E-05
	-0.438655
	0.0994512
	1.03E-05
	1
	0.0746156
	0.001584212

	cg24202119
	5
	CAPSL
	35938692
	rs80157830
	5
	35940601
	C
	A
	-0.271233
	0.0626267
	1.49E-05
	-0.257566
	0.0587968
	1.18E-05
	2
	0.208775
	0.001774573

	cg26277754
	5
	-
	50673033
	rs116577798
	5
	51219285
	G
	T
	-0.255549
	0.0931848
	0.006099606
	-0.250544
	0.0731555
	0.000615323
	4
	1.30154
	0.043127473

	cg11488381
	5
	-
	53921531
	rs13355991
	5
	53909217
	T
	C
	-0.298873
	0.090951
	0.001016028
	-0.302603
	0.0841179
	0.000321526
	2
	0.147796
	0.026272604

	cg16020556
	5
	ERAP1
	96126443
	rs30187
	5
	96124330
	T
	C
	0.719772
	0.153266
	2.65E-06
	0.719772
	0.153266
	2.65E-06
	1
	0.0220884
	0.000541076

	cg16673106
	5
	ST8SIA4
	100239071
	rs10044903
	5
	100187202
	C
	T
	-1.02925
	0.21429
	1.56E-06
	-1.02925
	0.21429
	1.56E-06
	1
	0.0116233
	0.000340966

	cg00405699
	5
	ST8SIA4
	100239919
	rs3756354
	5
	100239533
	C
	G
	-1.11845
	0.230969
	1.28E-06
	-1.11845
	0.230969
	1.28E-06
	1
	0.0100034
	0.000288779

	cg02855360
	5
	C5orf30
	102595549
	rs376286
	5
	102599390
	A
	G
	-0.691714
	0.147547
	2.76E-06
	-0.691714
	0.147547
	2.76E-06
	1
	0.0244858
	0.000554619

	cg21184216
	5
	C5orf30
	102598034
	rs2288788
	5
	102600569
	G
	T
	-0.234237
	0.0500121
	2.82E-06
	-0.234237
	0.0500121
	2.82E-06
	1
	0.213176
	0.000560536

	cg04500146
	5
	C5orf30
	102608478
	rs2569015
	5
	102608847
	G
	A
	-1.32047
	0.271625
	1.17E-06
	-1.32047
	0.271625
	1.17E-06
	1
	0.00723436
	0.000266187

	cg23278018
	5
	-
	102682153
	rs76160968
	5
	102682145
	G
	A
	0.562192
	0.131026
	1.78E-05
	0.562192
	0.131026
	1.78E-05
	1
	0.196371
	0.002495182

	cg01547793
	5
	LOC100289673
	109220841
	rs6594405
	5
	109222729
	T
	C
	-1.06546
	0.309238
	0.00057022
	-1.06546
	0.309238
	0.00057022
	1
	0.00631029
	0.040601409

	cg05670219
	5
	LOC100289673
	109220987
	rs6594405
	5
	109222729
	T
	C
	-0.432965
	0.125663
	0.00057022
	-0.432965
	0.125663
	0.00057022
	1
	0.0387209
	0.040601409

	cg20710777
	5
	TSLP
	110411740
	rs1379298
	5
	110435726
	C
	T
	0.899582
	0.262166
	0.000600689
	0.899582
	0.262166
	0.000600689
	1
	0.00721962
	0.042450704

	cg23917399
	5
	TNFAIP8
	118691751
	rs10063063
	5
	118617999
	T
	C
	0.0611813
	0.0740043
	0.4083917
	0.174665
	0.0474285
	0.000230831
	11
	1.37731
	0.020227908

	cg03318614
	5
	PCDHA1
	140174612
	rs155817
	5
	140301236
	T
	C
	0.535368
	0.15751
	0.000676568
	0.535368
	0.15751
	0.000676568
	1
	0.0195642
	0.04659149

	cg19777540
	5
	PCDHA2
	140180691
	rs7710380
	5
	140156264
	T
	C
	-0.223389
	0.094992
	0.0186899
	-0.298543
	0.0878749
	0.000680487
	2
	0.141827
	0.046784794

	cg12317217
	5
	PCDHA2
	140203603
	rs246073
	5
	140317371
	C
	T
	0.802993
	0.230451
	0.00049326
	0.802993
	0.230451
	0.00049326
	1
	0.00877457
	0.036614414

	cg23985374
	5
	PCDHA6
	140240941
	rs246073
	5
	140317371
	C
	T
	-0.247438
	0.0710124
	0.00049326
	-0.247438
	0.0710124
	0.00049326
	1
	0.0932821
	0.036614414

	cg09883264
	5
	NDFIP1
	141489170
	rs2338822
	5
	141503059
	T
	C
	0.603853
	0.114772
	1.43E-07
	0.603853
	0.114772
	1.43E-07
	1
	0.0373781
	4.21E-05

	cg25547248
	5
	NDFIP1
	141501099
	rs12656877
	5
	141490091
	T
	C
	0.219836
	0.0420305
	1.69E-07
	0.254323
	0.0532376
	1.78E-06
	2
	0.469142
	0.000379791

	cg09813400
	5
	TNIP1
	150431636
	rs1422673
	5
	150438988
	T
	C
	-0.760014
	0.212643
	0.000351459
	-0.760014
	0.212643
	0.000351459
	1
	0.0150912
	0.028262614

	cg10967114
	5
	TNIP1
	150442668
	rs4958880
	5
	150438477
	A
	C
	-0.957354
	0.269538
	0.000382645
	-0.957354
	0.269538
	0.000382645
	1
	0.00941756
	0.030232422

	cg14135060
	5
	TNIP1
	150456285
	rs6869605
	5
	150452866
	C
	A
	1.02361
	0.276285
	0.000211536
	1.02361
	0.276285
	0.000211536
	1
	0.0135111
	0.018925827

	cg03197524
	5
	TNIP1
	150460989
	rs4958436
	5
	150442829
	C
	T
	-0.601309
	0.172137
	0.000477357
	-0.601309
	0.172137
	0.000477357
	1
	0.0228582
	0.035547864

	cg03340667
	5
	-
	150464285
	rs10071465
	5
	150471377
	G
	A
	0.485365
	0.137567
	0.000418455
	0.485365
	0.137567
	0.000418455
	1
	0.024967
	0.032196813

	cg24903893
	5
	EBF1
	158522515
	rs34203499
	5
	158539554
	C
	A
	1.05466
	0.252522
	2.96E-05
	1.05466
	0.252522
	2.96E-05
	1
	0.0116692
	0.003844394

	cg05530568
	5
	EBF1
	158526614
	rs35069904
	5
	158524855
	T
	C
	-0.561878
	0.161542
	0.00050485
	-0.561878
	0.161542
	0.00050485
	1
	0.031954
	0.03728951

	cg17009297
	5
	EBF1
	158526642
	rs35069904
	5
	158524855
	T
	C
	-0.846251
	0.2433
	0.00050485
	-0.846251
	0.2433
	0.00050485
	1
	0.0140131
	0.03728951

	cg27047836
	5
	-
	158533081
	rs34203499
	5
	158539554
	C
	A
	0.690426
	0.165311
	2.96E-05
	0.690426
	0.165311
	2.96E-05
	1
	0.0274229
	0.003844394

	cg03059649
	5
	-
	158533375
	rs34203499
	5
	158539554
	C
	A
	0.388761
	0.0930824
	2.96E-05
	0.388761
	0.0930824
	2.96E-05
	1
	0.0867527
	0.003844394

	cg16318768
	5
	-
	158533774
	rs34203499
	5
	158539554
	C
	A
	0.620218
	0.148501
	2.96E-05
	0.620218
	0.148501
	2.96E-05
	1
	0.0340116
	0.003844394

	cg02884181
	5
	UBLCP1
	158689508
	rs7734208
	5
	158693525
	G
	C
	0.717673
	0.142513
	4.77E-07
	0.717673
	0.142513
	4.77E-07
	1
	0.0367305
	0.000121465

	cg01161877
	5
	UBLCP1
	158690922
	rs10515780
	5
	158691793
	C
	G
	-0.320076
	0.0683427
	2.82E-06
	-0.320076
	0.0683427
	2.82E-06
	1
	0.156332
	0.000560536

	cg03871251
	5
	-
	176757670
	rs6876677
	5
	176755342
	C
	T
	-0.251255
	0.0715026
	0.000441624
	-0.251255
	0.0715026
	0.000441624
	1
	0.106594
	0.033502468

	cg23483530
	5
	LMAN2
	176759977
	rs11748912
	5
	176765395
	A
	G
	-0.607924
	0.171614
	0.000396614
	-0.607924
	0.171614
	0.000396614
	1
	0.0182093
	0.031076763

	cg01140102
	5
	LMAN2
	176766085
	rs4131290
	5
	176780682
	C
	A
	-0.551339
	0.141518
	9.79E-05
	-0.551339
	0.141518
	9.79E-05
	1
	0.0291682
	0.010256943

	cg25013269
	5
	LMAN2
	176766954
	rs6876677
	5
	176755342
	C
	T
	-0.383205
	0.109053
	0.000441624
	-0.383205
	0.109053
	0.000441624
	1
	0.0457761
	0.033502468

	cg01567482
	5
	RGS14
	176784318
	rs4075958
	5
	176784512
	A
	G
	0.157775
	0.0411543
	0.000126257
	0.174297
	0.0449139
	0.000104197
	2
	0.388373
	0.010828221

	cg04466840
	5
	RGS14
	176784719
	rs4075958
	5
	176784512
	A
	G
	1.19334
	0.311273
	0.000126257
	1.19334
	0.311273
	0.000126257
	1
	0.00582284
	0.012549645

	cg01348086
	5
	RGS14
	176785296
	rs4075958
	5
	176784512
	A
	G
	-0.548432
	0.143054
	0.000126257
	-0.548432
	0.143054
	0.000126257
	1
	0.027915
	0.012549645

	cg17261708
	5
	RGS14
	176794207
	rs11741640
	5
	176792743
	A
	G
	0.105897
	0.027833
	0.000142007
	0.111772
	0.0268296
	3.10E-05
	2
	0.99303
	0.003984381

	cg13991631
	5
	-
	176806390
	rs4074995
	5
	176797343
	A
	G
	0.527469
	0.134873
	9.20E-05
	0.527469
	0.134873
	9.20E-05
	1
	0.0315221
	0.009710947

	cg06470558
	5
	SLC34A1
	176816828
	rs11748297
	5
	176800361
	A
	G
	-0.878485
	0.22059
	6.82E-05
	-0.878485
	0.22059
	6.82E-05
	1
	0.0117939
	0.007485461

	cg24185628
	5
	F12
	176829349
	rs11748297
	5
	176800361
	A
	G
	-0.992863
	0.249311
	6.82E-05
	-0.992863
	0.249311
	6.82E-05
	1
	0.00921333
	0.007485461

	cg05614346
	5
	GRK6
	176858608
	rs13153019
	5
	176782218
	C
	T
	1.48292
	0.382592
	0.000106241
	1.48292
	0.382592
	0.000106241
	1
	0.00431257
	0.010972151

	cg12278738
	6
	EXOC2
	529278
	rs4960043
	6
	534527
	T
	C
	0.582295
	0.165005
	0.000417295
	0.582295
	0.165005
	0.000417295
	1
	0.0187031
	0.032138089

	cg24291279
	6
	EXOC2
	529341
	rs6918152
	6
	542159
	A
	G
	0.726189
	0.20844
	0.000494224
	0.726189
	0.20844
	0.000494224
	1
	0.0112294
	0.036669122

	cg24500898
	6
	EXOC2
	572732
	rs2073009
	6
	572480
	G
	A
	-0.129291
	0.0372424
	0.000517449
	-0.126498
	0.0363426
	0.000500196
	2
	0.376337
	0.037044423

	cg27594683
	6
	-
	7468945
	rs62386216
	6
	7478767
	T
	A
	-0.137259
	0.0999044
	0.1694724
	-0.241329
	0.0578741
	3.05E-05
	6
	1.4471
	0.003935762

	cg16799831
	6
	-
	7468973
	rs79526198
	6
	7434752
	T
	C
	-0.24392
	0.0848573
	0.004047191
	-0.256482
	0.0635011
	5.37E-05
	6
	1.29681
	0.00620509

	cg01699293
	6
	-
	11806115
	rs7743245
	6
	11808064
	T
	C
	-0.465059
	0.121457
	0.000128712
	-0.465059
	0.121457
	0.000128712
	1
	0.0389439
	0.012731189

	cg12248807
	6
	-
	25156302
	rs302974
	6
	25119106
	A
	C
	0.618886
	0.181764
	0.000662019
	0.618886
	0.181764
	0.000662019
	1
	0.0938026
	0.045758525

	cg24345247
	6
	HIST1H4A
	26021916
	rs36109883
	6
	26133070
	A
	G
	-0.742603
	0.168114
	1.00E-05
	-0.742603
	0.168114
	1.00E-05
	1
	0.0572797
	0.001552096

	cg21479132
	6
	-
	26055353
	rs68149500
	6
	26111271
	T
	C
	-0.185698
	0.0487525
	0.00013958
	-0.162834
	0.045313
	0.000326287
	5
	0.658174
	0.026581208

	cg12089985
	6
	HIST1H4C
	26104087
	rs16891315
	6
	26111756
	C
	T
	0.915143
	0.248375
	0.000229201
	0.915143
	0.248375
	0.000229201
	1
	0.0179559
	0.020139492

	cg14648265
	6
	HIST1H4C
	26104089
	rs16891334
	6
	26124303
	C
	T
	0.943902
	0.233582
	5.33E-05
	0.943902
	0.233582
	5.33E-05
	1
	0.0208378
	0.006165414

	cg11190156
	6
	HIST1H4C
	26104118
	rs68149500
	6
	26111271
	T
	C
	0.971255
	0.25499
	0.00013958
	0.971255
	0.25499
	0.00013958
	1
	0.0174104
	0.013598684

	cg22213149
	6
	HIST1H1T
	26107687
	rs13206443
	6
	26119245
	T
	C
	-1.50337
	0.361164
	3.15E-05
	-1.50337
	0.361164
	3.15E-05
	1
	0.00876957
	0.004035183

	cg19722391
	6
	HIST1H1T
	26109250
	rs707890
	6
	26105504
	C
	A
	0.255142
	0.0667975
	0.000133699
	0.265967
	0.072387
	0.000238628
	2
	0.183648
	0.020743014

	cg12765632
	6
	HIST1H1T
	26109295
	rs707890
	6
	26105504
	C
	A
	-0.391151
	0.102405
	0.000133699
	-0.391151
	0.102405
	0.000133699
	1
	0.0763744
	0.013080817

	cg20153768
	6
	HIST1H2AC
	26123228
	rs74571768
	6
	26122547
	A
	G
	0.434437
	0.118448
	0.000244774
	0.434437
	0.118448
	0.000244774
	1
	0.0593318
	0.021129965

	cg19084075
	6
	HIST1H2AC
	26124329
	rs13197334
	6
	26122648
	C
	G
	-0.302844
	0.0749082
	5.28E-05
	-0.329643
	0.0696695
	2.23E-06
	4
	0.274778
	0.000465507

	cg08203210
	6
	-
	26153217
	rs7766641
	6
	26184102
	A
	G
	-1.55192
	0.276081
	1.90E-08
	-1.55192
	0.276081
	1.90E-08
	1
	0.00780901
	7.39E-06

	cg24996758
	6
	HIST1H2BD
	26160318
	rs972087
	6
	25872579
	G
	A
	-1.31043
	0.356161
	0.000233922
	-1.31043
	0.356161
	0.000233922
	1
	0.00936235
	0.020437844

	cg07618435
	6
	HIST1H2BD
	26160478
	rs7749823
	6
	26158079
	C
	A
	-0.84786
	0.187476
	6.12E-06
	-0.84786
	0.187476
	6.12E-06
	1
	0.0303828
	0.001053865

	cg22942804
	6
	HIST1H2BE
	26183572
	rs7766641
	6
	26184102
	A
	G
	1.02407
	0.182177
	1.90E-08
	1.02407
	0.182177
	1.90E-08
	1
	0.0180599
	7.39E-06

	cg22036966
	6
	HIST1H2BE
	26183576
	rs7766641
	6
	26184102
	A
	G
	1.13231
	0.201433
	1.90E-08
	1.13231
	0.201433
	1.90E-08
	1
	0.0147543
	7.39E-06

	cg07997936
	6
	HIST1H2BE
	26183678
	rs707899
	6
	26129948
	T
	C
	1.03322
	0.255316
	5.19E-05
	1.03322
	0.255316
	5.19E-05
	1
	0.0127316
	0.006030774

	cg12315302
	6
	HIST1H4D
	26189340
	rs34107459
	6
	26328353
	C
	T
	-0.216187
	0.0405457
	9.74E-08
	-0.193539
	0.0532213
	0.000276433
	5
	1.06086
	0.023328695

	cg08733522
	6
	HIST1H4E
	26205212
	rs2179517
	6
	26198845
	G
	C
	0.770674
	0.192776
	6.40E-05
	0.770674
	0.192776
	6.40E-05
	1
	0.0128199
	0.007103655

	cg01168740
	6
	-
	26229103
	rs2179517
	6
	26198845
	G
	C
	-0.295095
	0.0738151
	6.40E-05
	-0.295095
	0.0738151
	6.40E-05
	1
	0.0878636
	0.007103655

	cg14273822
	6
	HIST1H3G
	26271716
	rs1125000
	6
	26287256
	C
	T
	0.469784
	0.135045
	0.000503896
	0.469784
	0.135045
	0.000503896
	1
	0.0261835
	0.03728951

	cg21281951
	6
	HIST1H3G
	26272355
	rs2893820
	6
	26295686
	A
	G
	0.374001
	0.0871275
	1.77E-05
	0.374001
	0.0871275
	1.77E-05
	1
	0.0643236
	0.002476533

	cg23465465
	6
	BTN3A2
	26364728
	rs9358935
	6
	26369587
	G
	A
	-0.241396
	0.0483783
	6.05E-07
	-0.244705
	0.0478414
	3.14E-07
	2
	0.512385
	8.38E-05

	cg02045355
	6
	BTN3A2
	26365194
	rs9379856
	6
	26366836
	C
	A
	-0.499622
	0.0990114
	4.52E-07
	-0.499622
	0.0990114
	4.52E-07
	1
	0.121502
	0.000115857

	cg23571456
	6
	BTN2A2
	26383374
	rs9461249
	6
	26383386
	C
	T
	0.390411
	0.0887839
	1.10E-05
	0.390411
	0.0887839
	1.10E-05
	1
	0.151324
	0.001660308

	cg21264972
	6
	BTN2A2
	26386191
	rs3757142
	6
	26380545
	G
	A
	1.14838
	0.286392
	6.08E-05
	1.14838
	0.286392
	6.08E-05
	1
	0.00899774
	0.006841006

	cg14004232
	6
	BTN3A1
	26401691
	rs6912853
	6
	26401438
	T
	C
	-1.12151
	0.295139
	0.000144769
	-1.12151
	0.295139
	0.000144769
	1
	0.00910987
	0.013969989

	cg10414736
	6
	HCG11
	26521747
	rs16891725
	6
	26479150
	T
	C
	-1.08681
	0.221289
	9.06E-07
	-1.08681
	0.221289
	9.06E-07
	1
	0.0223384
	0.000214477

	cg20250722
	6
	HCG11
	26522136
	rs16901784
	6
	26555433
	A
	C
	-0.370988
	0.0815291
	5.36E-06
	-0.350255
	0.0756025
	3.61E-06
	3
	0.176609
	0.00068703

	cg22040809
	6
	HCG11
	26522578
	rs16901784
	6
	26555433
	A
	C
	-0.299786
	0.0658818
	5.36E-06
	-0.305539
	0.0839576
	0.000273544
	5
	0.417754
	0.023145163

	cg08882171
	6
	-
	26528628
	rs16901784
	6
	26555433
	A
	C
	1.1579
	0.254462
	5.36E-06
	1.1579
	0.254462
	5.36E-06
	1
	0.0163165
	0.000946627

	cg13984718
	6
	-
	26554297
	rs35982103
	6
	27243134
	T
	C
	-1.28279
	0.370658
	0.000538583
	-1.28279
	0.370658
	0.000538583
	1
	0.00515628
	0.03892711

	cg27215578
	6
	-
	26569043
	rs9295696
	6
	26550288
	C
	T
	1.59981
	0.406293
	8.23E-05
	1.59981
	0.406293
	8.23E-05
	1
	0.00398841
	0.008805918

	cg03900386
	6
	-
	26569090
	rs77666565
	6
	26851415
	A
	G
	1.02023
	0.196392
	2.05E-07
	1.02023
	0.196392
	2.05E-07
	1
	0.0345082
	5.74E-05

	cg06305488
	6
	-
	26569533
	rs1535275
	6
	26520767
	G
	C
	0.705915
	0.174694
	5.33E-05
	0.705915
	0.174694
	5.33E-05
	1
	0.0220991
	0.006165414

	cg08737094
	6
	-
	26569535
	rs7765920
	6
	26514771
	C
	T
	0.538854
	0.132891
	5.02E-05
	0.538854
	0.132891
	5.02E-05
	1
	0.0381384
	0.005858098

	cg05132821
	6
	-
	26569537
	rs7765920
	6
	26514771
	C
	T
	0.475352
	0.11723
	5.02E-05
	0.475352
	0.11723
	5.02E-05
	1
	0.0490385
	0.005858098

	cg15379240
	6
	-
	26592423
	rs34781270
	6
	26593037
	G
	A
	-1.14871
	0.214167
	8.18E-08
	-1.14871
	0.214167
	8.18E-08
	1
	0.0273884
	2.60E-05

	cg05185573
	6
	ABT1
	26598237
	rs6456739
	6
	26604140
	C
	T
	0.480478
	0.130724
	0.000237433
	0.480478
	0.130724
	0.000237433
	1
	0.0261814
	0.020650175

	cg11165035
	6
	-
	26601993
	rs4634439
	6
	26598004
	G
	A
	0.598654
	0.126442
	2.20E-06
	0.598654
	0.126442
	2.20E-06
	1
	0.0698593
	0.000459082

	cg11033938
	6
	-
	26602400
	rs6456739
	6
	26604140
	C
	T
	0.548974
	0.14936
	0.000237433
	0.548974
	0.14936
	0.000237433
	1
	0.0200516
	0.020650175

	cg09364178
	6
	-
	26602900
	rs6456739
	6
	26604140
	C
	T
	0.740802
	0.201551
	0.000237433
	0.740802
	0.201551
	0.000237433
	1
	0.0109787
	0.020650175

	cg11567288
	6
	-
	26758166
	rs4713037
	6
	26758030
	G
	T
	0.501679
	0.133371
	0.000168941
	0.501679
	0.133371
	0.000168941
	1
	0.0322796
	0.015718727

	cg16120796
	6
	-
	27067005
	rs34783558
	6
	27171700
	C
	T
	1.48033
	0.366922
	5.48E-05
	1.48033
	0.366922
	5.48E-05
	1
	0.00585422
	0.006310397

	cg23155468
	6
	HIST1H2BK
	27110703
	rs12195144
	6
	27031857
	T
	C
	-0.22705
	0.0535814
	2.26E-05
	-0.22705
	0.0535814
	2.26E-05
	1
	0.438084
	0.003050654

	cg04826368
	6
	-
	27130208
	rs858992
	6
	27180827
	G
	C
	0.56065
	0.144027
	9.92E-05
	0.56065
	0.144027
	9.92E-05
	1
	0.0562558
	0.010380767

	cg01161889
	6
	-
	27145367
	rs35173303
	6
	26935379
	T
	C
	1.65121
	0.312965
	1.32E-07
	1.65121
	0.312965
	1.32E-07
	1
	0.0140639
	3.93E-05

	cg01242956
	6
	-
	27148026
	rs67540232
	6
	27140866
	A
	T
	0.918837
	0.217717
	2.44E-05
	0.918837
	0.217717
	2.44E-05
	1
	0.0167476
	0.003276022

	cg17608350
	6
	-
	27155925
	rs858969
	6
	27153431
	C
	A
	0.0983275
	0.0311069
	0.001572655
	0.104034
	0.0303433
	0.000606865
	3
	0.708228
	0.042775254

	cg09559278
	6
	-
	27179116
	rs11758615
	6
	27192382
	C
	A
	-0.774285
	0.199821
	0.00010671
	-0.774285
	0.199821
	0.00010671
	1
	0.0290559
	0.0110118

	cg03626734
	6
	PRSS16
	27218793
	rs35454259
	6
	27254475
	A
	G
	0.998512
	0.274003
	0.000268334
	0.998512
	0.274003
	0.000268334
	1
	0.00852031
	0.022799513

	cg05121987
	6
	PRSS16
	27219299
	rs35982103
	6
	27243134
	T
	C
	-0.752773
	0.217512
	0.000538583
	-0.752773
	0.217512
	0.000538583
	1
	0.0151878
	0.03892711

	cg26952407
	6
	PRSS16
	27219317
	rs36034627
	6
	27237363
	T
	G
	-0.519453
	0.151874
	0.00062566
	-0.519453
	0.151874
	0.00062566
	1
	0.0315944
	0.043757567

	cg17658733
	6
	PRSS16
	27219385
	rs35589403
	6
	27219491
	G
	C
	-0.243754
	0.0684878
	0.000372236
	-0.243754
	0.0684878
	0.000372236
	1
	0.158436
	0.02968308

	cg23718606
	6
	PRSS16
	27219812
	rs36034627
	6
	27237363
	T
	G
	0.642659
	0.187896
	0.00062566
	0.642659
	0.187896
	0.00062566
	1
	0.0206016
	0.043757567

	cg07739113
	6
	-
	27255829
	rs72843641
	6
	27203335
	G
	C
	1.24757
	0.300836
	3.37E-05
	1.24757
	0.300836
	3.37E-05
	1
	0.0137768
	0.004258978

	cg23464183
	6
	-
	27256406
	rs35454259
	6
	27254475
	A
	G
	-0.42604
	0.11691
	0.000268334
	-0.42604
	0.11691
	0.000268334
	1
	0.0472735
	0.022799513

	cg02652760
	6
	POM121L2
	27278678
	rs28410967
	6
	27265235
	C
	T
	-0.475597
	0.111341
	1.94E-05
	-0.475597
	0.111341
	1.94E-05
	1
	0.105076
	0.002681342

	cg04420723
	6
	ZNF184
	27439931
	rs4711154
	6
	27446359
	A
	T
	0.278509
	0.073466
	0.000150099
	0.278509
	0.073466
	0.000150099
	1
	0.0853025
	0.014381541

	cg00169412
	6
	-
	27463347
	rs4711154
	6
	27446359
	A
	T
	-0.898516
	0.237014
	0.000150099
	-0.898516
	0.237014
	0.000150099
	1
	0.00812786
	0.014381541

	cg09482421
	6
	-
	27470541
	rs9468141
	6
	27474527
	G
	A
	0.722643
	0.195841
	0.000224364
	0.722643
	0.195841
	0.000224364
	1
	0.0124679
	0.019735832

	cg19241872
	6
	-
	27470566
	rs6911865
	6
	27470778
	T
	A
	0.419253
	0.113873
	0.000231695
	0.419253
	0.113873
	0.000231695
	1
	0.0372087
	0.020292625

	cg25259653
	6
	-
	27480408
	rs2294308
	6
	27483260
	T
	C
	-0.62976
	0.165052
	0.000135946
	-0.62976
	0.165052
	0.000135946
	1
	0.0175685
	0.013260624

	cg25783550
	6
	-
	27512906
	rs17693963
	6
	27710165
	C
	A
	1.25686
	0.228737
	3.92E-08
	1.25686
	0.228737
	3.92E-08
	1
	0.0235046
	1.39E-05

	cg11497372
	6
	-
	27513092
	rs72845046
	6
	27575268
	A
	T
	1.7823
	0.326227
	4.68E-08
	1.71455
	0.344504
	6.47E-07
	1
	0.0110059
	0.000158743

	cg27131891
	6
	-
	27513414
	rs34038546
	6
	27607660
	A
	C
	0.945427
	0.171786
	3.73E-08
	0.83578
	0.139747
	2.23E-09
	2
	0.0766887
	1.13E-06

	cg07841905
	6
	-
	27521450
	rs13215275
	6
	27647509
	T
	G
	1.43438
	0.257412
	2.52E-08
	1.43438
	0.257412
	2.52E-08
	1
	0.0205259
	9.50E-06

	cg06395469
	6
	-
	27635558
	rs34038546
	6
	27607660
	A
	C
	-0.557487
	0.101297
	3.73E-08
	-0.557487
	0.101297
	3.73E-08
	1
	0.132679
	1.33E-05

	cg18784558
	6
	-
	27635849
	rs10484399
	6
	27534528
	G
	A
	-0.517557
	0.0927221
	2.39E-08
	-0.458836
	0.103799
	9.86E-06
	2
	0.213719
	0.001535363

	cg01810111
	6
	-
	27637395
	rs2294309
	6
	27483816
	G
	T
	0.87644
	0.225515
	0.000101787
	0.87644
	0.225515
	0.000101787
	1
	0.00935556
	0.010625501

	cg26958806
	6
	-
	27640298
	rs71559038
	6
	27640989
	G
	A
	-0.60326
	0.107908
	2.27E-08
	-0.60326
	0.107908
	2.27E-08
	1
	0.117354
	8.62E-06

	cg12185399
	6
	-
	27640341
	rs17720293
	6
	28214698
	T
	C
	-0.788906
	0.148606
	1.11E-07
	-0.788906
	0.148606
	1.11E-07
	1
	0.0510121
	3.38E-05

	cg10903903
	6
	-
	27647843
	rs144969912
	6
	27616843
	T
	C
	-1.26847
	0.230152
	3.57E-08
	-1.26847
	0.230152
	3.57E-08
	1
	0.0254895
	1.29E-05

	cg27179866
	6
	-
	27740120
	rs6902689
	6
	27709441
	T
	C
	-0.119544
	0.0366248
	0.001098584
	-0.128588
	0.0344523
	0.00018977
	3
	0.552532
	0.017303118

	cg10046620
	6
	HIST1H2AI
	27775042
	rs34718920
	6
	27783941
	T
	C
	-0.220949
	0.039304
	1.90E-08
	-0.219791
	0.0386812
	1.33E-08
	2
	0.865772
	5.49E-06

	cg25108566
	6
	HIST1H2AI
	27775657
	rs2747054
	6
	27783359
	G
	A
	-0.269749
	0.0496297
	5.49E-08
	-0.269749
	0.0496297
	5.49E-08
	1
	0.457855
	1.86E-05

	cg02228804
	6
	HIST1H2AI
	27775720
	rs200990
	6
	27815823
	G
	T
	-0.522747
	0.0960172
	5.21E-08
	-0.522747
	0.0960172
	5.21E-08
	1
	0.121864
	1.81E-05

	cg02817123
	6
	HIST1H2AI
	27775750
	rs9257136
	6
	28723841
	C
	A
	1.62863
	0.324575
	5.24E-07
	1.62863
	0.324575
	5.24E-07
	1
	0.0121834
	0.000132438

	cg21771891
	6
	HIST1H2AJ
	27782126
	rs493161
	6
	27850714
	T
	A
	1.42147
	0.282706
	4.96E-07
	1.42147
	0.282706
	4.96E-07
	1
	0.014323
	0.000125996

	cg12263794
	6
	HIST1H4J
	27791530
	rs6920813
	6
	28483411
	T
	C
	0.793656
	0.224285
	0.00040233
	0.793656
	0.224285
	0.00040233
	1
	0.0552178
	0.031387879

	cg23372001
	6
	HIST1H4J
	27791640
	rs6920813
	6
	28483411
	T
	C
	0.60919
	0.172155
	0.00040233
	0.60919
	0.172155
	0.00040233
	1
	0.0943285
	0.031387879

	cg00856041
	6
	-
	27798455
	rs17763089
	6
	27835218
	A
	G
	-0.51719
	0.0924732
	2.24E-08
	-0.51719
	0.0924732
	2.24E-08
	1
	0.153228
	8.54E-06

	cg20715953
	6
	-
	27802817
	rs66785117
	6
	27523298
	G
	T
	-0.656374
	0.116397
	1.71E-08
	-0.656374
	0.116397
	1.71E-08
	1
	0.0995992
	6.81E-06

	cg16914272
	6
	HIST1H2BN
	27806842
	rs141342723
	6
	27622084
	C
	T
	1.24107
	0.225374
	3.66E-08
	1.24107
	0.225374
	3.66E-08
	1
	0.0266215
	1.31E-05

	cg11992375
	6
	HIST1H4L
	27840957
	rs66868086
	6
	27865902
	T
	A
	-0.850989
	0.163432
	1.92E-07
	-0.850989
	0.163432
	1.92E-07
	1
	0.0503467
	5.50E-05

	cg16138458
	6
	HIST1H4L
	27841120
	rs13216117
	6
	27938484
	G
	A
	1.6576
	0.308224
	7.55E-08
	1.6576
	0.308224
	7.55E-08
	1
	0.0138787
	2.46E-05

	cg25681872
	6
	-
	27862708
	rs72839470
	6
	27309304
	A
	T
	-1.47436
	0.415371
	0.000386027
	-1.47436
	0.415371
	0.000386027
	1
	0.00779277
	0.030357163

	cg12351042
	6
	OR2B2
	27879749
	rs13200214
	6
	28017250
	T
	C
	-0.477331
	0.0846564
	1.72E-08
	-0.507468
	0.0774542
	5.71E-11
	2
	0.231585
	4.58E-08

	cg15325629
	6
	-
	28072465
	rs75543204
	6
	28108816
	A
	C
	0.284109
	0.08359
	0.000676813
	0.284109
	0.08359
	0.000676813
	1
	0.281684
	0.04659149

	cg00426182
	6
	-
	28072559
	rs72849210
	6
	28180459
	T
	C
	0.897616
	0.258714
	0.000521469
	0.897616
	0.258714
	0.000521469
	1
	0.0294639
	0.038132833

	cg10122326
	6
	-
	28072925
	rs72846797
	6
	28149958
	G
	T
	0.586827
	0.163508
	0.000332054
	0.586827
	0.163508
	0.000332054
	1
	0.0733056
	0.026969714

	cg00437239
	6
	-
	28173238
	rs1778508
	6
	28229881
	C
	T
	-1.05042
	0.19732
	1.02E-07
	-1.05042
	0.19732
	1.02E-07
	1
	0.0232561
	3.16E-05

	cg06470822
	6
	-
	28175283
	rs71559070
	6
	28038929
	A
	G
	0.93749
	0.168429
	2.61E-08
	0.781504
	0.16395
	1.87E-06
	3
	0.101677
	0.000398327

	cg07495811
	6
	-
	28175919
	rs10456362
	6
	28221816
	A
	G
	0.831645
	0.156952
	1.17E-07
	0.831645
	0.156952
	1.17E-07
	1
	0.0371936
	3.56E-05

	cg03111404
	6
	-
	28175984
	rs61742093
	6
	27879982
	G
	A
	0.986747
	0.191459
	2.56E-07
	0.663909
	0.194075
	0.000624281
	3
	0.118486
	0.043698868

	cg12172441
	6
	-
	28176163
	rs6456816
	6
	28311421
	T
	C
	0.626852
	0.125733
	6.19E-07
	0.66931
	0.104199
	1.34E-10
	2
	0.0911282
	9.52E-08

	cg25164649
	6
	-
	28176230
	rs1736904
	6
	28219270
	A
	G
	1.02442
	0.199414
	2.79E-07
	1.02442
	0.199414
	2.79E-07
	1
	0.0179583
	7.55E-05

	cg26234795
	6
	-
	28179256
	rs2799081
	6
	28270584
	C
	T
	-0.387926
	0.0749048
	2.24E-07
	-0.391772
	0.0589326
	2.99E-11
	3
	0.263341
	2.54E-08

	cg13904842
	6
	-
	28180511
	rs41269285
	6
	28194799
	C
	T
	0.35902
	0.101712
	0.000416036
	0.35902
	0.101712
	0.000416036
	1
	0.19232
	0.032101046

	cg18649503
	6
	LOC222699
	28187510
	rs41269285
	6
	28194799
	C
	T
	-0.44579
	0.126295
	0.000416036
	-0.44579
	0.126295
	0.000416036
	1
	0.124599
	0.032101046

	cg24154054
	6
	ZKSCAN4
	28220253
	rs72849211
	6
	28182896
	G
	C
	1.64116
	0.411803
	6.74E-05
	1.64116
	0.411803
	6.74E-05
	1
	0.00900627
	0.007430925

	cg26450541
	6
	ZNF187
	28235208
	rs1936365
	6
	28268452
	C
	G
	-1.09279
	0.203257
	7.62E-08
	-1.09279
	0.203257
	7.62E-08
	1
	0.021866
	2.47E-05

	cg14242556
	6
	PGBD1
	28253513
	rs9368561
	6
	28168343
	T
	C
	1.63501
	0.333253
	9.30E-07
	1.63501
	0.333253
	9.30E-07
	1
	0.00872662
	0.000219286

	cg21750589
	6
	ZNF323
	28321301
	rs4254981
	6
	28371402
	C
	A
	0.670801
	0.139681
	1.57E-06
	0.670801
	0.139681
	1.57E-06
	1
	0.0273822
	0.000341166

	cg12212060
	6
	ZNF323
	28323405
	rs13201681
	6
	28394680
	T
	C
	0.382045
	0.0747296
	3.19E-07
	0.371181
	0.0720933
	2.63E-07
	2
	0.306557
	7.16E-05

	cg09015325
	6
	ZKSCAN3
	28324607
	rs9366718
	6
	28205502
	T
	A
	0.605089
	0.119342
	3.98E-07
	0.605089
	0.119342
	3.98E-07
	1
	0.0534861
	0.000103749

	cg11341932
	6
	ZKSCAN3
	28324655
	rs67340775
	6
	28304384
	C
	A
	1.05227
	0.208399
	4.44E-07
	1.05227
	0.208399
	4.44E-07
	1
	0.0300855
	0.000114217

	cg23779644
	6
	ZSCAN12
	28354168
	rs16894060
	6
	28362471
	C
	T
	1.49992
	0.3026
	7.18E-07
	1.49992
	0.3026
	7.18E-07
	1
	0.00578922
	0.000173675

	cg21108553
	6
	ZSCAN12
	28357838
	rs3117326
	6
	29240378
	T
	C
	0.534826
	0.105919
	4.44E-07
	0.534826
	0.105919
	4.44E-07
	1
	0.116475
	0.000114217

	cg23164203
	6
	ZSCAN12
	28367475
	rs6907950
	6
	28370246
	T
	C
	0.486551
	0.101724
	1.73E-06
	0.486551
	0.101724
	1.73E-06
	1
	0.0514778
	0.000371731

	cg18815343
	6
	ZSCAN12
	28367644
	rs4580862
	6
	28367663
	C
	T
	0.244315
	0.05055
	1.35E-06
	0.244315
	0.05055
	1.35E-06
	1
	0.208576
	0.000300514

	cg20275132
	6
	ZSCAN12
	28367749
	rs16894060
	6
	28362471
	C
	T
	1.02301
	0.206385
	7.18E-07
	1.02301
	0.206385
	7.18E-07
	1
	0.0125495
	0.000173675

	cg21488066
	6
	ZSCAN12
	28367898
	rs4357130
	6
	28367683
	G
	T
	0.143273
	0.029644
	1.35E-06
	0.145809
	0.0414431
	0.000434427
	4
	1.05098
	0.033095888

	cg24441954
	6
	ZSCAN23
	28401527
	rs2531806
	6
	28417152
	A
	C
	-1.53619
	0.337389
	5.29E-06
	-1.53619
	0.337389
	5.29E-06
	1
	0.00400036
	0.000935129

	cg20803211
	6
	ZSCAN23
	28403086
	rs2531803
	6
	28411220
	G
	T
	-0.388656
	0.0904193
	1.72E-05
	-0.388656
	0.0904193
	1.72E-05
	1
	0.0569346
	0.00242506

	cg07838603
	6
	ZSCAN23
	28411030
	rs1361387
	6
	28412929
	G
	T
	0.372093
	0.0852608
	1.28E-05
	0.372093
	0.0852608
	1.28E-05
	1
	0.0641424
	0.001870206

	cg06818710
	6
	ZSCAN23
	28411271
	rs1361387
	6
	28412929
	G
	T
	0.787638
	0.180478
	1.28E-05
	0.787638
	0.180478
	1.28E-05
	1
	0.0142579
	0.001870206

	cg00651523
	6
	ZSCAN23
	28411279
	rs916403
	6
	28408258
	G
	A
	1.29468
	0.296239
	1.24E-05
	1.29468
	0.296239
	1.24E-05
	1
	0.00518511
	0.001834176

	cg07836142
	6
	ZSCAN23
	28411423
	rs1361387
	6
	28412929
	G
	T
	0.480241
	0.110042
	1.28E-05
	0.480241
	0.110042
	1.28E-05
	1
	0.0384765
	0.001870206

	cg23847843
	6
	ZSCAN23
	28412459
	rs1361387
	6
	28412929
	G
	T
	0.276085
	0.0632617
	1.28E-05
	0.335393
	0.0935281
	0.000335847
	2
	0.171105
	0.027182513

	cg15032142
	6
	-
	28414780
	rs4412194
	6
	28383589
	T
	C
	-0.663654
	0.153253
	1.49E-05
	-0.663654
	0.153253
	1.49E-05
	1
	0.0647297
	0.002134475

	cg14420401
	6
	-
	28436690
	rs71559087
	6
	28491075
	T
	C
	0.47588
	0.138384
	0.000584332
	0.47588
	0.138384
	0.000584332
	1
	0.0893043
	0.041439282

	cg24660009
	6
	-
	28458175
	rs72844224
	6
	28458102
	A
	G
	-0.493996
	0.110961
	8.52E-06
	-0.493996
	0.110961
	8.52E-06
	1
	0.136357
	0.001370883

	cg02978784
	6
	-
	28460106
	rs2531806
	6
	28417152
	A
	C
	-0.789701
	0.17344
	5.29E-06
	-0.789701
	0.17344
	5.29E-06
	1
	0.0153745
	0.000935129

	cg22709144
	6
	GPX6
	28478579
	rs72854546
	6
	28350969
	G
	A
	0.975521
	0.223545
	1.28E-05
	0.975521
	0.223545
	1.28E-05
	1
	0.0335054
	0.001871044

	cg11778252
	6
	GPX6
	28479712
	rs6920813
	6
	28483411
	T
	C
	0.337852
	0.095476
	0.00040233
	0.336839
	0.0909243
	0.000211779
	2
	0.381957
	0.018937108

	cg16456252
	6
	GPX6
	28483537
	rs2531818
	6
	28453102
	C
	G
	0.475675
	0.126832
	0.000176573
	0.475675
	0.126832
	0.000176573
	1
	0.0935721
	0.016301511

	cg19238521
	6
	GPX5
	28497344
	rs2531806
	6
	28417152
	A
	C
	0.73881
	0.162263
	5.29E-06
	0.73881
	0.162263
	5.29E-06
	1
	0.017571
	0.000935129

	cg07734514
	6
	GPX5
	28498759
	rs7748643
	6
	28659407
	A
	G
	0.34653
	0.101759
	0.000660805
	0.46438
	0.0927223
	5.50E-07
	2
	0.161717
	0.000138247

	cg18361418
	6
	GPX5
	28499676
	rs72844226
	6
	28466440
	A
	G
	0.320663
	0.0732783
	1.21E-05
	0.320663
	0.0732783
	1.21E-05
	1
	0.314521
	0.001799601

	cg12280901
	6
	GPX5
	28501816
	rs41270579
	6
	28348109
	G
	C
	0.386469
	0.0886151
	1.29E-05
	0.386469
	0.0886151
	1.29E-05
	1
	0.214045
	0.001892278

	cg04880968
	6
	GPX5
	28501879
	rs72844223
	6
	28454035
	G
	T
	0.822984
	0.191147
	1.67E-05
	0.822984
	0.191147
	1.67E-05
	1
	0.0450735
	0.002364839

	cg25285090
	6
	-
	28510313
	rs916403
	6
	28408258
	G
	A
	1.28373
	0.293732
	1.24E-05
	1.28373
	0.293732
	1.24E-05
	1
	0.00527235
	0.001834176

	cg22499720
	6
	-
	28510491
	rs916403
	6
	28408258
	G
	A
	0.752639
	0.172213
	1.24E-05
	0.752639
	0.172213
	1.24E-05
	1
	0.0154838
	0.001834176

	cg05927586
	6
	SCAND3
	28543043
	rs139164135
	6
	28385882
	T
	C
	-1.28493
	0.357738
	0.000328449
	-1.28493
	0.357738
	0.000328449
	1
	0.0152873
	0.026730522

	cg09589105
	6
	SCAND3
	28543237
	rs35257859
	6
	28562589
	A
	G
	0.502562
	0.0874928
	9.27E-09
	0.502562
	0.0874928
	9.27E-09
	1
	0.089443
	4.18E-06

	cg17515793
	6
	SCAND3
	28551310
	rs9461458
	6
	28355875
	T
	C
	0.93457
	0.196567
	1.99E-06
	0.93457
	0.196567
	1.99E-06
	1
	0.0137031
	0.000420563

	cg04664126
	6
	SCAND3
	28554262
	rs2531818
	6
	28453102
	C
	G
	1.2382
	0.330147
	0.000176573
	1.2382
	0.330147
	0.000176573
	1
	0.0135796
	0.016301511

	cg22867156
	6
	SCAND3
	28555664
	rs2531818
	6
	28453102
	C
	G
	0.645352
	0.172073
	0.000176573
	0.645352
	0.172073
	0.000176573
	1
	0.0507133
	0.016301511

	cg23534802
	6
	SCAND3
	28555742
	rs7766356
	6
	28400538
	C
	T
	0.917736
	0.159986
	9.70E-09
	0.917736
	0.159986
	9.70E-09
	1
	0.0289797
	4.31E-06

	cg12471227
	6
	SCAND3
	28555918
	rs7766356
	6
	28400538
	C
	T
	0.901181
	0.1571
	9.70E-09
	0.901181
	0.1571
	9.70E-09
	1
	0.0300591
	4.31E-06

	cg02096229
	6
	SCAND3
	28555929
	rs7766356
	6
	28400538
	C
	T
	0.667546
	0.116371
	9.70E-09
	0.734127
	0.103832
	1.56E-12
	2
	0.0831299
	1.47E-09

	cg03439606
	6
	-
	28574505
	rs116640481
	6
	28534447
	A
	G
	1.86837
	0.405227
	4.02E-06
	1.86837
	0.405227
	4.02E-06
	1
	0.00998915
	0.000755684

	cg04602387
	6
	-
	28574592
	rs114584960
	6
	28517354
	C
	T
	0.717254
	0.155899
	4.21E-06
	0.717254
	0.155899
	4.21E-06
	1
	0.0690403
	0.000787028

	cg27422722
	6
	-
	28574662
	rs72844226
	6
	28466440
	A
	G
	-1.21621
	0.277931
	1.21E-05
	-1.21621
	0.277931
	1.21E-05
	1
	0.0215624
	0.001799601

	cg03470207
	6
	-
	28574981
	rs141393790
	6
	28420036
	A
	G
	-1.26043
	0.292297
	1.62E-05
	-1.26043
	0.292297
	1.62E-05
	1
	0.0193412
	0.002300709

	cg02246609
	6
	-
	28584003
	rs72844226
	6
	28466440
	A
	G
	0.181161
	0.0413992
	1.21E-05
	0.181161
	0.0413992
	1.21E-05
	1
	0.986042
	0.001799601

	cg01309870
	6
	-
	28584035
	rs72844226
	6
	28466440
	A
	G
	0.172296
	0.0393733
	1.21E-05
	0.172296
	0.0393733
	1.21E-05
	1
	1.09017
	0.001799601

	cg12430007
	6
	-
	28602667
	rs13201752
	6
	28331127
	G
	A
	-1.23894
	0.251087
	8.06E-07
	-1.23894
	0.251087
	8.06E-07
	1
	0.00838653
	0.000192338

	cg12692314
	6
	-
	28642279
	rs7748643
	6
	28659407
	A
	G
	0.896489
	0.263256
	0.000660805
	0.896489
	0.263256
	0.000660805
	1
	0.00742322
	0.045758525

	cg22065894
	6
	-
	28715027
	rs112033028
	6
	28736597
	T
	C
	0.551813
	0.216837
	0.01093315
	0.570447
	0.159097
	0.000336457
	2
	0.0848193
	0.027218271

	cg22686132
	6
	-
	28725957
	rs213230
	6
	28330264
	G
	A
	0.507736
	0.0979012
	2.15E-07
	0.484804
	0.0907547
	9.22E-08
	2
	0.0710954
	2.90E-05

	cg23860269
	6
	-
	28737944
	rs111621381
	6
	28754459
	G
	A
	-0.634454
	0.178849
	0.000389093
	-0.634454
	0.178849
	0.000389093
	1
	0.0542919
	0.030531779

	cg20883227
	6
	-
	28742389
	rs34871267
	6
	28364232
	A
	G
	0.691019
	0.135258
	3.25E-07
	0.691019
	0.135258
	3.25E-07
	1
	0.0719761
	8.63E-05

	cg06877024
	6
	-
	28743586
	rs9257171
	6
	28744021
	A
	G
	0.343093
	0.0949718
	0.000303244
	0.343093
	0.0949718
	0.000303244
	1
	0.151737
	0.025069323

	cg08957069
	6
	-
	28743700
	rs115162286
	6
	28686084
	G
	A
	0.653241
	0.173504
	0.0001666
	0.653241
	0.173504
	0.0001666
	1
	0.0460669
	0.01555804

	cg11839333
	6
	-
	28753834
	rs35949109
	6
	28025926
	C
	T
	1.55128
	0.33776
	4.38E-06
	1.55128
	0.33776
	4.38E-06
	1
	0.00889594
	0.000810941

	cg23201513
	6
	-
	28754198
	rs9257181
	6
	28754520
	T
	C
	-1.65852
	0.347001
	1.76E-06
	-1.65852
	0.347001
	1.76E-06
	1
	0.00434667
	0.000376675

	cg25474372
	6
	-
	28762125
	rs9380092
	6
	28766237
	A
	G
	-0.472167
	0.124873
	0.000156134
	-0.472167
	0.124873
	0.000156134
	1
	0.0338579
	0.01487193

	cg12648520
	6
	-
	28778195
	rs853685
	6
	28288785
	T
	C
	1.32316
	0.248123
	9.70E-08
	1.32316
	0.248123
	9.70E-08
	1
	0.0146325
	3.02E-05

	cg19918208
	6
	-
	28828364
	rs35883476
	6
	28368508
	C
	G
	0.183877
	0.0358913
	3.01E-07
	0.188879
	0.0389128
	1.21E-06
	5
	1.09692
	0.000275259

	cg25104872
	6
	-
	28828977
	rs36092177
	6
	28357807
	T
	C
	0.71566
	0.138787
	2.52E-07
	0.71566
	0.138787
	2.52E-07
	1
	0.0684024
	6.89E-05

	cg25078026
	6
	-
	28829931
	rs7772827
	6
	28301143
	C
	T
	1.20334
	0.248103
	1.24E-06
	1.20334
	0.248103
	1.24E-06
	1
	0.00924722
	0.000279711

	cg16677399
	6
	-
	28830902
	rs13201681
	6
	28394680
	T
	C
	0.13871
	0.0271323
	3.19E-07
	0.171764
	0.0473356
	0.000284997
	6
	2.06556
	0.023815923

	cg06608359
	6
	-
	28831300
	rs2232429
	6
	28359632
	G
	T
	0.173376
	0.0334778
	2.24E-07
	0.18422
	0.0400752
	4.29E-06
	3
	1.40886
	0.000798225

	cg07734926
	6
	-
	28832358
	rs33932084
	6
	28268824
	G
	A
	-0.962029
	0.183624
	1.62E-07
	-0.962029
	0.183624
	1.62E-07
	1
	0.0385982
	4.69E-05

	cg08658810
	6
	-
	28832727
	rs3131337
	6
	28796071
	C
	G
	-0.553301
	0.133551
	3.43E-05
	-0.553301
	0.133551
	3.43E-05
	1
	0.0657452
	0.004320792

	cg22062601
	6
	-
	28833340
	rs13213152
	6
	28349698
	G
	A
	-1.14077
	0.225565
	4.26E-07
	-1.14077
	0.225565
	4.26E-07
	1
	0.0257395
	0.000110425

	cg09086326
	6
	-
	28863910
	rs115009016
	6
	28830477
	C
	T
	1.00984
	0.280154
	0.000312722
	1.00984
	0.280154
	0.000312722
	1
	0.0165862
	0.025652609

	cg08502490
	6
	-
	28864024
	rs9393944
	6
	29078234
	A
	G
	0.53979
	0.160016
	0.000742697
	0.53979
	0.160016
	0.000742697
	1
	0.0512726
	0.049856677

	cg05185994
	6
	-
	28864052
	rs58958115
	6
	28831535
	G
	A
	0.41764
	0.113684
	0.000239146
	0.41764
	0.113684
	0.000239146
	1
	0.0929093
	0.02077684

	cg22574586
	6
	TRIM27
	28886380
	rs9393944
	6
	29078234
	A
	G
	1.0064
	0.298338
	0.000742697
	1.0064
	0.298338
	0.000742697
	1
	0.0145092
	0.049856677

	cg21160062
	6
	TRIM27
	28890518
	rs3130715
	6
	29109197
	A
	G
	1.0419
	0.202392
	2.64E-07
	1.0419
	0.202392
	2.64E-07
	1
	0.0317342
	7.18E-05

	cg12835326
	6
	-
	28895181
	rs1016471
	6
	28851047
	T
	C
	-0.887282
	0.21148
	2.72E-05
	-0.887282
	0.21148
	2.72E-05
	1
	0.0181799
	0.003575005

	cg03115379
	6
	-
	28921288
	rs114507697
	6
	28748715
	C
	T
	0.663095
	0.182073
	0.000270685
	0.663095
	0.182073
	0.000270685
	1
	0.0404052
	0.0229152

	cg09633604
	6
	-
	28921499
	rs1041881
	6
	28779887
	G
	C
	0.519217
	0.136233
	0.000138309
	0.519217
	0.136233
	0.000138309
	1
	0.0746235
	0.013483026

	cg08234168
	6
	-
	28921733
	rs114607660
	6
	28754072
	A
	G
	0.41592
	0.116608
	0.000361423
	0.37901
	0.0965466
	8.65E-05
	2
	0.316379
	0.009198333

	cg20841648
	6
	-
	28921744
	rs72853522
	6
	28883688
	C
	T
	0.374753
	0.0979683
	0.000130688
	0.42315
	0.0804259
	1.43E-07
	3
	0.324265
	4.21E-05

	cg22489957
	6
	-
	28921805
	rs57558053
	6
	28753779
	A
	C
	0.27318
	0.0781482
	0.000472971
	0.357686
	0.0792697
	6.42E-06
	3
	0.449154
	0.00109899

	cg18236617
	6
	-
	28921848
	rs1056032
	6
	28870975
	T
	C
	0.340559
	0.0937001
	0.000278522
	0.340559
	0.0937001
	0.000278522
	1
	0.147622
	0.023467264

	cg24126967
	6
	-
	28945500
	rs3116831
	6
	29178138
	C
	G
	0.183015
	0.0571398
	0.001360429
	0.224444
	0.0547798
	4.18E-05
	5
	0.765684
	0.005095943

	cg04851089
	6
	-
	28953923
	rs3131344
	6
	28775322
	A
	G
	-0.656419
	0.131763
	6.31E-07
	-0.656419
	0.131763
	6.31E-07
	1
	0.0491525
	0.000155681

	cg05852177
	6
	-
	28954110
	rs209181
	6
	28792477
	A
	G
	-0.947961
	0.165459
	1.01E-08
	-0.947961
	0.165459
	1.01E-08
	1
	0.0333502
	4.43E-06

	cg25508679
	6
	-
	28956403
	rs3130826
	6
	29181314
	G
	A
	0.412769
	0.126856
	0.0011387
	0.402304
	0.118068
	0.000655959
	2
	0.0579652
	0.04546478

	cg19380578
	6
	ZNF311
	28968973
	rs7745220
	6
	28919625
	A
	G
	0.611044
	0.170433
	0.000336849
	0.611044
	0.170433
	0.000336849
	1
	0.0445386
	0.027236392

	cg00105025
	6
	ZNF311
	28973483
	rs7754402
	6
	29328834
	C
	T
	0.920259
	0.253695
	0.000286334
	0.920259
	0.253695
	0.000286334
	1
	0.0078018
	0.023903025

	cg11314471
	6
	-
	28979273
	rs34218844
	6
	28290647
	C
	T
	0.631435
	0.122541
	2.57E-07
	0.631435
	0.122541
	2.57E-07
	1
	0.088412
	7.02E-05

	cg08789053
	6
	-
	28979437
	rs35017208
	6
	28345282
	T
	C
	1.1552
	0.223848
	2.47E-07
	1.1552
	0.223848
	2.47E-07
	1
	0.0261976
	6.75E-05

	cg07653363
	6
	-
	28980392
	rs33932084
	6
	28268824
	G
	A
	0.814723
	0.155507
	1.62E-07
	0.814723
	0.155507
	1.62E-07
	1
	0.0539003
	4.69E-05

	cg06047130
	6
	-
	28980609
	rs3117142
	6
	29030195
	T
	C
	-0.852212
	0.162835
	1.67E-07
	-0.928874
	0.245324
	0.00015295
	2
	0.0536379
	0.014611547

	cg22834713
	6
	-
	28984341
	rs2232429
	6
	28359632
	G
	T
	-0.421851
	0.0814566
	2.24E-07
	-0.356576
	0.0955351
	0.000189711
	4
	0.307214
	0.017303118

	cg18137931
	6
	-
	28984374
	rs35883476
	6
	28368508
	C
	G
	-0.565436
	0.110369
	3.01E-07
	-0.466149
	0.117871
	7.67E-05
	2
	0.184734
	0.008323725

	cg00719211
	6
	-
	28984453
	rs34218844
	6
	28290647
	C
	T
	-0.645861
	0.125341
	2.57E-07
	-0.691593
	0.114657
	1.63E-09
	2
	0.116787
	8.48E-07

	cg01885291
	6
	-
	28984832
	rs1311911
	6
	28705074
	T
	G
	-1.07371
	0.229829
	2.99E-06
	-0.91636
	0.188522
	1.17E-06
	2
	0.0457646
	0.000266611

	cg02755847
	6
	-
	29232651
	rs72844224
	6
	28458102
	A
	G
	1.06561
	0.239357
	8.52E-06
	1.06561
	0.239357
	8.52E-06
	1
	0.0290567
	0.001370883

	cg01553182
	6
	OR12D3
	29342533
	rs55690788
	6
	28436145
	C
	T
	1.99522
	0.397828
	5.30E-07
	1.65376
	0.375575
	1.07E-05
	1
	0.00712879
	0.001626026

	cg03608577
	6
	OR12D3
	29342679
	rs34676049
	6
	28453618
	G
	T
	-0.942731
	0.189423
	6.47E-07
	-0.942731
	0.189423
	6.47E-07
	1
	0.0368895
	0.000158743

	cg02274336
	6
	OR2H1
	29427807
	rs55690788
	6
	28436145
	C
	T
	1.01551
	0.202482
	5.30E-07
	1.01551
	0.202482
	5.30E-07
	1
	0.0322176
	0.000133936

	cg15094605
	6
	OR2H1
	29429346
	rs1362078
	6
	29438604
	G
	A
	0.0833306
	0.0288838
	0.003913863
	0.153654
	0.0377823
	4.77E-05
	7
	3.16518
	0.005646207

	cg06760467
	6
	-
	29496514
	rs2523425
	6
	29494241
	T
	C
	0.526266
	0.127702
	3.77E-05
	0.526266
	0.127702
	3.77E-05
	1
	0.0284214
	0.004691608

	cg10625096
	6
	-
	29518072
	rs2745409
	6
	29501924
	G
	A
	0.576134
	0.131374
	1.16E-05
	0.576134
	0.131374
	1.16E-05
	1
	0.026987
	0.00174364

	cg10491628
	6
	-
	29521220
	rs444013
	6
	29523646
	G
	C
	-0.331048
	0.0795598
	3.17E-05
	-0.331048
	0.0795598
	3.17E-05
	1
	0.0736126
	0.004040835

	cg03402459
	6
	-
	29521407
	rs444013
	6
	29523646
	G
	C
	-0.495418
	0.119062
	3.17E-05
	-0.495418
	0.119062
	3.17E-05
	1
	0.032794
	0.004040835

	cg22305167
	6
	-
	29521420
	rs11724
	6
	29521319
	C
	G
	-0.482672
	0.115834
	3.09E-05
	-0.482672
	0.115834
	3.09E-05
	1
	0.0346753
	0.003974199

	cg15818307
	6
	-
	29521430
	rs444013
	6
	29523646
	G
	C
	-0.530978
	0.127609
	3.17E-05
	-0.530978
	0.127609
	3.17E-05
	1
	0.0285457
	0.004040835

	cg21133153
	6
	-
	29521488
	rs444013
	6
	29523646
	G
	C
	-0.527964
	0.126884
	3.17E-05
	-0.527964
	0.126884
	3.17E-05
	1
	0.028874
	0.004040835

	cg06087185
	6
	-
	29521499
	rs414390
	6
	29509874
	G
	A
	-0.555022
	0.134016
	3.45E-05
	-0.555022
	0.134016
	3.45E-05
	1
	0.0254909
	0.004346347

	cg06613392
	6
	-
	29521595
	rs444013
	6
	29523646
	G
	C
	-0.55225
	0.132721
	3.17E-05
	-0.540148
	0.122552
	1.05E-05
	2
	0.0338498
	0.001603823

	cg03409187
	6
	-
	29521624
	rs444013
	6
	29523646
	G
	C
	-0.703809
	0.169144
	3.17E-05
	-0.703809
	0.169144
	3.17E-05
	1
	0.0162054
	0.004040835

	cg19690984
	6
	-
	29521631
	rs1233418
	6
	29505144
	T
	C
	-0.658503
	0.158813
	3.38E-05
	-0.658503
	0.158813
	3.38E-05
	1
	0.0181282
	0.004263546

	cg16044251
	6
	-
	29521695
	rs444013
	6
	29523646
	G
	C
	-0.447681
	0.10759
	3.17E-05
	-0.447681
	0.10759
	3.17E-05
	1
	0.0402022
	0.004040835

	cg18588589
	6
	-
	29521705
	rs11724
	6
	29521319
	C
	G
	-0.568569
	0.136448
	3.09E-05
	-0.568569
	0.136448
	3.09E-05
	1
	0.0249447
	0.003974199

	cg06378770
	6
	-
	29521714
	rs1233419
	6
	29504513
	T
	C
	-0.85138
	0.210121
	5.08E-05
	-0.85138
	0.210121
	5.08E-05
	1
	0.0104752
	0.005920604

	cg26131286
	6
	-
	29521783
	rs724078
	6
	29489048
	A
	G
	-0.495317
	0.137609
	0.000318968
	-0.495317
	0.137609
	0.000318968
	1
	0.0272131
	0.026076712

	cg13206902
	6
	UBD
	29523786
	rs378956
	6
	29522207
	C
	T
	-0.723528
	0.169109
	1.88E-05
	-0.723528
	0.169109
	1.88E-05
	1
	0.0159576
	0.002620576

	cg01024792
	6
	UBD
	29524067
	rs3131097
	6
	28853197
	G
	A
	1.01724
	0.207745
	9.77E-07
	1.01724
	0.207745
	9.77E-07
	1
	0.0300307
	0.000228466

	cg17987649
	6
	UBD
	29526534
	rs3135318
	6
	28897980
	C
	T
	0.867024
	0.170216
	3.52E-07
	0.867024
	0.170216
	3.52E-07
	1
	0.045264
	9.27E-05

	cg08196667
	6
	SNORD32B
	29549180
	rs2251892
	6
	29833128
	T
	C
	1.64833
	0.29758
	3.05E-08
	1.64833
	0.29758
	3.05E-08
	1
	0.0053838
	1.13E-05

	cg24640415
	6
	GABBR1
	29574953
	rs55933609
	6
	29654035
	G
	A
	-1.01365
	0.253215
	6.25E-05
	-1.01365
	0.253215
	6.25E-05
	1
	0.0270771
	0.006980906

	cg14111380
	6
	GABBR1
	29576818
	rs3129069
	6
	29628094
	T
	C
	-1.47441
	0.306417
	1.50E-06
	-1.47441
	0.306417
	1.50E-06
	1
	0.00741328
	0.00032819

	cg15154411
	6
	GABBR1
	29576987
	rs9261259
	6
	30023079
	C
	T
	-1.8182
	0.305411
	2.64E-09
	-1.44379
	0.246184
	4.51E-09
	1
	0.012911
	2.15E-06

	cg05972518
	6
	GABBR1
	29577348
	rs3095267
	6
	29607046
	C
	G
	-2.10404
	0.385753
	4.93E-08
	-1.4302
	0.396561
	0.000310406
	1
	0.00419717
	0.02553124

	cg24962941
	6
	GABBR1
	29577916
	rs28359984
	6
	29592690
	A
	C
	-0.166341
	0.0340566
	1.04E-06
	-0.171324
	0.0446631
	0.00012514
	5
	1.39628
	0.012469179

	cg11588423
	6
	GABBR1
	29578191
	rs28359966
	6
	29578144
	T
	C
	-0.34289
	0.0993369
	0.000556989
	-0.34289
	0.0993369
	0.000556989
	1
	0.245692
	0.039970301

	cg26569800
	6
	GABBR1
	29578313
	rs2747421
	6
	29645118
	C
	G
	-0.670002
	0.216467
	0.001967111
	-0.574381
	0.166528
	0.000562422
	2
	0.0206538
	0.040219762

	cg15370577
	6
	GABBR1
	29580340
	rs29224
	6
	29581343
	A
	T
	1.51968
	0.316912
	1.63E-06
	1.51968
	0.316912
	1.63E-06
	1
	0.0111161
	0.000352097

	cg07436579
	6
	GABBR1
	29581117
	rs28359983
	6
	29592679
	A
	G
	-0.518161
	0.106088
	1.04E-06
	-0.522899
	0.0944302
	3.08E-08
	2
	0.116766
	1.14E-05

	cg21026120
	6
	GABBR1
	29581121
	rs28749527
	6
	29583750
	A
	G
	-0.170797
	0.0344998
	7.41E-07
	-0.173285
	0.0342778
	4.30E-07
	5
	1.40792
	0.000111279

	cg26744084
	6
	GABBR1
	29581182
	rs29222
	6
	29590952
	C
	A
	-0.650465
	0.128627
	4.27E-07
	-0.650465
	0.128627
	4.27E-07
	1
	0.0716669
	0.000110487

	cg06872047
	6
	GABBR1
	29585579
	rs2058326
	6
	29582607
	T
	G
	-0.201042
	0.0461164
	1.30E-05
	-0.202069
	0.0452319
	7.92E-06
	2
	0.58578
	0.001291208

	cg03063857
	6
	GABBR1
	29585617
	rs9258260
	6
	29723161
	T
	C
	-1.63364
	0.34815
	2.70E-06
	-1.63364
	0.34815
	2.70E-06
	1
	0.00965027
	0.000548656

	cg16073467
	6
	GABBR1
	29586772
	rs28749525
	6
	29583342
	T
	C
	-0.269125
	0.0553456
	1.16E-06
	-0.277445
	0.0689768
	5.77E-05
	2
	0.381274
	0.006592455

	cg04957663
	6
	GABBR1
	29587487
	rs17184416
	6
	29593478
	G
	A
	-0.283359
	0.0578515
	9.69E-07
	-0.283359
	0.0578515
	9.69E-07
	1
	0.353151
	0.000227118

	cg06538238
	6
	GABBR1
	29588575
	rs1233374
	6
	29608694
	C
	T
	0.870507
	0.168654
	2.45E-07
	0.870507
	0.168654
	2.45E-07
	1
	0.0406506
	6.75E-05

	cg18004110
	6
	GABBR1
	29589729
	rs3129033
	6
	29660982
	C
	G
	0.367979
	0.105871
	0.000509553
	0.367979
	0.105871
	0.000509553
	1
	0.0539995
	0.037553626

	cg03810301
	6
	GABBR1
	29590017
	rs28359962
	6
	29562588
	T
	G
	0.414619
	0.121571
	0.000648517
	0.414619
	0.121571
	0.000648517
	1
	0.165463
	0.045122574

	cg22098375
	6
	GABBR1
	29590966
	rs740883
	6
	29575405
	T
	A
	1.04607
	0.208064
	4.97E-07
	1.04607
	0.208064
	4.97E-07
	1
	0.0261198
	0.000125996

	cg17930583
	6
	GABBR1
	29591082
	rs9468589
	6
	29671043
	T
	G
	0.964607
	0.229645
	2.67E-05
	0.964607
	0.229645
	2.67E-05
	1
	0.01869
	0.003513683

	cg04615964
	6
	GABBR1
	29591153
	rs448380
	6
	29647545
	C
	T
	0.281426
	0.0911483
	0.002018196
	0.284312
	0.0829678
	0.00061091
	2
	0.0878471
	0.042892514

	cg01176329
	6
	GABBR1
	29592381
	rs448380
	6
	29647545
	C
	T
	0.198681
	0.0643488
	0.002018196
	0.183615
	0.0532961
	0.000570764
	2
	0.207318
	0.040601409

	cg08027810
	6
	GABBR1
	29593479
	rs28359974
	6
	29585684
	C
	T
	0.137429
	0.0278782
	8.25E-07
	0.151653
	0.0244383
	5.47E-10
	6
	2.09287
	3.23E-07

	cg05115679
	6
	GABBR1
	29593490
	rs28359974
	6
	29585684
	C
	T
	0.306796
	0.0622352
	8.25E-07
	0.312
	0.0564712
	3.30E-08
	2
	0.328715
	1.20E-05

	cg21879791
	6
	GABBR1
	29594830
	rs28893512
	6
	29560289
	C
	G
	0.134019
	0.0586605
	0.02233327
	0.19501
	0.0534836
	0.000266249
	4
	0.943366
	0.022669883

	cg05812266
	6
	GABBR1
	29595194
	rs62392957
	6
	29649219
	A
	G
	0.225907
	0.0568027
	6.98E-05
	0.17414
	0.0502473
	0.000529033
	3
	1.1579
	0.038511589

	cg24302412
	6
	GABBR1
	29595196
	rs4085264
	6
	29645885
	A
	G
	0.257962
	0.0648528
	6.96E-05
	0.196152
	0.0489185
	6.08E-05
	3
	0.928466
	0.006841006

	cg08862148
	6
	GABBR1
	29595315
	rs62392957
	6
	29649219
	A
	G
	0.197965
	0.0497769
	6.98E-05
	0.181558
	0.0384262
	2.31E-06
	4
	1.2345
	0.00047857

	cg02014853
	6
	GABBR1
	29595335
	rs62392957
	6
	29649219
	A
	G
	0.189466
	0.0476398
	6.98E-05
	0.169933
	0.0372485
	5.07E-06
	3
	1.30533
	0.000908911

	cg25729445
	6
	GABBR1
	29595347
	rs62392958
	6
	29650196
	T
	C
	0.24285
	0.060596
	6.13E-05
	0.225951
	0.0484346
	3.09E-06
	3
	0.7623
	0.000601063

	cg00594408
	6
	GABBR1
	29595349
	rs2057010
	6
	29579986
	A
	C
	0.191216
	0.0542757
	0.000426703
	0.191728
	0.0456587
	2.68E-05
	2
	0.998094
	0.003530424

	cg20997792
	6
	GABBR1
	29595491
	rs2057010
	6
	29579986
	A
	C
	0.201063
	0.0570709
	0.000426703
	0.203829
	0.0501368
	4.80E-05
	2
	0.80492
	0.005671546

	cg04335343
	6
	GABBR1
	29597113
	rs62391786
	6
	29674288
	T
	C
	0.526068
	0.132352
	7.05E-05
	0.526068
	0.132352
	7.05E-05
	1
	0.100509
	0.007699253

	cg14841796
	6
	GABBR1
	29598285
	rs3117313
	6
	29657808
	A
	G
	-1.43641
	0.341601
	2.61E-05
	-1.43641
	0.341601
	2.61E-05
	1
	0.0121114
	0.003455319

	cg08415141
	6
	GABBR1
	29598310
	rs62392954
	6
	29647727
	A
	G
	-0.59354
	0.148328
	6.30E-05
	-0.59354
	0.148328
	6.30E-05
	1
	0.0801943
	0.00701086

	cg01765653
	6
	GABBR1
	29599160
	rs29224
	6
	29581343
	A
	T
	-0.400936
	0.0836108
	1.63E-06
	-0.376945
	0.0705979
	9.35E-08
	3
	0.274943
	2.93E-05

	cg20139800
	6
	GABBR1
	29599178
	rs28749528
	6
	29583846
	T
	C
	-0.461724
	0.0928998
	6.70E-07
	-0.416747
	0.0766366
	5.40E-08
	3
	0.236873
	1.86E-05

	cg06519422
	6
	GABBR1
	29599226
	rs29224
	6
	29581343
	A
	T
	-0.393725
	0.0821071
	1.63E-06
	-0.370077
	0.0803519
	4.11E-06
	3
	0.261295
	0.000772118

	cg21644740
	6
	GABBR1
	29599248
	rs29224
	6
	29581343
	A
	T
	-0.425333
	0.0886986
	1.63E-06
	-0.434004
	0.107153
	5.12E-05
	3
	0.227142
	0.005946629

	cg12991385
	6
	GABBR1
	29599259
	rs29224
	6
	29581343
	A
	T
	-0.424964
	0.0886217
	1.63E-06
	-0.377316
	0.0856725
	1.06E-05
	3
	0.249353
	0.001620845

	cg17806418
	6
	GABBR1
	29599319
	rs28749525
	6
	29583342
	T
	C
	-0.398377
	0.0819263
	1.16E-06
	-0.356519
	0.0780553
	4.94E-06
	3
	0.287536
	0.000891859

	cg22679406
	6
	GABBR1
	29599331
	rs29224
	6
	29581343
	A
	T
	-0.37242
	0.0776642
	1.63E-06
	-0.343373
	0.0723177
	2.06E-06
	3
	0.305902
	0.000432247

	cg06512249
	6
	GABBR1
	29599390
	rs28749525
	6
	29583342
	T
	C
	-0.453063
	0.0931726
	1.16E-06
	-0.425474
	0.122517
	0.000515194
	2
	0.139061
	0.037844021

	cg11209538
	6
	GABBR1
	29600112
	rs17854216
	6
	29581113
	G
	A
	-0.977861
	0.203922
	1.63E-06
	-0.977861
	0.203922
	1.63E-06
	1
	0.0273069
	0.000352097

	cg25774457
	6
	GABBR1
	29600114
	rs740883
	6
	29575405
	T
	A
	-0.858612
	0.170779
	4.97E-07
	-0.858612
	0.170779
	4.97E-07
	1
	0.0389292
	0.000125996

	cg19022254
	6
	GABBR1
	29601705
	rs2057009
	6
	29579999
	A
	T
	0.145988
	0.0565874
	0.009884093
	0.240903
	0.0593346
	4.91E-05
	7
	0.666648
	0.005795421

	cg09740560
	6
	GABBR1
	29602390
	rs4085264
	6
	29645885
	A
	G
	-0.325055
	0.0817204
	6.96E-05
	-0.318284
	0.0934712
	0.000661358
	3
	0.296578
	0.045758525

	cg00433866
	6
	MOG
	29623646
	rs448489
	6
	29647642
	C
	T
	-0.109226
	0.0353247
	0.001987992
	-0.119416
	0.0334805
	0.00036153
	3
	0.582436
	0.028949005

	cg17242574
	6
	MOG
	29625991
	rs2747421
	6
	29645118
	C
	G
	-0.408725
	0.132052
	0.001967111
	-0.419677
	0.122975
	0.000643299
	2
	0.0401716
	0.044778734

	cg05813221
	6
	MOG
	29629988
	rs3129062
	6
	29645937
	T
	C
	-0.0946103
	0.0305841
	0.001978582
	-0.110062
	0.031904
	0.000561087
	4
	0.78605
	0.040141994

	cg23266797
	6
	MOG
	29636003
	rs3116814
	6
	29660394
	G
	A
	-0.447815
	0.12884
	0.000509553
	-0.447815
	0.12884
	0.000509553
	1
	0.0364241
	0.037553626

	cg17625506
	6
	HLA-F
	29691726
	rs2235383
	6
	29693499
	G
	A
	0.477238
	0.120446
	7.43E-05
	0.527493
	0.0990678
	1.01E-07
	2
	0.0889964
	3.15E-05

	cg24952408
	6
	LOC285830
	29696264
	rs9258170
	6
	29689590
	G
	T
	-0.662636
	0.167404
	7.55E-05
	-0.662636
	0.167404
	7.55E-05
	1
	0.0344188
	0.008205422

	cg12296326
	6
	LOC285830
	29717114
	rs4947236
	6
	29723674
	C
	T
	-1.50096
	0.260871
	8.76E-09
	-1.50096
	0.260871
	8.76E-09
	1
	0.00701609
	4.00E-06

	cg09029526
	6
	-
	29720653
	rs3094063
	6
	30344281
	C
	T
	-1.15709
	0.225911
	3.03E-07
	-1.15709
	0.225911
	3.03E-07
	1
	0.0316975
	8.12E-05

	cg18877200
	6
	-
	29720927
	rs6910944
	6
	29722160
	A
	G
	-0.842091
	0.143955
	4.94E-09
	-0.842091
	0.143955
	4.94E-09
	1
	0.0232539
	2.35E-06

	cg12635048
	6
	-
	29720957
	rs4713243
	6
	29720961
	G
	C
	-1.65384
	0.287057
	8.37E-09
	-1.60188
	0.280008
	1.06E-08
	1
	0.00606718
	4.60E-06

	cg17221604
	6
	-
	29720989
	rs4713243
	6
	29720961
	G
	C
	0.255085
	0.044275
	8.37E-09
	0.270567
	0.0625372
	1.52E-05
	4
	0.315093
	0.002171239

	cg16489427
	6
	-
	29721015
	rs12665401
	6
	29717380
	C
	T
	1.62823
	0.38117
	1.94E-05
	1.62823
	0.38117
	1.94E-05
	1
	0.00349041
	0.002681342

	cg05216332
	6
	HCG4
	29760634
	rs1737028
	6
	29737993
	G
	C
	0.342787
	0.0964751
	0.000380786
	0.342787
	0.0964751
	0.000380786
	1
	0.0525776
	0.030127834

	cg12154624
	6
	HCG4
	29760754
	rs2523753
	6
	29734727
	G
	A
	-0.325987
	0.115106
	0.004625139
	-0.322066
	0.085501
	0.000165396
	2
	0.189192
	0.015490218

	cg11278602
	6
	HCG4
	29760757
	rs3094092
	6
	30657015
	T
	C
	-0.30661
	0.058133
	1.34E-07
	-0.335784
	0.0926941
	0.000291853
	5
	0.903941
	0.024265244

	cg10666224
	6
	-
	29768246
	rs1633024
	6
	29746657
	G
	C
	-0.349299
	0.0983544
	0.000383227
	-0.349299
	0.0983544
	0.000383227
	1
	0.0504772
	0.030232422

	cg07315937
	6
	-
	29768269
	rs1633031
	6
	29744934
	C
	T
	-0.210975
	0.0594055
	0.000383227
	-0.214005
	0.0552138
	0.000106258
	2
	0.187902
	0.010972151

	cg13322920
	6
	-
	29768622
	rs1633024
	6
	29746657
	G
	C
	-0.535257
	0.150716
	0.000383227
	-0.535257
	0.150716
	0.000383227
	1
	0.0214306
	0.030232422

	cg19141489
	6
	HLA-G
	29796068
	rs2517928
	6
	29745350
	T
	C
	-0.15657
	0.059316
	0.008300514
	-0.207398
	0.0565001
	0.000241901
	3
	0.213854
	0.020937675

	cg05923350
	6
	-
	29810094
	rs4713232
	6
	29666308
	G
	A
	0.945909
	0.228653
	3.52E-05
	0.945909
	0.228653
	3.52E-05
	1
	0.0101015
	0.004427043

	cg04246123
	6
	HCG4P6
	29893273
	rs2517718
	6
	29916391
	C
	A
	-0.11153
	0.0284637
	8.92E-05
	-0.11489
	0.0289297
	7.15E-05
	5
	1.12779
	0.007799836

	cg26647265
	6
	-
	29932621
	rs9260740
	6
	29933236
	T
	C
	-0.276114
	0.0733169
	0.000165912
	-0.276114
	0.0733169
	0.000165912
	1
	0.15567
	0.015507038

	cg17639394
	6
	HCG9
	29943480
	rs2735076
	6
	29943490
	A
	G
	0.106807
	0.0417074
	0.010441
	0.164632
	0.0474417
	0.000520176
	5
	0.65573
	0.03810633

	cg06344336
	6
	HLA-J
	29973557
	rs9393987
	6
	30009169
	T
	C
	0.254922
	0.087382
	0.003530554
	0.276623
	0.080093
	0.000552888
	2
	0.084207
	0.039748356

	cg19448822
	6
	HLA-J
	29974773
	rs259943
	6
	30015330
	C
	T
	-0.187365
	0.0470244
	6.77E-05
	-0.215483
	0.0474691
	5.65E-06
	3
	0.308949
	0.000983172

	cg13207333
	6
	HLA-J
	29974798
	rs259943
	6
	30015330
	C
	T
	-0.175276
	0.0439903
	6.77E-05
	-0.200985
	0.0408311
	8.56E-07
	3
	0.359949
	0.000203561

	cg18713646
	6
	HLA-J
	29974952
	rs259943
	6
	30015330
	C
	T
	-0.152968
	0.0383916
	6.77E-05
	-0.193007
	0.0544288
	0.000391128
	4
	0.462141
	0.030661742

	cg21330423
	6
	HLA-J
	29975068
	rs259943
	6
	30015330
	C
	T
	-0.240221
	0.06029
	6.77E-05
	-0.265799
	0.0577598
	4.19E-06
	3
	0.203412
	0.000783979

	cg14221939
	6
	NCRNA00171
	29981675
	rs2235383
	6
	29693499
	G
	A
	-0.135559
	0.0342125
	7.43E-05
	-0.182881
	0.042985
	2.10E-05
	4
	1.23189
	0.002855788

	cg06889979
	6
	NCRNA00171
	29987491
	rs2394255
	6
	29949821
	G
	A
	0.452492
	0.131935
	0.000604456
	0.452492
	0.131935
	0.000604456
	1
	0.0254566
	0.042661149

	cg26822366
	6
	NCRNA00171
	29989495
	rs259943
	6
	30015330
	C
	T
	-0.994939
	0.249707
	6.77E-05
	-0.994939
	0.249707
	6.77E-05
	1
	0.00870304
	0.007447284

	cg12910752
	6
	NCRNA00171
	29991837
	rs2844796
	6
	30072511
	A
	G
	0.776837
	0.176845
	1.12E-05
	0.776837
	0.176845
	1.12E-05
	1
	0.0197477
	0.001693846

	cg17554685
	6
	NCRNA00171
	30026312
	rs3998770
	6
	29738042
	C
	T
	-0.456068
	0.111467
	4.29E-05
	-0.381329
	0.104372
	0.000258692
	2
	0.21365
	0.022072801

	cg17197870
	6
	ZNRD1
	30027916
	rs9261387
	6
	30061361
	T
	C
	-0.336728
	0.0956419
	0.000430461
	-0.336728
	0.0956419
	0.000430461
	1
	0.16897
	0.032901924

	cg01504212
	6
	ZNRD1
	30027963
	rs3130253
	6
	29634012
	A
	G
	-0.6695
	0.185124
	0.000298687
	-0.6695
	0.185124
	0.000298687
	1
	0.0441743
	0.024740462

	cg05663643
	6
	ZNRD1
	30028250
	rs3094144
	6
	30000520
	A
	C
	-0.543441
	0.148038
	0.000241713
	-0.543441
	0.148038
	0.000241713
	1
	0.0201559
	0.020932535

	cg07468289
	6
	ZNRD1
	30030010
	rs2517690
	6
	29929073
	T
	C
	-0.293559
	0.0527619
	2.65E-08
	-0.394782
	0.0841711
	2.73E-06
	4
	0.425006
	0.000553063

	cg21317279
	6
	ZNRD1
	30031893
	rs1150739
	6
	30031345
	C
	T
	-0.464135
	0.12674
	0.000250208
	-0.464135
	0.12674
	0.000250208
	1
	0.0288264
	0.021439202

	cg23939808
	6
	RNF39
	30043097
	rs4713422
	6
	30999902
	C
	G
	-1.13725
	0.157752
	5.67E-13
	-1.13725
	0.157752
	5.67E-13
	1
	0.0193742
	5.81E-10

	cg13009440
	6
	-
	30068851
	rs9257799
	6
	29339271
	C
	T
	-0.733731
	0.178687
	4.02E-05
	-0.733731
	0.178687
	4.02E-05
	1
	0.0317409
	0.004949287

	cg23161794
	6
	-
	30068942
	rs1150739
	6
	30031345
	C
	T
	-0.570291
	0.155727
	0.000250208
	-0.570291
	0.155727
	0.000250208
	1
	0.0190531
	0.021439202

	cg22121388
	6
	-
	30069873
	rs3115635
	6
	29980493
	T
	C
	0.88721
	0.242891
	0.000259561
	0.88721
	0.242891
	0.000259561
	1
	0.00742219
	0.02213529

	cg26418137
	6
	-
	30070059
	rs1116222
	6
	30071279
	G
	T
	0.729689
	0.170912
	1.96E-05
	0.729689
	0.170912
	1.96E-05
	1
	0.0195125
	0.002700312

	cg18504015
	6
	-
	30070062
	rs2523994
	6
	30070346
	C
	A
	0.703593
	0.149748
	2.62E-06
	0.658326
	0.123846
	1.06E-07
	2
	0.0362212
	3.27E-05

	cg12152443
	6
	TRIM31
	30070968
	rs1610638
	6
	29740477
	T
	C
	-1.98753
	0.34062
	5.40E-09
	-1.43089
	0.330357
	1.48E-05
	1
	0.00465295
	0.0021279

	cg18502917
	6
	TRIM31
	30070992
	rs1110446
	6
	30070937
	T
	C
	-0.633498
	0.155522
	4.64E-05
	-0.633498
	0.155522
	4.64E-05
	1
	0.0260258
	0.00551452

	cg00799826
	6
	TRIM31
	30071200
	rs1110446
	6
	30070937
	T
	C
	1.03308
	0.253619
	4.64E-05
	1.03308
	0.253619
	4.64E-05
	1
	0.00968355
	0.00551452

	cg26057104
	6
	TRIM31
	30071344
	rs1116221
	6
	30071330
	T
	C
	-0.302216
	0.0699061
	1.54E-05
	-0.302216
	0.0699061
	1.54E-05
	1
	0.117201
	0.00220237

	cg10222823
	6
	TRIM31
	30071349
	rs6457148
	6
	30066713
	T
	C
	-0.670059
	0.139617
	1.59E-06
	-0.670059
	0.139617
	1.59E-06
	1
	0.0315717
	0.000346066

	cg18297538
	6
	TRIM31
	30071373
	rs2524005
	6
	29899677
	A
	G
	-0.597392
	0.127294
	2.70E-06
	-0.597392
	0.127294
	2.70E-06
	1
	0.0430517
	0.00054751

	cg08918709
	6
	TRIM31
	30074219
	rs2517910
	6
	29688501
	A
	C
	-0.798074
	0.171727
	3.37E-06
	-0.798074
	0.171727
	3.37E-06
	1
	0.0155631
	0.000645027

	cg04792216
	6
	TRIM31
	30075057
	rs2844787
	6
	30140913
	G
	T
	-0.289766
	0.0826145
	0.000452514
	-0.289766
	0.0826145
	0.000452514
	1
	0.0997996
	0.034136869

	cg00679556
	6
	TRIM31
	30080782
	rs9261439
	6
	30090337
	A
	G
	0.382204
	0.121323
	0.001631105
	0.373673
	0.109745
	0.000661939
	2
	0.0452891
	0.045758525

	cg22692281
	6
	TRIM40
	30104900
	rs9261486
	6
	30109063
	A
	G
	-0.293602
	0.0784747
	0.000183086
	-0.293602
	0.0784747
	0.000183086
	1
	0.101995
	0.016797578

	cg05681072
	6
	TRIM40
	30104982
	rs9261502
	6
	30111610
	T
	A
	-0.813012
	0.202733
	6.07E-05
	-0.813012
	0.202733
	6.07E-05
	1
	0.0146433
	0.006836126

	cg06317173
	6
	TRIM40
	30107366
	rs1557610
	6
	30118488
	A
	T
	0.541726
	0.143962
	0.000167947
	0.541726
	0.143962
	0.000167947
	1
	0.0307302
	0.015665754

	cg02081466
	6
	TRIM40
	30108786
	rs1557609
	6
	30118489
	C
	T
	-0.972113
	0.238807
	4.69E-05
	-0.972113
	0.238807
	4.69E-05
	1
	0.0104609
	0.00556546

	cg23481243
	6
	TRIM40
	30112493
	rs2239530
	6
	30152115
	G
	C
	-0.819801
	0.227376
	0.000311652
	-0.819801
	0.227376
	0.000311652
	1
	0.0120816
	0.025581816

	cg18835549
	6
	TRIM40
	30112582
	rs2022065
	6
	30121460
	T
	C
	-0.519399
	0.137342
	0.000155756
	-0.519399
	0.137342
	0.000155756
	1
	0.0281139
	0.014844647

	cg05389989
	6
	TRIM40
	30113995
	rs9261473
	6
	30105544
	A
	C
	-0.615403
	0.165201
	0.000195232
	-0.615403
	0.165201
	0.000195232
	1
	0.023169
	0.017671939

	cg17259143
	6
	TRIM40
	30114039
	rs1557610
	6
	30118488
	A
	T
	-0.775243
	0.206018
	0.000167947
	-0.775243
	0.206018
	0.000167947
	1
	0.0149132
	0.015665754

	cg00126536
	6
	TRIM40
	30115323
	rs2285796
	6
	30120450
	T
	G
	-0.349602
	0.0868084
	5.65E-05
	-0.349602
	0.0868084
	5.65E-05
	1
	0.081464
	0.006467854

	cg09016806
	6
	TRIM10
	30120365
	rs2517653
	6
	30121185
	A
	G
	-0.539242
	0.140332
	0.000121775
	-0.539242
	0.140332
	0.000121775
	1
	0.0301354
	0.012178737

	cg18267047
	6
	TRIM10
	30121774
	rs9261473
	6
	30105544
	A
	C
	-0.336638
	0.0903683
	0.000195232
	-0.336638
	0.0903683
	0.000195232
	1
	0.0777944
	0.017671939

	cg08513123
	6
	TRIM10
	30121930
	rs2517653
	6
	30121185
	A
	G
	-0.307769
	0.0800937
	0.000121775
	-0.307769
	0.0800937
	0.000121775
	1
	0.0928392
	0.012178737

	cg05793094
	6
	TRIM10
	30123034
	rs2517646
	6
	30122575
	C
	T
	0.398257
	0.0805354
	7.62E-07
	0.398257
	0.0805354
	7.62E-07
	1
	0.0814938
	0.000183043

	cg17451015
	6
	TRIM10
	30123226
	rs2517653
	6
	30121185
	A
	G
	-0.604631
	0.157349
	0.000121775
	-0.604631
	0.157349
	0.000121775
	1
	0.0239393
	0.012178737

	cg18420781
	6
	TRIM10
	30124240
	rs2517616
	6
	30162458
	G
	C
	0.457154
	0.110527
	3.53E-05
	0.457154
	0.110527
	3.53E-05
	1
	0.0497348
	0.004431476

	cg25981998
	6
	TRIM10
	30124248
	rs2857433
	6
	30120633
	G
	T
	0.443879
	0.110107
	5.55E-05
	0.443879
	0.110107
	5.55E-05
	1
	0.0506859
	0.006383751

	cg11079936
	6
	TRIM10
	30124299
	rs9261502
	6
	30111610
	T
	A
	0.752622
	0.187674
	6.07E-05
	0.752622
	0.187674
	6.07E-05
	1
	0.0170699
	0.006836126

	cg12251145
	6
	TRIM10
	30124744
	rs2285796
	6
	30120450
	T
	G
	0.333132
	0.0827188
	5.65E-05
	0.333132
	0.0827188
	5.65E-05
	1
	0.0897333
	0.006467854

	cg01614643
	6
	TRIM10
	30124769
	rs2517653
	6
	30121185
	A
	G
	0.352644
	0.091772
	0.000121775
	0.352644
	0.091772
	0.000121775
	1
	0.0706789
	0.012178737

	cg00550080
	6
	TRIM10
	30124792
	rs2285796
	6
	30120450
	T
	G
	0.437915
	0.108737
	5.65E-05
	0.437915
	0.108737
	5.65E-05
	1
	0.051865
	0.006467854

	cg03769055
	6
	TRIM10
	30124804
	rs1573298
	6
	30116160
	C
	G
	0.466309
	0.11234
	3.31E-05
	0.466309
	0.11234
	3.31E-05
	1
	0.0472735
	0.00419432

	cg20624137
	6
	TRIM10
	30127365
	rs7843
	6
	30152367
	G
	A
	-0.50386
	0.139611
	0.000307419
	-0.50386
	0.139611
	0.000307419
	1
	0.032374
	0.025324133

	cg04560098
	6
	TRIM10
	30127760
	rs1573296
	6
	30127805
	G
	A
	-0.383365
	0.0987516
	0.000103593
	-0.386766
	0.0851927
	5.63E-06
	2
	0.394684
	0.000982065

	cg18678389
	6
	TRIM15
	30130420
	rs3129077
	6
	29610435
	T
	C
	0.691104
	0.147907
	2.98E-06
	0.691104
	0.147907
	2.98E-06
	1
	0.0218239
	0.000588028

	cg27583815
	6
	TRIM15
	30131467
	rs9366753
	6
	30090336
	T
	C
	-0.334238
	0.0911008
	0.000243675
	-0.334238
	0.0911008
	0.000243675
	1
	0.0954891
	0.021057503

	cg14815183
	6
	TRIM15
	30131613
	rs4959045
	6
	30155045
	A
	C
	-0.948285
	0.278275
	0.000655166
	-0.948285
	0.278275
	0.000655166
	1
	0.0143802
	0.045448651

	cg21988950
	6
	TRIM15
	30131691
	rs1008403
	6
	30132827
	C
	T
	-0.621195
	0.135659
	4.67E-06
	-0.621195
	0.135659
	4.67E-06
	1
	0.0391035
	0.000854266

	cg01905142
	6
	TRIM15
	30131840
	rs17194460
	6
	30131546
	G
	A
	-0.688555
	0.151716
	5.67E-06
	-0.688555
	0.151716
	5.67E-06
	1
	0.0314426
	0.000986674

	cg01775921
	6
	TRIM15
	30138213
	rs13194768
	6
	30147494
	A
	G
	-0.376689
	0.104371
	0.000307301
	-0.376689
	0.104371
	0.000307301
	1
	0.058064
	0.025324133

	cg27201802
	6
	TRIM15
	30138225
	rs4711211
	6
	30162809
	G
	A
	-0.324257
	0.0899202
	0.000310957
	-0.324257
	0.0899202
	0.000310957
	1
	0.0782937
	0.025563615

	cg24396154
	6
	TRIM15
	30138762
	rs9348838
	6
	30189199
	T
	A
	0.609006
	0.139401
	1.25E-05
	0.609006
	0.139401
	1.25E-05
	1
	0.0399757
	0.001843269

	cg22711111
	6
	TRIM15
	30139979
	rs2517616
	6
	30162458
	G
	C
	-0.495324
	0.119756
	3.53E-05
	-0.495324
	0.119756
	3.53E-05
	1
	0.0423526
	0.004431476

	cg27142059
	6
	TRIM15
	30139996
	rs2517616
	6
	30162458
	G
	C
	-0.42049
	0.101663
	3.53E-05
	-0.445081
	0.0931889
	1.79E-06
	2
	0.0720501
	0.00038119

	cg02668405
	6
	TRIM15
	30140372
	rs929156
	6
	30139699
	A
	G
	-0.492902
	0.118743
	3.31E-05
	-0.492902
	0.118743
	3.31E-05
	1
	0.0431034
	0.00419432

	cg03261948
	6
	TRIM15
	30140417
	rs929156
	6
	30139699
	A
	G
	-0.497789
	0.11992
	3.31E-05
	-0.497789
	0.11992
	3.31E-05
	1
	0.0422486
	0.00419432

	cg06896281
	6
	TRIM26
	30152617
	rs3778622
	6
	30165316
	A
	T
	-1.11031
	0.307799
	0.000309516
	-1.11031
	0.307799
	0.000309516
	1
	0.00652341
	0.025483895

	cg02188299
	6
	TRIM26
	30153279
	rs9261290
	6
	30038647
	C
	T
	-0.907202
	0.179675
	4.45E-07
	-0.907202
	0.179675
	4.45E-07
	1
	0.0350011
	0.000114217

	cg08749775
	6
	TRIM26
	30153760
	rs2517646
	6
	30122575
	C
	T
	1.2588
	0.254555
	7.62E-07
	1.2588
	0.254555
	7.62E-07
	1
	0.00802858
	0.000183043

	cg24512216
	6
	TRIM26
	30157039
	rs2857458
	6
	30104783
	G
	A
	0.927743
	0.188288
	8.35E-07
	0.927743
	0.188288
	8.35E-07
	1
	0.0153865
	0.000199112

	cg08395524
	6
	TRIM26
	30158326
	rs3094621
	6
	30328753
	C
	T
	1.02755
	0.292821
	0.000449657
	1.02755
	0.292821
	0.000449657
	1
	0.0123166
	0.034000464

	cg17865068
	6
	TRIM26
	30158346
	rs2517609
	6
	30170287
	G
	A
	1.00405
	0.237736
	2.41E-05
	1.00405
	0.237736
	2.41E-05
	1
	0.0190959
	0.00323445

	cg10636959
	6
	TRIM26
	30162942
	rs13194768
	6
	30147494
	A
	G
	0.315985
	0.0875515
	0.000307301
	0.315985
	0.0875515
	0.000307301
	1
	0.0825797
	0.025324133

	cg03610567
	6
	TRIM26
	30163028
	rs3815079
	6
	30114365
	T
	A
	0.515962
	0.150362
	0.00060041
	0.515962
	0.150362
	0.00060041
	1
	0.0281114
	0.042449463

	cg16102778
	6
	TRIM26
	30163098
	rs9261480
	6
	30107309
	G
	A
	0.519516
	0.138783
	0.000181625
	0.519516
	0.138783
	0.000181625
	1
	0.0324409
	0.016691857

	cg01344914
	6
	TRIM26
	30163654
	rs1557608
	6
	30118582
	G
	T
	1.33424
	0.272608
	9.88E-07
	1.33424
	0.272608
	9.88E-07
	1
	0.00730825
	0.000230709

	cg16709517
	6
	TRIM26
	30166031
	rs1633028
	6
	29746367
	G
	T
	-1.28916
	0.290138
	8.87E-06
	-1.28916
	0.290138
	8.87E-06
	1
	0.00606752
	0.001422705

	cg24701662
	6
	TRIM26
	30166168
	rs2284166
	6
	30169475
	C
	T
	-0.490497
	0.139356
	0.000432073
	-0.490497
	0.139356
	0.000432073
	1
	0.0330141
	0.03297849

	cg02541301
	6
	TRIM26
	30166173
	rs2284166
	6
	30169475
	C
	T
	-0.511495
	0.145322
	0.000432073
	-0.511495
	0.145322
	0.000432073
	1
	0.0303456
	0.03297849

	cg19988490
	6
	TRIM26
	30167065
	rs2523721
	6
	30166266
	T
	C
	-0.544126
	0.156671
	0.000514672
	-0.544126
	0.156671
	0.000514672
	1
	0.0260838
	0.037822778

	cg00713055
	6
	TRIM26
	30173575
	rs2517616
	6
	30162458
	G
	C
	-0.329745
	0.0797235
	3.53E-05
	-0.329745
	0.0797235
	3.53E-05
	1
	0.0957031
	0.004431476

	cg26278214
	6
	TRIM26
	30173616
	rs9261481
	6
	30108111
	T
	C
	1.07056
	0.277686
	0.000115632
	1.07056
	0.277686
	0.000115632
	1
	0.00804659
	0.011730808

	cg14741870
	6
	TRIM26
	30174091
	rs9391802
	6
	30174132
	A
	G
	-0.372045
	0.0905283
	3.96E-05
	-0.372045
	0.0905283
	3.96E-05
	1
	0.0959081
	0.00489776

	cg27136023
	6
	TRIM26
	30174651
	rs2428503
	6
	30167835
	T
	C
	0.898667
	0.234289
	0.000125242
	0.898667
	0.234289
	0.000125242
	1
	0.0118271
	0.012471647

	cg03049568
	6
	TRIM26
	30177166
	rs13194768
	6
	30147494
	A
	G
	0.653042
	0.180942
	0.000307301
	0.653042
	0.180942
	0.000307301
	1
	0.0191955
	0.025324133

	cg00266604
	6
	TRIM26
	30178343
	rs13194768
	6
	30147494
	A
	G
	0.384724
	0.106598
	0.000307301
	0.409782
	0.099295
	3.68E-05
	2
	0.0667093
	0.004587569

	cg02216394
	6
	TRIM26
	30178715
	rs9357094
	6
	30167476
	C
	T
	0.942114
	0.268521
	0.000450682
	0.942114
	0.268521
	0.000450682
	1
	0.00863175
	0.034046194

	cg11556489
	6
	TRIM26
	30178724
	rs9357094
	6
	30167476
	C
	T
	0.655979
	0.186967
	0.000450682
	0.655979
	0.186967
	0.000450682
	1
	0.0179688
	0.034046194

	cg00206463
	6
	TRIM26
	30179435
	rs2517616
	6
	30162458
	G
	C
	0.265393
	0.0641649
	3.53E-05
	0.271783
	0.0599911
	5.89E-06
	2
	0.188662
	0.001019619

	cg23055081
	6
	TRIM26
	30181315
	rs2517606
	6
	30173545
	A
	G
	-0.397525
	0.0999765
	7.01E-05
	-0.397525
	0.0999765
	7.01E-05
	1
	0.0612148
	0.007669356

	cg02210602
	6
	TRIM26
	30181335
	rs13194768
	6
	30147494
	A
	G
	-0.464401
	0.128674
	0.000307301
	-0.464401
	0.128674
	0.000307301
	1
	0.0381305
	0.025324133

	cg03769629
	6
	TRIM26
	30181591
	rs2284166
	6
	30169475
	C
	T
	-0.636361
	0.180798
	0.000432073
	-0.636361
	0.180798
	0.000432073
	1
	0.0195245
	0.03297849

	cg18241904
	6
	TRIM26
	30181604
	rs2523716
	6
	30170525
	T
	C
	-1.03338
	0.280733
	0.000232377
	-1.03338
	0.280733
	0.000232377
	1
	0.00806401
	0.02034135

	cg08230118
	6
	TRIM26
	30181847
	rs9366754
	6
	30152033
	C
	G
	-0.906073
	0.222283
	4.58E-05
	-0.906073
	0.222283
	4.58E-05
	1
	0.015603
	0.005463256

	cg15018282
	6
	TRIM26
	30181877
	rs28730510
	6
	30170057
	G
	C
	-0.654338
	0.152699
	1.83E-05
	-0.654338
	0.152699
	1.83E-05
	1
	0.0328537
	0.002551664

	cg16468822
	6
	TRIM26
	30182349
	rs2023471
	6
	30076069
	A
	C
	0.845768
	0.140325
	1.67E-09
	0.69087
	0.143848
	1.57E-06
	3
	0.0371959
	0.000340966

	cg25298725
	6
	HLA-L
	30228047
	rs9394002
	6
	30304293
	A
	G
	0.152283
	0.0570468
	0.007597863
	0.178954
	0.0529465
	0.000725211
	3
	0.284305
	0.04913036

	cg04884612
	6
	HLA-L
	30231639
	rs3130404
	6
	30232250
	G
	A
	-0.212124
	0.0785594
	0.006930364
	-0.231327
	0.060992
	0.000149042
	4
	0.251781
	0.014314163

	cg15572656
	6
	TRIM39
	30293258
	rs2523734
	6
	30129676
	C
	A
	-0.377506
	0.109124
	0.000541404
	-0.377506
	0.109124
	0.000541404
	1
	0.0837761
	0.039061323

	cg12340546
	6
	TRIM39
	30296689
	rs3094677
	6
	30102958
	T
	A
	-0.821517
	0.220331
	0.000192639
	-0.821517
	0.220331
	0.000192639
	1
	0.0315489
	0.017476204

	cg17784591
	6
	TRIM39
	30306659
	rs2284165
	6
	30160055
	G
	C
	-1.07894
	0.315619
	0.000629803
	-1.07894
	0.315619
	0.000629803
	1
	0.00731608
	0.044004519

	cg27061115
	6
	-
	30434291
	rs10080488
	6
	30444367
	A
	C
	0.63379
	0.157742
	5.88E-05
	0.63379
	0.157742
	5.88E-05
	1
	0.0189489
	0.006698054

	cg10196102
	6
	-
	30434311
	rs1034325
	6
	30368457
	C
	T
	1.03468
	0.233659
	9.51E-06
	1.03468
	0.233659
	9.51E-06
	1
	0.00837979
	0.001494077

	cg22845037
	6
	-
	30434406
	rs7761083
	6
	30434448
	G
	A
	-0.446715
	0.111788
	6.44E-05
	-0.42587
	0.104416
	4.53E-05
	2
	0.042275
	0.005423618

	cg11012953
	6
	-
	30434412
	rs2105960
	6
	30453789
	C
	A
	0.485892
	0.122005
	6.82E-05
	0.485892
	0.122005
	6.82E-05
	1
	0.0321163
	0.007485461

	cg22829821
	6
	-
	30434421
	rs7761083
	6
	30434448
	G
	A
	0.192528
	0.0481792
	6.44E-05
	0.32558
	0.0812274
	6.12E-05
	6
	0.431762
	0.006880312

	cg15174951
	6
	-
	30434514
	rs4711220
	6
	30452740
	G
	A
	0.353758
	0.0885415
	6.46E-05
	0.353758
	0.0885415
	6.46E-05
	1
	0.0609523
	0.007140726

	cg15921779
	6
	-
	30449081
	rs6929424
	6
	30441769
	G
	A
	-0.329589
	0.0758387
	1.39E-05
	-0.325547
	0.0733425
	9.06E-06
	2
	0.0863365
	0.001434732

	cg25293221
	6
	HLA-E
	30457562
	rs9266363
	6
	31332977
	A
	G
	0.777492
	0.0815548
	1.55E-21
	0.739394
	0.216268
	0.000628888
	3
	0.179313
	0.043964376

	cg10457005
	6
	HLA-E
	30457876
	rs9264663
	6
	31239205
	C
	T
	1.61014
	0.214801
	6.64E-14
	1.41233
	0.22078
	1.59E-10
	1
	0.0106878
	1.09E-07

	cg11594821
	6
	HLA-E
	30458601
	rs1264429
	6
	30565101
	C
	T
	-0.36153
	0.161765
	0.02542271
	-0.380055
	0.112135
	0.000700931
	3
	0.411683
	0.0478857

	cg02188225
	6
	HLA-E
	30459255
	rs2524105
	6
	31232910
	C
	G
	-0.600804
	0.359405
	0.09459099
	-0.760914
	0.22542
	0.000736828
	2
	0.137857
	0.049668362

	cg09670485
	6
	-
	30484066
	rs2523995
	6
	30102184
	T
	C
	1.11239
	0.288234
	0.000113739
	1.11239
	0.288234
	0.000113739
	1
	0.0149015
	0.011553294

	cg23841361
	6
	PRR3
	30524010
	rs3132464
	6
	31477461
	C
	T
	-0.528526
	0.107825
	9.51E-07
	-0.474942
	0.0999541
	2.02E-06
	4
	0.145955
	0.000425959

	cg25315493
	6
	ABCF1
	30540762
	rs55777621
	6
	30584133
	A
	G
	-0.486089
	0.0982103
	7.45E-07
	-0.477903
	0.0932528
	2.98E-07
	2
	0.388073
	8.01E-05

	cg17762168
	6
	MRPS18B
	30585409
	rs62392955
	6
	29647820
	T
	A
	-1.25337
	0.315103
	6.96E-05
	-1.25337
	0.315103
	6.96E-05
	1
	0.0174364
	0.007627367

	cg00587922
	6
	KIAA1949
	30651601
	rs3129996
	6
	30651587
	A
	C
	-0.403458
	0.0802644
	5.00E-07
	-0.41015
	0.0791297
	2.18E-07
	2
	0.243685
	6.08E-05

	cg26683639
	6
	KIAA1949
	30653755
	rs3129987
	6
	30766204
	T
	C
	-1.35241
	0.188539
	7.38E-13
	-1.35241
	0.188539
	7.38E-13
	1
	0.028378
	7.21E-10

	cg14571710
	6
	KIAA1949
	30655896
	rs35118048
	6
	30367227
	A
	C
	-0.943776
	0.200583
	2.54E-06
	-0.943776
	0.200583
	2.54E-06
	1
	0.0191585
	0.000520514

	cg11870956
	6
	NRM
	30657000
	rs3094092
	6
	30657015
	T
	C
	0.265377
	0.0503152
	1.34E-07
	0.247781
	0.0603192
	4.00E-05
	3
	0.690876
	0.004922986

	cg05546064
	6
	MDC1
	30685074
	rs3130040
	6
	30528654
	T
	A
	0.679592
	0.133399
	3.50E-07
	0.679592
	0.133399
	3.50E-07
	1
	0.0908969
	9.25E-05

	cg00575529
	6
	MDC1
	30685080
	rs3129838
	6
	30306553
	G
	A
	1.10164
	0.261536
	2.53E-05
	1.10164
	0.261536
	2.53E-05
	1
	0.0168445
	0.003376628

	cg07229198
	6
	MDC1
	30685635
	rs4713354
	6
	30685420
	C
	A
	0.466562
	0.134476
	0.000521561
	0.466562
	0.134476
	0.000521561
	1
	0.071675
	0.038132833

	cg18512512
	6
	MDC1
	30685686
	rs4713354
	6
	30685420
	C
	A
	0.676926
	0.195109
	0.000521561
	0.676926
	0.195109
	0.000521561
	1
	0.0338684
	0.038132833

	cg03151709
	6
	MDC1
	30686511
	rs2894043
	6
	30668488
	G
	C
	0.435423
	0.126352
	0.000568828
	0.435423
	0.126352
	0.000568828
	1
	0.0809869
	0.040588324

	cg08680415
	6
	TUBB
	30686922
	rs6909636
	6
	31346599
	A
	G
	-1.80835
	0.378466
	1.77E-06
	-1.80835
	0.378466
	1.77E-06
	1
	0.00330893
	0.000378427

	cg15878619
	6
	TUBB
	30687373
	rs2894043
	6
	30668488
	G
	C
	-0.493993
	0.143348
	0.000568828
	-0.493993
	0.143348
	0.000568828
	1
	0.0628461
	0.040588324

	cg27303735
	6
	FLOT1
	30709605
	rs3132596
	6
	30783282
	G
	T
	-0.911669
	0.156649
	5.91E-09
	-0.911669
	0.156649
	5.91E-09
	1
	0.0188074
	2.78E-06

	cg10916998
	6
	FLOT1
	30711832
	rs3094092
	6
	30657015
	T
	C
	0.180297
	0.0341842
	1.34E-07
	0.19137
	0.0474492
	5.51E-05
	5
	1.42146
	0.006339814

	cg16331823
	6
	FLOT1
	30711835
	rs3094092
	6
	30657015
	T
	C
	0.186409
	0.035343
	1.34E-07
	0.200801
	0.0517426
	0.000104168
	4
	1.31542
	0.010828221

	cg24297418
	6
	-
	30726590
	rs9295926
	6
	30784700
	C
	G
	-1.22313
	0.328331
	0.000195153
	-1.22313
	0.328331
	0.000195153
	1
	0.00490606
	0.017671939

	cg10008387
	6
	-
	30796341
	rs28877339
	6
	30775685
	C
	A
	-0.24415
	0.0522139
	2.93E-06
	-0.268277
	0.070258
	0.00013434
	5
	0.468983
	0.013135535

	cg17604312
	6
	DDR1
	30850829
	rs3094720
	6
	30843170
	A
	G
	0.242044
	0.0663919
	0.00026675
	0.258625
	0.0613181
	2.47E-05
	4
	0.128439
	0.003308023

	cg24727290
	6
	DDR1
	30850868
	rs3094720
	6
	30843170
	A
	G
	0.225039
	0.0617276
	0.00026675
	0.265677
	0.067082
	7.48E-05
	5
	0.315586
	0.008141891

	cg23953820
	6
	DDR1
	30851051
	rs3131032
	6
	30841631
	G
	T
	-0.596691
	0.145242
	3.99E-05
	-0.596691
	0.145242
	3.99E-05
	1
	0.0312577
	0.004917637

	cg08469255
	6
	DDR1
	30851069
	rs3131032
	6
	30841631
	G
	T
	-0.586515
	0.142765
	3.99E-05
	-0.586515
	0.142765
	3.99E-05
	1
	0.032357
	0.004917637

	cg14279856
	6
	DDR1
	30851086
	rs2894059
	6
	30828434
	A
	G
	-1.41816
	0.309735
	4.69E-06
	-1.41816
	0.309735
	4.69E-06
	1
	0.00711055
	0.000854266

	cg12308216
	6
	DDR1
	30853255
	rs3130779
	6
	30872203
	A
	G
	0.533358
	0.127587
	2.91E-05
	0.578191
	0.119731
	1.37E-06
	2
	0.0552816
	0.000305847

	cg25607383
	6
	DDR1
	30853569
	rs3130654
	6
	30823075
	G
	C
	0.513962
	0.147011
	0.000472237
	0.513962
	0.147011
	0.000472237
	1
	0.0297522
	0.035258478

	cg09822812
	6
	DDR1
	30855729
	rs1264344
	6
	30800577
	T
	C
	0.834867
	0.171139
	1.07E-06
	0.834867
	0.171139
	1.07E-06
	1
	0.0154247
	0.000247466

	cg11530564
	6
	DDR1
	30856121
	rs3131032
	6
	30841631
	G
	T
	0.484269
	0.117877
	3.99E-05
	0.484269
	0.117877
	3.99E-05
	1
	0.0475353
	0.004917637

	cg06200824
	6
	DDR1
	30859855
	rs2535338
	6
	30804932
	T
	C
	0.256248
	0.0556122
	4.07E-06
	0.321626
	0.0783236
	4.02E-05
	4
	0.398385
	0.004949287

	cg20335906
	6
	DDR1
	30859977
	rs1264344
	6
	30800577
	T
	C
	0.630431
	0.129232
	1.07E-06
	0.610889
	0.12303
	6.87E-07
	2
	0.0334891
	0.000166977

	cg27593250
	6
	DDR1
	30859984
	rs2535338
	6
	30804932
	T
	C
	0.329484
	0.0715062
	4.07E-06
	0.260318
	0.0686645
	0.000149996
	4
	0.124823
	0.014381541

	cg09474938
	6
	GTF2H4
	30875843
	rs2535337
	6
	30810084
	G
	A
	-0.682581
	0.177166
	0.000116826
	-0.682581
	0.177166
	0.000116826
	1
	0.0157349
	0.011837165

	cg11403689
	6
	GTF2H4
	30875854
	rs2517461
	6
	30896399
	C
	T
	-0.256651
	0.0687353
	0.000188592
	-0.256651
	0.0687353
	0.000188592
	1
	0.105432
	0.017234508

	cg23142900
	6
	GTF2H4
	30875883
	rs9262294
	6
	30887207
	T
	C
	0.310751
	0.0838479
	0.000210515
	0.310751
	0.0838479
	0.000210515
	1
	0.0706449
	0.018855246

	cg19809077
	6
	GTF2H4
	30875892
	rs1264342
	6
	30802017
	A
	C
	1.37836
	0.358504
	0.00012072
	1.37836
	0.358504
	0.00012072
	1
	0.00380793
	0.01213054

	cg00526088
	6
	VARS2
	30882194
	rs1264306
	6
	30882203
	T
	C
	0.643059
	0.183028
	0.00044243
	0.643059
	0.183028
	0.00044243
	1
	0.0138258
	0.03353223

	cg19331040
	6
	VARS2
	30882208
	rs1264306
	6
	30882203
	T
	C
	0.199765
	0.0568573
	0.00044243
	0.185401
	0.0529562
	0.000463567
	4
	0.177287
	0.034857163

	cg27525647
	6
	VARS2
	30882358
	rs9262291
	6
	30886015
	G
	T
	-0.473704
	0.127817
	0.000210515
	-0.473704
	0.127817
	0.000210515
	1
	0.0303276
	0.018855246

	cg27185298
	6
	VARS2
	30885205
	rs2252760
	6
	30892377
	C
	G
	-0.472354
	0.13016
	0.000284571
	-0.472354
	0.13016
	0.000284571
	1
	0.0294361
	0.023792547

	cg21394121
	6
	VARS2
	30885709
	rs1264306
	6
	30882203
	T
	C
	0.684168
	0.194729
	0.00044243
	0.663818
	0.159659
	3.22E-05
	2
	0.0197191
	0.004095768

	cg07269567
	6
	VARS2
	30886161
	rs2517582
	6
	30808762
	T
	C
	1.31418
	0.307939
	1.98E-05
	1.31418
	0.307939
	1.98E-05
	1
	0.00495169
	0.002717845

	cg20584679
	6
	VARS2
	30888173
	rs2252760
	6
	30892377
	C
	G
	0.207531
	0.0571866
	0.000284571
	0.210566
	0.0519517
	5.06E-05
	3
	0.196436
	0.005897405

	cg10006979
	6
	SFTA2
	30900678
	rs1264306
	6
	30882203
	T
	C
	-0.359815
	0.102411
	0.00044243
	-0.359815
	0.102411
	0.00044243
	1
	0.0444048
	0.03353223

	cg10033746
	6
	DPCR1
	30920769
	rs2532921
	6
	30922570
	G
	C
	0.524178
	0.137989
	0.000145518
	0.524178
	0.137989
	0.000145518
	1
	0.0259178
	0.014025511

	cg02872545
	6
	-
	30923697
	rs2532920
	6
	30923629
	T
	C
	-0.755231
	0.203572
	0.000207398
	-0.755231
	0.203572
	0.000207398
	1
	0.0119041
	0.018668911

	cg16470319
	6
	-
	30923724
	rs9262291
	6
	30886015
	G
	T
	-1.11393
	0.300564
	0.000210515
	-1.11393
	0.300564
	0.000210515
	1
	0.00538259
	0.018855246

	cg14531049
	6
	MUC21
	30952175
	rs3131932
	6
	30940328
	A
	G
	-1.35
	0.366922
	0.000233983
	-1.35
	0.366922
	0.000233983
	1
	0.00349193
	0.020437844

	cg24008474
	6
	-
	30961749
	rs6910115
	6
	30985504
	T
	C
	0.304889
	0.0882584
	0.000551395
	0.28543
	0.0831459
	0.000597311
	2
	0.156516
	0.042267263

	cg26190386
	6
	-
	30994978
	rs12175179
	6
	31040264
	T
	C
	1.91922
	0.171905
	6.25E-29
	1.28186
	0.193886
	3.83E-11
	1
	0.0228367
	3.21E-08

	cg20984924
	6
	-
	31005837
	rs2844683
	6
	31003436
	C
	A
	-0.857777
	0.149128
	8.85E-09
	-0.857777
	0.149128
	8.85E-09
	1
	0.0221257
	4.02E-06

	cg03529043
	6
	HCG22
	31021134
	rs7745521
	6
	31027510
	G
	A
	-0.993338
	0.105076
	3.33E-21
	-0.993338
	0.105076
	3.33E-21
	1
	0.053667
	1.13E-17

	cg03665259
	6
	HCG22
	31021826
	rs2523856
	6
	31021630
	C
	T
	-0.976922
	0.138768
	1.94E-12
	-0.976922
	0.138768
	1.94E-12
	1
	0.0258779
	1.78E-09

	cg18735641
	6
	HCG22
	31022278
	rs2523853
	6
	31022557
	A
	G
	-0.294589
	0.0842754
	0.000473181
	-0.276178
	0.0753125
	0.000245392
	3
	0.196525
	0.021155907

	cg12496807
	6
	HCG22
	31023763
	rs2517520
	6
	31027703
	A
	C
	-0.86242
	0.0943097
	6.08E-20
	-0.86242
	0.0943097
	6.08E-20
	1
	0.0528491
	1.86E-16

	cg23878318
	6
	HCG22
	31023770
	rs9263465
	6
	31048619
	A
	G
	-0.588639
	0.0621718
	2.90E-21
	-0.606079
	0.0626831
	4.16E-22
	2
	0.132277
	1.53E-18

	cg14343414
	6
	HCG22
	31025967
	rs2233960
	6
	31081052
	G
	A
	0.375998
	0.0433835
	4.50E-18
	0.411141
	0.0806719
	3.47E-07
	7
	0.961208
	9.18E-05

	cg08448622
	6
	HCG22
	31026105
	rs9262670
	6
	31034990
	T
	C
	-0.813358
	0.104127
	5.72E-15
	-0.813358
	0.104127
	5.72E-15
	1
	0.0539717
	8.20E-12

	cg26756125
	6
	PSORS1C1
	31090270
	rs2517469
	6
	31057972
	T
	C
	-1.80062
	0.229641
	4.51E-15
	-1.44457
	0.238195
	1.33E-09
	1
	0.00869286
	7.13E-07

	cg01287833
	6
	CCHCR1
	31113026
	rs3094227
	6
	31117378
	A
	C
	-0.808908
	0.101094
	1.24E-15
	-0.808908
	0.101094
	1.24E-15
	1
	0.0719958
	2.26E-12

	cg01086672
	6
	CCHCR1
	31123044
	rs2073719
	6
	31112925
	C
	T
	1.41592
	0.174521
	4.98E-16
	1.40476
	0.191661
	2.33E-13
	1
	0.0165872
	2.55E-10

	cg26738916
	6
	CCHCR1
	31126003
	rs142242725
	6
	31135878
	A
	G
	1.45973
	0.156469
	1.08E-20
	1.36283
	0.178495
	2.28E-14
	1
	0.0364045
	2.95E-11

	cg00160818
	6
	CCHCR1
	31126356
	rs1573296
	6
	30127805
	G
	A
	-1.02343
	0.263627
	0.000103593
	-1.02343
	0.263627
	0.000103593
	1
	0.0154975
	0.010786216

	cg01190171
	6
	CCHCR1
	31126373
	rs130072
	6
	31112484
	T
	C
	-0.259466
	0.0277815
	9.84E-21
	-0.275357
	0.0630575
	1.26E-05
	4
	1.89017
	0.001854907

	cg18795955
	6
	CCHCR1
	31126736
	rs9263787
	6
	31128244
	T
	A
	0.817073
	0.150831
	6.07E-08
	0.817073
	0.150831
	6.07E-08
	1
	0.0207036
	2.03E-05

	cg14869527
	6
	CCHCR1
	31126823
	rs3094193
	6
	31137774
	G
	T
	0.673906
	0.125093
	7.17E-08
	0.673906
	0.125093
	7.17E-08
	1
	0.0301109
	2.35E-05

	cg02909694
	6
	CCHCR1
	31126832
	rs3094193
	6
	31137774
	G
	T
	0.855365
	0.158777
	7.17E-08
	0.855365
	0.158777
	7.17E-08
	1
	0.0186534
	2.35E-05

	cg24075966
	6
	CCHCR1
	31126838
	rs3094193
	6
	31137774
	G
	T
	0.827923
	0.153683
	7.17E-08
	0.827923
	0.153683
	7.17E-08
	1
	0.0199169
	2.35E-05

	cg13979602
	6
	CCHCR1
	31127004
	rs130072
	6
	31112484
	T
	C
	0.419195
	0.044884
	9.84E-21
	0.398503
	0.0976361
	4.48E-05
	3
	0.721161
	0.00536796

	cg16095155
	6
	TCF19
	31127863
	rs1108746
	6
	31139504
	A
	C
	0.973748
	0.135519
	6.75E-13
	0.914998
	0.172289
	1.09E-07
	2
	0.0621006
	3.34E-05

	cg18050521
	6
	TCF19
	31130548
	rs3130498
	6
	31117619
	T
	C
	1.00061
	0.123972
	7.03E-16
	1.00061
	0.123972
	7.03E-16
	1
	0.0423281
	1.41E-12

	cg15948871
	6
	POU5F1
	31139620
	rs2239524
	6
	31125569
	T
	G
	0.607312
	0.111693
	5.42E-08
	0.810406
	0.201584
	5.82E-05
	3
	0.0574384
	0.006642027

	cg18285280
	6
	PSORS1C3
	31141797
	rs6457327
	6
	31074030
	A
	C
	1.95082
	0.261049
	7.90E-14
	1.41336
	0.267428
	1.26E-07
	1
	0.00627131
	3.77E-05

	cg07907517
	6
	PSORS1C3
	31145541
	rs1265078
	6
	31112602
	C
	G
	0.530374
	0.149887
	0.00040252
	0.530374
	0.149887
	0.00040252
	1
	0.0224492
	0.031387879

	cg16055410
	6
	PSORS1C3
	31146124
	rs2394897
	6
	31213502
	A
	G
	-0.599677
	0.089341
	1.93E-11
	-0.606392
	0.076403
	2.10E-15
	3
	0.125814
	3.58E-12

	cg11524593
	6
	HCG27
	31165416
	rs28362342
	6
	31165438
	G
	T
	0.542156
	0.111565
	1.18E-06
	0.542156
	0.111565
	1.18E-06
	1
	0.0396595
	0.00026789

	cg08588744
	6
	HCG27
	31165492
	rs9263871
	6
	31170528
	G
	A
	-0.566469
	0.119387
	2.09E-06
	-0.566469
	0.119387
	2.09E-06
	1
	0.0342588
	0.000438245

	cg27032957
	6
	HCG27
	31165819
	rs9263871
	6
	31170528
	G
	A
	1.05342
	0.222015
	2.09E-06
	1.05342
	0.222015
	2.09E-06
	1
	0.00983386
	0.000438245

	cg02773045
	6
	HCG27
	31168568
	rs4713447
	6
	31162963
	G
	A
	0.997987
	0.168633
	3.27E-09
	0.997987
	0.168633
	3.27E-09
	1
	0.0161386
	1.59E-06

	cg02936944
	6
	HCG27
	31168943
	rs28362351
	6
	31167760
	T
	C
	-1.00773
	0.12578
	1.14E-15
	-0.981808
	0.121394
	6.14E-16
	2
	0.0726816
	1.26E-12

	cg14972843
	6
	HLA-C
	31239402
	rs9266207
	6
	31324953
	C
	T
	0.69444
	0.0870631
	1.52E-15
	0.702058
	0.0757263
	1.87E-20
	3
	0.0967895
	6.08E-17

	cg01006124
	6
	HLA-C
	31239767
	rs9264640
	6
	31238372
	C
	G
	0.688979
	0.0916541
	5.64E-14
	0.638742
	0.105521
	1.42E-09
	3
	0.34184
	7.57E-07

	cg18785300
	6
	HLA-C
	31240047
	rs2844612
	6
	31243971
	A
	G
	0.365003
	0.0516768
	1.64E-12
	0.2343
	0.0645124
	0.000281453
	4
	0.980311
	0.023641589

	cg08309069
	6
	HLA-C
	31240651
	rs6928399
	6
	31195218
	T
	C
	-0.225987
	0.03046
	1.19E-13
	-0.271653
	0.0631886
	1.72E-05
	11
	2.46193
	0.002419503

	cg05030953
	6
	HLA-C
	31241000
	rs6928399
	6
	31195218
	T
	C
	-0.188231
	0.0253709
	1.19E-13
	-0.215175
	0.0634754
	0.000699298
	13
	2.59314
	0.047794292

	cg23366493
	6
	-
	31276669
	rs3873387
	6
	31275663
	A
	C
	0.316918
	0.0609782
	2.03E-07
	0.468535
	0.13259
	0.000409836
	5
	0.275093
	0.031866378

	cg03990811
	6
	MICA
	31371318
	rs2534659
	6
	31472149
	G
	A
	0.48366
	0.107693
	7.09E-06
	0.483905
	0.135436
	0.000353085
	3
	0.0725377
	0.028379324

	cg26990733
	6
	MICA
	31371465
	rs2596503
	6
	31320810
	A
	G
	-0.725202
	0.141203
	2.81E-07
	-0.725202
	0.141203
	2.81E-07
	1
	0.0383323
	7.58E-05

	cg13829635
	6
	MICA
	31371573
	rs3873393
	6
	31334265
	C
	T
	-0.922412
	0.168029
	4.04E-08
	-1.09889
	0.193532
	1.37E-08
	2
	0.0572804
	5.61E-06

	cg19092529
	6
	MICA
	31380541
	rs6934187
	6
	31380974
	G
	C
	1.10428
	0.325463
	0.000691538
	1.10428
	0.325463
	0.000691538
	1
	0.00515676
	0.047383777

	cg18062706
	6
	-
	31409467
	rs36223710
	6
	31369888
	T
	G
	0.196284
	0.0410747
	1.77E-06
	0.22166
	0.0453575
	1.03E-06
	5
	4.11998
	0.000237179

	cg01172310
	6
	-
	31409505
	rs151036504
	6
	31409578
	T
	C
	0.207014
	0.0419337
	7.96E-07
	0.218506
	0.0405117
	6.92E-08
	3
	3.6008
	2.28E-05

	cg19258508
	6
	-
	31409543
	rs36223710
	6
	31369888
	T
	G
	0.206041
	0.0431164
	1.77E-06
	0.2291
	0.0545972
	2.72E-05
	6
	3.7864
	0.003570754

	cg23354933
	6
	-
	31409572
	rs36223710
	6
	31369888
	T
	G
	0.20513
	0.042926
	1.77E-06
	0.216905
	0.0396455
	4.48E-08
	7
	3.72286
	1.58E-05

	cg18892128
	6
	-
	31409575
	rs2844512
	6
	31409566
	C
	G
	-0.0224741
	0.0361238
	0.5338492
	0.18054
	0.0483388
	0.000187852
	10
	4.70152
	0.017176493

	cg22809408
	6
	-
	31409700
	rs151036504
	6
	31409578
	T
	C
	0.201207
	0.0407573
	7.96E-07
	0.220832
	0.0518708
	2.07E-05
	4
	3.90809
	0.002824872

	cg08099293
	6
	HCP5
	31430860
	rs2516398
	6
	31481526
	G
	T
	-2.79754
	0.35241
	2.07E-15
	-1.68816
	0.35475
	1.95E-06
	1
	0.00347342
	0.000413345

	cg13090671
	6
	HCP5
	31431002
	rs2524092
	6
	31240216
	A
	C
	-0.948362
	0.125713
	4.60E-14
	-0.948362
	0.125713
	4.60E-14
	1
	0.0326754
	5.74E-11

	cg08859411
	6
	HCG26
	31438205
	rs9267136
	6
	31438152
	A
	G
	0.985798
	0.149168
	3.90E-11
	0.985798
	0.149168
	3.90E-11
	1
	0.0843094
	3.26E-08

	cg07078789
	6
	MICB
	31465720
	rs3828903
	6
	31464739
	A
	G
	0.374566
	0.128243
	0.003491922
	0.406519
	0.11626
	0.000471236
	2
	0.0382943
	0.035221432

	cg23660197
	6
	MICB
	31477952
	rs28732141
	6
	31519365
	T
	C
	-0.752415
	0.184414
	4.51E-05
	-0.747336
	0.163655
	4.96E-06
	2
	0.107978
	0.000894113

	cg06434490
	6
	-
	31494261
	rs3020582
	6
	31351522
	A
	C
	-1.2278
	0.172648
	1.15E-12
	-1.2278
	0.172648
	1.15E-12
	1
	0.0176607
	1.09E-09

	cg17439097
	6
	BAT1
	31502915
	rs3115537
	6
	31497835
	G
	C
	0.471783
	0.0685034
	5.73E-12
	0.471783
	0.0685034
	5.73E-12
	1
	0.169901
	5.08E-09

	cg15647614
	6
	BAT1
	31507433
	rs3134893
	6
	31476514
	C
	A
	-1.01769
	0.163278
	4.60E-10
	-1.01769
	0.163278
	4.60E-10
	1
	0.0229447
	2.76E-07

	cg16981259
	6
	BAT1
	31509434
	rs2516390
	6
	31529883
	C
	T
	1.54286
	0.208399
	1.34E-13
	0.837613
	0.221683
	0.000157878
	1
	0.0120947
	0.014889319

	cg04431990
	6
	BAT1
	31509496
	rs2523507
	6
	31509355
	G
	A
	0.747825
	0.198011
	0.000158985
	0.747825
	0.198011
	0.000158985
	1
	0.015175
	0.014967589

	cg26764200
	6
	SNORD84
	31510407
	rs933208
	6
	31506648
	G
	T
	1.72192
	0.431199
	6.52E-05
	1.72192
	0.431199
	6.52E-05
	1
	0.00313269
	0.007193163

	cg10218472
	6
	NFKBIL1
	31513867
	rs2071593
	6
	31512799
	A
	G
	-0.716751
	0.19821
	0.00029912
	-0.716751
	0.19821
	0.00029912
	1
	0.0434899
	0.024753685

	cg15649774
	6
	NFKBIL1
	31515286
	rs3219184
	6
	31515140
	G
	A
	-0.556962
	0.157763
	0.000415051
	-0.556962
	0.157763
	0.000415051
	1
	0.0700742
	0.032101046

	cg02030913
	6
	NFKBIL1
	31515391
	rs9380261
	6
	31505784
	C
	G
	1.08124
	0.282062
	0.000126465
	1.08124
	0.282062
	0.000126465
	1
	0.0102661
	0.012562558

	cg10271061
	6
	ATP6V1G2
	31516015
	rs3093542
	6
	31540693
	C
	G
	1.12816
	0.221368
	3.47E-07
	1.12816
	0.221368
	3.47E-07
	1
	0.079125
	9.18E-05

	cg22369037
	6
	ATP6V1G2
	31516024
	rs116282626
	6
	31515619
	A
	G
	0.947446
	0.18917
	5.50E-07
	0.931291
	0.175096
	1.05E-07
	2
	0.112128
	3.23E-05

	cg21587837
	6
	NFKBIL1
	31525894
	rs3130062
	6
	31525912
	C
	T
	-0.313498
	0.0396862
	2.83E-15
	-0.303768
	0.0552676
	3.89E-08
	4
	1.49114
	1.39E-05

	cg09037630
	6
	-
	31528239
	rs2857602
	6
	31533378
	G
	A
	-1.86005
	0.251665
	1.47E-13
	-1.36727
	0.326789
	2.87E-05
	2
	0.00785325
	0.003741808

	cg06632549
	6
	-
	31529993
	rs138240887
	6
	31530873
	A
	G
	-0.409338
	0.0560482
	2.83E-13
	-0.413428
	0.0544006
	2.99E-14
	2
	1.39637
	3.85E-11

	cg20330447
	6
	LTA
	31539539
	rs2251824
	6
	31511857
	A
	G
	0.800355
	0.170859
	2.81E-06
	0.800355
	0.170859
	2.81E-06
	1
	0.0269528
	0.000559391

	cg10995925
	6
	LTA
	31539601
	rs2229094
	6
	31540556
	C
	T
	0.525959
	0.0942108
	2.37E-08
	0.706929
	0.186559
	0.000151118
	3
	0.0904309
	0.014453548

	cg14441276
	6
	LTA
	31539735
	rs2229094
	6
	31540556
	C
	T
	0.544614
	0.0975523
	2.37E-08
	0.467826
	0.1101
	2.15E-05
	2
	0.100946
	0.002918372

	cg16280132
	6
	LTA
	31540459
	rs2844484
	6
	31536224
	A
	G
	0.278481
	0.0375482
	1.21E-13
	0.337555
	0.0957591
	0.000423502
	5
	0.403482
	0.03249262

	cg03599224
	6
	LTA
	31541349
	rs1121800
	6
	31535074
	A
	T
	0.618793
	0.0833642
	1.16E-13
	0.641812
	0.0788467
	4.00E-16
	3
	0.0775426
	8.64E-13

	cg21370522
	6
	TNF
	31543219
	rs3093991
	6
	31491467
	C
	A
	0.99911
	0.140847
	1.32E-12
	0.874418
	0.163016
	8.16E-08
	2
	0.0501692
	2.60E-05

	cg01569083
	6
	TNF
	31543289
	rs3093991
	6
	31491467
	C
	A
	1.00507
	0.141687
	1.32E-12
	1.09728
	0.181845
	1.60E-09
	2
	0.0392822
	8.39E-07

	cg12681001
	6
	TNF
	31543540
	rs2844484
	6
	31536224
	A
	G
	0.7602
	0.102499
	1.21E-13
	0.794922
	0.109232
	3.43E-13
	4
	0.283175
	3.66E-10

	cg21222743
	6
	TNF
	31543545
	rs2844484
	6
	31536224
	A
	G
	0.683055
	0.0920976
	1.21E-13
	0.625049
	0.0942934
	3.40E-11
	6
	0.855919
	2.87E-08

	cg10717214
	6
	TNF
	31543557
	rs1121800
	6
	31535074
	A
	T
	0.660433
	0.088974
	1.16E-13
	0.875158
	0.0974123
	2.65E-19
	6
	0.285614
	7.80E-16

	cg04425624
	6
	TNF
	31543565
	rs2844484
	6
	31536224
	A
	G
	0.744957
	0.100444
	1.21E-13
	0.688985
	0.099143
	3.69E-12
	4
	0.680715
	3.32E-09

	cg10650821
	6
	TNF
	31543686
	rs1121800
	6
	31535074
	A
	T
	0.74994
	0.101032
	1.16E-13
	0.950163
	0.157985
	1.81E-09
	2
	0.174533
	9.42E-07

	cg09637172
	6
	TNF
	31545252
	rs2844484
	6
	31536224
	A
	G
	0.918831
	0.123888
	1.21E-13
	0.918831
	0.123888
	1.21E-13
	1
	0.0313065
	1.41E-10

	cg05952498
	6
	TNF
	31545257
	rs2844484
	6
	31536224
	A
	G
	1.10331
	0.148761
	1.21E-13
	1.10331
	0.148761
	1.21E-13
	1
	0.021684
	1.41E-10

	cg15989608
	6
	TNF
	31545321
	rs2844484
	6
	31536224
	A
	G
	0.751876
	0.101377
	1.21E-13
	0.751876
	0.101377
	1.21E-13
	1
	0.0468068
	1.41E-10

	cg26736341
	6
	TNF
	31545342
	rs2844484
	6
	31536224
	A
	G
	0.730745
	0.0985277
	1.21E-13
	0.730745
	0.0985277
	1.21E-13
	1
	0.049558
	1.41E-10

	cg04472685
	6
	TNF
	31545473
	rs3135042
	6
	31532254
	G
	A
	0.756892
	0.102199
	1.31E-13
	0.756892
	0.102199
	1.31E-13
	1
	0.0460427
	1.51E-10

	cg02137984
	6
	TNF
	31545898
	rs2844484
	6
	31536224
	A
	G
	0.697227
	0.0940084
	1.21E-13
	0.697227
	0.0940084
	1.21E-13
	1
	0.054446
	1.41E-10

	cg06825478
	6
	TNF
	31546067
	rs2857710
	6
	31532553
	C
	T
	0.998314
	0.134755
	1.29E-13
	0.998314
	0.134755
	1.29E-13
	1
	0.0264462
	1.49E-10

	cg17755321
	6
	TNF
	31546085
	rs1121800
	6
	31535074
	A
	T
	0.972928
	0.131074
	1.16E-13
	0.972928
	0.131074
	1.16E-13
	1
	0.0279617
	1.41E-10

	cg02581828
	6
	-
	31546769
	rs2516391
	6
	31529335
	T
	G
	1.87315
	0.253013
	1.34E-13
	1.72358
	0.393711
	1.20E-05
	1
	0.00299695
	0.001792766

	cg24540603
	6
	-
	31547917
	rs2523500
	6
	31518354
	G
	A
	0.986188
	0.129068
	2.18E-14
	0.986188
	0.129068
	2.18E-14
	1
	0.0303925
	2.85E-11

	cg23204396
	6
	-
	31548107
	rs2523500
	6
	31518354
	G
	A
	0.5579
	0.0730156
	2.18E-14
	0.435327
	0.0906399
	1.57E-06
	5
	0.220258
	0.000340966

	cg26311932
	6
	LTB
	31549563
	rs2523500
	6
	31518354
	G
	A
	1.12411
	0.14712
	2.18E-14
	1.12411
	0.14712
	2.18E-14
	1
	0.0233799
	2.85E-11

	cg26724726
	6
	LTB
	31549853
	rs2844484
	6
	31536224
	A
	G
	0.883792
	0.119163
	1.21E-13
	0.828082
	0.109627
	4.27E-14
	2
	0.0608163
	5.36E-11

	cg06526741
	6
	LTB
	31549929
	rs2857602
	6
	31533378
	G
	A
	1.20257
	0.162709
	1.47E-13
	1.20257
	0.162709
	1.47E-13
	1
	0.0181162
	1.67E-10

	cg19279042
	6
	LTB
	31550090
	rs2256965
	6
	31555130
	A
	G
	0.643077
	0.164086
	8.89E-05
	0.643077
	0.164086
	8.89E-05
	1
	0.0169456
	0.009419692

	cg02249390
	6
	LTB
	31550612
	rs2844484
	6
	31536224
	A
	G
	1.16151
	0.156608
	1.21E-13
	1.16151
	0.156608
	1.21E-13
	1
	0.0195561
	1.41E-10

	cg06887580
	6
	LTB
	31550699
	rs2516479
	6
	31528326
	G
	C
	1.02429
	0.139332
	1.98E-13
	1.4149
	0.290448
	1.11E-06
	2
	0.0686239
	0.000255112

	cg16795830
	6
	LST1
	31554199
	rs148280868
	6
	31362214
	A
	G
	0.793262
	0.16342
	1.21E-06
	0.798323
	0.15109
	1.27E-07
	2
	0.238705
	3.78E-05

	cg09531959
	6
	LST1
	31554558
	rs2523500
	6
	31518354
	G
	A
	2.00589
	0.262522
	2.18E-14
	1.1152
	0.284551
	8.89E-05
	1
	0.00557719
	0.009419692

	cg15343510
	6
	AIF1
	31582285
	rs9267551
	6
	31697957
	C
	G
	0.309835
	0.0264113
	9.08E-32
	0.32343
	0.0738666
	1.20E-05
	9
	2.93352
	0.001789644

	cg14694191
	6
	AIF1
	31582340
	rs45593732
	6
	31583725
	T
	C
	0.416834
	0.0598864
	3.41E-12
	0.419085
	0.0563733
	1.06E-13
	2
	1.2881
	1.30E-10

	cg01674119
	6
	AIF1
	31583231
	rs45593732
	6
	31583725
	T
	C
	1.53987
	0.221233
	3.41E-12
	1.42978
	0.229685
	4.84E-10
	1
	0.0985061
	2.89E-07

	cg21440587
	6
	AIF1
	31583458
	rs45593732
	6
	31583725
	T
	C
	0.42052
	0.0604158
	3.41E-12
	0.425915
	0.0670364
	2.11E-10
	3
	1.26401
	1.41E-07

	cg17478749
	6
	SNORA38
	31589365
	rs2763981
	6
	31840021
	T
	A
	1.35414
	0.134191
	6.17E-24
	1.00655
	0.100734
	1.68E-23
	3
	0.0914313
	9.40E-20

	cg02054431
	6
	SNORA38
	31589593
	rs77874906
	6
	32054884
	C
	G
	1.12229
	0.225038
	6.14E-07
	1.12229
	0.225038
	6.14E-07
	1
	0.0378436
	0.000152418

	cg16932560
	6
	SNORA38
	31589994
	rs45593732
	6
	31583725
	T
	C
	1.28282
	0.184302
	3.41E-12
	1.24252
	0.178325
	3.24E-12
	2
	0.140708
	2.94E-09

	cg11643442
	6
	SNORA38
	31590513
	rs45593732
	6
	31583725
	T
	C
	1.05995
	0.152282
	3.41E-12
	1.05052
	0.143106
	2.14E-13
	2
	0.199603
	2.36E-10

	cg16291917
	6
	SNORA38
	31590576
	rs204991
	6
	32161366
	C
	T
	0.897644
	0.242503
	0.000214321
	0.897644
	0.242503
	0.000214321
	1
	0.0120794
	0.019059303

	cg25626453
	6
	BAT2
	31599526
	rs56229298
	6
	31751517
	A
	C
	0.565752
	0.102362
	3.27E-08
	0.565752
	0.102362
	3.27E-08
	1
	0.903819
	1.19E-05

	cg11154666
	6
	BAT2
	31599532
	rs56229298
	6
	31751517
	A
	C
	0.496765
	0.0898805
	3.27E-08
	0.496765
	0.0898805
	3.27E-08
	1
	1.17415
	1.19E-05

	cg03691635
	6
	BAT2
	31599537
	rs139010734
	6
	31974014
	T
	C
	0.515184
	0.103757
	6.87E-07
	0.515184
	0.103757
	6.87E-07
	1
	0.929524
	0.000166977

	cg15685889
	6
	BAT2
	31599613
	rs56229298
	6
	31751517
	A
	C
	0.430384
	0.0778702
	3.27E-08
	0.430384
	0.0778702
	3.27E-08
	1
	1.56624
	1.19E-05

	cg22954787
	6
	BAT2
	31599631
	rs56229298
	6
	31751517
	A
	C
	0.650449
	0.117687
	3.27E-08
	0.650449
	0.117687
	3.27E-08
	1
	0.682217
	1.19E-05

	cg00180097
	6
	BAT2
	31601157
	rs805257
	6
	31634193
	G
	A
	-0.705134
	0.0755993
	1.10E-20
	-0.707032
	0.0732778
	5.07E-22
	2
	0.087704
	1.79E-18

	cg11234172
	6
	BAT2
	31601179
	rs805257
	6
	31634193
	G
	A
	1.35097
	0.144841
	1.10E-20
	1.13929
	0.185288
	7.84E-10
	1
	0.0139337
	4.37E-07

	cg07827717
	6
	BAT2
	31602599
	rs805257
	6
	31634193
	G
	A
	-1.63491
	0.175283
	1.10E-20
	-1.38089
	0.219849
	3.38E-10
	1
	0.0101859
	2.12E-07

	cg16793622
	6
	BAT2
	31602975
	rs2844465
	6
	31601022
	C
	T
	-1.74558
	0.191288
	7.26E-20
	-1.4068
	0.227146
	5.91E-10
	1
	0.00929508
	3.40E-07

	cg17006042
	6
	BAT3
	31620002
	rs805303
	6
	31616366
	A
	G
	0.633931
	0.0697207
	9.83E-20
	0.786958
	0.167997
	2.81E-06
	4
	0.126412
	0.000559391

	cg08885659
	6
	BAT3
	31620042
	rs707939
	6
	31726688
	A
	C
	1.10541
	0.256636
	1.65E-05
	1.10541
	0.256636
	1.65E-05
	1
	0.00736599
	0.002347782

	cg11075148
	6
	APOM
	31625404
	rs805269
	6
	31644282
	G
	A
	0.543289
	0.137595
	7.87E-05
	0.543289
	0.137595
	7.87E-05
	1
	0.167054
	0.008509867

	cg22423207
	6
	APOM
	31625421
	rs805269
	6
	31644282
	G
	A
	0.434303
	0.109993
	7.87E-05
	0.434303
	0.109993
	7.87E-05
	1
	0.261892
	0.008509867

	cg00812578
	6
	APOM
	31625701
	rs805269
	6
	31644282
	G
	A
	0.5459
	0.138256
	7.87E-05
	0.5459
	0.138256
	7.87E-05
	1
	0.165451
	0.008509867

	cg03228773
	6
	C6orf47
	31627511
	rs2507957
	6
	31580245
	A
	G
	-0.0208845
	0.0981381
	0.8314771
	-0.410228
	0.103588
	7.49E-05
	3
	0.359167
	0.008146238

	cg03597243
	6
	C6orf47
	31628156
	rs805263
	6
	31628113
	C
	A
	-0.645651
	0.16869
	0.000129529
	-0.602335
	0.143142
	2.58E-05
	2
	0.178281
	0.003420975

	cg16197684
	6
	BAT4
	31630819
	rs14365
	6
	31635710
	C
	T
	0.622713
	0.0520153
	5.15E-33
	0.612618
	0.0581781
	6.42E-26
	3
	0.262708
	4.01E-22

	cg10813233
	6
	BAT4
	31633135
	rs12529661
	6
	31663785
	T
	A
	0.386356
	0.0321649
	3.18E-33
	0.295638
	0.072901
	5.01E-05
	7
	1.20813
	0.00585463

	cg21112943
	6
	BAT4
	31633196
	rs2077102
	6
	31611840
	A
	C
	-1.24004
	0.103385
	3.92E-33
	-1.19937
	0.110265
	1.52E-27
	1
	0.0656509
	9.83E-24

	cg27137280
	6
	BAT4
	31634141
	rs805257
	6
	31634193
	G
	A
	-1.78183
	0.191035
	1.10E-20
	-1.22977
	0.200004
	7.84E-10
	1
	0.0119534
	4.37E-07

	cg04465120
	6
	CSNK2B
	31635200
	rs35149168
	6
	31635198
	C
	T
	-1.48003
	0.131647
	2.59E-29
	-1.3743
	0.171727
	1.23E-15
	1
	0.114725
	2.26E-12

	cg12032533
	6
	CSNK2B
	31635781
	rs14365
	6
	31635710
	C
	T
	0.894457
	0.074714
	5.15E-33
	0.782393
	0.205485
	0.000140401
	3
	0.166044
	0.013647417

	cg20281729
	6
	CSNK2B
	31635914
	rs14365
	6
	31635710
	C
	T
	0.591512
	0.049409
	5.15E-33
	0.576241
	0.08008
	6.25E-13
	5
	0.30497
	6.30E-10

	cg07732471
	6
	CSNK2B
	31635946
	rs14365
	6
	31635710
	C
	T
	0.43142
	0.0360366
	5.15E-33
	0.4304
	0.0536645
	1.07E-15
	6
	0.670604
	2.01E-12

	cg23817343
	6
	CSNK2B
	31636140
	rs3130487
	6
	31723389
	C
	T
	-2.65942
	0.226865
	1.01E-31
	-1.27563
	0.261722
	1.10E-06
	1
	0.00984126
	0.000252197

	cg03337084
	6
	LY6G5C
	31646061
	rs14365
	6
	31635710
	C
	T
	-1.074
	0.0897113
	5.15E-33
	-0.996786
	0.217794
	4.73E-06
	2
	0.095815
	0.000860158

	cg24768187
	6
	LY6G5C
	31646077
	rs7029
	6
	31629953
	G
	A
	-0.871562
	0.0778741
	4.58E-29
	-0.834954
	0.0980398
	1.67E-17
	3
	0.126038
	4.43E-14

	cg00621943
	6
	LY6G5C
	31646236
	rs14365
	6
	31635710
	C
	T
	-1.55667
	0.130029
	5.15E-33
	-1.25682
	0.157318
	1.37E-15
	1
	0.0240095
	2.47E-12

	cg27334499
	6
	LY6G5C
	31646366
	rs59345959
	6
	31630665
	A
	G
	0.680683
	0.0567032
	3.48E-33
	0.688853
	0.0556822
	3.87E-35
	2
	0.282325
	6.27E-31

	cg17187990
	6
	LY6G5C
	31646377
	rs59345959
	6
	31630665
	A
	G
	1.5592
	0.129886
	3.48E-33
	1.32336
	0.169158
	5.20E-15
	1
	0.0344604
	7.59E-12

	cg20543183
	6
	LY6G5C
	31648146
	rs707918
	6
	31654732
	A
	T
	1.06727
	0.0949738
	2.74E-29
	0.974282
	0.179021
	5.27E-08
	2
	0.0787923
	1.83E-05

	cg09993780
	6
	LY6G5C
	31648544
	rs7029
	6
	31629953
	G
	A
	0.719545
	0.0642914
	4.58E-29
	0.694594
	0.130694
	1.07E-07
	2
	0.140399
	3.28E-05

	cg03588325
	6
	LY6G5C
	31648948
	rs4569
	6
	31637807
	T
	C
	1.8131
	0.161324
	2.70E-29
	1.41003
	0.209519
	1.71E-11
	1
	0.0148794
	1.47E-08

	cg02683578
	6
	LY6G5C
	31649432
	rs7992
	6
	31630241
	T
	C
	-2.07426
	0.185276
	4.40E-29
	-1.34921
	0.217846
	5.91E-10
	1
	0.0101135
	3.40E-07

	cg26450717
	6
	-
	31650835
	rs7992
	6
	31630241
	T
	C
	-0.256581
	0.0229182
	4.40E-29
	-0.265221
	0.0781214
	0.000686428
	13
	3.11087
	0.047113314

	cg01297670
	6
	-
	31651070
	rs7992
	6
	31630241
	T
	C
	-0.24268
	0.0216765
	4.40E-29
	-0.265235
	0.0745831
	0.000376293
	14
	3.56728
	0.029843457

	cg13740929
	6
	-
	31651291
	rs7992
	6
	31630241
	T
	C
	-0.248607
	0.0222059
	4.40E-29
	-0.250584
	0.0691657
	0.000291334
	12
	2.72954
	0.024257941

	cg02446869
	6
	-
	31654389
	rs14365
	6
	31635710
	C
	T
	-2.07458
	0.173289
	5.15E-33
	-1.19648
	0.296465
	5.44E-05
	1
	0.0158016
	0.006285763

	cg06151074
	6
	BAT5
	31669888
	rs7029
	6
	31629953
	G
	A
	1.98152
	0.177049
	4.58E-29
	1.43404
	0.218369
	5.16E-11
	1
	0.0138115
	4.18E-08

	cg14986464
	6
	BAT5
	31669902
	rs7029
	6
	31629953
	G
	A
	1.6926
	0.151234
	4.58E-29
	1.38101
	0.205208
	1.71E-11
	1
	0.0155171
	1.47E-08

	cg27198696
	6
	LY6G6E
	31680112
	rs6905572
	6
	31731881
	T
	C
	-1.0583
	0.135276
	5.20E-15
	-1.02968
	0.124511
	1.36E-16
	2
	0.0595939
	3.02E-13

	cg14258501
	6
	LY6G6E
	31680228
	rs2763979
	6
	31794592
	T
	C
	-0.777957
	0.106669
	3.05E-13
	-0.777957
	0.106669
	3.05E-13
	1
	0.0429886
	3.27E-10

	cg14437986
	6
	C6orf25
	31691035
	rs9267551
	6
	31697957
	C
	G
	-2.01846
	0.172059
	9.08E-32
	-1.05545
	0.230997
	4.90E-06
	3
	0.029967
	0.000887217

	cg15973098
	6
	C6orf25
	31691252
	rs9267551
	6
	31697957
	C
	G
	-1.8086
	0.154171
	9.08E-32
	-1.16857
	0.116226
	8.98E-24
	3
	0.0370571
	5.20E-20

	cg13318914
	6
	DDAH2
	31695061
	rs2524112
	6
	31231780
	G
	A
	-1.22404
	0.275893
	9.14E-06
	-1.22404
	0.275893
	9.14E-06
	1
	0.00625351
	0.001442072

	cg25953692
	6
	DDAH2
	31695415
	rs9267551
	6
	31697957
	C
	G
	-1.94916
	0.166153
	9.08E-32
	-0.896879
	0.183922
	1.08E-06
	2
	0.0283506
	0.000249488

	cg03900314
	6
	DDAH2
	31695552
	rs9267576
	6
	31812038
	T
	G
	-2.21385
	0.189752
	1.93E-31
	-1.25936
	0.222641
	1.55E-08
	1
	0.0138815
	6.24E-06

	cg13597051
	6
	DDAH2
	31695599
	rs9267551
	6
	31697957
	C
	G
	-2.4243
	0.206655
	9.08E-32
	-1.15727
	0.246743
	2.73E-06
	1
	0.013527
	0.000553063

	cg08021615
	6
	DDAH2
	31696161
	rs3115669
	6
	31619024
	T
	G
	-2.58002
	0.21702
	1.40E-32
	-1.51185
	0.193948
	6.49E-15
	2
	0.0150193
	9.22E-12

	cg21286967
	6
	DDAH2
	31696710
	rs521977
	6
	31836827
	T
	G
	0.888256
	0.0810153
	5.83E-28
	0.744894
	0.186079
	6.25E-05
	6
	0.170549
	0.006980906

	cg19334030
	6
	DDAH2
	31697106
	rs805826
	6
	31724219
	C
	G
	1.57162
	0.196721
	1.37E-15
	1.2585
	0.203201
	5.91E-10
	1
	0.0116376
	3.40E-07

	cg24108149
	6
	DDAH2
	31697559
	rs1144708
	6
	31710020
	T
	C
	-0.389455
	0.0628825
	5.91E-10
	-0.370904
	0.0741303
	5.64E-07
	2
	0.129972
	0.000141362

	cg11261908
	6
	DDAH2
	31697955
	rs3130487
	6
	31723389
	C
	T
	-1.4884
	0.12697
	1.01E-31
	-1.01939
	0.14837
	6.43E-12
	1
	0.0396166
	5.67E-09

	cg15264752
	6
	DDAH2
	31697973
	rs3130071
	6
	31594628
	T
	A
	0.814826
	0.0704289
	6.05E-31
	0.763828
	0.160856
	2.05E-06
	4
	0.258114
	0.000431957

	cg09684381
	6
	DDAH2
	31697988
	rs3130487
	6
	31723389
	C
	T
	-1.00513
	0.0857439
	1.01E-31
	-0.986407
	0.0898441
	4.94E-28
	2
	0.167496
	3.81E-24

	cg02257681
	6
	DDAH2
	31698002
	rs3130487
	6
	31723389
	C
	T
	0.744679
	0.0635257
	1.01E-31
	0.702974
	0.201081
	0.000472423
	2
	0.305275
	0.035258478

	cg00608605
	6
	DDAH2
	31698109
	rs805294
	6
	31688217
	G
	A
	-1.17545
	0.191168
	7.84E-10
	-1.17545
	0.191168
	7.84E-10
	1
	0.0130942
	4.37E-07

	cg00124375
	6
	DDAH2
	31698218
	rs805826
	6
	31724219
	C
	G
	0.729305
	0.091288
	1.37E-15
	0.949467
	0.184725
	2.75E-07
	4
	0.109487
	7.47E-05

	cg17983217
	6
	DDAH2
	31698223
	rs805826
	6
	31724219
	C
	G
	1.0536
	0.131881
	1.37E-15
	0.94106
	0.257319
	0.000255075
	2
	0.0406632
	0.0217986

	cg18055007
	6
	DDAH2
	31698226
	rs805826
	6
	31724219
	C
	G
	0.9964
	0.124721
	1.37E-15
	1.05852
	0.125144
	2.75E-17
	2
	0.0476044
	6.95E-14

	cg12506597
	6
	CLIC1
	31699709
	rs3130486
	6
	31722780
	T
	C
	-0.781613
	0.181227
	1.61E-05
	-0.937897
	0.266982
	0.000443225
	2
	0.0229428
	0.033576809

	cg16460356
	6
	MSH5
	31707744
	rs3131382
	6
	31707730
	T
	C
	0.73245
	0.0912945
	1.04E-15
	0.73245
	0.0912945
	1.04E-15
	1
	0.252812
	1.99E-12

	cg03605661
	6
	MSH5
	31707750
	rs3131382
	6
	31707730
	T
	C
	0.556718
	0.0693908
	1.04E-15
	0.556718
	0.0693908
	1.04E-15
	1
	0.437856
	1.99E-12

	cg11431101
	6
	C6orf26
	31731874
	rs6905572
	6
	31731881
	T
	C
	-1.59102
	0.203371
	5.20E-15
	-1.47298
	0.219163
	1.82E-11
	1
	0.0178071
	1.56E-08

	cg18997124
	6
	C6orf27
	31740268
	rs2596503
	6
	31320810
	A
	G
	-1.37559
	0.267838
	2.81E-07
	-1.37559
	0.267838
	2.81E-07
	1
	0.0105586
	7.58E-05

	cg12988118
	6
	C6orf27
	31744524
	rs707929
	6
	31742067
	G
	A
	0.829989
	0.132141
	3.38E-10
	0.845153
	0.10907
	9.37E-15
	2
	0.0491188
	1.29E-11

	cg23916646
	6
	C6orf27
	31744545
	rs707929
	6
	31742067
	G
	A
	0.706632
	0.112502
	3.38E-10
	0.804933
	0.172173
	2.94E-06
	2
	0.051817
	0.000581425

	cg12383352
	6
	C6orf27
	31744612
	rs707928
	6
	31742590
	G
	A
	0.652516
	0.105386
	5.98E-10
	0.754212
	0.191327
	8.08E-05
	2
	0.0570355
	0.008690751

	cg11228624
	6
	VARS
	31748762
	rs494718
	6
	31772516
	A
	G
	-1.02431
	0.129913
	3.19E-15
	-1.02431
	0.129913
	3.19E-15
	1
	0.0464639
	5.11E-12

	cg00649734
	6
	VARS
	31750470
	rs9469060
	6
	31804715
	A
	T
	0.648295
	0.162106
	6.36E-05
	0.648295
	0.162106
	6.36E-05
	1
	0.164682
	0.007075347

	cg00202479
	6
	VARS
	31760383
	rs204991
	6
	32161366
	C
	T
	0.862449
	0.232995
	0.000214321
	0.862449
	0.232995
	0.000214321
	1
	0.0130975
	0.019059303

	cg26346875
	6
	VARS
	31762719
	rs7451017
	6
	31820659
	T
	C
	-1.85796
	0.153222
	7.94E-34
	-1.04572
	0.163366
	1.55E-10
	1
	0.0224144
	1.07E-07

	cg13014333
	6
	VARS
	31762776
	rs1043618
	6
	31783507
	C
	G
	-0.705912
	0.105996
	2.76E-11
	-0.705912
	0.105996
	2.76E-11
	1
	0.0421496
	2.35E-08

	cg15665090
	6
	HSPA1L
	31778371
	rs2227956
	6
	31778272
	G
	A
	3.5877
	0.299014
	3.73E-33
	1.65773
	0.31382
	1.28E-07
	1
	0.00760268
	3.80E-05

	cg26170066
	6
	HSPA1B
	31794759
	rs707928
	6
	31742590
	G
	A
	1.18694
	0.1917
	5.98E-10
	1.18694
	0.1917
	5.98E-10
	1
	0.013408
	3.42E-07

	cg21080034
	6
	HSPA1B
	31797874
	rs3115673
	6
	31810085
	T
	G
	0.655705
	0.076373
	9.16E-18
	0.421363
	0.109994
	0.000127772
	6
	0.870052
	0.012661338

	cg17354785
	6
	-
	31798069
	rs2261033
	6
	31603591
	A
	G
	-1.88841
	0.207834
	1.04E-19
	-1.44214
	0.220743
	6.47E-11
	2
	0.0174568
	5.02E-08

	cg06804823
	6
	-
	31798635
	rs2261033
	6
	31603591
	A
	G
	-0.374208
	0.0411844
	1.04E-19
	-0.278027
	0.0816464
	0.000661109
	12
	2.49849
	0.045758525

	cg16656520
	6
	-
	31800885
	rs1265944
	6
	31816497
	C
	T
	-0.571042
	0.0664251
	8.30E-18
	-0.340702
	0.093712
	0.000277376
	7
	0.596954
	0.023396157

	cg06482498
	6
	C6orf48
	31802029
	rs614549
	6
	31840625
	G
	A
	-1.10007
	0.218294
	4.68E-07
	-1.10007
	0.218294
	4.68E-07
	1
	0.0101452
	0.000119418

	cg03446203
	6
	C6orf48
	31802173
	rs3130486
	6
	31722780
	T
	C
	1.07452
	0.249141
	1.61E-05
	1.07452
	0.249141
	1.61E-05
	1
	0.00901299
	0.002295117

	cg02522311
	6
	C6orf48
	31802286
	rs6905572
	6
	31731881
	T
	C
	1.03105
	0.131792
	5.20E-15
	1.03105
	0.131792
	5.20E-15
	1
	0.0568862
	7.59E-12

	cg27349795
	6
	C6orf48
	31802397
	rs6905572
	6
	31731881
	T
	C
	0.558853
	0.0714349
	5.20E-15
	0.5877
	0.120718
	1.13E-06
	4
	0.261017
	0.000258024

	cg12678191
	6
	C6orf48
	31802415
	rs6905572
	6
	31731881
	T
	C
	1.22337
	0.156377
	5.20E-15
	1.22337
	0.156377
	5.20E-15
	1
	0.0403544
	7.59E-12

	cg26943082
	6
	C6orf48
	31802422
	rs6905572
	6
	31731881
	T
	C
	0.754832
	0.0964856
	5.20E-15
	0.754832
	0.0964856
	5.20E-15
	1
	0.106305
	7.59E-12

	cg19404977
	6
	C6orf48
	31802507
	rs6905572
	6
	31731881
	T
	C
	0.911396
	0.116498
	5.20E-15
	0.867412
	0.147095
	3.72E-09
	3
	0.0842745
	1.80E-06

	cg08566044
	6
	C6orf48
	31802711
	rs3749953
	6
	31713124
	G
	A
	1.45256
	0.185916
	5.64E-15
	1.22756
	0.197543
	5.18E-10
	1
	0.0319414
	3.08E-07

	cg20109054
	6
	C6orf48
	31804109
	rs4947253
	6
	31820159
	T
	C
	0.896703
	0.116148
	1.17E-14
	0.835614
	0.209765
	6.79E-05
	2
	0.0815442
	0.007464928

	cg01657995
	6
	C6orf48
	31804883
	rs6905572
	6
	31731881
	T
	C
	0.921802
	0.117828
	5.20E-15
	0.881107
	0.172877
	3.46E-07
	2
	0.0750487
	9.18E-05

	cg21116447
	6
	NEU1
	31831803
	rs182142262
	6
	31926690
	T
	G
	0.685177
	0.129481
	1.21E-07
	0.685177
	0.129481
	1.21E-07
	1
	0.567316
	3.69E-05

	cg25560247
	6
	NEU1
	31832173
	rs574914
	6
	31819376
	A
	G
	-0.802466
	0.0951024
	3.27E-17
	-0.802466
	0.0951024
	3.27E-17
	1
	0.0889882
	8.16E-14

	cg00031491
	6
	SLC44A4
	31837439
	rs2242664
	6
	31839331
	C
	T
	1.41391
	0.331572
	2.01E-05
	1.41391
	0.331572
	2.01E-05
	1
	0.00409845
	0.002747986

	cg18445760
	6
	SLC44A4
	31837445
	rs660550
	6
	31837277
	C
	A
	1.16477
	0.272095
	1.86E-05
	1.16477
	0.272095
	1.86E-05
	1
	0.00612498
	0.002598529

	cg10969178
	6
	SLC44A4
	31838402
	rs605203
	6
	31847012
	C
	A
	-1.74138
	0.218664
	1.69E-15
	-0.955646
	0.224106
	2.01E-05
	1
	0.00907532
	0.002747986

	cg25600103
	6
	SLC44A4
	31838413
	rs2242664
	6
	31839331
	C
	T
	-0.425601
	0.0998064
	2.01E-05
	-0.425601
	0.0998064
	2.01E-05
	1
	0.0461086
	0.002747986

	cg02252769
	6
	SLC44A4
	31838528
	rs2242664
	6
	31839331
	C
	T
	0.451367
	0.105849
	2.01E-05
	0.451367
	0.105849
	2.01E-05
	1
	0.0409852
	0.002747986

	cg27587935
	6
	SLC44A4
	31838724
	rs494620
	6
	31838713
	A
	G
	-0.442609
	0.0854619
	2.23E-07
	-0.442609
	0.0854619
	2.23E-07
	1
	0.063814
	6.18E-05

	cg05841219
	6
	SLC44A4
	31840947
	rs9267653
	6
	31840415
	T
	C
	1.38628
	0.216568
	1.55E-10
	1.38628
	0.216568
	1.55E-10
	1
	0.0126972
	1.07E-07

	cg26138846
	6
	SLC44A4
	31842729
	rs527254
	6
	31841641
	A
	G
	-0.782135
	0.176789
	9.69E-06
	-0.782135
	0.176789
	9.69E-06
	1
	0.0151923
	0.001518159

	cg11726150
	6
	SLC44A4
	31845172
	rs605203
	6
	31847012
	C
	A
	-1.03315
	0.129731
	1.69E-15
	-1.03315
	0.129731
	1.69E-15
	1
	0.031526
	2.97E-12

	cg09298971
	6
	SLC44A4
	31846249
	rs9267659
	6
	31846234
	A
	G
	0.440541
	0.0501681
	1.64E-18
	0.431304
	0.102553
	2.60E-05
	4
	0.357021
	0.003447059

	cg23798942
	6
	EHMT2
	31854251
	rs610265
	6
	31853873
	G
	A
	0.655931
	0.171534
	0.000131397
	0.655931
	0.171534
	0.000131397
	1
	0.0619979
	0.012871081

	cg12087303
	6
	EHMT2
	31854429
	rs6457457
	6
	31878108
	T
	C
	1.24575
	0.34391
	0.000292047
	1.24575
	0.34391
	0.000292047
	1
	0.0154688
	0.024265244

	cg13613346
	6
	EHMT2
	31855008
	rs144007819
	6
	31855008
	T
	C
	0.391305
	0.0645169
	1.32E-09
	0.36807
	0.106386
	0.000540726
	3
	3.16568
	0.039029747

	cg02917399
	6
	EHMT2
	31860203
	rs1265945
	6
	31861815
	G
	A
	2.26543
	0.284896
	1.86E-15
	1.28137
	0.257985
	6.82E-07
	1
	0.00756856
	0.000166169

	cg14862260
	6
	EHMT2
	31860279
	rs1265945
	6
	31861815
	G
	A
	1.52677
	0.192004
	1.86E-15
	0.957449
	0.195788
	1.01E-06
	1
	0.0122302
	0.000233572

	cg09832108
	6
	EHMT2
	31862925
	rs148571474
	6
	31672712
	T
	C
	-0.939391
	0.191198
	8.97E-07
	-0.939391
	0.191198
	8.97E-07
	1
	0.116141
	0.000212705

	cg22810281
	6
	EHMT2
	31863252
	rs605203
	6
	31847012
	C
	A
	1.29535
	0.162656
	1.69E-15
	1.29535
	0.162656
	1.69E-15
	1
	0.020022
	2.97E-12

	cg09578086
	6
	EHMT2
	31866778
	rs3132442
	6
	31839494
	C
	T
	-1.06198
	0.276204
	0.000120644
	-1.06198
	0.276204
	0.000120644
	1
	0.00588452
	0.01213054

	cg17177931
	6
	ZBTB12
	31870344
	rs3129897
	6
	32421469
	A
	G
	-1.19708
	0.340136
	0.000432584
	-1.19708
	0.340136
	0.000432584
	1
	0.00811339
	0.033002009

	cg07508649
	6
	-
	31873772
	rs1313996
	6
	31876042
	T
	A
	1.92219
	0.240767
	1.44E-15
	-0.874765
	0.220088
	7.05E-05
	1
	0.0122773
	0.007699253

	cg04945153
	6
	CFB
	31914068
	rs12614
	6
	31914179
	T
	C
	0.564005
	0.158096
	0.000360515
	0.564005
	0.158096
	0.000360515
	1
	0.054555
	0.028890524

	cg17335741
	6
	CFB
	31914265
	rs3020644
	6
	31894626
	G
	A
	-1.07089
	0.203624
	1.45E-07
	-1.07089
	0.203624
	1.45E-07
	1
	0.0112865
	4.24E-05

	cg08810053
	6
	RDBP
	31926072
	rs114408539
	6
	31879740
	A
	G
	-0.580912
	0.124884
	3.30E-06
	-0.580912
	0.124884
	3.30E-06
	1
	0.157005
	0.000634071

	cg13069441
	6
	STK19
	31939322
	rs2844514
	6
	31380340
	C
	T
	1.77417
	0.321881
	3.56E-08
	1.52932
	0.277625
	3.63E-08
	1
	0.00598986
	1.30E-05

	cg23760574
	6
	TNXB
	32038097
	rs17207951
	6
	32050653
	T
	C
	0.447254
	0.160086
	0.005208797
	0.502265
	0.133037
	0.000159823
	2
	0.0354017
	0.015037749

	cg24884217
	6
	TNXB
	32038155
	rs2523834
	6
	31109946
	A
	T
	-1.39415
	0.391799
	0.000373294
	-1.39415
	0.391799
	0.000373294
	1
	0.00321635
	0.029713922

	cg22056544
	6
	TNXB
	32038230
	rs17207951
	6
	32050653
	T
	C
	0.255096
	0.0913068
	0.005208797
	0.311012
	0.0889656
	0.000472601
	2
	0.0877111
	0.035258478

	cg23462632
	6
	TNXB
	32038881
	rs2857009
	6
	32019746
	C
	G
	0.228409
	0.0800495
	0.004326215
	0.266942
	0.0694658
	0.000121692
	2
	0.12641
	0.012178737

	cg00617292
	6
	TNXB
	32038958
	rs28361052
	6
	32032205
	C
	G
	0.248565
	0.0900746
	0.005788234
	0.296017
	0.0783041
	0.000156661
	2
	0.0982895
	0.014889319

	cg02927981
	6
	TNXB
	32042430
	rs3130286
	6
	32042322
	T
	C
	-1.10764
	0.19582
	1.55E-08
	-1.10764
	0.19582
	1.55E-08
	1
	0.0179894
	6.24E-06

	cg23164535
	6
	TNXB
	32044869
	rs9267798
	6
	32044834
	C
	G
	0.184411
	0.0344671
	8.80E-08
	0.268058
	0.0760039
	0.000420532
	8
	1.70729
	0.032310587

	cg07010582
	6
	TNXB
	32046308
	rs9332730
	6
	31912009
	C
	G
	1.21062
	0.272906
	9.17E-06
	1.21062
	0.272906
	9.17E-06
	1
	0.0307433
	0.001444474

	cg14737484
	6
	TNXB
	32054561
	rs2844452
	6
	31882024
	G
	A
	0.506776
	0.0988509
	2.95E-07
	0.588121
	0.121955
	1.42E-06
	4
	0.233686
	0.000314021

	cg02352370
	6
	TNXB
	32054845
	rs2844452
	6
	31882024
	G
	A
	0.397147
	0.0774669
	2.95E-07
	0.588854
	0.129303
	5.27E-06
	5
	0.235074
	0.000935129

	cg26346796
	6
	TNXB
	32054867
	rs2844452
	6
	31882024
	G
	A
	0.450589
	0.0878912
	2.95E-07
	0.474074
	0.130805
	0.000289835
	6
	0.341745
	0.024145494

	cg14161269
	6
	TNXB
	32054898
	rs79594290
	6
	32066320
	T
	C
	0.386682
	0.0795332
	1.16E-06
	0.405967
	0.107761
	0.000165081
	5
	0.583392
	0.015469635

	cg19609334
	6
	TNXB
	32056249
	rs3134954
	6
	32071893
	C
	T
	0.435541
	0.0376793
	6.82E-31
	0.38757
	0.0852512
	5.47E-06
	6
	0.906729
	0.000962366

	cg00169019
	6
	TNXB
	32056438
	rs2734325
	6
	31945646
	T
	C
	0.929695
	0.231002
	5.71E-05
	0.929695
	0.231002
	5.71E-05
	1
	0.0092934
	0.006536942

	cg21189146
	6
	TNXB
	32069841
	rs3134953
	6
	32109165
	G
	A
	-1.33874
	0.116104
	9.52E-31
	-1.22508
	0.141486
	4.83E-18
	1
	0.0426397
	1.35E-14

	cg14626759
	6
	TNXB
	32073962
	rs6457457
	6
	31878108
	T
	C
	1.05856
	0.292233
	0.000292047
	1.05856
	0.292233
	0.000292047
	1
	0.0214095
	0.024265244

	cg10736208
	6
	TNXB
	32078398
	rs3807039
	6
	32078373
	C
	A
	0.464997
	0.047859
	2.62E-22
	0.384186
	0.111509
	0.000570457
	6
	0.575371
	0.040601409

	cg05619785
	6
	TNXB
	32078574
	rs61745355
	6
	32021414
	T
	C
	1.21147
	0.225509
	7.80E-08
	1.21147
	0.225509
	7.80E-08
	1
	0.0899694
	2.52E-05

	cg19004565
	6
	ATF6B
	32086893
	rs10947341
	6
	32720632
	C
	T
	1.15376
	0.305877
	0.000162006
	1.15376
	0.305877
	0.000162006
	1
	0.00487532
	0.015225474

	cg08386009
	6
	ATF6B
	32094845
	rs204886
	6
	32029415
	T
	C
	0.984099
	0.189045
	1.94E-07
	0.984099
	0.189045
	1.94E-07
	1
	0.0128596
	5.53E-05

	cg02713232
	6
	ATF6B
	32096331
	rs115521560
	6
	32019382
	C
	A
	0.705842
	0.188536
	0.000181306
	0.705842
	0.188536
	0.000181306
	1
	0.100983
	0.016672671

	cg02287105
	6
	-
	32115284
	rs143384650
	6
	32056897
	C
	T
	0.469949
	0.0820827
	1.04E-08
	0.458557
	0.111301
	3.79E-05
	2
	1.59208
	0.00470954

	cg08505243
	6
	-
	32116112
	rs3131283
	6
	32119898
	T
	C
	-2.20332
	0.190117
	4.81E-31
	-1.38918
	0.217022
	1.55E-10
	1
	0.0126521
	1.07E-07

	cg26849331
	6
	PRRT1
	32116216
	rs521977
	6
	31836827
	T
	G
	-2.03718
	0.185805
	5.83E-28
	-1.28773
	0.263327
	1.01E-06
	1
	0.00672232
	0.000233572

	cg07241479
	6
	PRRT1
	32116225
	rs521977
	6
	31836827
	T
	G
	-2.4081
	0.219636
	5.83E-28
	-1.52037
	0.231346
	5.00E-11
	1
	0.00870059
	4.09E-08

	cg08376141
	6
	PRRT1
	32116591
	rs2227956
	6
	31778272
	G
	A
	-2.3198
	0.193341
	3.73E-33
	-1.35959
	0.212398
	1.55E-10
	1
	0.013208
	1.07E-07

	cg14644001
	6
	PRRT1
	32116653
	rs2227956
	6
	31778272
	G
	A
	-2.89494
	0.241276
	3.73E-33
	-1.28004
	0.261754
	1.01E-06
	1
	0.00680437
	0.000233572

	cg04630292
	6
	PRRT1
	32116994
	rs521977
	6
	31836827
	T
	G
	-1.48545
	0.135484
	5.83E-28
	-1.18012
	0.141519
	7.58E-17
	2
	0.0261956
	1.78E-13

	cg18501647
	6
	PRRT1
	32117379
	rs521977
	6
	31836827
	T
	G
	-1.91591
	0.174745
	5.83E-28
	-1.26146
	0.161215
	5.14E-15
	2
	0.0208634
	7.59E-12

	cg21241317
	6
	PPT2
	32122736
	rs3134604
	6
	32122386
	C
	G
	1.00675
	0.0937914
	7.22E-27
	0.943283
	0.192148
	9.16E-07
	2
	0.167215
	0.000216484

	cg27070869
	6
	PPT2
	32122779
	rs3117181
	6
	32071017
	C
	G
	1.74207
	0.150532
	5.83E-31
	1.12979
	0.167217
	1.42E-11
	2
	0.0293827
	1.25E-08

	cg00086577
	6
	PPT2
	32122894
	rs3134604
	6
	32122386
	C
	G
	0.507535
	0.0472835
	7.22E-27
	0.341875
	0.0993072
	0.000576251
	6
	1.02799
	0.040955786

	cg24509300
	6
	PPT2
	32123034
	rs3134604
	6
	32122386
	C
	G
	0.74211
	0.0691371
	7.22E-27
	0.737518
	0.0666131
	1.77E-28
	2
	0.28615
	1.43E-24

	cg17188367
	6
	RNF5P1
	32145165
	rs553108
	6
	31840455
	A
	G
	-1.61084
	0.227264
	1.37E-12
	-1.13118
	0.231314
	1.01E-06
	1
	0.0087373
	0.000233572

	cg18265845
	6
	RNF5
	32147440
	rs204993
	6
	32155581
	G
	A
	0.473814
	0.137128
	0.000549843
	0.473814
	0.137128
	0.000549843
	1
	0.0300453
	0.039546946

	cg09615020
	6
	RNF5
	32147753
	rs521977
	6
	31836827
	T
	G
	1.42096
	0.129601
	5.83E-28
	1.24309
	0.113458
	6.35E-28
	1
	0.0466256
	4.29E-24

	cg20638582
	6
	AGER
	32151457
	rs17201192
	6
	31786365
	T
	G
	-0.950585
	0.23159
	4.05E-05
	-0.950585
	0.23159
	4.05E-05
	1
	0.0796499
	0.004980647

	cg10017982
	6
	PBX2
	32155783
	rs204993
	6
	32155581
	G
	A
	-0.685246
	0.198319
	0.000549843
	-0.685246
	0.198319
	0.000549843
	1
	0.014287
	0.039546946

	cg16513215
	6
	GPSM3
	32164588
	rs9267797
	6
	32030700
	T
	C
	0.425617
	0.114055
	0.000190253
	0.431518
	0.110695
	9.69E-05
	2
	0.501867
	0.010170907

	cg15919612
	6
	NOTCH4
	32172681
	rs3128980
	6
	31402837
	A
	G
	-1.49982
	0.345425
	1.41E-05
	-1.49982
	0.345425
	1.41E-05
	1
	0.00382724
	0.002036952

	cg23089723
	6
	NOTCH4
	32178017
	rs28732208
	6
	32385119
	T
	C
	-0.974045
	0.245914
	7.47E-05
	-0.974045
	0.245914
	7.47E-05
	1
	0.0128685
	0.008132224

	cg23585168
	6
	NOTCH4
	32178215
	rs6913309
	6
	32339840
	A
	T
	-0.930874
	0.248644
	0.000181313
	-0.930874
	0.248644
	0.000181313
	1
	0.0095825
	0.016672671

	cg18943331
	6
	NOTCH4
	32179862
	rs3130285
	6
	32026257
	T
	C
	1.92355
	0.164686
	1.66E-31
	1.37816
	0.195392
	1.76E-12
	1
	0.0210802
	1.64E-09

	cg03145486
	6
	NOTCH4
	32180187
	rs3132946
	6
	32190028
	A
	G
	0.783697
	0.066366
	3.62E-32
	0.733766
	0.125482
	5.00E-09
	3
	0.299894
	2.37E-06

	cg16809040
	6
	NOTCH4
	32189610
	rs204990
	6
	32161430
	A
	C
	-0.466156
	0.126182
	0.000220551
	-0.466156
	0.126182
	0.000220551
	1
	0.0450107
	0.019485059

	cg14700707
	6
	NOTCH4
	32191840
	rs112496097
	6
	32194206
	A
	G
	0.534059
	0.0520275
	1.04E-24
	0.534171
	0.115839
	4.01E-06
	5
	0.913033
	0.000754996

	cg11720950
	6
	-
	32223114
	rs9268106
	6
	32247115
	T
	A
	-0.429237
	0.036969
	3.74E-31
	-0.402442
	0.106075
	0.000148318
	6
	0.914157
	0.014261488

	cg17990771
	6
	-
	32223226
	rs9268106
	6
	32247115
	T
	A
	-0.638292
	0.0549744
	3.74E-31
	-0.614632
	0.113333
	5.87E-08
	2
	0.395588
	1.97E-05

	cg19263700
	6
	-
	32223236
	rs9268106
	6
	32247115
	T
	A
	-0.432073
	0.0372133
	3.74E-31
	-0.407911
	0.0724945
	1.84E-08
	6
	0.949192
	7.24E-06

	cg01860396
	6
	C6orf10
	32264336
	rs1265756
	6
	32302672
	A
	G
	0.756215
	0.211185
	0.000342602
	0.756215
	0.211185
	0.000342602
	1
	0.0182347
	0.027605173

	cg23245898
	6
	C6orf10
	32269215
	rs6457530
	6
	32248176
	T
	C
	-0.535394
	0.123398
	1.43E-05
	-0.535394
	0.123398
	1.43E-05
	1
	0.0409064
	0.002062777

	cg10453756
	6
	C6orf10
	32272788
	rs3130331
	6
	32231483
	T
	C
	-0.783731
	0.177255
	9.81E-06
	-0.783731
	0.177255
	9.81E-06
	1
	0.01995
	0.001532181

	cg25809697
	6
	C6orf10
	32273347
	rs9268125
	6
	32252678
	C
	T
	-0.591017
	0.135302
	1.25E-05
	-0.497551
	0.128621
	0.000109619
	2
	0.0840683
	0.011205014

	cg06012932
	6
	C6orf10
	32274241
	rs3864303
	6
	32281621
	G
	A
	-0.540708
	0.124511
	1.41E-05
	-0.540708
	0.124511
	1.41E-05
	1
	0.039781
	0.002035354

	cg22499572
	6
	C6orf10
	32283840
	rs3096684
	6
	32234345
	T
	C
	0.647663
	0.146373
	9.66E-06
	0.647663
	0.146373
	9.66E-06
	1
	0.0292598
	0.0015151

	cg19721802
	6
	C6orf10
	32301389
	rs6913664
	6
	32295874
	C
	T
	-0.872432
	0.110686
	3.25E-15
	-0.872432
	0.110686
	3.25E-15
	1
	0.0368907
	5.17E-12

	cg13279700
	6
	C6orf10
	32313583
	rs3117132
	6
	32314483
	T
	C
	-0.689902
	0.0895402
	1.32E-14
	-0.689902
	0.0895402
	1.32E-14
	1
	0.0827106
	1.77E-11

	cg05198093
	6
	C6orf10
	32315772
	rs9268081
	6
	32234412
	G
	A
	-0.789947
	0.137659
	9.58E-09
	-0.789947
	0.137659
	9.58E-09
	1
	0.0278765
	4.29E-06

	cg25145195
	6
	C6orf10
	32340955
	rs9268406
	6
	32342129
	T
	C
	1.51187
	0.253158
	2.35E-09
	1.51187
	0.253158
	2.35E-09
	1
	0.00844612
	1.19E-06

	cg16487292
	6
	BTNL2
	32362551
	rs17202372
	6
	32361255
	G
	A
	-0.648058
	0.156003
	3.27E-05
	-0.648058
	0.156003
	3.27E-05
	1
	0.0357723
	0.004154028

	cg06557067
	6
	BTNL2
	32362593
	rs72847907
	6
	32359611
	G
	A
	0.702497
	0.191509
	0.000244321
	0.702497
	0.191509
	0.000244321
	1
	0.0228757
	0.021102054

	cg15585183
	6
	BTNL2
	32363325
	rs3817981
	6
	32360945
	C
	T
	-0.647666
	0.155117
	2.98E-05
	-0.647666
	0.155117
	2.98E-05
	1
	0.0362981
	0.003859775

	cg03371894
	6
	BTNL2
	32363875
	rs9268491
	6
	32374131
	G
	C
	-0.636219
	0.0979846
	8.45E-11
	-0.636219
	0.0979846
	8.45E-11
	1
	0.0552531
	6.29E-08

	cg12486993
	6
	BTNL2
	32364862
	rs3817963
	6
	32368087
	C
	T
	0.578375
	0.0917894
	2.97E-10
	0.578375
	0.0917894
	2.97E-10
	1
	0.0621643
	1.92E-07

	cg17232583
	6
	BTNL2
	32369227
	rs6457592
	6
	32425983
	T
	C
	-1.39335
	0.144444
	5.19E-22
	-0.591605
	0.135846
	1.33E-05
	2
	0.0534133
	0.001931415

	cg18104646
	6
	BTNL2
	32371235
	rs9268482
	6
	32367777
	T
	A
	1.24651
	0.191728
	8.00E-11
	1.24651
	0.191728
	8.00E-11
	1
	0.0143035
	6.00E-08

	cg15319032
	6
	BTNL2
	32371506
	rs3763313
	6
	32376471
	C
	A
	1.38161
	0.105026
	1.65E-39
	0.526208
	0.120194
	1.20E-05
	2
	0.0963968
	0.001792743

	cg21171279
	6
	BTNL2
	32372943
	rs73400865
	6
	32372032
	G
	A
	-0.929173
	0.0714268
	1.13E-38
	-0.929173
	0.0714268
	1.13E-38
	1
	0.291052
	4.59E-34

	cg16615014
	6
	-
	32381420
	rs9268521
	6
	32381374
	C
	G
	0.322992
	0.0479203
	1.59E-11
	0.299657
	0.0876599
	0.000630005
	4
	0.350462
	0.044004519

	cg18670258
	6
	-
	32383424
	rs3135358
	6
	32390748
	T
	C
	0.583139
	0.123722
	2.44E-06
	0.583139
	0.123722
	2.44E-06
	1
	0.0563478
	0.000503971

	cg26928531
	6
	HLA-DRA
	32407714
	rs9268543
	6
	32384801
	T
	A
	-2.32956
	0.322627
	5.21E-13
	-1.71644
	0.36281
	2.24E-06
	1
	0.00632045
	0.000466194

	cg15591384
	6
	HLA-DRB6
	32525960
	rs477515
	6
	32569691
	A
	G
	0.387521
	0.0467296
	1.12E-16
	0.387521
	0.0467296
	1.12E-16
	1
	0.226217
	2.52E-13

	cg15982117
	6
	HLA-DRB1
	32552106
	rs3129865
	6
	32404048
	G
	C
	0.343366
	0.0290212
	2.76E-32
	0.275033
	0.072428
	0.000146311
	11
	3.20878
	0.014093622

	cg01745539
	6
	HLA-DQB1
	32632331
	rs3129720
	6
	32663631
	T
	C
	-0.379256
	0.0269233
	4.80E-45
	-0.276021
	0.0792924
	0.000499549
	9
	2.38181
	0.037013438

	cg10180404
	6
	HLA-DQB1
	32632334
	rs3129720
	6
	32663631
	T
	C
	-0.389724
	0.0276665
	4.80E-45
	-0.268875
	0.0793976
	0.000708152
	9
	2.45495
	0.048277338

	cg05341252
	6
	HLA-DQB1
	32632715
	rs3134968
	6
	32674059
	A
	G
	0.367365
	0.0274627
	8.58E-41
	0.366151
	0.063666
	8.89E-09
	11
	2.55058
	4.03E-06

	cg03202060
	6
	HLA-DQB1
	32633015
	rs3129720
	6
	32663631
	T
	C
	0.3474
	0.0246619
	4.80E-45
	0.339016
	0.0946079
	0.00033925
	10
	2.3147
	0.027389562

	cg08964730
	6
	HLA-DQB1
	32634009
	rs3129720
	6
	32663631
	T
	C
	-0.56277
	0.039951
	4.80E-45
	-0.476553
	0.114527
	3.17E-05
	7
	0.958048
	0.004040835

	cg13353717
	6
	HLA-DQB1
	32634276
	rs3129720
	6
	32663631
	T
	C
	0.356801
	0.0253293
	4.80E-45
	0.302416
	0.0847301
	0.000358195
	12
	2.85217
	0.028747245

	cg05724777
	6
	HLA-DQB1
	32634362
	rs3129720
	6
	32663631
	T
	C
	0.518155
	0.0367838
	4.80E-45
	0.434705
	0.124856
	0.000498428
	11
	1.56136
	0.03694725

	cg02786267
	6
	HLA-DQA2
	32708524
	rs9276407
	6
	32710307
	A
	G
	0.819126
	0.235484
	0.000504366
	0.819126
	0.235484
	0.000504366
	1
	0.01415
	0.03728951

	cg22282941
	6
	HLA-DQA2
	32709511
	rs17219918
	6
	32734536
	A
	G
	-0.599783
	0.122567
	9.92E-07
	-0.6377
	0.112169
	1.31E-08
	2
	0.154811
	5.43E-06

	cg02293354
	6
	HLA-DQA2
	32711008
	rs2395261
	6
	32729335
	T
	C
	-0.237699
	0.0639373
	0.000201116
	-0.456598
	0.0897503
	3.64E-07
	5
	0.380131
	9.52E-05

	cg07739876
	6
	HLA-DQB2
	32725377
	rs2856676
	6
	32656833
	G
	A
	1.02804
	0.167538
	8.49E-10
	1.02804
	0.167538
	8.49E-10
	1
	0.0163903
	4.71E-07

	cg04418355
	6
	HLA-DQB2
	32729174
	rs204999
	6
	32109979
	G
	A
	0.0370546
	0.0279952
	0.1856344
	-0.26973
	0.0772402
	0.000479342
	13
	2.89529
	0.03567925

	cg20645912
	6
	HLA-DQB2
	32729274
	rs2395224
	6
	32590482
	G
	C
	2.598
	0.251825
	6.05E-25
	1.31482
	0.336297
	9.24E-05
	1
	0.00391558
	0.009744892

	cg10714510
	6
	HLA-DQB2
	32729465
	rs2395224
	6
	32590482
	G
	C
	1.01409
	0.0982964
	6.05E-25
	0.527176
	0.101088
	1.84E-07
	7
	1.66165
	5.30E-05

	cg21139325
	6
	HLA-DQB2
	32729470
	rs477515
	6
	32569691
	A
	G
	0.783197
	0.0944425
	1.12E-16
	0.477865
	0.112245
	2.07E-05
	6
	0.606555
	0.002824872

	cg14441480
	6
	HLA-DQB2
	32729500
	rs2395224
	6
	32590482
	G
	C
	0.989428
	0.0959054
	6.05E-25
	0.579063
	0.117127
	7.67E-07
	6
	1.33316
	0.000183906

	cg02964065
	6
	HLA-DQB2
	32729545
	rs2395224
	6
	32590482
	G
	C
	0.821809
	0.0796581
	6.05E-25
	0.532956
	0.104816
	3.69E-07
	5
	1.60159
	9.65E-05

	cg15255946
	6
	HLA-DQB2
	32729563
	rs2395224
	6
	32590482
	G
	C
	0.866738
	0.084013
	6.05E-25
	0.472936
	0.122487
	0.000112914
	6
	1.81125
	0.011498311

	cg18026055
	6
	HLA-DQB2
	32729596
	rs2395224
	6
	32590482
	G
	C
	0.930932
	0.0902354
	6.05E-25
	0.396946
	0.0902671
	1.10E-05
	7
	2.37148
	0.001660308

	cg03638120
	6
	HLA-DQB2
	32729720
	rs2395224
	6
	32590482
	G
	C
	1.14849
	0.111323
	6.05E-25
	0.739378
	0.185549
	6.76E-05
	4
	0.668112
	0.007441037

	cg17475271
	6
	HLA-DQB2
	32729741
	rs9276583
	6
	32729880
	G
	A
	-0.256919
	0.0688483
	0.000190278
	0.514874
	0.15079
	0.000639063
	5
	1.1375
	0.044530887

	cg23418102
	6
	HLA-DQB2
	32729847
	rs7768538
	6
	32729821
	C
	A
	-0.206455
	0.0553252
	0.000190278
	0.423246
	0.107288
	7.99E-05
	6
	1.72984
	0.008619066

	cg19939773
	6
	HLA-DQB2
	32729876
	rs2395224
	6
	32590482
	G
	C
	1.04797
	0.101579
	6.05E-25
	0.670785
	0.150007
	7.77E-06
	4
	0.823129
	0.001272998

	cg15615586
	6
	HLA-DQB2
	32730040
	rs9276432
	6
	32712384
	T
	C
	0.401405
	0.108155
	0.000206178
	0.399099
	0.090306
	9.91E-06
	2
	0.0664218
	0.001539641

	cg10298215
	6
	HLA-DQB2
	32730046
	rs2395224
	6
	32590482
	G
	C
	2.30324
	0.223254
	6.05E-25
	1.26073
	0.281522
	7.53E-06
	2
	0.197274
	0.001246056

	cg07056079
	6
	-
	32765314
	rs2857117
	6
	32778026
	T
	C
	0.631155
	0.063048
	1.39E-23
	0.663181
	0.155581
	2.02E-05
	4
	0.198555
	0.002766285

	cg01423251
	6
	-
	32765322
	rs2621332
	6
	32780317
	G
	A
	0.32313
	0.0807446
	6.29E-05
	0.32313
	0.0807446
	6.29E-05
	1
	0.0753499
	0.007005331

	cg03639929
	6
	-
	32765402
	rs2621332
	6
	32780317
	G
	A
	0.173067
	0.0432464
	6.29E-05
	0.191894
	0.049867
	0.000119076
	3
	0.350903
	0.011997645

	cg03530983
	6
	HLA-DOB
	32781171
	rs2157077
	6
	32785904
	T
	G
	-1.8234
	0.273622
	2.68E-11
	-1.21713
	0.276107
	1.04E-05
	1
	0.00640936
	0.001601504

	cg03083146
	6
	HLA-DOB
	32781235
	rs17213728
	6
	32781954
	G
	A
	-1.20281
	0.154319
	6.54E-15
	-1.20281
	0.154319
	6.54E-15
	1
	0.136823
	9.22E-12

	cg22016094
	6
	HLA-DOB
	32781261
	rs2199874
	6
	32769926
	G
	A
	-0.808569
	0.0849344
	1.76E-21
	-0.721594
	0.118388
	1.10E-09
	2
	0.130635
	6.03E-07

	cg09889987
	6
	HLA-DOB
	32782136
	rs4148876
	6
	32796793
	A
	G
	0.846122
	0.144089
	4.31E-09
	0.906342
	0.143687
	2.84E-10
	3
	0.100717
	1.85E-07

	cg10294956
	6
	HLA-DOB
	32782845
	rs241443
	6
	32797115
	G
	T
	-1.43795
	0.173168
	1.02E-16
	-0.653925
	0.170956
	0.000130764
	1
	0.0192841
	0.012816839

	cg00409309
	6
	HLA-DOB
	32783551
	rs17034
	6
	32796521
	T
	C
	-0.805049
	0.20422
	8.08E-05
	-0.805049
	0.20422
	8.08E-05
	1
	0.0135209
	0.008690751

	cg04576021
	6
	HLA-DOB
	32784255
	rs5024431
	6
	32684344
	A
	G
	1.33809
	0.203873
	5.29E-11
	1.33809
	0.203873
	5.29E-11
	1
	0.0139025
	4.27E-08

	cg01530082
	6
	HLA-DOB
	32784327
	rs2621364
	6
	32769204
	A
	G
	-1.92474
	0.192323
	1.44E-23
	-0.785475
	0.204092
	0.000118822
	1
	0.0136748
	0.011979478

	cg21021279
	6
	TAP2
	32789916
	rs2621323
	6
	32788707
	G
	A
	-1.17906
	0.141979
	1.01E-16
	-1.17906
	0.141979
	1.01E-16
	1
	0.0248845
	2.32E-13

	cg25798341
	6
	TAP2
	32790506
	rs73410775
	6
	32789742
	C
	T
	-0.875668
	0.0946541
	2.25E-20
	-0.875668
	0.0946541
	2.25E-20
	1
	0.201115
	7.17E-17

	cg22619784
	6
	TAP2
	32793355
	rs2621323
	6
	32788707
	G
	A
	-1.0988
	0.132315
	1.01E-16
	-1.0988
	0.132315
	1.01E-16
	1
	0.0286647
	2.32E-13

	cg25823314
	6
	TAP2
	32794492
	rs241453
	6
	32796226
	A
	G
	-0.278948
	0.0738464
	0.000158516
	-0.278948
	0.0738464
	0.000158516
	1
	0.10564
	0.014932134

	cg18243910
	6
	TAP2
	32795153
	rs17034
	6
	32796521
	T
	C
	-0.90739
	0.230181
	8.08E-05
	-0.90739
	0.230181
	8.08E-05
	1
	0.0106203
	0.008690751

	cg13991568
	6
	TAP2
	32795282
	rs241453
	6
	32796226
	A
	G
	-0.694416
	0.183834
	0.000158516
	-0.694416
	0.183834
	0.000158516
	1
	0.0169521
	0.014932134

	cg27533873
	6
	TAP2
	32795388
	rs2857101
	6
	32794676
	C
	T
	-0.521081
	0.136227
	0.000130764
	-0.521081
	0.136227
	0.000130764
	1
	0.0304313
	0.012816839

	cg26187287
	6
	TAP2
	32795393
	rs241447
	6
	32796751
	C
	T
	-0.348042
	0.089267
	9.67E-05
	-0.291144
	0.0862649
	0.000738259
	2
	0.132752
	0.049723412

	cg06121167
	6
	TAP2
	32796547
	rs2071545
	6
	32796058
	T
	C
	0.962158
	0.249072
	0.000112061
	0.962158
	0.249072
	0.000112061
	1
	0.00911396
	0.011433013

	cg11752829
	6
	TAP2
	32797232
	rs241441
	6
	32797297
	C
	T
	0.684856
	0.178191
	0.000121393
	0.684856
	0.178191
	0.000121393
	1
	0.0179866
	0.012178737

	cg20366633
	6
	TAP2
	32797234
	rs241441
	6
	32797297
	C
	T
	0.632881
	0.164668
	0.000121393
	0.727431
	0.187593
	0.000105486
	2
	0.026364
	0.010934139

	cg26070383
	6
	TAP2
	32797241
	rs241453
	6
	32796226
	A
	G
	0.477379
	0.126377
	0.000158516
	0.458236
	0.118957
	0.000117144
	2
	0.0400867
	0.011858035

	cg14812313
	6
	TAP2
	32797268
	rs241440
	6
	32797361
	T
	C
	0.48458
	0.125742
	0.000116362
	0.605955
	0.154284
	8.59E-05
	2
	0.0661928
	0.009150586

	cg09187413
	6
	TAP2
	32800591
	rs75301392
	6
	32904051
	T
	C
	-1.45818
	0.388019
	0.000171328
	-1.45818
	0.388019
	0.000171328
	1
	0.0098521
	0.015912132

	cg25139471
	6
	TAP2
	32802924
	rs241427
	6
	32804414
	A
	G
	1.10302
	0.29779
	0.000212271
	1.10302
	0.29779
	0.000212271
	1
	0.0059169
	0.018949184

	cg10627913
	6
	TAP2
	32804435
	rs3819716
	6
	32804284
	G
	A
	-1.15371
	0.233596
	7.87E-07
	-1.15371
	0.233596
	7.87E-07
	1
	0.00843627
	0.000188116

	cg27618777
	6
	TAP2
	32804628
	rs241427
	6
	32804414
	A
	G
	-0.673549
	0.181843
	0.000212271
	-0.673549
	0.181843
	0.000212271
	1
	0.0160213
	0.018949184

	cg04255770
	6
	TAP2
	32804677
	rs17583244
	6
	32804687
	C
	T
	1.06919
	0.202364
	1.27E-07
	1.06919
	0.202364
	1.27E-07
	1
	0.0563155
	3.78E-05

	cg22798247
	6
	TAP2
	32807372
	rs4959098
	6
	32383256
	A
	C
	1.56204
	0.37271
	2.78E-05
	1.56204
	0.37271
	2.78E-05
	1
	0.00342674
	0.003641545

	cg14493899
	6
	TAP2
	32807374
	rs9276821
	6
	32829304
	G
	A
	0.556664
	0.153175
	0.000278943
	0.556664
	0.153175
	0.000278943
	1
	0.0200742
	0.023467264

	cg24031377
	6
	PSMB8
	32810026
	rs2071540
	6
	32812916
	T
	C
	-0.393179
	0.112479
	0.000473105
	-0.393179
	0.112479
	0.000473105
	1
	0.0371454
	0.035279821

	cg06833431
	6
	PSMB8
	32810224
	rs72860338
	6
	32819854
	G
	A
	-1.06476
	0.227262
	2.80E-06
	-1.06476
	0.227262
	2.80E-06
	1
	0.0633933
	0.000559391

	cg21593554
	6
	PSMB8
	32810258
	rs2127676
	6
	32849841
	C
	G
	0.755912
	0.21741
	0.000507353
	0.755912
	0.21741
	0.000507353
	1
	0.0100415
	0.037454704

	cg00777968
	6
	PSMB8
	32811647
	rs2071542
	6
	32811645
	G
	A
	0.818175
	0.207621
	8.13E-05
	0.818175
	0.207621
	8.13E-05
	1
	0.0599422
	0.008702903

	cg01702338
	6
	PSMB8
	32812571
	rs2071463
	6
	32812528
	T
	C
	0.78827
	0.209069
	0.000163051
	0.78827
	0.209069
	0.000163051
	1
	0.0203396
	0.015305901

	cg16890093
	6
	PSMB8
	32813084
	rs113215190
	6
	32812801
	A
	G
	1.16915
	0.259374
	6.56E-06
	1.16915
	0.259374
	6.56E-06
	1
	0.0285439
	0.00111884

	cg09154880
	6
	TAP1
	32813715
	rs113215190
	6
	32812801
	A
	G
	0.35448
	0.0786409
	6.56E-06
	0.35034
	0.0601621
	5.79E-09
	3
	0.485211
	2.73E-06

	cg05480623
	6
	TAP1
	32815009
	rs11257
	6
	32813864
	A
	C
	-0.211722
	0.0459536
	4.08E-06
	-0.211722
	0.0459536
	4.08E-06
	1
	0.958965
	0.000767107

	cg08351785
	6
	TAP1
	32815831
	rs9276821
	6
	32829304
	G
	A
	-0.537999
	0.148039
	0.000278943
	-0.537999
	0.148039
	0.000278943
	1
	0.0214966
	0.023467264

	cg00240875
	6
	TAP1
	32817673
	rs12527715
	6
	32816998
	C
	T
	-0.517155
	0.104351
	7.21E-07
	-0.517155
	0.104351
	7.21E-07
	1
	0.0723771
	0.000174199

	cg20357228
	6
	TAP1
	32817977
	rs1057141
	6
	32818774
	C
	T
	1.34678
	0.270841
	6.62E-07
	1.34678
	0.270841
	6.62E-07
	1
	0.010657
	0.000161792

	cg17973694
	6
	TAP1
	32818212
	rs72854938
	6
	32811224
	T
	A
	0.560412
	0.125756
	8.34E-06
	0.560412
	0.125756
	8.34E-06
	1
	0.197062
	0.001351433

	cg01673307
	6
	TAP1
	32819911
	rs2395269
	6
	32817774
	G
	T
	-0.31601
	0.0676719
	3.02E-06
	-0.297684
	0.0816833
	0.000268121
	2
	0.206904
	0.022799513

	cg02181920
	6
	TAP1
	32820029
	rs2395269
	6
	32817774
	G
	T
	-0.492756
	0.105521
	3.02E-06
	-0.52083
	0.101378
	2.79E-07
	2
	0.0873114
	7.55E-05

	cg06473288
	6
	TAP1
	32820102
	rs2395269
	6
	32817774
	G
	T
	-0.837073
	0.179255
	3.02E-06
	-0.837073
	0.179255
	3.02E-06
	1
	0.0279522
	0.000588966

	cg17626301
	6
	TAP1
	32820201
	rs2395269
	6
	32817774
	G
	T
	-0.715273
	0.153172
	3.02E-06
	-0.715273
	0.153172
	3.02E-06
	1
	0.0383281
	0.000588966

	cg10666909
	6
	TAP1
	32820249
	rs2395269
	6
	32817774
	G
	T
	-0.771633
	0.165241
	3.02E-06
	-0.771633
	0.165241
	3.02E-06
	1
	0.0329226
	0.000588966

	cg08818207
	6
	TAP1
	32820355
	rs41561219
	6
	32816443
	T
	C
	0.42731
	0.0917475
	3.20E-06
	0.399923
	0.0846335
	2.30E-06
	3
	0.496346
	0.000478026

	cg04773990
	6
	TAP1
	32820410
	rs36229526
	6
	32820656
	T
	G
	0.818204
	0.230083
	0.000376456
	0.818204
	0.230083
	0.000376456
	1
	0.0344489
	0.029843457

	cg24154161
	6
	TAP1
	32820421
	rs55967815
	6
	32820799
	A
	C
	0.967611
	0.206544
	2.81E-06
	0.967611
	0.206544
	2.81E-06
	1
	0.0772902
	0.000559391

	cg23880953
	6
	PSMB9
	32820546
	rs72860338
	6
	32819854
	G
	A
	0.425044
	0.0907208
	2.80E-06
	0.425044
	0.0907208
	2.80E-06
	1
	0.401474
	0.000559391

	cg26700949
	6
	PSMB9
	32820553
	rs72860340
	6
	32820137
	T
	C
	0.787082
	0.164567
	1.73E-06
	0.787082
	0.164567
	1.73E-06
	1
	0.119911
	0.000371773

	cg15926590
	6
	PSMB9
	32820577
	rs36229526
	6
	32820656
	T
	G
	0.564261
	0.158673
	0.000376456
	0.564261
	0.158673
	0.000376456
	1
	0.0727892
	0.029843457

	cg18436324
	6
	PSMB9
	32820583
	rs72860329
	6
	32818505
	C
	G
	1.2162
	0.252754
	1.50E-06
	1.2162
	0.252754
	1.50E-06
	1
	0.0503447
	0.00032819

	cg05412930
	6
	PSMB9
	32820586
	rs72860329
	6
	32818505
	C
	G
	0.567746
	0.117991
	1.50E-06
	0.567746
	0.117991
	1.50E-06
	1
	0.233301
	0.00032819

	cg06634056
	6
	PSMB9
	32820608
	rs36229526
	6
	32820656
	T
	G
	1.28997
	0.362746
	0.000376456
	1.28997
	0.362746
	0.000376456
	1
	0.0136668
	0.029843457

	cg13403689
	6
	PSMB9
	32820641
	rs72860329
	6
	32818505
	C
	G
	0.288442
	0.0599449
	1.50E-06
	0.269975
	0.0560931
	1.49E-06
	3
	1.03511
	0.000327501

	cg22696542
	6
	PSMB9
	32820804
	rs184538763
	6
	32846213
	C
	G
	-0.985291
	0.209136
	2.47E-06
	-0.985291
	0.209136
	2.47E-06
	1
	0.0765077
	0.000506144

	cg09968749
	6
	PSMB9
	32820966
	rs55967815
	6
	32820799
	A
	C
	-0.329807
	0.0703997
	2.81E-06
	-0.329807
	0.0703997
	2.81E-06
	1
	0.670057
	0.000559391

	cg01170201
	6
	PSMB9
	32820976
	rs2071542
	6
	32811645
	G
	A
	-1.12531
	0.285561
	8.13E-05
	-1.12531
	0.285561
	8.13E-05
	1
	0.0314431
	0.008702903

	cg14530528
	6
	TAP1
	32821814
	rs1871667
	6
	32834229
	G
	A
	-0.993447
	0.279929
	0.000386885
	-0.993447
	0.279929
	0.000386885
	1
	0.00564109
	0.030402658

	cg16229954
	6
	PSMB9
	32825045
	rs9276832
	6
	32832400
	T
	C
	-0.701593
	0.184312
	0.000140971
	-0.701593
	0.184312
	0.000140971
	1
	0.0145252
	0.013647417

	cg08209711
	6
	PSMB9
	32825499
	rs9276832
	6
	32832400
	T
	C
	-0.353666
	0.0929099
	0.000140971
	-0.353666
	0.0929099
	0.000140971
	1
	0.0574357
	0.013647417

	cg02878284
	6
	PSMB9
	32825701
	rs9276832
	6
	32832400
	T
	C
	-0.957764
	0.25161
	0.000140971
	-0.957764
	0.25161
	0.000140971
	1
	0.00775097
	0.013647417

	cg19994157
	6
	PSMB9
	32825852
	rs9276832
	6
	32832400
	T
	C
	-0.453127
	0.119039
	0.000140971
	-0.453127
	0.119039
	0.000140971
	1
	0.034952
	0.013647417

	cg00045690
	6
	PSMB9
	32825897
	rs9276909
	6
	32850839
	T
	C
	-1.4827
	0.269376
	3.72E-08
	-1.4827
	0.269376
	3.72E-08
	1
	0.00766382
	1.33E-05

	cg06812795
	6
	-
	32829025
	rs1351383
	6
	32822269
	C
	A
	-0.378311
	0.107598
	0.000438232
	-0.378311
	0.107598
	0.000438232
	1
	0.0387177
	0.033323134

	cg21712377
	6
	-
	32829062
	rs2071477
	6
	32825348
	C
	T
	-0.567788
	0.158379
	0.000337165
	-0.567788
	0.158379
	0.000337165
	1
	0.0178457
	0.027248376

	cg01948226
	6
	-
	32829208
	rs9276821
	6
	32829304
	G
	A
	-0.840433
	0.231258
	0.000278943
	-0.840433
	0.231258
	0.000278943
	1
	0.00875881
	0.023467264

	cg07950855
	6
	PPP1R2P1
	32845816
	rs9276903
	6
	32848998
	T
	C
	-0.495928
	0.140427
	0.000413173
	-0.495928
	0.140427
	0.000413173
	1
	0.024569
	0.032079678

	cg22454474
	6
	PPP1R2P1
	32846947
	rs2018501
	6
	32856208
	T
	C
	-1.1653
	0.31561
	0.000222359
	-1.1653
	0.31561
	0.000222359
	1
	0.00456967
	0.019623054

	cg14597281
	6
	-
	32861863
	rs10046115
	6
	32855174
	G
	A
	-1.14547
	0.330148
	0.000521405
	-1.14547
	0.330148
	0.000521405
	1
	0.0110461
	0.038132833

	cg09600925
	6
	-
	32862317
	rs11969002
	6
	32859748
	A
	G
	1.17993
	0.34302
	0.000582165
	1.17993
	0.34302
	0.000582165
	1
	0.0102626
	0.041303623

	cg21994357
	6
	-
	32862319
	rs16871100
	6
	32862270
	C
	A
	0.488156
	0.139679
	0.000474428
	0.488156
	0.139679
	0.000474428
	1
	0.0628939
	0.035345946

	cg19653946
	6
	-
	32862620
	rs16871100
	6
	32862270
	C
	A
	-0.40224
	0.115095
	0.000474428
	-0.40224
	0.115095
	0.000474428
	1
	0.0927875
	0.035345946

	cg13314222
	6
	-
	32862734
	rs241409
	6
	32861920
	G
	A
	-1.14434
	0.146309
	5.27E-15
	-1.14434
	0.146309
	5.27E-15
	1
	0.0531736
	7.63E-12

	cg23581252
	6
	-
	32897912
	rs9501236
	6
	32892716
	G
	C
	0.897667
	0.200836
	7.84E-06
	0.897667
	0.200836
	7.84E-06
	1
	0.0581393
	0.001278909

	cg01026383
	6
	HLA-DMB
	32905012
	rs2395296
	6
	32911814
	A
	G
	-1.20154
	0.307666
	9.41E-05
	-1.20154
	0.307666
	9.41E-05
	1
	0.00541565
	0.009915796

	cg04903089
	6
	HLA-DMB
	32905190
	rs73409626
	6
	32943407
	T
	A
	-1.01298
	0.267993
	0.000156949
	-1.01298
	0.267993
	0.000156949
	1
	0.0213319
	0.014889319

	cg10310595
	6
	HLA-DMB
	32908567
	rs3918154
	6
	32943752
	G
	A
	-0.842008
	0.238815
	0.000422326
	-0.842008
	0.238815
	0.000422326
	1
	0.110946
	0.032433107

	cg16236263
	6
	HLA-DMB
	32908605
	rs73396800
	6
	32914726
	C
	G
	-0.425956
	0.113519
	0.000175275
	-0.520207
	0.102522
	3.90E-07
	2
	0.291849
	0.000101807

	cg00575744
	6
	HLA-DMB
	32908642
	rs75301392
	6
	32904051
	T
	C
	-0.400617
	0.106604
	0.000171328
	-0.548023
	0.13387
	4.25E-05
	2
	0.318418
	0.005135127

	cg25247351
	6
	HLA-DMB
	32908794
	rs59576053
	6
	32936120
	T
	C
	-0.527668
	0.139298
	0.00015189
	-0.527668
	0.139298
	0.00015189
	1
	0.081607
	0.01451883

	cg15418419
	6
	HLA-DMA
	32916606
	rs73409626
	6
	32943407
	T
	A
	-1.14552
	0.303057
	0.000156949
	-1.14552
	0.303057
	0.000156949
	1
	0.0166191
	0.014889319

	cg22961241
	6
	HLA-DMA
	32917502
	rs73396802
	6
	32915797
	T
	C
	-0.328686
	0.087596
	0.000175275
	-0.328686
	0.087596
	0.000175275
	1
	0.201517
	0.016227902

	cg18031239
	6
	HLA-DMA
	32918419
	rs73409626
	6
	32943407
	T
	A
	-0.855114
	0.226227
	0.000156949
	-0.855114
	0.226227
	0.000156949
	1
	0.0300509
	0.014889319

	cg14851271
	6
	HLA-DMA
	32919431
	rs204991
	6
	32161366
	C
	T
	-1.22001
	0.329591
	0.000214321
	-1.22001
	0.329591
	0.000214321
	1
	0.00647177
	0.019059303

	cg14475758
	6
	HLA-DMA
	32920880
	rs75301392
	6
	32904051
	T
	C
	-0.777312
	0.206842
	0.000171328
	-0.777312
	0.206842
	0.000171328
	1
	0.0353304
	0.015912132

	cg17940902
	6
	HLA-DMA
	32921233
	rs57651384
	6
	32923849
	A
	G
	-0.533069
	0.141248
	0.000160702
	-0.533069
	0.141248
	0.000160702
	1
	0.0772538
	0.015111702

	cg00047147
	6
	HLA-DMA
	32922346
	rs206775
	6
	32954634
	C
	A
	1.82325
	0.291689
	4.10E-10
	1.43682
	0.328931
	1.25E-05
	1
	0.00410437
	0.001844874

	cg12033125
	6
	-
	32933013
	rs73409626
	6
	32943407
	T
	A
	0.511578
	0.135342
	0.000156949
	0.511578
	0.135342
	0.000156949
	1
	0.0844728
	0.014889319

	cg16517114
	6
	BRD2
	32937355
	rs7764491
	6
	33060840
	G
	C
	1.19615
	0.297754
	5.89E-05
	1.19615
	0.297754
	5.89E-05
	1
	0.0273427
	0.006711238

	cg27237087
	6
	BRD2
	32938185
	rs142488396
	6
	32958703
	A
	G
	-1.50617
	0.302607
	6.46E-07
	-1.50617
	0.302607
	6.46E-07
	1
	0.032216
	0.000158743

	cg21755381
	6
	BRD2
	32938280
	rs151719
	6
	32903900
	C
	T
	-0.123677
	0.0339942
	0.000274649
	-0.271374
	0.0766223
	0.000397625
	11
	1.1812
	0.031110863

	cg04138346
	6
	BRD2
	32938946
	rs79643712
	6
	32938911
	T
	C
	-0.658315
	0.139729
	2.46E-06
	-0.658315
	0.139729
	2.46E-06
	1
	0.0840275
	0.000506144

	cg25749212
	6
	BRD2
	32938950
	rs79643712
	6
	32938911
	T
	C
	-0.814802
	0.172944
	2.46E-06
	-0.814802
	0.172944
	2.46E-06
	1
	0.0547221
	0.000506144

	cg01105943
	6
	BRD2
	32940865
	rs2855432
	6
	33140983
	A
	G
	-0.949842
	0.180652
	1.46E-07
	-0.949842
	0.180652
	1.46E-07
	1
	0.0174789
	4.27E-05

	cg25158622
	6
	BRD2
	32942429
	rs516535
	6
	32942302
	G
	A
	-0.67044
	0.102593
	6.39E-11
	-0.67044
	0.102593
	6.39E-11
	1
	0.0450227
	4.98E-08

	cg26953232
	6
	BRD2
	32942494
	rs516535
	6
	32942302
	G
	A
	-0.49697
	0.0760479
	6.39E-11
	-0.518906
	0.0720204
	5.85E-13
	2
	0.168278
	5.92E-10

	cg27395200
	6
	BRD2
	32942710
	rs516535
	6
	32942302
	G
	A
	-0.837692
	0.128186
	6.39E-11
	-0.837692
	0.128186
	6.39E-11
	1
	0.0288088
	4.98E-08

	cg07275218
	6
	BRD2
	32942714
	rs516535
	6
	32942302
	G
	A
	-0.987024
	0.151038
	6.39E-11
	-0.987024
	0.151038
	6.39E-11
	1
	0.0207273
	4.98E-08

	cg02471378
	6
	BRD2
	32943025
	rs496160
	6
	32956787
	T
	C
	-0.331863
	0.0545957
	1.22E-09
	-0.281056
	0.0742691
	0.000154195
	6
	0.49037
	0.014704508

	cg01961387
	6
	BRD2
	32944195
	rs184054
	6
	32949962
	T
	G
	-1.30404
	0.205542
	2.24E-10
	-1.30404
	0.205542
	2.24E-10
	1
	0.0113576
	1.48E-07

	cg11936639
	6
	BRD2
	32944495
	rs206775
	6
	32954634
	C
	A
	-1.0393
	0.166269
	4.10E-10
	-1.0393
	0.166269
	4.10E-10
	1
	0.0172569
	2.51E-07

	cg26246342
	6
	BRD2
	32945423
	rs206776
	6
	32953711
	T
	C
	-1.0149
	0.22991
	1.01E-05
	-1.0149
	0.22991
	1.01E-05
	1
	0.00999191
	0.001565644

	cg18888137
	6
	BRD2
	32945759
	rs188245
	6
	32955976
	G
	A
	-0.799167
	0.182954
	1.25E-05
	-0.799167
	0.182954
	1.25E-05
	1
	0.0135234
	0.001844874

	cg02707277
	6
	BRD2
	32945906
	rs206775
	6
	32954634
	C
	A
	-0.947648
	0.151607
	4.10E-10
	-0.947648
	0.151607
	4.10E-10
	1
	0.020777
	2.51E-07

	cg06898831
	6
	BRD2
	32946062
	rs206775
	6
	32954634
	C
	A
	-0.57217
	0.0915371
	4.10E-10
	-0.57217
	0.0915371
	4.10E-10
	1
	0.0571695
	2.51E-07

	cg09566131
	6
	BRD2
	32947792
	rs635688
	6
	32943151
	T
	C
	1.4554
	0.22271
	6.39E-11
	1.4554
	0.22271
	6.39E-11
	1
	0.00948268
	4.98E-08

	cg04878644
	6
	BRD2
	32947885
	rs1431393
	6
	32923988
	A
	G
	0.717688
	0.188028
	0.000135174
	0.717688
	0.188028
	0.000135174
	1
	0.0405593
	0.013193249

	cg02462443
	6
	BRD2
	32947897
	rs2071876
	6
	32948426
	T
	C
	1.07798
	0.28115
	0.000126031
	1.07798
	0.28115
	0.000126031
	1
	0.0176874
	0.012542482

	cg01716683
	6
	BRD2
	32947913
	rs497058
	6
	32956720
	T
	C
	1.25368
	0.204569
	8.91E-10
	1.25368
	0.204569
	8.91E-10
	1
	0.0111432
	4.93E-07

	cg15279832
	6
	-
	32952243
	rs516535
	6
	32942302
	G
	A
	0.746458
	0.114225
	6.39E-11
	0.746458
	0.114225
	6.39E-11
	1
	0.0363031
	4.98E-08

	cg20713893
	6
	-
	32952784
	rs206775
	6
	32954634
	C
	A
	1.66575
	0.266491
	4.10E-10
	1.52849
	0.294513
	2.11E-07
	1
	0.00517105
	5.88E-05

	cg18030265
	6
	HLA-DOA
	32975083
	rs408036
	6
	32974268
	C
	T
	-0.60922
	0.113797
	8.64E-08
	-0.630586
	0.109443
	8.35E-09
	2
	0.0375618
	3.85E-06

	cg27193345
	6
	HLA-DOA
	32975250
	rs453779
	6
	32975381
	A
	G
	0.529251
	0.0977832
	6.23E-08
	0.529251
	0.0977832
	6.23E-08
	1
	0.047406
	2.08E-05

	cg16673446
	6
	HLA-DOA
	32975925
	rs404557
	6
	32976927
	G
	A
	0.443797
	0.111034
	6.42E-05
	0.443797
	0.111034
	6.42E-05
	1
	0.280008
	0.007118272

	cg07294785
	6
	HLA-DOA
	32976018
	rs404557
	6
	32976927
	G
	A
	1.09387
	0.273675
	6.42E-05
	1.09387
	0.273675
	6.42E-05
	1
	0.0453897
	0.007118272

	cg23220637
	6
	HLA-DOA
	32976805
	rs3130603
	6
	32980608
	A
	C
	0.388677
	0.0650616
	2.32E-09
	0.392544
	0.107892
	0.00027449
	3
	0.495551
	0.023200946

	cg16914277
	6
	HLA-DOA
	32978053
	rs369150
	6
	32975720
	A
	G
	-1.03614
	0.23404
	9.55E-06
	-1.03614
	0.23404
	9.55E-06
	1
	0.0103991
	0.00149942

	cg24476363
	6
	HLA-DOA
	32978718
	rs447088
	6
	32979980
	C
	A
	0.486947
	0.112866
	1.60E-05
	0.486947
	0.112866
	1.60E-05
	1
	0.0467185
	0.002283712

	cg05683739
	6
	HLA-DOA
	32978775
	rs447088
	6
	32979980
	C
	A
	-0.38089
	0.0882839
	1.60E-05
	-0.38089
	0.0882839
	1.60E-05
	1
	0.0764774
	0.002283712

	cg20069765
	6
	HLA-DPA1
	33036464
	rs111648287
	6
	33031414
	A
	G
	-1.32943
	0.163991
	5.26E-16
	-1.32943
	0.163991
	5.26E-16
	1
	0.0405025
	1.09E-12

	cg08760402
	6
	HLA-DPA1
	33036486
	rs72879616
	6
	33037957
	A
	G
	-1.20901
	0.159208
	3.13E-14
	-1.20901
	0.159208
	3.13E-14
	1
	0.0323782
	4.00E-11

	cg12168509
	6
	HLA-DPA1
	33036934
	rs34218937
	6
	33031689
	C
	T
	0.817248
	0.121432
	1.71E-11
	0.817248
	0.121432
	1.71E-11
	1
	0.0575929
	1.47E-08

	cg22941409
	6
	HLA-DPA1
	33037496
	rs73739631
	6
	33034473
	G
	A
	-0.607627
	0.085386
	1.12E-12
	-0.607627
	0.085386
	1.12E-12
	1
	0.122128
	1.06E-09

	cg02904996
	6
	HLA-DPA1
	33039412
	rs3129203
	6
	33127757
	T
	C
	-3.1473
	0.193736
	2.55E-59
	-1.26165
	0.297378
	2.21E-05
	3
	0.045444
	0.002989589

	cg10921592
	6
	HLA-DPA1
	33039414
	rs3129278
	6
	33092412
	A
	G
	-2.46744
	0.155117
	5.99E-57
	-0.842475
	0.162117
	2.03E-07
	3
	0.0275775
	5.69E-05

	cg00798281
	6
	HLA-DPA1
	33041697
	rs2567279
	6
	33046662
	C
	T
	-0.968123
	0.201138
	1.49E-06
	-0.968123
	0.201138
	1.49E-06
	1
	0.0164244
	0.000327501

	cg15734436
	6
	HLA-DPB1
	33047185
	rs9277465
	6
	33053396
	G
	A
	-0.618687
	0.0336648
	2.11E-75
	-0.422003
	0.12164
	0.000521949
	9
	0.813307
	0.038132833

	cg19404567
	6
	HLA-DPB1
	33049494
	rs2567289
	6
	33049565
	G
	C
	-0.54424
	0.133845
	4.78E-05
	-0.54424
	0.133845
	4.78E-05
	1
	0.0564562
	0.005657383

	cg20100408
	6
	HLA-DPB1
	33050888
	rs2295118
	6
	33060892
	T
	C
	0.811915
	0.0504904
	3.69E-58
	0.912662
	0.138897
	5.03E-11
	3
	0.253137
	4.10E-08

	cg04717959
	6
	HLA-DPB1
	33052111
	rs9277438
	6
	33052303
	T
	C
	-0.85403
	0.0535805
	3.57E-57
	-0.865081
	0.052962
	5.98E-60
	2
	0.184107
	4.85E-55

	cg13921245
	6
	HLA-DPB1
	33053791
	rs3128968
	6
	33056253
	A
	T
	0.590152
	0.0320609
	1.23E-75
	0.52772
	0.098643
	8.82E-08
	8
	0.686677
	2.79E-05

	cg24583871
	6
	HLA-DPB1
	33054001
	rs3129302
	6
	32974343
	T
	C
	0.840171
	0.194018
	1.49E-05
	0.835085
	0.157063
	1.06E-07
	2
	0.183471
	3.25E-05

	cg09676013
	6
	HLA-DPB2
	33080500
	rs9277911
	6
	33124395
	C
	G
	0.152093
	0.040368
	0.000164838
	0.289715
	0.0559157
	2.21E-07
	5
	1.52716
	6.14E-05

	cg25119261
	6
	HLA-DPB2
	33081351
	rs3129210
	6
	33122876
	A
	G
	0.414
	0.100984
	4.14E-05
	0.414
	0.100984
	4.14E-05
	1
	0.0443303
	0.005053459

	cg03943025
	6
	HLA-DPB2
	33084549
	rs9277657
	6
	33084357
	C
	T
	-0.0987841
	0.024791
	6.76E-05
	-0.230897
	0.045024
	2.93E-07
	12
	3.29063
	7.87E-05

	cg13524302
	6
	HLA-DPB2
	33084798
	rs9277828
	6
	33102547
	A
	G
	-0.129774
	0.0349206
	0.000202261
	-0.281919
	0.0793477
	0.000380996
	9
	1.7813
	0.030129682

	cg27494597
	6
	HLA-DPB2
	33088820
	rs3117033
	6
	33088046
	T
	C
	-0.863451
	0.0895606
	5.46E-22
	-0.863451
	0.0895606
	5.46E-22
	1
	0.0571845
	1.88E-18

	cg24938100
	6
	HLA-DPB2
	33091407
	rs3130224
	6
	33090509
	G
	C
	-1.06491
	0.131966
	7.13E-16
	-1.06491
	0.131966
	7.13E-16
	1
	0.0358384
	1.41E-12

	cg08313040
	6
	HLA-DPB2
	33092243
	rs3129207
	6
	33125312
	C
	G
	2.09422
	0.229712
	7.86E-20
	1.3463
	0.342811
	8.60E-05
	1
	0.00395779
	0.009150586

	cg13557804
	6
	-
	33117976
	rs62405743
	6
	33191495
	C
	T
	1.59845
	0.342913
	3.14E-06
	1.59845
	0.342913
	3.14E-06
	1
	0.0103815
	0.000609028

	cg26290219
	6
	-
	33128906
	rs115161131
	6
	33127774
	A
	C
	-0.396337
	0.0662662
	2.23E-09
	-0.396337
	0.0662662
	2.23E-09
	1
	0.296473
	1.13E-06

	cg16604233
	6
	-
	33128923
	rs115161131
	6
	33127774
	A
	C
	-0.154199
	0.0257816
	2.23E-09
	-0.180813
	0.0429347
	2.54E-05
	7
	2.28049
	0.003380933

	cg09347430
	6
	-
	33129017
	rs2294477
	6
	33098988
	C
	G
	-0.651656
	0.063154
	5.94E-25
	-0.49866
	0.138629
	0.000321878
	4
	0.198063
	0.026288109

	cg04804814
	6
	-
	33129024
	rs115161131
	6
	33127774
	A
	C
	-0.449429
	0.0751429
	2.23E-09
	-0.449429
	0.0751429
	2.23E-09
	1
	0.230512
	1.13E-06

	cg03731828
	6
	-
	33129106
	rs115161131
	6
	33127774
	A
	C
	0.368866
	0.0616731
	2.23E-09
	0.378471
	0.0608246
	4.92E-10
	2
	0.351276
	2.93E-07

	cg19935922
	6
	-
	33129251
	rs115161131
	6
	33127774
	A
	C
	0.862503
	0.144207
	2.23E-09
	0.862503
	0.144207
	2.23E-09
	1
	0.0623915
	1.13E-06

	cg08989818
	6
	-
	33129317
	rs115161131
	6
	33127774
	A
	C
	0.798544
	0.133514
	2.23E-09
	0.798544
	0.133514
	2.23E-09
	1
	0.072831
	1.13E-06

	cg12881453
	6
	COL11A2
	33131745
	rs9405002
	6
	33131893
	T
	C
	-0.905931
	0.219981
	3.82E-05
	-0.905931
	0.219981
	3.82E-05
	1
	0.0156471
	0.004742219

	cg04464727
	6
	COL11A2
	33131769
	rs3129206
	6
	33125462
	C
	T
	-0.872012
	0.0949751
	4.32E-20
	-0.872012
	0.0949751
	4.32E-20
	1
	0.0515865
	1.35E-16

	cg08077736
	6
	COL11A2
	33131831
	rs3130158
	6
	33119640
	T
	C
	-0.997387
	0.155725
	1.51E-10
	-0.997387
	0.155725
	1.51E-10
	1
	0.021857
	1.07E-07

	cg14147420
	6
	COL11A2
	33132192
	rs17221541
	6
	33149379
	A
	G
	-1.18075
	0.274965
	1.75E-05
	-1.18075
	0.274965
	1.75E-05
	1
	0.0124159
	0.002460727

	cg12945707
	6
	COL11A2
	33132241
	rs2855425
	6
	33144373
	G
	A
	-0.486621
	0.0923601
	1.38E-07
	-0.457764
	0.0871665
	1.51E-07
	2
	0.0817981
	4.40E-05

	cg20506659
	6
	COL11A2
	33132943
	rs9277895
	6
	33115606
	G
	A
	1.29873
	0.202535
	1.44E-10
	1.29873
	0.202535
	1.44E-10
	1
	0.0130059
	1.02E-07

	cg15047502
	6
	COL11A2
	33132996
	rs2855448
	6
	33136575
	C
	T
	-0.41797
	0.069801
	2.13E-09
	-0.41797
	0.069801
	2.13E-09
	1
	0.109052
	1.10E-06

	cg17790159
	6
	COL11A2
	33133083
	rs9277841
	6
	33104672
	A
	G
	0.64196
	0.164991
	9.99E-05
	0.64196
	0.164991
	9.99E-05
	1
	0.0161931
	0.010437092

	cg15081128
	6
	COL11A2
	33133752
	rs2855425
	6
	33144373
	G
	A
	-1.0233
	0.194221
	1.38E-07
	-1.0233
	0.194221
	1.38E-07
	1
	0.0151067
	4.06E-05

	cg23945333
	6
	COL11A2
	33134078
	rs2855448
	6
	33136575
	C
	T
	-0.82801
	0.138278
	2.13E-09
	-0.82801
	0.138278
	2.13E-09
	1
	0.027721
	1.10E-06

	cg11761176
	6
	COL11A2
	33135298
	rs2855450
	6
	33135391
	C
	T
	1.54582
	0.246809
	3.79E-10
	1.01805
	0.261651
	9.99E-05
	1
	0.00637939
	0.010437092

	cg00933415
	6
	COL11A2
	33135453
	rs3129217
	6
	33116993
	C
	T
	0.487201
	0.0890495
	4.48E-08
	0.487201
	0.0890495
	4.48E-08
	1
	0.0741271
	1.58E-05

	cg25482983
	6
	COL11A2
	33135756
	rs3129229
	6
	33112576
	T
	C
	-1.17351
	0.148199
	2.43E-15
	-1.17351
	0.148199
	2.43E-15
	1
	0.0284441
	4.06E-12

	cg09344631
	6
	COL11A2
	33135763
	rs1799910
	6
	33139328
	T
	C
	-1.19959
	0.30879
	0.000102457
	-1.19959
	0.30879
	0.000102457
	1
	0.00472056
	0.010674842

	cg14043298
	6
	COL11A2
	33136297
	rs73741546
	6
	33180655
	C
	T
	-0.369561
	0.0729166
	4.02E-07
	-0.369561
	0.0729166
	4.02E-07
	1
	0.656128
	0.000104645

	cg02095334
	6
	COL11A2
	33138108
	rs73741524
	6
	33139184
	C
	G
	-0.598011
	0.114899
	1.95E-07
	-0.541014
	0.153755
	0.00043379
	2
	0.286541
	0.033062889

	cg05636843
	6
	COL11A2
	33138669
	rs1799911
	6
	33138677
	A
	G
	0.219143
	0.033184
	4.03E-11
	0.265246
	0.0745344
	0.000372762
	5
	0.694393
	0.029697405

	cg13189434
	6
	COL11A2
	33139083
	rs2855425
	6
	33144373
	G
	A
	-0.969812
	0.184069
	1.38E-07
	-0.969812
	0.184069
	1.38E-07
	1
	0.0168305
	4.06E-05

	cg08241373
	6
	COL11A2
	33139529
	rs487652
	6
	33193701
	G
	C
	0.927877
	0.20489
	5.94E-06
	0.927877
	0.20489
	5.94E-06
	1
	0.0138952
	0.001026909

	cg12300123
	6
	COL11A2
	33139539
	rs2855425
	6
	33144373
	G
	A
	1.08535
	0.205997
	1.38E-07
	1.08535
	0.205997
	1.38E-07
	1
	0.0134178
	4.06E-05

	cg01320908
	6
	COL11A2
	33139810
	rs2229785
	6
	33141161
	A
	G
	-0.462751
	0.0887814
	1.87E-07
	-0.462751
	0.0887814
	1.87E-07
	1
	0.0739168
	5.35E-05

	cg21696987
	6
	COL11A2
	33140459
	rs1799908
	6
	33144243
	A
	T
	1.342
	0.109232
	1.12E-34
	1.16364
	0.102782
	1.06E-29
	2
	0.0908342
	9.51E-26

	cg21974506
	6
	COL11A2
	33141291
	rs2855430
	6
	33141280
	A
	G
	-0.365106
	0.0248063
	5.16E-49
	-0.476085
	0.0966916
	8.50E-07
	10
	1.8118
	0.000202417

	cg00115458
	6
	COL11A2
	33141305
	rs2076312
	6
	33142162
	A
	C
	-0.436079
	0.026838
	2.42E-59
	-0.431167
	0.057508
	6.56E-14
	9
	1.32771
	8.12E-11

	cg10211891
	6
	COL11A2
	33141687
	rs2855426
	6
	33143136
	A
	G
	-0.787464
	0.0488229
	1.69E-58
	-0.762205
	0.106412
	7.96E-13
	3
	0.340836
	7.73E-10

	cg00866054
	6
	COL11A2
	33142284
	rs2855425
	6
	33144373
	G
	A
	-0.186613
	0.035419
	1.38E-07
	-0.194093
	0.0408186
	1.99E-06
	2
	0.472379
	0.000419951

	cg20427378
	6
	COL11A2
	33143129
	rs2855426
	6
	33143136
	A
	G
	-0.779418
	0.0483241
	1.69E-58
	-0.802365
	0.0778141
	6.40E-25
	4
	0.340731
	3.84E-21

	cg20980653
	6
	COL11A2
	33143760
	rs2076310
	6
	33166034
	G
	A
	0.95854
	0.0584352
	1.91E-60
	0.958319
	0.0557874
	4.12E-66
	3
	0.176873
	6.68E-61

	cg27590742
	6
	COL11A2
	33144071
	rs1799907
	6
	33152835
	T
	A
	1.49489
	0.184695
	5.84E-16
	1.4269
	0.216071
	4.03E-11
	1
	0.0129346
	3.33E-08

	cg27531878
	6
	COL11A2
	33144795
	rs2076311
	6
	33145369
	A
	C
	0.85581
	0.105477
	4.96E-16
	0.85581
	0.105477
	4.96E-16
	1
	0.0493876
	1.05E-12

	cg14573803
	6
	COL11A2
	33144993
	rs2076311
	6
	33145369
	A
	C
	0.640136
	0.078896
	4.96E-16
	0.640136
	0.078896
	4.96E-16
	1
	0.0883391
	1.05E-12

	cg14374923
	6
	COL11A2
	33145955
	rs2744507
	6
	33148878
	T
	C
	-0.945797
	0.0642998
	5.90E-49
	-0.958034
	0.0831322
	1.02E-30
	2
	0.201322
	9.77E-27

	cg14683730
	6
	COL11A2
	33146120
	rs1799910
	6
	33139328
	T
	C
	-0.67036
	0.17256
	0.000102457
	-0.67036
	0.17256
	0.000102457
	1
	0.0152967
	0.010674842

	cg04022112
	6
	COL11A2
	33146323
	rs2744507
	6
	33148878
	T
	C
	-0.885413
	0.0601947
	5.90E-49
	-0.88501
	0.0580735
	2.03E-52
	3
	0.249789
	1.10E-47

	cg18375610
	6
	COL11A2
	33147188
	rs1799908
	6
	33144243
	A
	T
	2.15733
	0.175596
	1.12E-34
	-0.909127
	0.211712
	1.75E-05
	1
	0.0210518
	0.002460727

	cg21240420
	6
	COL11A2
	33148096
	rs2744507
	6
	33148878
	T
	C
	-1.62867
	0.110725
	5.90E-49
	-0.949417
	0.117511
	6.58E-16
	1
	0.045184
	1.33E-12

	cg14466923
	6
	COL11A2
	33150736
	rs61742525
	6
	33072522
	A
	G
	-0.217236
	0.0433875
	5.54E-07
	-0.24753
	0.0593055
	3.00E-05
	4
	4.33281
	0.003875157

	cg20631997
	6
	COL11A2
	33151512
	rs17221541
	6
	33149379
	A
	G
	0.183328
	0.0426923
	1.75E-05
	0.290002
	0.0509608
	1.27E-08
	6
	1.20411
	5.29E-06

	cg13617209
	6
	COL11A2
	33151849
	rs17221541
	6
	33149379
	A
	G
	0.343523
	0.0799974
	1.75E-05
	0.343523
	0.0799974
	1.75E-05
	1
	0.148393
	0.002460727

	cg03260211
	6
	COL11A2
	33151921
	rs17221541
	6
	33149379
	A
	G
	0.414852
	0.0966079
	1.75E-05
	0.414852
	0.0966079
	1.75E-05
	1
	0.101701
	0.002460727

	cg09502339
	6
	COL11A2
	33152642
	rs116626305
	6
	33151672
	A
	T
	0.830812
	0.198298
	2.79E-05
	0.830812
	0.198298
	2.79E-05
	1
	0.0244354
	0.003657514

	cg04692301
	6
	COL11A2
	33152695
	rs3129205
	6
	33125859
	T
	G
	-1.8249
	0.213064
	1.09E-17
	-1.05814
	0.255177
	3.37E-05
	1
	0.00686641
	0.004261175

	cg17596257
	6
	COL11A2
	33153263
	rs17221541
	6
	33149379
	A
	G
	-0.752683
	0.17528
	1.75E-05
	-0.752683
	0.17528
	1.75E-05
	1
	0.0307825
	0.002460727

	cg17556389
	6
	COL11A2
	33154621
	rs2744505
	6
	33153122
	G
	C
	-1.66602
	0.113182
	5.03E-49
	-1.29388
	0.322161
	5.92E-05
	1
	0.00425244
	0.006734798

	cg23704085
	6
	COL11A2
	33156779
	rs3130213
	6
	33074707
	A
	G
	-0.337372
	0.020945
	2.39E-58
	-0.450634
	0.105892
	2.09E-05
	9
	1.84508
	0.002844716

	cg04137133
	6
	COL11A2
	33157147
	rs114894582
	6
	33158020
	T
	C
	-0.756597
	0.162461
	3.21E-06
	-0.756597
	0.162461
	3.21E-06
	1
	0.0449098
	0.00062034

	cg09708959
	6
	COL11A2
	33161107
	rs213214
	6
	33181997
	T
	C
	-1.0849
	0.223659
	1.23E-06
	-1.0849
	0.223659
	1.23E-06
	1
	0.0110677
	0.000279351

	cg22320183
	6
	COL11A2
	33161577
	rs9277911
	6
	33124395
	C
	G
	0.366966
	0.097399
	0.000164838
	0.390832
	0.0899283
	1.39E-05
	2
	0.103332
	0.002007978

	cg17560929
	6
	COL11A2
	33161589
	rs9277905
	6
	33121408
	A
	C
	0.369724
	0.09632
	0.000123836
	0.369724
	0.09632
	0.000123836
	1
	0.0955744
	0.012369677

	cg11930353
	6
	RXRB
	33162218
	rs114652844
	6
	33181321
	C
	T
	-0.658906
	0.14133
	3.13E-06
	-0.658906
	0.14133
	3.13E-06
	1
	0.060943
	0.000608117

	cg06215670
	6
	RXRB
	33162506
	rs2076311
	6
	33145369
	A
	C
	0.977104
	0.120427
	4.96E-16
	0.929167
	0.112503
	1.49E-16
	2
	0.0803891
	3.25E-13

	cg23456739
	6
	RXRB
	33163286
	rs1546877
	6
	33161262
	C
	T
	-1.39624
	0.270558
	2.47E-07
	-1.39624
	0.270558
	2.47E-07
	1
	0.00727329
	6.75E-05

	cg02915381
	6
	RXRB
	33163333
	rs2229785
	6
	33141161
	A
	G
	1.57462
	0.302099
	1.87E-07
	1.57462
	0.302099
	1.87E-07
	1
	0.00629189
	5.35E-05

	cg26987634
	6
	RXRB
	33163396
	rs1546877
	6
	33161262
	C
	T
	-1.43293
	0.277667
	2.47E-07
	-1.43293
	0.277667
	2.47E-07
	1
	0.0068993
	6.75E-05

	cg20984170
	6
	RXRB
	33164798
	rs2744511
	6
	33142990
	C
	T
	-1.3742
	0.260829
	1.38E-07
	-1.3742
	0.260829
	1.38E-07
	1
	0.00832927
	4.06E-05

	cg16425713
	6
	RXRB
	33165404
	rs114894582
	6
	33158020
	T
	C
	1.00622
	0.216062
	3.21E-06
	1.00622
	0.216062
	3.21E-06
	1
	0.0253061
	0.00062034

	cg10302472
	6
	RXRB
	33165899
	rs1977090
	6
	33185578
	T
	C
	0.918849
	0.20549
	7.77E-06
	0.918849
	0.20549
	7.77E-06
	1
	0.0290182
	0.001272998

	cg14348706
	6
	SLC39A7
	33170405
	rs12197724
	6
	33519419
	G
	A
	-1.43403
	0.354004
	5.10E-05
	-1.43403
	0.354004
	5.10E-05
	1
	0.0450502
	0.005936834

	cg11445939
	6
	HSD17B8
	33172028
	rs1977090
	6
	33185578
	T
	C
	0.706815
	0.158071
	7.77E-06
	0.706815
	0.158071
	7.77E-06
	1
	0.0491698
	0.001272998

	cg11335171
	6
	HSD17B8
	33173333
	rs9277770
	6
	33098678
	T
	G
	-1.29491
	0.199175
	8.00E-11
	-1.29491
	0.199175
	8.00E-11
	1
	0.0126607
	6.00E-08

	cg04262934
	6
	HSD17B8
	33173581
	rs9277828
	6
	33102547
	A
	G
	-0.692854
	0.186439
	0.000202261
	-0.692854
	0.186439
	0.000202261
	1
	0.0210935
	0.018267416

	cg00640376
	6
	HSD17B8
	33173927
	rs2076310
	6
	33166034
	G
	A
	-0.834599
	0.0508794
	1.91E-60
	-0.706331
	0.209358
	0.000741498
	3
	0.265019
	0.049838046

	cg26106778
	6
	RING1
	33175147
	rs439205
	6
	33173842
	A
	G
	-0.860697
	0.0524853
	2.06E-60
	-0.671042
	0.144332
	3.33E-06
	7
	0.280145
	0.000640461

	cg16857104
	6
	RING1
	33179659
	rs9277936
	6
	33183248
	A
	T
	-0.937902
	0.132932
	1.73E-12
	-0.937902
	0.132932
	1.73E-12
	1
	0.036579
	1.62E-09

	cg09332664
	6
	RING1
	33179755
	rs1799911
	6
	33138677
	A
	G
	-1.16282
	0.176082
	4.03E-11
	-1.16282
	0.176082
	4.03E-11
	1
	0.0195311
	3.33E-08

	cg12721695
	6
	RING1
	33180415
	rs1977090
	6
	33185578
	T
	C
	0.712502
	0.159343
	7.77E-06
	0.712502
	0.159343
	7.77E-06
	1
	0.0483934
	0.001272998

	cg04895387
	6
	-
	33180930
	rs12526336
	6
	33154049
	A
	G
	0.851275
	0.181878
	2.87E-06
	0.851275
	0.181878
	2.87E-06
	1
	0.0356265
	0.000567878

	cg07090273
	6
	-
	33181011
	rs5030979
	6
	33162228
	T
	A
	0.840004
	0.182698
	4.27E-06
	0.840004
	0.182698
	4.27E-06
	1
	0.0355574
	0.000795665

	cg27112525
	6
	-
	33181014
	rs115879584
	6
	33152966
	C
	A
	1.12042
	0.244544
	4.62E-06
	1.12042
	0.244544
	4.62E-06
	1
	0.0197302
	0.000846799

	cg10041635
	6
	-
	33181021
	rs1567464
	6
	33182870
	A
	G
	0.895106
	0.1964
	5.18E-06
	0.895106
	0.1964
	5.18E-06
	1
	0.0315291
	0.000926865

	cg02775469
	6
	-
	33181031
	rs5030979
	6
	33162228
	T
	A
	0.625864
	0.136124
	4.27E-06
	0.625864
	0.136124
	4.27E-06
	1
	0.0642147
	0.000795665

	cg14105835
	6
	-
	33205458
	rs7759963
	6
	33406556
	G
	A
	-0.537824
	0.117395
	4.63E-06
	-0.537824
	0.117395
	4.63E-06
	1
	0.339564
	0.00084725

	cg08014182
	6
	RPS18
	33241594
	rs415748
	6
	33238824
	G
	A
	0.450564
	0.155567
	0.003776448
	0.470052
	0.130147
	0.000304278
	2
	0.0463085
	0.025142017

	cg04263436
	6
	B3GALT4
	33245467
	rs2239842
	6
	33261871
	G
	A
	1.12673
	0.196518
	9.87E-09
	1.12673
	0.196518
	9.87E-09
	1
	0.0127408
	4.34E-06

	cg26270195
	6
	B3GALT4
	33245553
	rs2239842
	6
	33261871
	G
	A
	1.00173
	0.174716
	9.87E-09
	1.00173
	0.174716
	9.87E-09
	1
	0.0161382
	4.34E-06

	cg00087898
	6
	WDR46
	33253643
	rs2239842
	6
	33261871
	G
	A
	0.635087
	0.110768
	9.87E-09
	0.635087
	0.110768
	9.87E-09
	1
	0.0402928
	4.34E-06

	cg17227127
	6
	WDR46
	33254571
	rs1014779
	6
	33276466
	A
	G
	0.356155
	0.0920409
	0.000109089
	0.356155
	0.0920409
	0.000109089
	1
	0.0542017
	0.011164918

	cg13054323
	6
	WDR46
	33254599
	rs1014779
	6
	33276466
	A
	G
	0.745863
	0.192753
	0.000109089
	0.745863
	0.192753
	0.000109089
	1
	0.0122899
	0.011164918

	cg10629123
	6
	WDR46
	33254611
	rs2239842
	6
	33261871
	G
	A
	1.04266
	0.181854
	9.87E-09
	1.04266
	0.181854
	9.87E-09
	1
	0.014889
	4.34E-06

	cg03426762
	6
	WDR46
	33255172
	rs1059288
	6
	33267672
	A
	G
	-0.344125
	0.0772529
	8.42E-06
	-0.344125
	0.0772529
	8.42E-06
	1
	0.0765646
	0.001357464

	cg11958269
	6
	WDR46
	33255190
	rs2855426
	6
	33143136
	A
	G
	-0.676422
	0.0419383
	1.69E-58
	-0.663692
	0.0783945
	2.57E-17
	5
	0.517479
	6.61E-14

	cg14578807
	6
	WDR46
	33255193
	rs1059288
	6
	33267672
	A
	G
	-0.446431
	0.10022
	8.42E-06
	-0.423347
	0.0967947
	1.22E-05
	2
	0.0594961
	0.001813695

	cg12952190
	6
	PFDN6
	33256441
	rs211466
	6
	33326139
	A
	G
	0.575532
	0.122613
	2.68E-06
	0.575532
	0.122613
	2.68E-06
	1
	0.0788349
	0.00054584

	cg16435820
	6
	WDR46
	33256958
	rs469064
	6
	33250476
	C
	A
	-0.731379
	0.199667
	0.000249346
	-0.731379
	0.199667
	0.000249346
	1
	0.0113911
	0.021387916

	cg00578240
	6
	WDR46
	33257112
	rs211469
	6
	33323257
	A
	G
	1.39915
	0.29635
	2.35E-06
	1.39915
	0.29635
	2.35E-06
	1
	0.0131913
	0.000485178

	cg23805884
	6
	WDR46
	33257135
	rs3106190
	6
	33280629
	G
	C
	-0.837882
	0.22895
	0.000252596
	-0.837882
	0.22895
	0.000252596
	1
	0.00853401
	0.021609529

	cg21782712
	6
	WDR46
	33257137
	rs463260
	6
	33256984
	C
	T
	-0.735684
	0.159243
	3.84E-06
	-0.735684
	0.159243
	3.84E-06
	1
	0.0179329
	0.000727529

	cg23120848
	6
	WDR46
	33257141
	rs2013891
	6
	33275872
	A
	G
	-0.544014
	0.118486
	4.41E-06
	-0.544014
	0.118486
	4.41E-06
	1
	0.0327838
	0.000815732

	cg02845534
	6
	PFDN6
	33258581
	rs3135409
	6
	33274520
	A
	C
	0.722327
	0.157462
	4.49E-06
	0.722327
	0.157462
	4.49E-06
	1
	0.0185291
	0.000827109

	cg15559584
	6
	TAPBP
	33267644
	rs9277968
	6
	33270680
	A
	G
	-0.227589
	0.0487218
	3.00E-06
	-0.25628
	0.0749124
	0.000623857
	3
	0.248999
	0.04368801

	cg04181556
	6
	TAPBP
	33267702
	rs3106189
	6
	33282002
	T
	C
	1.04296
	0.283157
	0.000230279
	1.04296
	0.283157
	0.000230279
	1
	0.00554384
	0.020190414

	cg00478442
	6
	TAPBP
	33267761
	rs9277968
	6
	33270680
	A
	G
	-0.566703
	0.121319
	3.00E-06
	-0.566703
	0.121319
	3.00E-06
	1
	0.0311255
	0.000588966

	cg27635422
	6
	TAPBP
	33267886
	rs1059288
	6
	33267672
	A
	G
	-0.418051
	0.0938487
	8.42E-06
	-0.418051
	0.0938487
	8.42E-06
	1
	0.0518516
	0.001357464

	cg16095772
	6
	TAPBP
	33268176
	rs3130102
	6
	33292934
	G
	A
	-0.976399
	0.224018
	1.31E-05
	-0.976399
	0.224018
	1.31E-05
	1
	0.00916126
	0.001904974

	cg03768171
	6
	TAPBP
	33272880
	rs1014779
	6
	33276466
	A
	G
	0.660449
	0.17068
	0.000109089
	0.660449
	0.17068
	0.000109089
	1
	0.0156998
	0.011164918

	cg15705563
	6
	TAPBP
	33273014
	rs1014779
	6
	33276466
	A
	G
	-0.900383
	0.232686
	0.000109089
	-0.900383
	0.232686
	0.000109089
	1
	0.00840671
	0.011164918

	cg02191909
	6
	TAPBP
	33273716
	rs3117324
	6
	33324527
	G
	T
	1.24248
	0.327802
	0.000150499
	1.24248
	0.327802
	0.000150499
	1
	0.00418691
	0.014411349

	cg08770771
	6
	TAPBP
	33276448
	rs1014779
	6
	33276466
	A
	G
	-0.483921
	0.125059
	0.000109089
	-0.483921
	0.125059
	0.000109089
	1
	0.0293114
	0.011164918

	cg20973878
	6
	TAPBP
	33280713
	rs3106190
	6
	33280629
	G
	C
	0.542485
	0.148233
	0.000252596
	0.542485
	0.148233
	0.000252596
	1
	0.0204787
	0.021609529

	cg07160118
	6
	TAPBP
	33282418
	rs1059288
	6
	33267672
	A
	G
	0.638688
	0.14338
	8.42E-06
	0.638688
	0.14338
	8.42E-06
	1
	0.0221641
	0.001357464

	cg14309283
	6
	ZBTB22
	33282890
	rs3106195
	6
	33301676
	A
	T
	0.149935
	0.0324634
	3.87E-06
	0.352893
	0.0858113
	3.92E-05
	8
	1.06329
	0.004844183

	cg27168291
	6
	ZBTB22
	33282997
	rs3106195
	6
	33301676
	A
	T
	0.139934
	0.030298
	3.87E-06
	0.290067
	0.0637047
	5.29E-06
	8
	1.31519
	0.000935129

	cg26646118
	6
	ZBTB22
	33283000
	rs3106195
	6
	33301676
	A
	T
	0.151586
	0.0328208
	3.87E-06
	0.271194
	0.0727121
	0.000191773
	6
	0.927846
	0.017426978

	cg10134527
	6
	ZBTB22
	33283015
	rs3106195
	6
	33301676
	A
	T
	0.14759
	0.0319555
	3.87E-06
	0.312465
	0.0816099
	0.000128835
	6
	1.1111
	0.012735615

	cg08771019
	6
	ZBTB22
	33283145
	rs3106195
	6
	33301676
	A
	T
	0.152075
	0.0329267
	3.87E-06
	0.252957
	0.066582
	0.000145226
	6
	0.765163
	0.014005703

	cg04678230
	6
	ZBTB22
	33283189
	rs1061783
	6
	33282628
	C
	T
	0.394592
	0.088909
	9.08E-06
	0.394592
	0.088909
	9.08E-06
	1
	0.0575897
	0.001434732

	cg14258935
	6
	ZBTB22
	33283286
	rs3130271
	6
	33310979
	G
	A
	0.612507
	0.130709
	2.79E-06
	0.612507
	0.130709
	2.79E-06
	1
	0.0270007
	0.000559391

	cg01199618
	6
	ZBTB22
	33283293
	rs1061783
	6
	33282628
	C
	T
	0.498691
	0.112364
	9.08E-06
	0.498691
	0.112364
	9.08E-06
	1
	0.0360221
	0.001434732

	cg24221373
	6
	ZBTB22
	33283314
	rs1061783
	6
	33282628
	C
	T
	0.312776
	0.0704742
	9.08E-06
	0.312776
	0.0704742
	9.08E-06
	1
	0.0917122
	0.001434732

	cg20185718
	6
	ZBTB22
	33283317
	rs3106195
	6
	33301676
	A
	T
	0.46903
	0.101553
	3.87E-06
	0.458874
	0.098377
	3.10E-06
	2
	0.0475705
	0.000602193

	cg27368379
	6
	ZBTB22
	33283328
	rs1061783
	6
	33282628
	C
	T
	0.357032
	0.080446
	9.08E-06
	0.357032
	0.080446
	9.08E-06
	1
	0.0703595
	0.001434732

	cg24718275
	6
	ZBTB22
	33283770
	rs3130100
	6
	33283766
	T
	C
	-1.3595
	0.2248
	1.48E-09
	-1.3595
	0.2248
	1.48E-09
	1
	0.00899445
	7.79E-07

	cg08421271
	6
	ZBTB22
	33284646
	rs3130018
	6
	33290402
	A
	G
	-0.658559
	0.184822
	0.000366442
	-0.658559
	0.184822
	0.000366442
	1
	0.0134044
	0.029278682

	cg04319462
	6
	ZBTB22
	33284965
	rs9277908
	6
	33123245
	T
	C
	1.5686
	0.410852
	0.000134624
	1.5686
	0.410852
	0.000134624
	1
	0.0050939
	0.013155389

	cg06477487
	6
	ZBTB22
	33286558
	rs1014779
	6
	33276466
	A
	G
	-0.675246
	0.174504
	0.000109089
	-0.675246
	0.174504
	0.000109089
	1
	0.0150155
	0.011164918

	cg20618109
	6
	DAXX
	33287199
	rs2051625
	6
	33287183
	C
	T
	0.302023
	0.0871698
	0.00053079
	0.302023
	0.0871698
	0.00053079
	1
	0.922683
	0.038570207

	cg15583349
	6
	DAXX
	33287809
	rs2894334
	6
	33298344
	A
	C
	0.82587
	0.18203
	5.71E-06
	0.82587
	0.18203
	5.71E-06
	1
	0.0139207
	0.000992479

	cg07905975
	6
	DAXX
	33288366
	rs464865
	6
	33257186
	A
	G
	1.01233
	0.219544
	4.01E-06
	1.01233
	0.219544
	4.01E-06
	1
	0.00939077
	0.000755068

	cg24498636
	6
	DAXX
	33288372
	rs3130101
	6
	33292888
	G
	A
	0.569327
	0.157384
	0.000297602
	0.569327
	0.157384
	0.000297602
	1
	0.0186327
	0.024691025

	cg09864211
	6
	DAXX
	33288800
	rs3135409
	6
	33274520
	A
	C
	1.28631
	0.280407
	4.49E-06
	1.28631
	0.280407
	4.49E-06
	1
	0.00578631
	0.000827109

	cg07607074
	6
	DAXX
	33289544
	rs2071889
	6
	33272712
	C
	A
	0.901069
	0.193644
	3.27E-06
	0.901069
	0.193644
	3.27E-06
	1
	0.0121489
	0.000629896

	cg20552903
	6
	DAXX
	33289678
	rs3135408
	6
	33275013
	T
	C
	0.529661
	0.115575
	4.59E-06
	0.529661
	0.115575
	4.59E-06
	1
	0.0344606
	0.000843121

	cg00187059
	6
	DAXX
	33289693
	rs3106195
	6
	33301676
	A
	T
	0.322395
	0.0698037
	3.87E-06
	0.322395
	0.0698037
	3.87E-06
	1
	0.0952508
	0.000730783

	cg10285420
	6
	DAXX
	33289719
	rs2071889
	6
	33272712
	C
	A
	0.752585
	0.161734
	3.27E-06
	0.752585
	0.161734
	3.27E-06
	1
	0.0174619
	0.000629896

	cg09992055
	6
	DAXX
	33290281
	rs469064
	6
	33250476
	C
	A
	0.667301
	0.182173
	0.000249346
	0.667301
	0.182173
	0.000249346
	1
	0.0136984
	0.021387916

	cg27052777
	6
	DAXX
	33290408
	rs469064
	6
	33250476
	C
	A
	0.392676
	0.107201
	0.000249346
	0.392676
	0.107201
	0.000249346
	1
	0.039765
	0.021387916

	cg14910283
	6
	DAXX
	33290421
	rs469064
	6
	33250476
	C
	A
	0.465816
	0.127168
	0.000249346
	0.465816
	0.127168
	0.000249346
	1
	0.0282181
	0.021387916

	cg17403520
	6
	KIFC1
	33359638
	rs12664430
	6
	33272677
	T
	C
	1.35683
	0.378266
	0.000334606
	1.35683
	0.378266
	0.000334606
	1
	0.0139125
	0.027110418

	cg04757012
	6
	KIFC1
	33359817
	rs406009
	6
	33353090
	A
	G
	0.714928
	0.144211
	7.15E-07
	0.714928
	0.144211
	7.15E-07
	1
	0.0576259
	0.000173548

	cg19916922
	6
	KIFC1
	33359833
	rs211469
	6
	33323257
	A
	G
	0.381237
	0.0807485
	2.35E-06
	0.381237
	0.0807485
	2.35E-06
	1
	0.180573
	0.000485178

	cg05578398
	6
	KIFC1
	33359842
	rs211472
	6
	33321909
	C
	T
	-1.17236
	0.248093
	2.30E-06
	-1.17236
	0.248093
	2.30E-06
	1
	0.0191497
	0.000478026

	cg09040034
	6
	KIFC1
	33362567
	rs76851963
	6
	33483043
	T
	C
	-0.502002
	0.112224
	7.71E-06
	-0.502002
	0.112224
	7.71E-06
	1
	0.48692
	0.001269361

	cg12052754
	6
	KIFC1
	33376867
	rs2855426
	6
	33143136
	A
	G
	-1.43228
	0.0888014
	1.69E-58
	-1.13917
	0.143863
	2.43E-15
	1
	0.0301847
	4.06E-12

	cg07857404
	6
	PHF1
	33378502
	rs211469
	6
	33323257
	A
	G
	0.705646
	0.149461
	2.35E-06
	0.705646
	0.149461
	2.35E-06
	1
	0.0525403
	0.000485178

	cg03876174
	6
	PHF1
	33378508
	rs211466
	6
	33326139
	A
	G
	0.897288
	0.19116
	2.68E-06
	0.897288
	0.19116
	2.68E-06
	1
	0.0323131
	0.00054584

	cg09459982
	6
	CUTA
	33386556
	rs6942045
	6
	33351696
	T
	C
	-0.86748
	0.242154
	0.000340593
	-0.86748
	0.242154
	0.000340593
	1
	0.0100871
	0.02747058

	cg25767433
	6
	CUTA
	33386985
	rs9394145
	6
	33399778
	T
	C
	-0.511379
	0.133599
	0.000129382
	-0.511379
	0.133599
	0.000129382
	1
	0.0327831
	0.012766285

	cg01320573
	6
	CUTA
	33387003
	rs10807124
	6
	33404064
	A
	G
	-0.655323
	0.171279
	0.000130258
	-0.655323
	0.171279
	0.000130258
	1
	0.0199531
	0.01278268

	cg18352916
	6
	CUTA
	33387089
	rs9278029
	6
	33341424
	C
	A
	-1.05751
	0.295806
	0.000350315
	-1.05751
	0.295806
	0.000350315
	1
	0.0067048
	0.028184656

	cg15587013
	6
	SYNGAP1
	33394838
	rs10807124
	6
	33404064
	A
	G
	-0.558837
	0.146061
	0.000130258
	-0.558837
	0.146061
	0.000130258
	1
	0.0274751
	0.01278268

	cg14425347
	6
	SYNGAP1
	33395005
	rs10807124
	6
	33404064
	A
	G
	-0.499904
	0.130658
	0.000130258
	-0.499904
	0.130658
	0.000130258
	1
	0.0343597
	0.01278268

	cg10144493
	6
	SYNGAP1
	33395133
	rs10807124
	6
	33404064
	A
	G
	-0.306346
	0.0800683
	0.000130258
	-0.326437
	0.0764292
	1.95E-05
	2
	0.0990556
	0.00268325

	cg04802302
	6
	SYNGAP1
	33395290
	rs9368760
	6
	33356985
	T
	C
	-0.915649
	0.253131
	0.000297777
	-0.915649
	0.253131
	0.000297777
	1
	0.0090509
	0.024692981

	cg24852032
	6
	SYNGAP1
	33396223
	rs3119025
	6
	33422976
	T
	G
	-0.3433
	0.0819744
	2.82E-05
	-0.360163
	0.0734119
	9.31E-07
	2
	0.289271
	0.000219286

	cg18466911
	6
	SYNGAP1
	33396263
	rs449978
	6
	33496060
	G
	A
	-0.868382
	0.201985
	1.72E-05
	-0.868382
	0.201985
	1.72E-05
	1
	0.0419224
	0.002419503

	cg06681810
	6
	SYNGAP1
	33396295
	rs1755040
	6
	33495175
	A
	C
	-0.22184
	0.0514812
	1.64E-05
	-0.218257
	0.0510706
	1.92E-05
	2
	0.65485
	0.002675656

	cg21790305
	6
	SYNGAP1
	33396387
	rs4713634
	6
	33514708
	T
	C
	-0.829978
	0.196689
	2.45E-05
	-0.829978
	0.196689
	2.45E-05
	1
	0.0436273
	0.003281776

	cg25813235
	6
	SYNGAP1
	33397883
	rs9394145
	6
	33399778
	T
	C
	-0.74903
	0.195686
	0.000129382
	-0.74903
	0.195686
	0.000129382
	1
	0.0152248
	0.012766285

	cg26888941
	6
	SYNGAP1
	33398522
	rs10807124
	6
	33404064
	A
	G
	-0.429828
	0.112342
	0.000130258
	-0.429828
	0.112342
	0.000130258
	1
	0.0465112
	0.01278268

	cg20201143
	6
	SYNGAP1
	33398533
	rs9394145
	6
	33399778
	T
	C
	-0.283608
	0.0740933
	0.000129382
	-0.224777
	0.0648053
	0.000523474
	3
	0.179194
	0.038227072

	cg20445774
	6
	SYNGAP1
	33400021
	rs391500
	6
	33367133
	A
	C
	1.03978
	0.288503
	0.000313371
	1.03978
	0.288503
	0.000313371
	1
	0.00691883
	0.025683939

	cg09572125
	6
	SYNGAP1
	33400477
	rs9394145
	6
	33399778
	T
	C
	-0.611826
	0.159841
	0.000129382
	-0.611826
	0.159841
	0.000129382
	1
	0.0228764
	0.012766285

	cg20118717
	6
	SYNGAP1
	33400505
	rs10807124
	6
	33404064
	A
	G
	-0.514065
	0.134359
	0.000130258
	-0.514065
	0.134359
	0.000130258
	1
	0.0324874
	0.01278268

	cg24571227
	6
	SYNGAP1
	33419573
	rs10807124
	6
	33404064
	A
	G
	-1.07843
	0.281864
	0.000130258
	-1.07843
	0.281864
	0.000130258
	1
	0.00728918
	0.01278268

	cg06580074
	6
	SYNGAP1
	33420208
	rs10807124
	6
	33404064
	A
	G
	-0.482582
	0.12613
	0.000130258
	-0.482582
	0.12613
	0.000130258
	1
	0.0368827
	0.01278268

	cg11586890
	6
	SYNGAP1
	33420227
	rs10807124
	6
	33404064
	A
	G
	-0.453155
	0.118439
	0.000130258
	-0.453155
	0.118439
	0.000130258
	1
	0.041841
	0.01278268

	cg03945003
	6
	ZBTB9
	33423747
	rs114993678
	6
	33388894
	G
	C
	-1.05202
	0.263337
	6.47E-05
	-1.05202
	0.263337
	6.47E-05
	1
	0.0288734
	0.007148563

	cg00700324
	6
	BAK1
	33548127
	rs210142
	6
	33546837
	T
	C
	0.651865
	0.162506
	6.04E-05
	0.651865
	0.162506
	6.04E-05
	1
	0.020693
	0.006836126

	cg01035815
	6
	ITPR3
	33600828
	rs59929559
	6
	33588351
	A
	G
	-0.113137
	0.0403109
	0.005006606
	-0.131228
	0.0335508
	9.18E-05
	8
	1.27464
	0.00970399

	cg05235151
	6
	TCP11
	35108114
	rs34500566
	6
	35067106
	T
	G
	-0.362092
	0.102798
	0.000427799
	-0.362092
	0.102798
	0.000427799
	1
	0.0775295
	0.032775713

	cg24623244
	6
	TCP11
	35109398
	rs3756856
	6
	35110705
	G
	A
	0.967217
	0.281558
	0.000592139
	0.967217
	0.281558
	0.000592139
	1
	0.0101484
	0.041937904

	cg12090052
	6
	TCP11
	35109435
	rs3756856
	6
	35110705
	G
	A
	0.509408
	0.148289
	0.000592139
	0.509408
	0.148289
	0.000592139
	1
	0.0369711
	0.041937904

	cg20598034
	6
	-
	36592246
	rs10807172
	6
	36667883
	C
	G
	-1.5402
	0.417161
	0.000222476
	-1.5402
	0.417161
	0.000222476
	1
	0.00259765
	0.019623054

	cg18964319
	6
	-
	36665554
	rs6928344
	6
	36667365
	C
	T
	0.659673
	0.180006
	0.000247661
	0.659673
	0.180006
	0.000247661
	1
	0.0144072
	0.021311063

	cg12926693
	6
	-
	36665611
	rs6928344
	6
	36667365
	C
	T
	0.537566
	0.146686
	0.000247661
	0.537566
	0.146686
	0.000247661
	1
	0.0217346
	0.021311063

	cg08956463
	6
	TREML2
	41168911
	rs742493
	6
	40998167
	C
	T
	-0.973864
	0.260918
	0.000189684
	-0.882122
	0.227236
	0.00010366
	2
	0.0263256
	0.010786254

	cg19005210
	6
	TREML2
	41168960
	rs2395754
	6
	41027520
	T
	C
	-0.581221
	0.216675
	0.007308404
	-0.595959
	0.168715
	0.000411972
	2
	0.0678267
	0.032001787

	cg15658306
	6
	TREML2
	41168972
	rs79123612
	6
	41036111
	T
	C
	-0.910819
	0.255688
	0.000367795
	-0.745607
	0.207905
	0.000335494
	2
	0.035003
	0.027167457

	cg25190634
	6
	IRAK1BP1
	79576994
	rs3902856
	6
	79699837
	T
	C
	-1.08531
	0.290884
	0.000190709
	-1.08531
	0.290884
	0.000190709
	1
	0.00579181
	0.017378942

	cg01414830
	6
	IRAK1BP1
	79577007
	rs9343861
	6
	79744868
	A
	C
	-0.542184
	0.142523
	0.000142327
	-0.542184
	0.142523
	0.000142327
	1
	0.024325
	0.013750662

	cg01428071
	6
	PHIP
	79785773
	rs2063123
	6
	79658535
	C
	T
	-0.742089
	0.191639
	0.000107844
	-0.742089
	0.191639
	0.000107844
	1
	0.0133293
	0.01111462

	cg24881834
	6
	ME1
	84140997
	rs7770178
	6
	84137722
	T
	C
	-0.188555
	0.0845662
	0.02576945
	-0.268711
	0.0793674
	0.000710161
	2
	0.547105
	0.048373826

	cg16155724
	6
	FYN
	112102807
	rs1887315
	6
	112151444
	G
	C
	-0.464722
	0.12759
	0.000270274
	-0.464722
	0.12759
	0.000270274
	1
	0.0632455
	0.022892343

	cg24824472
	6
	FYN
	112111043
	rs1887315
	6
	112151444
	G
	C
	-0.286581
	0.0786811
	0.000270274
	-0.286581
	0.0786811
	0.000270274
	1
	0.166578
	0.022892343

	cg17076443
	6
	FYN
	112115190
	rs1887315
	6
	112151444
	G
	C
	-0.491909
	0.135054
	0.000270274
	-0.491909
	0.135054
	0.000270274
	1
	0.05643
	0.022892343

	cg04657000
	6
	FYN
	112115430
	rs1887315
	6
	112151444
	G
	C
	-0.383706
	0.105347
	0.000270274
	-0.383706
	0.105347
	0.000270274
	1
	0.0928398
	0.022892343

	cg04637264
	6
	-
	112359355
	rs1887315
	6
	112151444
	G
	C
	-0.481242
	0.132126
	0.000270274
	-0.481242
	0.132126
	0.000270274
	1
	0.0589664
	0.022892343

	cg01838965
	6
	-
	127396950
	rs7741021
	6
	127468274
	C
	A
	-1.04473
	0.302285
	0.000548166
	-1.04473
	0.302285
	0.000548166
	1
	0.00527878
	0.039478889

	cg01694400
	6
	RSPO3
	127484100
	rs7741021
	6
	127468274
	C
	A
	-0.283981
	0.0821684
	0.000548166
	-0.283981
	0.0821684
	0.000548166
	1
	0.0724141
	0.039478889

	cg25671837
	6
	RSPO3
	127513912
	rs9482773
	6
	127459552
	C
	G
	0.407356
	0.117249
	0.000512347
	0.407356
	0.117249
	0.000512347
	1
	0.0346602
	0.037688901

	cg10242496
	6
	SLC35D3
	137242316
	rs9483967
	6
	137253882
	A
	G
	-1.24522
	0.361759
	0.00057727
	-1.24522
	0.361759
	0.00057727
	1
	0.0411206
	0.041010202

	cg05124190
	6
	-
	137952733
	rs12210705
	6
	137953165
	C
	A
	0.367978
	0.0932496
	7.94E-05
	0.367978
	0.0932496
	7.94E-05
	1
	0.122202
	0.008583041

	cg26849637
	6
	PPP1R14C
	150530249
	rs17079471
	6
	150553152
	C
	T
	0.682434
	0.234193
	0.003568685
	0.681766
	0.201368
	0.000710164
	2
	0.0478451
	0.048373826

	cg24873280
	6
	IPCEF1
	154651158
	rs2696360
	6
	154642748
	T
	C
	0.230703
	0.0734914
	0.001694312
	0.393672
	0.109969
	0.000343866
	2
	0.428504
	0.027693232

	cg02287007
	6
	RPS6KA2
	166877038
	rs4709116
	6
	166886922
	C
	T
	-0.215183
	0.131693
	0.1022642
	-0.304573
	0.0832996
	0.000255899
	4
	0.15632
	0.021857489

	cg06454157
	6
	-
	167490870
	rs2239826
	6
	167504880
	C
	T
	-0.28752
	0.0751374
	0.000129976
	-0.28752
	0.0751374
	0.000129976
	1
	0.0885884
	0.01278268

	cg06323479
	6
	-
	167507729
	rs150115
	6
	167507658
	G
	A
	-0.419778
	0.111323
	0.000162762
	-0.419778
	0.111323
	0.000162762
	1
	0.210285
	0.01528768

	cg01027553
	7
	SDK1
	4037843
	rs998635
	7
	4029984
	T
	C
	0.263286
	0.0868561
	0.002435248
	0.28818
	0.08119
	0.000386119
	2
	0.110806
	0.030357163

	cg07230486
	7
	PHF14
	11012873
	rs117359527
	7
	11013107
	G
	A
	0.444098
	0.116615
	0.000139999
	0.444098
	0.116615
	0.000139999
	1
	0.39442
	0.01362319

	cg27578754
	7
	PHF14
	11012967
	rs117491489
	7
	11043330
	G
	C
	0.453804
	0.130228
	0.000492829
	0.453804
	0.130228
	0.000492829
	1
	0.331142
	0.036614414

	cg12192582
	7
	ELMO1
	37392880
	rs75819806
	7
	37389444
	T
	C
	0.913344
	0.158021
	7.50E-09
	0.913344
	0.158021
	7.50E-09
	1
	0.0321929
	3.47E-06

	cg02311378
	7
	ZNF680
	64023522
	rs112261938
	7
	64037541
	C
	G
	0.68034
	0.201628
	0.000740296
	0.68034
	0.201628
	0.000740296
	1
	0.0166769
	0.04981922

	cg12629796
	7
	-
	74050146
	rs6964833
	7
	74101909
	C
	T
	-0.491482
	0.115358
	2.04E-05
	-0.491482
	0.115358
	2.04E-05
	1
	0.0451323
	0.002789991

	cg22641542
	7
	-
	74068697
	rs2527367
	7
	74099138
	C
	T
	0.735412
	0.165787
	9.18E-06
	0.735412
	0.165787
	9.18E-06
	1
	0.0186944
	0.001444474

	cg21983531
	7
	GTF2I
	74075317
	rs2527374
	7
	74095687
	T
	A
	0.523976
	0.118633
	1.00E-05
	0.523976
	0.118633
	1.00E-05
	1
	0.0368286
	0.001554068

	cg23667916
	7
	GTF2I
	74098293
	rs13227433
	7
	74094721
	G
	T
	-0.950299
	0.216831
	1.17E-05
	-0.950299
	0.216831
	1.17E-05
	1
	0.0129847
	0.001759494

	cg24977276
	7
	GTF2I
	74105270
	rs6967152
	7
	74099317
	T
	C
	-0.354876
	0.0813082
	1.27E-05
	-0.354876
	0.0813082
	1.27E-05
	1
	0.0914763
	0.001870206

	cg08742095
	7
	CALU
	128383253
	rs1006024
	7
	128389559
	C
	T
	0.273362
	0.0753263
	0.000284554
	0.260679
	0.0719616
	0.000291873
	2
	0.114319
	0.024265244

	cg02354431
	7
	-
	128423266
	rs339086
	7
	128423617
	C
	T
	0.491613
	0.144387
	0.000662173
	0.491613
	0.144387
	0.000662173
	1
	0.0242847
	0.045758525

	cg26616347
	7
	IRF5
	128577752
	rs3823536
	7
	128579666
	A
	G
	-0.757568
	0.0631416
	3.76E-33
	-0.757568
	0.0631416
	3.76E-33
	1
	0.11846
	4.06E-29

	cg06630958
	7
	IRF5
	128577819
	rs3757387
	7
	128576086
	C
	T
	-0.616661
	0.0507413
	5.70E-34
	-0.629007
	0.0892359
	1.82E-12
	2
	0.18583
	1.68E-09

	cg22630713
	7
	IRF5
	128577824
	rs3757387
	7
	128576086
	C
	T
	-0.850079
	0.0699479
	5.70E-34
	-0.850079
	0.0699479
	5.70E-34
	1
	0.0959452
	8.41E-30

	cg00140447
	7
	IRF5
	128580709
	rs3823536
	7
	128579666
	A
	G
	-0.623518
	0.0519688
	3.76E-33
	-0.623518
	0.0519688
	3.76E-33
	1
	0.174908
	4.06E-29

	cg04086097
	7
	IRF5
	128580792
	rs4731532
	7
	128572766
	G
	A
	1.43605
	0.127437
	1.92E-29
	0.94466
	0.148784
	2.17E-10
	1
	0.0239873
	1.44E-07

	cg19972273
	7
	-
	128594194
	rs2070197
	7
	128589000
	C
	T
	2.61525
	0.19836
	1.12E-39
	1.37743
	0.358607
	0.000122557
	1
	0.00540042
	0.012249429

	cg07303308
	7
	LOC286016
	128695042
	rs2242028
	7
	128694976
	C
	T
	-0.820665
	0.21875
	0.000175759
	-0.820665
	0.21875
	0.000175759
	1
	0.0152684
	0.016263463

	cg11209892
	7
	LOC286016
	128695548
	rs11976775
	7
	128691990
	A
	G
	-0.462068
	0.119151
	0.00010535
	-0.462068
	0.119151
	0.00010535
	1
	0.0509508
	0.010927121

	cg03892815
	7
	-
	138708877
	rs11768697
	7
	138714888
	C
	T
	0.141838
	0.0293904
	1.39E-06
	0.141838
	0.0293904
	1.39E-06
	1
	0.542994
	0.00031018

	cg02433509
	7
	ZC3HAV1L
	138719131
	rs7785411
	7
	138717762
	C
	T
	0.635318
	0.127889
	6.78E-07
	0.635318
	0.127889
	6.78E-07
	1
	0.0289102
	0.000165628

	cg05576245
	7
	ZC3HAV1L
	138719784
	rs10279634
	7
	138701633
	A
	G
	0.930615
	0.186253
	5.85E-07
	0.930615
	0.186253
	5.85E-07
	1
	0.0132682
	0.000145824

	cg19734163
	7
	ZC3HAV1L
	138720989
	rs10279658
	7
	138701707
	A
	T
	0.68009
	0.138995
	9.95E-07
	0.68009
	0.138995
	9.95E-07
	1
	0.0239427
	0.000232106

	cg24251035
	7
	ZC3HAV1L
	138721065
	rs10252810
	7
	138704135
	T
	C
	0.312685
	0.0650884
	1.56E-06
	0.312685
	0.0650884
	1.56E-06
	1
	0.108993
	0.000340246

	cg01154622
	7
	-
	138723354
	rs10225558
	7
	138725878
	C
	T
	-1.14906
	0.211374
	5.46E-08
	-1.14906
	0.211374
	5.46E-08
	1
	0.0109914
	1.86E-05

	cg23834013
	7
	ZC3HAV1
	138729073
	rs10273974
	7
	138735512
	C
	A
	0.4063
	0.078138
	2.00E-07
	0.4063
	0.078138
	2.00E-07
	1
	0.074487
	5.68E-05

	cg00303210
	7
	ZC3HAV1
	138745709
	rs10273974
	7
	138735512
	C
	A
	0.689257
	0.132555
	2.00E-07
	0.689257
	0.132555
	2.00E-07
	1
	0.0258391
	5.68E-05

	cg16700935
	7
	ESYT2
	158531694
	rs58784790
	7
	158531500
	A
	G
	-0.449431
	0.129747
	0.000532475
	-0.449431
	0.129747
	0.000532475
	1
	0.0529754
	0.038672782

	cg10317790
	7
	ESYT2
	158531733
	rs6960146
	7
	158529263
	A
	G
	-1.29362
	0.372358
	0.000512618
	-1.29362
	0.372358
	0.000512618
	1
	0.00636524
	0.037688901

	cg01069256
	8
	FAM164A
	79577942
	rs1026920
	8
	79632010
	G
	A
	0.674705
	0.163266
	3.59E-05
	0.674705
	0.163266
	3.59E-05
	1
	0.020788
	0.00448697

	cg08519575
	8
	FAM164A
	79578124
	rs13265322
	8
	79615251
	C
	A
	0.806951
	0.204198
	7.76E-05
	0.806951
	0.204198
	7.76E-05
	1
	0.0132069
	0.008408695

	cg01810186
	8
	-
	120058222
	rs13264791
	8
	120013090
	T
	C
	-0.190584
	0.0669497
	0.004417951
	-0.185275
	0.0548541
	0.000731319
	2
	0.810798
	0.049440892

	cg00444740
	8
	MIR1208
	129162178
	rs2720691
	8
	129163348
	T
	A
	-0.633268
	0.176114
	0.000323491
	-0.633268
	0.176114
	0.000323491
	1
	0.0455755
	0.026406549

	cg27509867
	8
	-
	129165585
	rs2720699
	8
	129177351
	A
	G
	0.236699
	0.0690318
	0.000606257
	0.236699
	0.0690318
	0.000606257
	1
	0.293973
	0.042751036

	cg00618309
	8
	-
	129263509
	rs7826937
	8
	129264171
	C
	T
	0.463163
	0.114769
	5.45E-05
	0.463163
	0.114769
	5.45E-05
	1
	0.0392622
	0.006287247

	cg20999934
	9
	SUGT1P1
	33290511
	rs830576
	9
	33290532
	A
	G
	0.173715
	0.0485564
	0.000346845
	0.173715
	0.0485564
	0.000346845
	1
	0.351869
	0.027919324

	cg27443224
	9
	CCL21
	34710135
	rs11574915
	9
	34710084
	C
	A
	0.189599
	0.0443294
	1.90E-05
	0.176394
	0.0422748
	3.01E-05
	4
	0.676268
	0.003893425

	cg13675835
	9
	PAX5
	37030825
	rs62533709
	9
	37003704
	T
	C
	0.547227
	0.162124
	0.000737318
	0.547227
	0.162124
	0.000737318
	1
	0.0503016
	0.049680721

	cg14009912
	9
	SHC3
	91636851
	rs78733107
	9
	91625073
	G
	A
	-0.567235
	0.207748
	0.006325917
	-0.566878
	0.163145
	0.000511536
	2
	0.24847
	0.037660604

	cg13940029
	9
	CENPP
	95239186
	rs7029879
	9
	95114053
	T
	C
	0.406022
	0.119261
	0.000662988
	0.406022
	0.119261
	0.000662988
	1
	0.0873635
	0.045795345

	cg13719746
	9
	ANP32B
	100747559
	rs4742711
	9
	100780790
	A
	G
	-0.970001
	0.178704
	5.71E-08
	-0.970001
	0.178704
	5.71E-08
	1
	0.023689
	1.92E-05

	cg03588007
	9
	TRIM14
	100849274
	rs2281732
	9
	100845007
	G
	A
	-1.08012
	0.204297
	1.25E-07
	-1.08012
	0.204297
	1.25E-07
	1
	0.0182638
	3.73E-05

	cg14133557
	9
	-
	113802005
	rs4576485
	9
	113815164
	G
	A
	0.087652
	0.0393567
	0.0259394
	0.111619
	0.0329465
	0.000704463
	6
	1.91857
	0.048066237

	cg11809085
	9
	TNFSF15
	117567756
	rs6478109
	9
	117568766
	A
	G
	0.459598
	0.0980877
	2.79E-06
	0.459598
	0.0980877
	2.79E-06
	1
	0.0548112
	0.000559391

	cg24015249
	9
	DAB2IP
	124498633
	rs10818605
	9
	124614496
	C
	T
	0.404737
	0.115162
	0.00044068
	0.404737
	0.115162
	0.00044068
	1
	0.0353489
	0.033462194

	cg13928417
	9
	DAB2IP
	124498782
	rs7864184
	9
	124617259
	T
	G
	0.441985
	0.12844
	0.000579282
	0.441985
	0.12844
	0.000579282
	1
	0.0291112
	0.041117087

	cg14594187
	9
	DAB2IP
	124498961
	rs10818605
	9
	124614496
	C
	T
	0.498095
	0.141726
	0.00044068
	0.498095
	0.141726
	0.00044068
	1
	0.023315
	0.033462194

	cg14136214
	9
	DAB2IP
	124545901
	rs7864184
	9
	124617259
	T
	G
	0.481154
	0.139822
	0.000579282
	0.481154
	0.139822
	0.000579282
	1
	0.0245532
	0.041117087

	cg00629585
	9
	GFI1B
	135853992
	rs3011270
	9
	135883604
	G
	A
	-1.43542
	0.306764
	2.88E-06
	-1.43542
	0.306764
	2.88E-06
	1
	0.0072337
	0.000570637

	cg13836412
	9
	VAV2
	136628684
	rs664026
	9
	136824023
	T
	C
	0.628404
	0.131279
	1.70E-06
	0.628404
	0.131279
	1.70E-06
	1
	0.0347349
	0.00036532

	cg21223341
	9
	VAV2
	136653337
	rs694505
	9
	136821074
	T
	C
	1.0687
	0.229919
	3.35E-06
	1.0687
	0.229919
	3.35E-06
	1
	0.0125883
	0.000643258

	cg14074652
	9
	VAV2
	136662289
	rs636667
	9
	136822518
	A
	G
	0.742358
	0.153205
	1.26E-06
	0.742358
	0.153205
	1.26E-06
	1
	0.0259482
	0.000284699

	cg14125800
	9
	VAV2
	136675160
	rs664026
	9
	136824023
	T
	C
	0.620138
	0.129552
	1.70E-06
	0.620138
	0.129552
	1.70E-06
	1
	0.0356698
	0.00036532

	cg13535718
	9
	VAV2
	136679985
	rs664026
	9
	136824023
	T
	C
	0.66706
	0.139354
	1.70E-06
	0.505685
	0.119571
	2.35E-05
	3
	0.0588984
	0.003160707

	cg13947528
	9
	VAV2
	136727132
	rs636667
	9
	136822518
	A
	G
	0.840008
	0.173357
	1.26E-06
	0.840008
	0.173357
	1.26E-06
	1
	0.0202439
	0.000284699

	cg14521777
	9
	VAV2
	136758765
	rs636667
	9
	136822518
	A
	G
	1.31838
	0.272081
	1.26E-06
	1.31838
	0.272081
	1.26E-06
	1
	0.00815812
	0.000284699

	cg14012599
	9
	VAV2
	136805113
	rs2519805
	9
	136804675
	C
	G
	-0.537726
	0.15418
	0.00048736
	-0.537726
	0.15418
	0.00048736
	1
	0.028204
	0.036259427

	cg01845476
	9
	VAV2
	136833401
	rs664026
	9
	136824023
	T
	C
	0.544948
	0.113844
	1.70E-06
	0.521717
	0.107635
	1.25E-06
	2
	0.16544
	0.000283644

	cg02940555
	10
	-
	1019026
	rs7905827
	10
	1012832
	T
	G
	-0.122235
	0.0406258
	0.002622846
	-0.156868
	0.0441933
	0.000385912
	3
	0.654365
	0.030357163

	cg26870438
	10
	PFKFB3
	6186015
	rs3920615
	10
	6176780
	C
	T
	0.203677
	0.0641164
	0.001489894
	0.208714
	0.0611026
	0.000636056
	2
	0.125855
	0.04438894

	cg03051116
	10
	-
	30720703
	rs303435
	10
	30731491
	T
	C
	0.431365
	0.102361
	2.51E-05
	0.431365
	0.102361
	2.51E-05
	1
	0.0543171
	0.003353114

	cg26579601
	10
	MAP3K8
	30724020
	rs59143367
	10
	30811853
	A
	T
	1.29455
	0.304606
	2.14E-05
	1.29455
	0.304606
	2.14E-05
	1
	0.00655066
	0.00291052

	cg19596273
	10
	MAP3K8
	30724086
	rs72808078
	10
	30814860
	G
	T
	0.890208
	0.192078
	3.58E-06
	0.890208
	0.192078
	3.58E-06
	1
	0.0154789
	0.000681996

	cg03611868
	10
	-
	43818603
	rs2503875
	10
	43814049
	A
	G
	-0.211651
	0.0823249
	0.01014292
	-0.235795
	0.0688039
	0.000610274
	2
	0.129156
	0.042866453

	cg00404025
	10
	WDFY4
	49892741
	rs3747874
	10
	50038800
	A
	G
	0.933077
	0.207535
	6.93E-06
	0.933077
	0.207535
	6.93E-06
	1
	0.0105445
	0.001167965

	cg04749316
	10
	WDFY4
	49893346
	rs3747874
	10
	50038800
	A
	G
	0.656059
	0.14592
	6.93E-06
	0.656059
	0.14592
	6.93E-06
	1
	0.0214026
	0.001167965

	cg20434666
	10
	WDFY4
	49893406
	rs11101529
	10
	50037974
	G
	A
	0.964875
	0.214458
	6.83E-06
	0.964875
	0.214458
	6.83E-06
	1
	0.0098834
	0.001158103

	cg17967780
	10
	WDFY4
	49893445
	rs3747874
	10
	50038800
	A
	G
	0.72517
	0.161292
	6.93E-06
	0.72517
	0.161292
	6.93E-06
	1
	0.0174967
	0.001167965

	cg07345108
	10
	WDFY4
	49893463
	rs3747874
	10
	50038800
	A
	G
	0.843663
	0.187647
	6.93E-06
	0.843663
	0.187647
	6.93E-06
	1
	0.012914
	0.001167965

	cg13513804
	10
	LRRC18
	50121894
	rs2671694
	10
	50116075
	T
	G
	1.29476
	0.316688
	4.34E-05
	1.29476
	0.316688
	4.34E-05
	1
	0.004691
	0.005213871

	cg01357233
	10
	LRRC18
	50123030
	rs41283291
	10
	50121760
	A
	G
	-0.992829
	0.275506
	0.000313843
	-0.992829
	0.275506
	0.000313843
	1
	0.0143366
	0.025709602

	cg19880751
	10
	PRF1
	72362618
	rs10999445
	10
	72399632
	C
	T
	-0.1409
	0.0705032
	0.0456636
	-0.216282
	0.0621822
	0.000504885
	3
	0.429198
	0.03728951

	cg19215199
	10
	ZMIZ1
	81005284
	rs1250537
	10
	81038069
	C
	T
	-0.31894
	0.0965663
	0.000957329
	-0.311651
	0.0874051
	0.000363112
	2
	0.0636513
	0.029055575

	cg06162030
	10
	ZMIZ1
	81053187
	rs1250539
	10
	81037229
	A
	G
	-0.934753
	0.272479
	0.000602461
	-0.934753
	0.272479
	0.000602461
	1
	0.00574753
	0.042538844

	cg18949056
	10
	SORBS1
	97317243
	rs10882613
	10
	97299171
	A
	C
	-0.773547
	0.223864
	0.000549499
	-0.773547
	0.223864
	0.000549499
	1
	0.00938919
	0.039546946

	cg08252887
	10
	CWF19L1
	102027486
	rs7898075
	10
	101973097
	T
	C
	-0.73272
	0.206997
	0.000400567
	-0.73272
	0.206997
	0.000400567
	1
	0.0110054
	0.031295745

	cg04876582
	10
	ADAM12
	127864751
	rs1710278
	10
	127738918
	A
	G
	0.115422
	0.0535295
	0.03106593
	0.166211
	0.0429315
	0.00010819
	6
	0.38865
	0.011143257

	cg23266598
	10
	C10orf90
	128152247
	rs1710278
	10
	127738918
	A
	G
	-0.181934
	0.0843761
	0.03106593
	-0.216292
	0.0603623
	0.000339457
	4
	0.15973
	0.027392641

	cg25317157
	10
	C10orf90
	128165040
	rs1710278
	10
	127738918
	A
	G
	0.204075
	0.0946444
	0.03106593
	0.207734
	0.0560958
	0.000212958
	4
	0.182363
	0.018990143

	cg19528419
	11
	ANO9
	420266
	rs6421975
	11
	443731
	G
	A
	-0.14171
	0.0449705
	0.001626258
	-0.152373
	0.0439714
	0.000529782
	2
	0.360238
	0.038531465

	cg25227936
	11
	PTDSS2
	469636
	rs11821341
	11
	460303
	C
	T
	0.997601
	0.245869
	4.96E-05
	0.997601
	0.245869
	4.96E-05
	1
	0.00928489
	0.005817008

	cg22993527
	11
	PTDSS2
	473003
	rs7121599
	11
	464667
	C
	T
	0.306451
	0.0752205
	4.62E-05
	0.306451
	0.0752205
	4.62E-05
	1
	0.0995187
	0.005510822

	cg10716524
	11
	PTDSS2
	474509
	rs7118621
	11
	481603
	A
	G
	-1.1295
	0.277995
	4.85E-05
	-1.1295
	0.277995
	4.85E-05
	1
	0.00726461
	0.005726816

	cg15790184
	11
	RNH1
	494944
	rs6598017
	11
	464291
	T
	C
	-0.154234
	0.0384574
	6.06E-05
	-0.154234
	0.0384574
	6.06E-05
	1
	0.381359
	0.006836126

	cg06678137
	11
	RNH1
	495007
	rs7935013
	11
	467339
	G
	A
	1.01851
	0.250442
	4.77E-05
	1.01851
	0.250442
	4.77E-05
	1
	0.00889894
	0.005646207

	cg11382794
	11
	RNH1
	497754
	rs7935013
	11
	467339
	G
	A
	0.154018
	0.0378715
	4.77E-05
	0.139571
	0.0354982
	8.44E-05
	3
	0.450268
	0.009004419

	cg19223782
	11
	RNH1
	503807
	rs6598017
	11
	464291
	T
	C
	-0.284486
	0.0709351
	6.06E-05
	-0.284486
	0.0709351
	6.06E-05
	1
	0.112032
	0.006836126

	cg17541483
	11
	-
	521046
	rs6598017
	11
	464291
	T
	C
	-0.213861
	0.0533253
	6.06E-05
	-0.213861
	0.0533253
	6.06E-05
	1
	0.198314
	0.006836126

	cg25504868
	11
	-
	567480
	rs4963128
	11
	589564
	T
	C
	0.786903
	0.192418
	4.32E-05
	0.786903
	0.192418
	4.32E-05
	1
	0.0143977
	0.005196748

	cg08200293
	11
	MIR210
	569357
	rs4963128
	11
	589564
	T
	C
	0.300117
	0.0733861
	4.32E-05
	0.300117
	0.0733861
	4.32E-05
	1
	0.0995064
	0.005196748

	cg06063517
	11
	LOC143666
	575810
	rs12272314
	11
	590648
	G
	A
	0.610233
	0.133285
	4.69E-06
	0.610233
	0.133285
	4.69E-06
	1
	0.0354865
	0.000854266

	cg02283811
	11
	LOC143666
	576060
	rs7943546
	11
	612148
	C
	T
	-1.06892
	0.239096
	7.81E-06
	-1.06892
	0.239096
	7.81E-06
	1
	0.0117886
	0.001274293

	cg12469954
	11
	LOC143666
	576084
	rs1055382
	11
	612182
	C
	T
	-0.351742
	0.0806791
	1.30E-05
	-0.351742
	0.0806791
	1.30E-05
	1
	0.098055
	0.001896277

	cg25535316
	11
	PHRF1
	579198
	rs7941547
	11
	611503
	A
	G
	0.255975
	0.0570784
	7.31E-06
	0.255975
	0.0570784
	7.31E-06
	1
	0.198035
	0.001216902

	cg24052417
	11
	PHRF1
	598551
	rs12801890
	11
	621795
	A
	G
	-1.51855
	0.385306
	8.11E-05
	-1.51855
	0.385306
	8.11E-05
	1
	0.00475905
	0.008698278

	cg02461776
	11
	PHRF1
	598696
	rs1124816
	11
	619671
	T
	C
	-0.322849
	0.0788445
	4.23E-05
	-0.322849
	0.0788445
	4.23E-05
	1
	0.108812
	0.0051195

	cg07615816
	11
	PHRF1
	599036
	rs61877829
	11
	582727
	T
	C
	-1.23162
	0.269909
	5.05E-06
	-1.23162
	0.269909
	5.05E-06
	1
	0.00997887
	0.000905783

	cg08368638
	11
	PHRF1
	601753
	rs1124816
	11
	619671
	T
	C
	-0.542771
	0.132553
	4.23E-05
	-0.542771
	0.132553
	4.23E-05
	1
	0.0384268
	0.0051195

	cg11791770
	11
	PHRF1
	611791
	rs7122021
	11
	595810
	G
	A
	0.463673
	0.105057
	1.02E-05
	0.463673
	0.105057
	1.02E-05
	1
	0.0626582
	0.001568471

	cg27271532
	11
	IRF7
	612762
	rs1055382
	11
	612182
	C
	T
	0.388836
	0.0891875
	1.30E-05
	0.388836
	0.0891875
	1.30E-05
	1
	0.0802256
	0.001896277

	cg05309505
	11
	IRF7
	612837
	rs4963128
	11
	589564
	T
	C
	-1.68065
	0.410962
	4.32E-05
	-1.68065
	0.410962
	4.32E-05
	1
	0.00308686
	0.005196748

	cg08926253
	11
	IRF7
	614761
	rs7941547
	11
	611503
	A
	G
	0.421999
	0.0940993
	7.31E-06
	0.421999
	0.0940993
	7.31E-06
	1
	0.0727997
	0.001216902

	cg22016995
	11
	IRF7
	614787
	rs1051390
	11
	613165
	C
	G
	0.582333
	0.133204
	1.23E-05
	0.582333
	0.133204
	1.23E-05
	1
	0.0359022
	0.001827897

	cg01842473
	11
	IRF7
	617407
	rs702966
	11
	611919
	G
	C
	0.143509
	0.0329117
	1.30E-05
	0.143509
	0.0329117
	1.30E-05
	1
	0.589628
	0.001895635

	cg01714160
	11
	IRF7
	617467
	rs1124816
	11
	619671
	T
	C
	1.20864
	0.295167
	4.23E-05
	1.20864
	0.295167
	4.23E-05
	1
	0.00766136
	0.0051195

	cg15780465
	11
	IRF7
	617476
	rs4963128
	11
	589564
	T
	C
	-1.30415
	0.318898
	4.32E-05
	-1.30415
	0.318898
	4.32E-05
	1
	0.00518525
	0.005196748

	cg23724016
	11
	MUPCDH
	617708
	rs1124816
	11
	619671
	T
	C
	0.346961
	0.0847331
	4.23E-05
	0.346961
	0.0847331
	4.23E-05
	1
	0.0941968
	0.0051195

	cg09218773
	11
	MUPCDH
	619014
	rs4963128
	11
	589564
	T
	C
	0.310356
	0.0758898
	4.32E-05
	0.264034
	0.0764783
	0.000555698
	2
	0.130764
	0.039897281

	cg11464053
	11
	MUPCDH
	619080
	rs1124816
	11
	619671
	T
	C
	0.551599
	0.134709
	4.23E-05
	0.551599
	0.134709
	4.23E-05
	1
	0.0372032
	0.0051195

	cg08129366
	11
	MUPCDH
	621297
	rs12419618
	11
	611531
	A
	G
	0.948908
	0.21842
	1.40E-05
	0.948908
	0.21842
	1.40E-05
	1
	0.0141941
	0.002021032

	cg14255177
	11
	MUPCDH
	621688
	rs7941547
	11
	611503
	A
	G
	1.1025
	0.24584
	7.31E-06
	1.1025
	0.24584
	7.31E-06
	1
	0.0105778
	0.001216902

	cg06616055
	11
	MUPCDH
	623756
	rs1055382
	11
	612182
	C
	T
	-0.234468
	0.0537801
	1.30E-05
	-0.234468
	0.0537801
	1.30E-05
	1
	0.220812
	0.001896277

	cg14149701
	11
	MUPCDH
	624995
	rs12272314
	11
	590648
	G
	A
	-0.481987
	0.105274
	4.69E-06
	-0.481987
	0.105274
	4.69E-06
	1
	0.05694
	0.000854266

	cg05198900
	11
	MUPCDH
	625023
	rs12272314
	11
	590648
	G
	A
	-0.979193
	0.213871
	4.69E-06
	-0.979193
	0.213871
	4.69E-06
	1
	0.0137186
	0.000854266

	cg22289115
	11
	MUPCDH
	625796
	rs1124816
	11
	619671
	T
	C
	0.712527
	0.17401
	4.23E-05
	0.712527
	0.17401
	4.23E-05
	1
	0.0222513
	0.0051195

	cg08057038
	11
	MUPCDH
	626128
	rs4963128
	11
	589564
	T
	C
	0.387195
	0.094679
	4.32E-05
	0.394467
	0.0882289
	7.79E-06
	2
	0.0766948
	0.001274102

	cg10730078
	11
	SCT
	627968
	rs1124816
	11
	619671
	T
	C
	0.270042
	0.0659483
	4.23E-05
	0.257003
	0.0630979
	4.64E-05
	2
	0.170246
	0.005517082

	cg05782292
	11
	SCT
	628318
	rs1124816
	11
	619671
	T
	C
	0.946137
	0.231061
	4.23E-05
	0.946137
	0.231061
	4.23E-05
	1
	0.0125719
	0.0051195

	cg23231692
	11
	DRD4
	636167
	rs1131665
	11
	613208
	C
	T
	1.19387
	0.272324
	1.17E-05
	1.19387
	0.272324
	1.17E-05
	1
	0.00851168
	0.001750575

	cg08726248
	11
	DRD4
	637032
	rs7941547
	11
	611503
	A
	G
	0.50608
	0.112848
	7.31E-06
	0.50608
	0.112848
	7.31E-06
	1
	0.0505887
	0.001216902

	cg15861585
	11
	DRD4
	637038
	rs702966
	11
	611919
	G
	C
	0.374771
	0.0859481
	1.30E-05
	0.374771
	0.0859481
	1.30E-05
	1
	0.0863726
	0.001895635

	cg06825142
	11
	DRD4
	637170
	rs11246227
	11
	641548
	T
	C
	1.6165
	0.309341
	1.74E-07
	1.6165
	0.309341
	1.74E-07
	1
	0.00526102
	5.02E-05

	cg02762115
	11
	DRD4
	640446
	rs1124816
	11
	619671
	T
	C
	0.20257
	0.0494705
	4.23E-05
	0.150182
	0.0428776
	0.000460895
	4
	0.643242
	0.034692428

	cg21531416
	11
	DEAF1
	646580
	rs7117022
	11
	583787
	C
	T
	-0.794671
	0.175998
	6.33E-06
	-0.794671
	0.175998
	6.33E-06
	1
	0.0235183
	0.001086102

	cg21849770
	11
	DEAF1
	686682
	rs28392994
	11
	679915
	A
	G
	-0.980127
	0.215474
	5.40E-06
	-0.980127
	0.215474
	5.40E-06
	1
	0.0101473
	0.000952076

	cg26272260
	11
	TMEM80
	702252
	rs11246262
	11
	680647
	C
	A
	-0.42889
	0.0941363
	5.22E-06
	-0.42889
	0.0941363
	5.22E-06
	1
	0.0532893
	0.000930701

	cg01963374
	11
	EPS8L2
	704987
	rs12291981
	11
	681502
	G
	C
	0.336059
	0.0744624
	6.39E-06
	0.336059
	0.0744624
	6.39E-06
	1
	0.0856863
	0.001095691

	cg13582001
	11
	EPS8L2
	706533
	rs6597995
	11
	677200
	A
	G
	0.332545
	0.0730336
	5.29E-06
	0.332545
	0.0730336
	5.29E-06
	1
	0.0884443
	0.000935129

	cg19246862
	11
	EPS8L2
	706635
	rs11246262
	11
	680647
	C
	A
	0.267811
	0.0587812
	5.22E-06
	0.239983
	0.0571928
	2.72E-05
	2
	0.309839
	0.003570754

	cg11228197
	11
	EPS8L2
	708640
	rs7112962
	11
	654091
	A
	G
	0.846762
	0.186137
	5.39E-06
	0.846762
	0.186137
	5.39E-06
	1
	0.0146539
	0.000951217

	cg02390725
	11
	SLC22A18
	2925768
	rs4758501
	11
	2990693
	G
	T
	1.13858
	0.243833
	3.02E-06
	1.13858
	0.243833
	3.02E-06
	1
	0.0104249
	0.000588966

	cg25555424
	11
	PHLDA2
	2950735
	rs4758501
	11
	2990693
	G
	T
	1.7038
	0.364877
	3.02E-06
	1.7038
	0.364877
	3.02E-06
	1
	0.004596
	0.000588966

	cg02011054
	11
	PHLDA2
	2950754
	rs4758501
	11
	2990693
	G
	T
	0.418017
	0.0895207
	3.02E-06
	0.418017
	0.0895207
	3.02E-06
	1
	0.0780391
	0.000588966

	cg26013357
	11
	PHLDA2
	2951060
	rs4758501
	11
	2990693
	G
	T
	0.834067
	0.17862
	3.02E-06
	0.834067
	0.17862
	3.02E-06
	1
	0.0195204
	0.000588966

	cg16549085
	11
	PHLDA2
	2951981
	rs4758501
	11
	2990693
	G
	T
	-0.335642
	0.0718795
	3.02E-06
	-0.335642
	0.0718795
	3.02E-06
	1
	0.121105
	0.000588966

	cg03864215
	11
	KCNJ11
	17408437
	rs5215
	11
	17408630
	C
	T
	-0.16637
	0.0533484
	0.001817486
	-0.183892
	0.0507308
	0.000289191
	3
	0.222044
	0.024104231

	cg13507563
	11
	SERGEF
	17952483
	rs916975
	11
	17975264
	T
	A
	0.179765
	0.059484
	0.002510665
	0.199618
	0.0588302
	0.000691127
	2
	0.192825
	0.047375667

	cg21584495
	11
	SERGEF
	17973565
	rs916975
	11
	17975264
	T
	A
	0.166458
	0.0550809
	0.002510665
	0.189017
	0.05461
	0.000537821
	2
	0.210704
	0.038906684

	cg12449325
	11
	-
	34814081
	rs11032879
	11
	34817940
	T
	C
	0.363511
	0.102894
	0.000411186
	0.363511
	0.102894
	0.000411186
	1
	0.043911
	0.03195602

	cg08991910
	11
	-
	34858035
	rs1891291
	11
	34813620
	C
	T
	-0.864072
	0.234892
	0.000234585
	-0.864072
	0.234892
	0.000234585
	1
	0.00829973
	0.020479384

	cg14378420
	11
	-
	35086165
	rs2732546
	11
	35089085
	T
	C
	0.656501
	0.160197
	4.17E-05
	0.656501
	0.160197
	4.17E-05
	1
	0.0189427
	0.005084423

	cg04171808
	11
	CD44
	35188437
	rs353634
	11
	35185056
	A
	G
	1.08767
	0.277978
	9.13E-05
	1.08767
	0.277978
	9.13E-05
	1
	0.00797384
	0.00965201

	cg01258949
	11
	C11orf49
	47092992
	rs11039074
	11
	47081732
	C
	T
	0.314052
	0.0930179
	0.000734911
	0.314052
	0.0930179
	0.000734911
	1
	0.0667903
	0.049621664

	cg04915425
	11
	DDB2
	47236385
	rs2029298
	11
	47234718
	C
	T
	0.690455
	0.198497
	0.000504483
	0.690455
	0.198497
	0.000504483
	1
	0.0151785
	0.03728951

	cg01667133
	11
	DDB2
	47236414
	rs11039119
	11
	47201924
	A
	G
	0.989235
	0.278328
	0.000379204
	0.989235
	0.278328
	0.000379204
	1
	0.00757866
	0.030031917

	cg24909660
	11
	NR1H3
	47276469
	rs141389574
	11
	47301209
	G
	C
	0.371071
	0.102448
	0.00029237
	0.371071
	0.102448
	0.00029237
	1
	0.116395
	0.024269413

	cg00536939
	11
	NR1H3
	47279352
	rs10838681
	11
	47275064
	A
	G
	-0.568305
	0.132133
	1.70E-05
	-0.568305
	0.132133
	1.70E-05
	1
	0.039825
	0.0024028

	cg21203569
	11
	NR1H3
	47279365
	rs59663860
	11
	47276350
	C
	G
	-1.07548
	0.289505
	0.000203348
	-1.07548
	0.289505
	0.000203348
	1
	0.00759298
	0.018355336

	cg08690459
	11
	NR1H3
	47279586
	rs10838681
	11
	47275064
	A
	G
	-0.732908
	0.170404
	1.70E-05
	-0.732908
	0.170404
	1.70E-05
	1
	0.0239092
	0.0024028

	cg09548275
	11
	NR1H3
	47282999
	rs2279239
	11
	47281780
	C
	T
	-0.389558
	0.10477
	0.000200683
	-0.389558
	0.10477
	0.000200683
	1
	0.0583719
	0.018134973

	cg00347584
	11
	NR1H3
	47283025
	rs10838681
	11
	47275064
	A
	G
	-0.668021
	0.155317
	1.70E-05
	-0.668021
	0.155317
	1.70E-05
	1
	0.0287971
	0.0024028

	cg25783544
	11
	MADD
	47291846
	rs61896050
	11
	47309063
	C
	T
	0.502918
	0.130257
	0.000112986
	0.502918
	0.130257
	0.000112986
	1
	0.038667
	0.01149838

	cg26139080
	11
	MADD
	47293733
	rs1055510
	11
	47292237
	G
	A
	-0.479816
	0.123505
	0.000102374
	-0.479816
	0.123505
	0.000102374
	1
	0.0435483
	0.010674842

	cg16317516
	11
	MADD
	47294196
	rs4752822
	11
	47277652
	C
	T
	0.832162
	0.224269
	0.000206864
	0.832162
	0.224269
	0.000206864
	1
	0.0127227
	0.018631197

	cg04000940
	11
	MADD
	47351460
	rs4752825
	11
	47352409
	A
	G
	1.01059
	0.261836
	0.000113592
	1.01059
	0.261836
	0.000113592
	1
	0.00960746
	0.011545617

	cg09778713
	11
	MYBPC3
	47356670
	rs3758669
	11
	47272579
	G
	A
	-1.34239
	0.356884
	0.000169
	-1.34239
	0.356884
	0.000169
	1
	0.00496043
	0.015718727

	cg06147863
	11
	SPI1
	47400113
	rs61897432
	11
	47431703
	G
	A
	0.414325
	0.110265
	0.00017165
	0.411316
	0.100481
	4.25E-05
	2
	0.0875898
	0.005136234

	cg16517172
	11
	SPI1
	47400156
	rs11039322
	11
	47662589
	T
	C
	0.875237
	0.258268
	0.000701901
	0.875237
	0.258268
	0.000701901
	1
	0.0148886
	0.047931817

	cg03301240
	11
	SPI1
	47400330
	rs61897430
	11
	47427621
	A
	G
	0.2611
	0.0660386
	7.70E-05
	0.2611
	0.0660386
	7.70E-05
	1
	0.223284
	0.00835199

	cg09739398
	11
	-
	47416886
	rs17726706
	11
	47476377
	C
	A
	-1.36462
	0.367757
	0.000206782
	-1.36462
	0.367757
	0.000206782
	1
	0.0083443
	0.018631197

	cg08922808
	11
	PSMC3
	47448170
	rs9919526
	11
	47451623
	T
	C
	-1.09196
	0.247068
	9.89E-06
	-1.09196
	0.247068
	9.89E-06
	1
	0.012103
	0.001539313

	cg08722104
	11
	PSMC3
	47448306
	rs7119556
	11
	47461480
	T
	C
	-1.57379
	0.361366
	1.33E-05
	-1.57379
	0.361366
	1.33E-05
	1
	0.00566307
	0.001931415

	cg14709817
	11
	CUGBP1
	47539488
	rs61897424
	11
	47406065
	T
	C
	-1.15855
	0.287167
	5.48E-05
	-1.15855
	0.287167
	5.48E-05
	1
	0.0123572
	0.006310397

	cg01256440
	11
	FLRT1
	63886459
	rs2186572
	11
	63895887
	G
	A
	-0.814586
	0.195496
	3.09E-05
	-0.814586
	0.195496
	3.09E-05
	1
	0.0240254
	0.003974199

	cg02914667
	11
	MACROD1
	63894453
	rs2096706
	11
	63924446
	G
	T
	0.756349
	0.189296
	6.46E-05
	0.756349
	0.189296
	6.46E-05
	1
	0.0254187
	0.007139804

	cg24687543
	11
	MACROD1
	63912206
	rs60394481
	11
	63909035
	A
	G
	-0.229951
	0.057057
	5.58E-05
	-0.224724
	0.0561056
	6.19E-05
	2
	0.290926
	0.006954926

	cg24865495
	11
	MACROD1
	63912769
	rs12419038
	11
	63912736
	G
	A
	-0.635798
	0.158144
	5.81E-05
	-0.635798
	0.158144
	5.81E-05
	1
	0.0322795
	0.00664158

	cg27390701
	11
	-
	63936088
	rs11231726
	11
	63987339
	T
	C
	-1.30578
	0.311523
	2.77E-05
	-1.30578
	0.311523
	2.77E-05
	1
	0.00933867
	0.003635209

	cg14654385
	11
	FERMT3
	63973006
	rs57021319
	11
	63956102
	A
	G
	0.972271
	0.248978
	9.42E-05
	0.972271
	0.248978
	9.42E-05
	1
	0.0143398
	0.009921228

	cg22056218
	11
	FERMT3
	63973536
	rs78038516
	11
	63978067
	G
	C
	0.520153
	0.127118
	4.28E-05
	0.520153
	0.127118
	4.28E-05
	1
	0.0558062
	0.005159656

	cg20162599
	11
	FERMT3
	63990138
	rs2701530
	11
	63923377
	A
	T
	1.01192
	0.416996
	0.01523698
	1.02881
	0.30492
	0.000740835
	2
	0.0135531
	0.049834813

	cg20160996
	11
	FERMT3
	63990575
	rs78038516
	11
	63978067
	G
	C
	-1.37883
	0.336966
	4.28E-05
	-1.37883
	0.336966
	4.28E-05
	1
	0.00782969
	0.005159656

	cg04369964
	11
	DNAJC4
	63997586
	rs61886886
	11
	64104488
	T
	C
	0.804162
	0.127382
	2.75E-10
	0.804162
	0.127382
	2.75E-10
	1
	0.0317148
	1.80E-07

	cg23796481
	11
	BAD
	64053134
	rs627425
	11
	64087642
	T
	C
	-0.201459
	0.0317476
	2.22E-10
	-0.237847
	0.0429679
	3.11E-08
	4
	0.688824
	1.15E-05

	cg20975835
	11
	CCDC88B
	64107374
	rs479777
	11
	64107477
	C
	T
	0.310318
	0.0513946
	1.57E-09
	0.294414
	0.0734795
	6.16E-05
	3
	0.233692
	0.00691933

	cg18085627
	11
	CCDC88B
	64107672
	rs479777
	11
	64107477
	C
	T
	1.51544
	0.250986
	1.57E-09
	1.51544
	0.250986
	1.57E-09
	1
	0.00891797
	8.25E-07

	cg22916017
	11
	CCDC88B
	64110731
	rs566128
	11
	64118267
	A
	G
	-0.711679
	0.127614
	2.46E-08
	-0.711679
	0.127614
	2.46E-08
	1
	0.0323439
	9.28E-06

	cg24438178
	11
	CCDC88B
	64120354
	rs3759057
	11
	64125680
	A
	G
	-0.427682
	0.123189
	0.000517155
	-0.427682
	0.123189
	0.000517155
	1
	0.0505861
	0.037953615

	cg03153608
	11
	RPS6KA4
	64126457
	rs10792431
	11
	64158950
	T
	C
	1.2702
	0.289608
	1.16E-05
	1.2702
	0.289608
	1.16E-05
	1
	0.00625145
	0.001741495

	cg04618331
	11
	RPS6KA4
	64136263
	rs1199045
	11
	64117878
	T
	C
	-1.35688
	0.24377
	2.61E-08
	-1.35688
	0.24377
	2.61E-08
	1
	0.00880769
	9.79E-06

	cg27022558
	11
	-
	64141041
	rs10897487
	11
	64140704
	T
	C
	0.437671
	0.075782
	7.70E-09
	0.437671
	0.075782
	7.70E-09
	1
	0.0882682
	3.56E-06

	cg14008686
	11
	-
	64183154
	rs10792431
	11
	64158950
	T
	C
	-1.95453
	0.445636
	1.16E-05
	-1.95453
	0.445636
	1.16E-05
	1
	0.00258945
	0.001741495

	cg07273992
	11
	-
	68925191
	rs10736671
	11
	68858907
	G
	A
	0.104397
	0.0333795
	0.001762764
	0.108637
	0.0321932
	0.000739508
	4
	0.448068
	0.049786912

	cg23198815
	11
	-
	87184120
	rs79744783
	11
	87211218
	T
	C
	0.0933083
	0.0497342
	0.06063602
	0.135324
	0.0372532
	0.000280694
	7
	3.27541
	0.023590083

	cg15581365
	11
	CTSC
	88071006
	rs111820705
	11
	88046394
	T
	C
	0.862895
	0.234132
	0.000228307
	0.862895
	0.234132
	0.000228307
	1
	0.0632849
	0.020071852

	cg23591869
	11
	C11orf93
	111170648
	rs4529910
	11
	111243102
	T
	G
	-1.54041
	0.319354
	1.41E-06
	-1.54041
	0.319354
	1.41E-06
	1
	0.00604029
	0.000313669

	cg20140034
	11
	POU2AF1
	111250355
	rs12282082
	11
	111229470
	T
	C
	0.119778
	0.0272338
	1.09E-05
	0.119778
	0.0272338
	1.09E-05
	1
	0.892927
	0.001657054

	cg21923959
	11
	POU2AF1
	111250566
	rs12282082
	11
	111229470
	T
	C
	0.333067
	0.0757289
	1.09E-05
	0.333067
	0.0757289
	1.09E-05
	1
	0.115387
	0.001657054

	cg08305652
	11
	-
	111469057
	rs512669
	11
	111467893
	G
	A
	-0.426082
	0.11187
	0.000139737
	-0.426082
	0.11187
	0.000139737
	1
	0.0440286
	0.013605852

	cg22437258
	11
	SIK2
	111473054
	rs11213970
	11
	111528911
	A
	G
	-1.59019
	0.397664
	6.37E-05
	-1.59019
	0.397664
	6.37E-05
	1
	0.0036595
	0.007080987

	cg23026420
	11
	PPP2R1B
	111637186
	rs2850247
	11
	111637202
	A
	C
	0.283462
	0.0735962
	0.000117398
	0.283462
	0.0735962
	0.000117398
	1
	0.112988
	0.011858035

	cg15545878
	11
	CRYAB
	111782607
	rs2850247
	11
	111637202
	A
	C
	-0.50609
	0.131398
	0.000117398
	-0.50609
	0.131398
	0.000117398
	1
	0.0353824
	0.011858035

	cg13084335
	11
	CRYAB
	111782670
	rs2850247
	11
	111637202
	A
	C
	0.905284
	0.235042
	0.000117398
	0.905284
	0.235042
	0.000117398
	1
	0.0109944
	0.011858035

	cg26954138
	11
	C11orf60
	118437129
	rs11216846
	11
	118163916
	A
	G
	-0.51268
	0.156383
	0.001044262
	-0.485798
	0.116363
	2.98E-05
	2
	0.350257
	0.003863678

	cg20874052
	11
	C11orf60
	118437133
	rs9736327
	11
	118447580
	G
	T
	-0.437532
	0.182521
	0.01652264
	-0.598588
	0.139728
	1.84E-05
	2
	0.184883
	0.002563364

	cg05730269
	11
	PHLDB1
	118477055
	rs498872
	11
	118477367
	A
	G
	0.743251
	0.168446
	1.02E-05
	0.851411
	0.197562
	1.64E-05
	2
	0.024897
	0.002325444

	cg20510012
	11
	PHLDB1
	118477147
	rs498872
	11
	118477367
	A
	G
	0.76034
	0.172319
	1.02E-05
	0.76034
	0.172319
	1.02E-05
	1
	0.018335
	0.001575292

	cg04142864
	11
	PHLDB1
	118480576
	rs11603023
	11
	118486067
	T
	C
	-0.373135
	0.0998511
	0.000186347
	-0.373135
	0.0998511
	0.000186347
	1
	0.0445944
	0.017048496

	cg04315692
	11
	TREH
	118530575
	rs2276065
	11
	118530611
	C
	T
	0.320529
	0.0443349
	4.87E-13
	0.320529
	0.0443349
	4.87E-13
	1
	0.378293
	5.03E-10

	cg26062581
	11
	-
	118585993
	rs11216960
	11
	118577873
	A
	G
	0.614999
	0.0685304
	2.90E-19
	0.614999
	0.0685304
	2.90E-19
	1
	0.152515
	8.39E-16

	cg27385729
	11
	DDX6
	118619582
	rs637563
	11
	118575479
	G
	A
	0.819807
	0.189246
	1.48E-05
	0.819807
	0.189246
	1.48E-05
	1
	0.0131519
	0.002123657

	cg19308663
	11
	-
	118741387
	rs4938573
	11
	118741842
	C
	T
	-0.289727
	0.0237279
	2.83E-34
	-0.259774
	0.0413132
	3.23E-10
	6
	2.19256
	2.05E-07

	cg17382048
	11
	CXCR5
	118754386
	rs630923
	11
	118754353
	A
	C
	-1.23284
	0.230787
	9.22E-08
	-1.23284
	0.230787
	9.22E-08
	1
	0.0184585
	2.90E-05

	cg16235962
	11
	CXCR5
	118754507
	rs630923
	11
	118754353
	A
	C
	-0.593954
	0.111188
	9.22E-08
	-0.593954
	0.111188
	9.22E-08
	1
	0.0800149
	2.90E-05

	cg06394082
	11
	BCL9L
	118767238
	rs77841686
	11
	118762073
	A
	G
	-0.904888
	0.223611
	5.20E-05
	-0.904888
	0.223611
	5.20E-05
	1
	0.186428
	0.006030774

	cg01637289
	11
	BCL9L
	118769157
	rs3922
	11
	118765600
	G
	A
	0.405538
	0.0921326
	1.08E-05
	0.405538
	0.0921326
	1.08E-05
	1
	0.0573417
	0.00163495

	cg19246076
	11
	ETS1
	128329809
	rs4369416
	11
	128326463
	T
	C
	-0.70364
	0.196349
	0.000338951
	-0.70364
	0.196349
	0.000338951
	1
	0.0140118
	0.027379025

	cg08458745
	11
	ETS1
	128422788
	rs4245079
	11
	128420926
	A
	C
	-0.238381
	0.0811887
	0.003323459
	-0.268993
	0.0748337
	0.000325041
	2
	0.122025
	0.026506342

	cg15607358
	12
	SLC6A13
	372049
	rs10774150
	12
	493443
	A
	G
	0.545125
	0.159897
	0.000651552
	0.545125
	0.159897
	0.000651552
	1
	0.0250091
	0.045275456

	cg12601142
	12
	KDM5A
	495079
	rs11608938
	12
	428693
	T
	G
	-0.198371
	0.0531745
	0.000191112
	-0.198371
	0.0531745
	0.000191112
	1
	0.271372
	0.01738632

	cg24987648
	12
	KDM5A
	498827
	rs11608938
	12
	428693
	T
	G
	0.624535
	0.16741
	0.000191112
	0.624535
	0.16741
	0.000191112
	1
	0.0272856
	0.01738632

	cg07165616
	12
	KDM5A
	498868
	rs17800744
	12
	400466
	C
	A
	-0.728114
	0.215181
	0.000715212
	-0.728114
	0.215181
	0.000715212
	1
	0.0150926
	0.048613143

	cg04244494
	12
	CCDC77
	510476
	rs11608938
	12
	428693
	T
	G
	-1.2182
	0.326546
	0.000191112
	-1.2182
	0.326546
	0.000191112
	1
	0.00709235
	0.01738632

	cg18569661
	12
	NINJ2
	678853
	rs78592292
	12
	727620
	A
	G
	-0.303365
	0.0842272
	0.000316152
	-0.303365
	0.0842272
	0.000316152
	1
	0.12235
	0.025885672

	cg26416981
	12
	NINJ2
	731864
	rs2535399
	12
	717477
	C
	A
	-0.206566
	0.0490008
	2.49E-05
	-0.22019
	0.0602371
	0.000256868
	3
	0.2304
	0.021928744

	cg26371957
	12
	NINJ2
	739280
	rs2535399
	12
	717477
	C
	A
	-0.138744
	0.0329124
	2.49E-05
	-0.152367
	0.0304526
	5.64E-07
	3
	0.798595
	0.000141362

	cg14911689
	12
	NINJ2
	739980
	rs2535399
	12
	717477
	C
	A
	-0.146998
	0.0348704
	2.49E-05
	-0.137341
	0.0321923
	1.99E-05
	2
	0.475275
	0.002732771

	cg26654770
	12
	NINJ2
	740100
	rs2535399
	12
	717477
	C
	A
	-0.146426
	0.0347346
	2.49E-05
	-0.135761
	0.0319148
	2.10E-05
	2
	0.484559
	0.002862251

	cg19697239
	12
	NINJ2
	752646
	rs2535397
	12
	713712
	G
	A
	-0.397438
	0.107671
	0.000223228
	-0.397438
	0.107671
	0.000223228
	1
	0.0753695
	0.019646609

	cg14760797
	12
	NINJ2
	753199
	rs56203073
	12
	736116
	C
	T
	-0.0980467
	0.0272201
	0.000315852
	-0.0998319
	0.026886
	0.000204752
	3
	1.21733
	0.018461538

	cg19708984
	12
	CACNA2D4
	1973340
	rs12368779
	12
	1982151
	T
	C
	-0.0948552
	0.042495
	0.02560518
	-0.104278
	0.0305911
	0.000652694
	4
	1.35721
	0.045300202

	cg12977447
	12
	-
	4224915
	rs759306
	12
	4228941
	C
	A
	-0.588418
	0.164756
	0.00035508
	-0.588418
	0.164756
	0.00035508
	1
	0.0205292
	0.028525555

	cg12403778
	12
	ETV6
	11804115
	rs1641725
	12
	12189684
	T
	G
	1.14167
	0.295008
	0.00010889
	1.14167
	0.295008
	0.00010889
	1
	0.00673586
	0.011164918

	cg09082441
	12
	ETV6
	11805154
	rs1797659
	12
	12186453
	C
	T
	0.836457
	0.241343
	0.000528656
	0.836457
	0.241343
	0.000528656
	1
	0.00956024
	0.03850991

	cg27411712
	12
	-
	30976016
	rs2114904
	12
	30968662
	G
	A
	0.0909469
	0.117962
	0.4407149
	0.354357
	0.10338
	0.000608827
	4
	0.356708
	0.042855942

	cg01943504
	12
	GXYLT1
	42538901
	rs2198763
	12
	42651653
	C
	T
	0.376099
	0.109199
	0.000572924
	0.376099
	0.109199
	0.000572924
	1
	0.0513655
	0.040737137

	cg07962309
	12
	YAF2
	42628089
	rs2061191
	12
	42675207
	A
	G
	0.26976
	0.0750731
	0.000326598
	0.26976
	0.0750731
	0.000326598
	1
	0.114745
	0.026593173

	cg16720847
	12
	PRICKLE1
	42854129
	rs3747562
	12
	42854205
	G
	A
	0.85783
	0.223591
	0.000124791
	0.85783
	0.223591
	0.000124791
	1
	0.00682146
	0.012449688

	cg21513385
	12
	SMAGP
	51663484
	rs56833431
	12
	51671443
	A
	G
	1.09366
	0.278473
	8.59E-05
	1.09366
	0.278473
	8.59E-05
	1
	0.177855
	0.009150586

	cg03892356
	12
	HOXC4
	54420837
	rs754133
	12
	54418920
	A
	G
	-0.740274
	0.256767
	0.003938558
	-0.69783
	0.192653
	0.00029217
	2
	0.0139939
	0.024265244

	cg01105256
	12
	SUOX
	56390867
	rs705699
	12
	56384804
	A
	G
	0.752875
	0.207393
	0.000283288
	0.752875
	0.207393
	0.000283288
	1
	0.0114719
	0.023697515

	cg07060074
	12
	SUOX
	56390878
	rs705699
	12
	56384804
	A
	G
	0.638434
	0.175868
	0.000283288
	0.638434
	0.175868
	0.000283288
	1
	0.0159827
	0.023697515

	cg16853842
	12
	SUOX
	56390939
	rs705699
	12
	56384804
	A
	G
	0.822321
	0.226523
	0.000283288
	0.822321
	0.226523
	0.000283288
	1
	0.0096039
	0.023697515

	cg09689944
	12
	SUOX
	56390952
	rs705699
	12
	56384804
	A
	G
	0.55046
	0.151634
	0.000283288
	0.55046
	0.151634
	0.000283288
	1
	0.021516
	0.023697515

	cg19627869
	12
	SUOX
	56391069
	rs705699
	12
	56384804
	A
	G
	0.649297
	0.178861
	0.000283288
	0.649297
	0.178861
	0.000283288
	1
	0.0154421
	0.023697515

	cg06495347
	12
	SUOX
	56391451
	rs705699
	12
	56384804
	A
	G
	0.539846
	0.14871
	0.000283288
	0.539846
	0.14871
	0.000283288
	1
	0.0223832
	0.023697515

	cg27066319
	12
	SUOX
	56392003
	rs705699
	12
	56384804
	A
	G
	0.989451
	0.272562
	0.000283288
	0.989451
	0.272562
	0.000283288
	1
	0.00660382
	0.023697515

	cg06416472
	12
	-
	56401126
	rs10876864
	12
	56401085
	G
	A
	0.95377
	0.232556
	4.11E-05
	0.95377
	0.232556
	4.11E-05
	1
	0.00898352
	0.005026642

	cg17331199
	12
	IKZF4
	56414882
	rs2456973
	12
	56416928
	C
	A
	-0.637528
	0.180201
	0.000403442
	-0.637528
	0.180201
	0.000403442
	1
	0.0157718
	0.031429524

	cg23363971
	12
	IKZF4
	56415271
	rs705700
	12
	56389293
	C
	T
	-0.949593
	0.256796
	0.000217498
	-0.949593
	0.256796
	0.000217498
	1
	0.00750481
	0.019331172

	cg20672549
	12
	IKZF4
	56432144
	rs1701704
	12
	56412487
	G
	T
	-0.550545
	0.155027
	0.000383435
	-0.550545
	0.155027
	0.000383435
	1
	0.0213172
	0.030234071

	cg14923295
	12
	RPS26
	56435580
	rs7302200
	12
	56449435
	A
	G
	-1.39041
	0.395601
	0.000440383
	-1.39041
	0.395601
	0.000440383
	1
	0.00346143
	0.033462194

	cg08627212
	12
	RPS26
	56436440
	rs10876864
	12
	56401085
	G
	A
	0.375044
	0.0914463
	4.11E-05
	0.375044
	0.0914463
	4.11E-05
	1
	0.0585769
	0.005026642

	cg19258882
	12
	ERBB3
	56472805
	rs10876864
	12
	56401085
	G
	A
	-0.770408
	0.187847
	4.11E-05
	-0.770408
	0.187847
	4.11E-05
	1
	0.0138242
	0.005026642

	cg04794420
	12
	ERBB3
	56474392
	rs705704
	12
	56435412
	A
	G
	0.921806
	0.251041
	0.000240791
	0.921806
	0.251041
	0.000240791
	1
	0.00834046
	0.02088616

	cg10869879
	12
	ERBB3
	56474569
	rs705704
	12
	56435412
	A
	G
	0.251093
	0.0683818
	0.000240791
	0.251093
	0.0683818
	0.000240791
	1
	0.113422
	0.02088616

	cg00907267
	12
	ERBB3
	56474771
	rs10876866
	12
	56445366
	A
	G
	0.377525
	0.10782
	0.000462817
	0.377525
	0.10782
	0.000462817
	1
	0.0461395
	0.034816969

	cg11835619
	12
	ERBB3
	56475064
	rs2640564
	12
	56455294
	T
	C
	-0.883196
	0.249394
	0.000398133
	-0.883196
	0.249394
	0.000398133
	1
	0.00864291
	0.031135606

	cg17843101
	12
	ERBB3
	56478329
	rs10876864
	12
	56401085
	G
	A
	-0.377458
	0.0920349
	4.11E-05
	-0.377458
	0.0920349
	4.11E-05
	1
	0.057829
	0.005026642

	cg23731805
	12
	ERBB3
	56479243
	rs705704
	12
	56435412
	A
	G
	0.261901
	0.0713251
	0.000240791
	0.261901
	0.0713251
	0.000240791
	1
	0.104247
	0.02088616

	cg10056728
	12
	PA2G4
	56497073
	rs10876864
	12
	56401085
	G
	A
	0.790689
	0.192792
	4.11E-05
	0.790689
	0.192792
	4.11E-05
	1
	0.0131202
	0.005026642

	cg12178465
	12
	TAC3
	57405251
	rs11172113
	12
	57527283
	C
	T
	1.01792
	0.262852
	0.000107716
	1.01792
	0.262852
	0.000107716
	1
	0.00693286
	0.011108469

	cg23550060
	12
	NAB2
	57484316
	rs324011
	12
	57502182
	T
	C
	-0.563656
	0.162882
	0.000539226
	-0.563656
	0.162882
	0.000539226
	1
	0.0184796
	0.038956188

	cg03894242
	12
	-
	57513121
	rs12312693
	12
	57511734
	C
	T
	-0.780807
	0.228967
	0.000649409
	-0.780807
	0.228967
	0.000649409
	1
	0.00946271
	0.045165254

	cg02131399
	12
	LRP1
	57521155
	rs12368672
	12
	57512470
	G
	C
	-0.823759
	0.226513
	0.00027623
	-0.823759
	0.226513
	0.00027623
	1
	0.00979098
	0.023323773

	cg16766632
	12
	LRP1
	57530100
	rs12309413
	12
	57513879
	G
	C
	0.847613
	0.244112
	0.000516236
	0.847613
	0.244112
	0.000516236
	1
	0.00835337
	0.037903358

	cg03309176
	12
	GEFT
	58003774
	rs73123375
	12
	58063664
	T
	C
	-1.2466
	0.294968
	2.38E-05
	-1.2466
	0.294968
	2.38E-05
	1
	0.0076652
	0.003196739

	cg10605137
	12
	SLC26A10
	58016356
	rs10876994
	12
	58064737
	C
	A
	-0.601085
	0.142966
	2.62E-05
	-0.601085
	0.142966
	2.62E-05
	1
	0.032835
	0.003460992

	cg08689322
	12
	OS9
	58087830
	rs73123375
	12
	58063664
	T
	C
	-1.80047
	0.426023
	2.38E-05
	-1.80047
	0.426023
	2.38E-05
	1
	0.00362329
	0.003196739

	cg03897244
	12
	-
	58116898
	rs701008
	12
	58117645
	C
	T
	-0.788503
	0.1964
	5.95E-05
	-0.788503
	0.1964
	5.95E-05
	1
	0.0141379
	0.006762637

	cg08425810
	12
	AGAP2
	58132558
	rs7965287
	12
	58188696
	C
	G
	-1.07976
	0.241407
	7.73E-06
	-1.07976
	0.241407
	7.73E-06
	1
	0.00956775
	0.001270529

	cg22490255
	12
	TSPAN31
	58138949
	rs73123375
	12
	58063664
	T
	C
	-0.306364
	0.0724914
	2.38E-05
	-0.253995
	0.0691799
	0.000241181
	2
	0.262065
	0.020897635

	cg03829839
	12
	CDK4
	58146821
	rs2072052
	12
	58146719
	C
	A
	-0.25222
	0.060203
	2.80E-05
	-0.25222
	0.060203
	2.80E-05
	1
	0.159229
	0.003657514

	cg07060721
	12
	CYP27B1
	58158537
	rs4646536
	12
	58157988
	G
	A
	0.813067
	0.183043
	8.92E-06
	0.813067
	0.183043
	8.92E-06
	1
	0.0163461
	0.001422705

	cg23101118
	12
	CYP27B1
	58158888
	rs11172344
	12
	58193448
	C
	T
	1.76338
	0.395545
	8.28E-06
	1.76338
	0.395545
	8.28E-06
	1
	0.00351495
	0.001343059

	cg20372759
	12
	CYP27B1
	58162287
	rs4646536
	12
	58157988
	G
	A
	-0.953821
	0.214731
	8.92E-06
	-0.953821
	0.214731
	8.92E-06
	1
	0.0118549
	0.001422705

	cg04478727
	12
	METTL1
	58166393
	rs10877018
	12
	58171726
	C
	T
	-0.21475
	0.0483162
	8.81E-06
	-0.21475
	0.0483162
	8.81E-06
	1
	0.235774
	0.001415463

	cg20497026
	12
	FAM119B
	58170306
	rs11172343
	12
	58188157
	C
	T
	-0.488406
	0.110618
	1.01E-05
	-0.488406
	0.110618
	1.01E-05
	1
	0.0458623
	0.001560635

	cg23970338
	12
	TSFM
	58176483
	rs1021469
	12
	58208164
	A
	G
	1.42911
	0.338939
	2.48E-05
	1.42911
	0.338939
	2.48E-05
	1
	0.00530067
	0.00332231

	cg04631757
	12
	TSFM
	58176492
	rs10877018
	12
	58171726
	C
	T
	1.6959
	0.381556
	8.81E-06
	1.6959
	0.381556
	8.81E-06
	1
	0.00369581
	0.001415463

	cg02399098
	12
	AVIL
	58209787
	rs2072052
	12
	58146719
	C
	A
	0.666118
	0.158997
	2.80E-05
	0.666118
	0.158997
	2.80E-05
	1
	0.0227529
	0.003657514

	cg17332198
	12
	AVIL
	58209913
	rs7965287
	12
	58188696
	C
	G
	0.25107
	0.0561328
	7.73E-06
	0.220248
	0.0543701
	5.10E-05
	2
	0.258511
	0.005936834

	cg04046364
	12
	AVIL
	58210661
	rs2014886
	12
	58177437
	T
	C
	1.21098
	0.273173
	9.30E-06
	1.21098
	0.273173
	9.30E-06
	1
	0.00735538
	0.0014623

	cg06317209
	12
	AVIL
	58210878
	rs9652011
	12
	58170556
	C
	T
	0.89138
	0.199678
	8.05E-06
	0.89138
	0.199678
	8.05E-06
	1
	0.0137238
	0.001310009

	cg07617764
	12
	CTDSP2
	58218602
	rs3825079
	12
	58203354
	T
	C
	0.853081
	0.189119
	6.46E-06
	0.853081
	0.189119
	6.46E-06
	1
	0.0157889
	0.001105405

	cg02566627
	12
	CTDSP2
	58232984
	rs701008
	12
	58117645
	C
	T
	0.8876
	0.221082
	5.95E-05
	0.8876
	0.221082
	5.95E-05
	1
	0.0111399
	0.006762637

	cg01644731
	12
	CTDSP2
	58236712
	rs10783850
	12
	58229377
	C
	T
	0.652827
	0.192303
	0.000686936
	0.652827
	0.192303
	0.000686936
	1
	0.0160109
	0.047128249

	cg00677455
	12
	CTDSP2
	58241039
	rs10877028
	12
	58241028
	G
	T
	-0.213367
	0.0587663
	0.000282651
	-0.213367
	0.0587663
	0.000282651
	1
	0.167827
	0.023697515

	cg02732509
	12
	CTDSP2
	58241200
	rs1599751
	12
	58242849
	C
	T
	-0.158325
	0.0430132
	0.000232512
	-0.158325
	0.0430132
	0.000232512
	1
	0.314283
	0.020342201

	cg02469916
	12
	-
	70583810
	rs4761179
	12
	70578005
	A
	C
	-1.25953
	0.353138
	0.000361601
	-1.25953
	0.353138
	0.000361601
	1
	0.00378981
	0.028949005

	cg00029284
	12
	CUX2
	111731203
	rs1966303
	12
	111724442
	T
	C
	0.394477
	0.140344
	0.004942067
	0.482073
	0.130215
	0.000213861
	2
	0.105547
	0.019049763

	cg14733103
	12
	CUX2
	111756534
	rs2009170
	12
	111703313
	C
	T
	-0.284229
	0.0616437
	4.01E-06
	-0.31987
	0.0691037
	3.68E-06
	2
	0.247091
	0.000699625

	cg08608727
	12
	FAM109A
	111799994
	rs7316698
	12
	111790511
	T
	C
	0.739214
	0.150888
	9.64E-07
	0.739214
	0.150888
	9.64E-07
	1
	0.0347295
	0.000226545

	cg17577636
	12
	FAM109A
	111800628
	rs28877654
	12
	111783179
	T
	G
	-1.12759
	0.230214
	9.69E-07
	-1.12759
	0.230214
	9.69E-07
	1
	0.0148515
	0.000227118

	cg19993006
	12
	FAM109A
	111807180
	rs7306529
	12
	111780644
	C
	T
	-0.582324
	0.120789
	1.43E-06
	-0.582324
	0.120789
	1.43E-06
	1
	0.0546457
	0.000315548

	cg03799530
	12
	SH2B3
	111843215
	rs2301621
	12
	111895272
	T
	C
	-1.16791
	0.163611
	9.51E-13
	-1.16791
	0.163611
	9.51E-13
	1
	0.028436
	9.12E-10

	cg01356824
	12
	SH2B3
	111849884
	rs73199895
	12
	111866087
	A
	G
	0.680323
	0.0982327
	4.37E-12
	0.680323
	0.0982327
	4.37E-12
	1
	0.0879569
	3.91E-09

	cg20524636
	12
	SH2B3
	111854869
	rs7965040
	12
	111920295
	C
	A
	-1.23238
	0.170962
	5.70E-13
	-1.23238
	0.170962
	5.70E-13
	1
	0.0259417
	5.81E-10

	cg26214026
	12
	ATXN2
	111926384
	rs73428236
	12
	112461405
	G
	A
	-0.878948
	0.195137
	6.67E-06
	-0.878948
	0.195137
	6.67E-06
	1
	0.0458402
	0.001134007

	cg11578064
	12
	-
	112074044
	rs847895
	12
	112118576
	C
	T
	-0.519777
	0.0824967
	2.98E-10
	-0.522639
	0.0809973
	1.11E-10
	2
	0.134008
	8.11E-08

	cg12405048
	12
	-
	112074086
	rs609230
	12
	112146911
	T
	C
	-0.991361
	0.157843
	3.39E-10
	-0.991361
	0.157843
	3.39E-10
	1
	0.0354958
	2.12E-07

	cg20884605
	12
	ALDH2
	112205368
	rs12427276
	12
	112113508
	A
	G
	0.928032
	0.147161
	2.87E-10
	0.928032
	0.147161
	2.87E-10
	1
	0.0413517
	1.86E-07

	cg07629854
	12
	C12orf47
	112280892
	rs57646770
	12
	112431212
	C
	T
	-1.11606
	0.171548
	7.76E-11
	-1.11606
	0.171548
	7.76E-11
	1
	0.0302499
	5.88E-08

	cg00049502
	12
	C12orf47
	112280971
	rs11066082
	12
	112351348
	C
	T
	0.727049
	0.11133
	6.58E-11
	0.727049
	0.11133
	6.58E-11
	1
	0.0714025
	5.08E-08

	cg19563158
	12
	MAPKAPK5
	112284205
	rs12315146
	12
	112323016
	T
	C
	1.61368
	0.320722
	4.88E-07
	1.61368
	0.320722
	4.88E-07
	1
	0.0144378
	0.000124113

	cg05489292
	12
	MAPKAPK5
	112331187
	rs77211491
	12
	112322778
	A
	G
	0.907202
	0.254027
	0.00035531
	0.907202
	0.254027
	0.00035531
	1
	0.0275462
	0.028529838

	cg25724123
	12
	ERP29
	112450556
	rs7314232
	12
	112444517
	C
	G
	0.600653
	0.137455
	1.24E-05
	0.600653
	0.137455
	1.24E-05
	1
	0.0803304
	0.001837565

	cg27135516
	12
	ERP29
	112450780
	rs57785510
	12
	112829868
	C
	T
	-1.16552
	0.280716
	3.30E-05
	-1.16552
	0.280716
	3.30E-05
	1
	0.0232183
	0.004184121

	cg18213653
	12
	C12orf51
	112605734
	rs12579799
	12
	112397887
	C
	T
	0.572131
	0.16109
	0.000382958
	0.572131
	0.16109
	0.000382958
	1
	0.0690279
	0.030232422

	cg22529546
	12
	-
	112819040
	rs12302278
	12
	112512081
	C
	G
	1.147
	0.258451
	9.09E-06
	1.147
	0.258451
	9.09E-06
	1
	0.0226981
	0.001434732

	cg13845105
	12
	RPL6
	112846051
	rs16941759
	12
	112367921
	A
	G
	-0.853145
	0.130884
	7.14E-11
	-0.853145
	0.130884
	7.14E-11
	1
	0.051539
	5.46E-08

	cg03788567
	12
	RPL6
	112847769
	rs78866396
	12
	112522346
	A
	G
	0.781648
	0.222796
	0.000450963
	0.781648
	0.222796
	0.000450963
	1
	0.0365798
	0.034051577

	cg01655703
	12
	PTPN11
	112856138
	rs12579799
	12
	112397887
	C
	T
	0.453817
	0.127778
	0.000382958
	0.453817
	0.127778
	0.000382958
	1
	0.109832
	0.030232422

	cg16726706
	12
	-
	116920139
	rs11068043
	12
	116925539
	A
	C
	-0.260276
	0.0743138
	0.000461198
	-0.28077
	0.0700094
	6.06E-05
	3
	0.212905
	0.006836126

	cg02505015
	12
	-
	121197625
	rs9431
	12
	121202664
	A
	C
	-0.253135
	0.0612408
	3.58E-05
	-0.310273
	0.0675498
	4.37E-06
	3
	0.187677
	0.000810289

	cg16596859
	12
	-
	121197729
	rs9431
	12
	121202664
	A
	C
	-0.698978
	0.169103
	3.58E-05
	-0.698978
	0.169103
	3.58E-05
	1
	0.015798
	0.004476529

	cg23884120
	12
	-
	121198406
	rs11065286
	12
	121271734
	T
	C
	-0.684203
	0.189195
	0.000298808
	-0.684203
	0.189195
	0.000298808
	1
	0.0130858
	0.024740462

	cg19468883
	12
	-
	121198447
	rs11065286
	12
	121271734
	T
	C
	-0.4743
	0.131153
	0.000298808
	-0.4743
	0.131153
	0.000298808
	1
	0.0273113
	0.024740462

	cg07718303
	12
	SPPL3
	121261039
	rs1467283
	12
	121210220
	C
	G
	-0.668962
	0.178643
	0.00018067
	-0.668962
	0.178643
	0.00018067
	1
	0.0143415
	0.016640256

	cg04974751
	12
	SPPL3
	121282930
	rs9431
	12
	121202664
	A
	C
	-0.597706
	0.144603
	3.58E-05
	-0.597706
	0.144603
	3.58E-05
	1
	0.0216439
	0.004476529

	cg15656257
	12
	ABCB9
	123450216
	rs949142
	12
	123634043
	T
	C
	-0.319375
	0.0853742
	0.000183431
	-0.319375
	0.0853742
	0.000183431
	1
	0.0918264
	0.016819703

	cg23100375
	12
	ABCB9
	123450766
	rs1630820
	12
	123516917
	C
	G
	1.27232
	0.31373
	5.01E-05
	1.27232
	0.31373
	5.01E-05
	1
	0.00658703
	0.00585463

	cg03297007
	12
	ABCB9
	123450869
	rs655293
	12
	123528405
	G
	A
	-0.676004
	0.170631
	7.44E-05
	-0.676004
	0.170631
	7.44E-05
	1
	0.0230678
	0.008108059

	cg22341471
	12
	ABCB9
	123451323
	rs7957096
	12
	123544878
	A
	G
	-0.232991
	0.058206
	6.26E-05
	-0.232991
	0.058206
	6.26E-05
	1
	0.163017
	0.006980906

	cg16427983
	12
	ABCB9
	123453858
	rs655293
	12
	123528405
	G
	A
	-0.387733
	0.0978678
	7.44E-05
	-0.387733
	0.0978678
	7.44E-05
	1
	0.0703512
	0.008108059

	cg27000386
	12
	OGFOD2
	123463006
	rs7957096
	12
	123544878
	A
	G
	0.717443
	0.179233
	6.26E-05
	0.717443
	0.179233
	6.26E-05
	1
	0.0171063
	0.006980906

	cg17436506
	12
	ARL6IP4
	123463405
	rs7957096
	12
	123544878
	A
	G
	0.43685
	0.109134
	6.26E-05
	0.43685
	0.109134
	6.26E-05
	1
	0.0463032
	0.006980906

	cg08934286
	12
	ARL6IP4
	123463762
	rs7957096
	12
	123544878
	A
	G
	1.05748
	0.264181
	6.26E-05
	1.05748
	0.264181
	6.26E-05
	1
	0.00782328
	0.006980906

	cg02203224
	12
	ARL6IP4
	123464087
	rs7957096
	12
	123544878
	A
	G
	0.202471
	0.0505815
	6.26E-05
	0.202471
	0.0505815
	6.26E-05
	1
	0.215898
	0.006980906

	cg22237346
	12
	ARL6IP4
	123464821
	rs7957096
	12
	123544878
	A
	G
	1.25239
	0.312874
	6.26E-05
	1.25239
	0.312874
	6.26E-05
	1
	0.00555055
	0.006980906

	cg26562417
	12
	ARL6IP4
	123464823
	rs7957096
	12
	123544878
	A
	G
	0.503045
	0.125671
	6.26E-05
	0.503045
	0.125671
	6.26E-05
	1
	0.0348959
	0.006980906

	cg18637761
	12
	PITPNM2
	123468780
	rs6488868
	12
	123799974
	A
	G
	0.938557
	0.263868
	0.000375311
	0.938557
	0.263868
	0.000375311
	1
	0.00854799
	0.029811021

	cg09931783
	12
	PITPNM2
	123469669
	rs1727302
	12
	123632930
	G
	A
	1.29518
	0.345396
	0.000177009
	1.29518
	0.345396
	0.000177009
	1
	0.00491286
	0.01632319

	cg05171224
	12
	PITPNM2
	123471014
	rs1727313
	12
	123640853
	C
	G
	-0.939143
	0.234088
	6.03E-05
	-0.939143
	0.234088
	6.03E-05
	1
	0.0123994
	0.006831117

	cg05597205
	12
	PITPNM2
	123471183
	rs1260294
	12
	123560289
	C
	T
	-0.43556
	0.120042
	0.000285242
	-0.43556
	0.120042
	0.000285242
	1
	0.050262
	0.023824091

	cg14644204
	12
	PITPNM2
	123518833
	rs1617156
	12
	123590165
	T
	C
	0.267256
	0.0720923
	0.000209679
	0.267256
	0.0720923
	0.000209679
	1
	0.132075
	0.018811619

	cg01816936
	12
	PITPNM2
	123518888
	rs937564
	12
	123477311
	T
	C
	0.759499
	0.197985
	0.000125024
	0.759499
	0.197985
	0.000125024
	1
	0.0173196
	0.012465272

	cg08176694
	12
	PITPNM2
	123519157
	rs1617156
	12
	123590165
	T
	C
	0.161184
	0.0434794
	0.000209679
	0.163374
	0.0417724
	9.19E-05
	3
	0.388044
	0.009709512

	cg06415153
	12
	PITPNM2
	123519476
	rs1617156
	12
	123590165
	T
	C
	0.365845
	0.0986868
	0.000209679
	0.365845
	0.0986868
	0.000209679
	1
	0.0704298
	0.018811619

	cg05132828
	12
	PITPNM2
	123560479
	rs4460848
	12
	123677810
	A
	G
	0.696937
	0.185256
	0.000168603
	0.696937
	0.185256
	0.000168603
	1
	0.0178352
	0.015699826

	cg01973483
	12
	PITPNM2
	123591123
	rs11614406
	12
	123682396
	C
	T
	-0.69772
	0.188367
	0.000212244
	-0.69772
	0.188367
	0.000212244
	1
	0.0174489
	0.018949184

	cg06742321
	12
	PITPNM2
	123595122
	rs4148862
	12
	123568619
	A
	C
	-0.294903
	0.073473
	5.98E-05
	-0.294903
	0.073473
	5.98E-05
	1
	0.101567
	0.006782903

	cg19515108
	12
	-
	123599873
	rs1716174
	12
	123660717
	T
	C
	-0.651383
	0.174154
	0.000183874
	-0.651383
	0.174154
	0.000183874
	1
	0.0233064
	0.016850811

	cg07899411
	12
	-
	123604434
	rs4148862
	12
	123568619
	A
	C
	-0.312988
	0.0779787
	5.98E-05
	-0.312988
	0.0779787
	5.98E-05
	1
	0.0901563
	0.006782903

	cg15175608
	12
	-
	123636717
	rs1727318
	12
	123621210
	T
	C
	-0.778983
	0.20803
	0.000180755
	-0.778983
	0.20803
	0.000180755
	1
	0.0155415
	0.016640256

	cg09067021
	12
	-
	123637556
	rs1727307
	12
	123575742
	A
	G
	0.846703
	0.210239
	5.64E-05
	0.846703
	0.210239
	5.64E-05
	1
	0.0122991
	0.006467854

	cg27085265
	12
	MPHOSPH9
	123643500
	rs12809602
	12
	123768916
	G
	T
	-1.42286
	0.363153
	8.93E-05
	-1.42286
	0.363153
	8.93E-05
	1
	0.00516884
	0.009455268

	cg11143193
	12
	-
	123713553
	rs7957096
	12
	123544878
	A
	G
	-1.67404
	0.41821
	6.26E-05
	-1.67404
	0.41821
	6.26E-05
	1
	0.00306486
	0.006980906

	cg16195804
	12
	C12orf65
	123717050
	rs9739070
	12
	123771032
	A
	G
	-0.966905
	0.261858
	0.000222148
	-0.966905
	0.261858
	0.000222148
	1
	0.0102816
	0.019615459

	cg22931309
	12
	C12orf65
	123718298
	rs4460848
	12
	123677810
	A
	G
	0.470524
	0.125072
	0.000168603
	0.470524
	0.125072
	0.000168603
	1
	0.0392489
	0.015699826

	cg10672416
	12
	C12orf65
	123718706
	rs2102949
	12
	123676763
	G
	A
	-0.221195
	0.0589018
	0.000173174
	-0.221195
	0.0589018
	0.000173174
	1
	0.177309
	0.016060935

	cg22465824
	12
	CDK2AP1
	123746176
	rs4759409
	12
	123719585
	G
	C
	-0.877445
	0.227959
	0.00011858
	-0.877445
	0.227959
	0.00011858
	1
	0.0130464
	0.01196256

	cg13189671
	12
	CDK2AP1
	123750782
	rs10772998
	12
	123721177
	T
	G
	-0.707759
	0.18247
	0.000105024
	-0.707759
	0.18247
	0.000105024
	1
	0.0203789
	0.010900261

	cg00585698
	12
	CDK2AP1
	123750864
	rs2682426
	12
	123653556
	C
	T
	-0.426346
	0.112
	0.000140904
	-0.426346
	0.112
	0.000140904
	1
	0.0537559
	0.013647417

	cg13421247
	12
	CDK2AP1
	123756945
	rs1727319
	12
	123701353
	T
	C
	-0.550441
	0.146479
	0.000171449
	-0.550441
	0.146479
	0.000171449
	1
	0.0287144
	0.015912132

	cg13127506
	12
	CDK2AP1
	123757018
	rs4460848
	12
	123677810
	A
	G
	-0.348236
	0.0925664
	0.000168603
	-0.348236
	0.0925664
	0.000168603
	1
	0.0717372
	0.015699826

	cg02338538
	12
	CDK2AP1
	123757892
	rs1060105
	12
	123806219
	T
	C
	0.820382
	0.214061
	0.00012691
	0.820382
	0.214061
	0.00012691
	1
	0.0149679
	0.012599042

	cg18603577
	12
	RILPL2
	123900102
	rs4759409
	12
	123719585
	G
	C
	-0.716055
	0.18603
	0.00011858
	-0.716055
	0.18603
	0.00011858
	1
	0.0196449
	0.01196256

	cg07534892
	12
	-
	123930117
	rs6488868
	12
	123799974
	A
	G
	-1.08176
	0.304127
	0.000375311
	-1.08176
	0.304127
	0.000375311
	1
	0.00641067
	0.029811021

	cg13984040
	12
	-
	125258948
	rs838879
	12
	125261441
	G
	A
	-0.490018
	0.109808
	8.11E-06
	-0.490018
	0.109808
	8.11E-06
	1
	0.0431369
	0.001317049

	cg15174393
	12
	-
	125259081
	rs838879
	12
	125261441
	G
	A
	-0.404348
	0.0906101
	8.11E-06
	-0.404348
	0.0906101
	8.11E-06
	1
	0.0633905
	0.001317049

	cg14849578
	12
	SCARB1
	125282480
	rs3782287
	12
	125289265
	A
	G
	-0.19919
	0.0529688
	0.000169611
	-0.21688
	0.0610938
	0.000385381
	2
	0.17205
	0.030357163

	cg25283432
	12
	SCARB1
	125282561
	rs3782287
	12
	125289265
	A
	G
	-0.234832
	0.0624466
	0.000169611
	-0.255665
	0.0756793
	0.000729554
	2
	0.122832
	0.049362746

	cg11198639
	12
	SCARB1
	125287476
	rs3782287
	12
	125289265
	A
	G
	-0.0987238
	0.0262527
	0.000169611
	-0.0914358
	0.026303
	0.000508568
	2
	0.699225
	0.037527348

	cg11192877
	12
	SCARB1
	125287607
	rs3782287
	12
	125289265
	A
	G
	-0.0985549
	0.0262077
	0.000169611
	-0.0916824
	0.0260191
	0.000425733
	2
	0.6985
	0.032632849

	cg01663970
	12
	SCARB1
	125299686
	rs838909
	12
	125287648
	A
	G
	-0.61651
	0.173173
	0.000370835
	-0.562632
	0.132796
	2.27E-05
	2
	0.0256978
	0.003057054

	cg03818583
	13
	ATP5EP2
	28519319
	rs9579135
	13
	28533738
	G
	A
	-0.256842
	0.0699509
	0.000240957
	-0.256842
	0.0699509
	0.000240957
	1
	0.113818
	0.020889426

	cg09940377
	13
	-
	28534873
	rs3742110
	13
	28539186
	A
	G
	-0.826568
	0.238525
	0.000529665
	-0.826568
	0.238525
	0.000529665
	1
	0.0101985
	0.038531465

	cg05222982
	13
	-
	28545214
	rs7332842
	13
	28531818
	A
	G
	0.559885
	0.15605
	0.000333481
	0.559885
	0.15605
	0.000333481
	1
	0.022976
	0.027072037

	cg04821933
	13
	POMP
	29232799
	rs7989738
	13
	29236034
	G
	A
	-0.496249
	0.138071
	0.000325522
	-0.496249
	0.138071
	0.000325522
	1
	0.0513993
	0.026532252

	cg00618312
	13
	ELF1
	41556559
	rs2017696
	13
	41387065
	T
	A
	0.460035
	0.158026
	0.003601278
	0.723189
	0.19327
	0.000182716
	3
	0.174416
	0.01677317

	cg24867247
	13
	-
	46964256
	rs1408184
	13
	46946157
	T
	C
	0.338945
	0.0946409
	0.000341861
	0.338945
	0.0946409
	0.000341861
	1
	0.0591481
	0.027559124

	cg11805587
	13
	C13orf1
	50507883
	rs9596215
	13
	50527565
	A
	G
	-0.728099
	0.197235
	0.00022297
	-0.728099
	0.197235
	0.00022297
	1
	0.0162399
	0.019634561

	cg09145126
	13
	TRIM13
	50570018
	rs9596219
	13
	50563447
	T
	C
	0.717145
	0.195567
	0.000245466
	0.717145
	0.195567
	0.000245466
	1
	0.0168411
	0.021155907

	cg23213230
	13
	TRIM13
	50570091
	rs4942901
	13
	50548415
	T
	C
	0.52923
	0.144226
	0.000243125
	0.52923
	0.144226
	0.000243125
	1
	0.0304973
	0.021021188

	cg24030370
	13
	TRIM13
	50570142
	rs2740544
	13
	50617640
	C
	A
	0.540881
	0.147614
	0.000248225
	0.540881
	0.147614
	0.000248225
	1
	0.0299342
	0.021336935

	cg22243583
	13
	DLEU1
	50656529
	rs9596215
	13
	50527565
	A
	G
	-0.513796
	0.139182
	0.00022297
	-0.513796
	0.139182
	0.00022297
	1
	0.0327107
	0.019634561

	cg21548464
	13
	-
	50707937
	rs2066591
	13
	50708904
	C
	T
	-0.851047
	0.219365
	0.000104671
	-0.851047
	0.219365
	0.000104671
	1
	0.0134217
	0.010870604

	cg02217184
	13
	GPR18
	99907419
	rs12877480
	13
	100002818
	C
	G
	-0.871169
	0.208561
	2.96E-05
	-0.871169
	0.208561
	2.96E-05
	1
	0.0167713
	0.003844394

	cg10091709
	13
	UBAC2
	100003011
	rs12877480
	13
	100002818
	C
	G
	-0.400517
	0.0958855
	2.96E-05
	-0.400517
	0.0958855
	2.96E-05
	1
	0.0797538
	0.003844394

	cg18560638
	13
	UBAC2
	100008200
	rs142654340
	13
	99823155
	T
	G
	0.784448
	0.218677
	0.000334265
	0.784448
	0.218677
	0.000334265
	1
	0.0435804
	0.027108598

	cg13561518
	14
	-
	22336334
	rs12434054
	14
	22221211
	G
	A
	-1.08288
	0.320622
	0.000731756
	-1.08288
	0.320622
	0.000731756
	1
	0.0885485
	0.049449827

	cg10561989
	14
	C14orf19
	35408569
	rs12892117
	14
	35422503
	T
	C
	1.2923
	0.26869
	1.51E-06
	1.2923
	0.26869
	1.51E-06
	1
	0.011913
	0.00033126

	cg07552068
	14
	SRP54
	35452353
	rs12891473
	14
	35452257
	T
	C
	0.892844
	0.253539
	0.00042916
	0.892844
	0.253539
	0.00042916
	1
	0.00734457
	0.032848969

	cg26250106
	14
	SRP54
	35452420
	rs12891473
	14
	35452257
	T
	C
	1.08684
	0.308627
	0.00042916
	1.08684
	0.308627
	0.00042916
	1
	0.00492923
	0.032848969

	cg24733384
	14
	FAM177A1
	35516283
	rs79698726
	14
	35522350
	C
	A
	-0.104598
	0.0369178
	0.004607744
	-0.141001
	0.0321574
	1.16E-05
	7
	0.917532
	0.001747976

	cg16556633
	14
	DAAM1
	59815883
	rs12878070
	14
	59819674
	G
	T
	0.229459
	0.0673255
	0.000654025
	0.283927
	0.0822266
	0.000554529
	2
	0.185329
	0.039830983

	cg16007772
	14
	C14orf149
	59950363
	rs12890494
	14
	59906030
	T
	C
	-0.353969
	0.103561
	0.000630957
	-0.353969
	0.103561
	0.000630957
	1
	0.0452299
	0.044052076

	cg18825221
	14
	RAD51L1
	68749962
	rs3784099
	14
	68749927
	A
	G
	0.175411
	0.021056
	8.13E-17
	0.150541
	0.0242358
	5.27E-10
	9
	1.90442
	3.12E-07

	cg04384914
	14
	RAD51L1
	68759670
	rs1810623
	14
	68805725
	T
	C
	0.749675
	0.15705
	1.81E-06
	0.749675
	0.15705
	1.81E-06
	1
	0.030954
	0.000385692

	cg13572771
	14
	RAD51L1
	68871428
	rs12889770
	14
	68871549
	A
	G
	0.647125
	0.148682
	1.35E-05
	0.647125
	0.148682
	1.35E-05
	1
	0.0367347
	0.001952345

	cg23526087
	14
	RAD51L1
	68973466
	rs4325481
	14
	68900261
	A
	C
	0.675399
	0.1609
	2.70E-05
	0.675399
	0.1609
	2.70E-05
	1
	0.018508
	0.00355134

	cg07574163
	14
	-
	77498976
	rs17105195
	14
	77499279
	A
	G
	-0.253493
	0.078424
	0.001227955
	-0.275858
	0.0765315
	0.000312831
	2
	0.17147
	0.025652609

	cg04925858
	14
	-
	77499547
	rs17105195
	14
	77499279
	A
	G
	-0.221076
	0.0683952
	0.001227955
	-0.239037
	0.0666403
	0.000334622
	2
	0.166548
	0.027110418

	cg12789086
	14
	KIAA1737
	77565004
	rs57939968
	14
	77566675
	T
	C
	-0.440797
	0.129449
	0.000661287
	-0.440797
	0.129449
	0.000661287
	1
	0.0457101
	0.045758525

	cg09974016
	14
	-
	77591203
	rs2661830
	14
	77574994
	G
	A
	-0.569267
	0.167002
	0.000652746
	-0.569267
	0.167002
	0.000652746
	1
	0.0257934
	0.045300202

	cg01098812
	14
	-
	77591726
	rs2661830
	14
	77574994
	G
	A
	-0.595872
	0.174807
	0.000652746
	-0.595872
	0.174807
	0.000652746
	1
	0.023533
	0.045300202

	cg08112724
	14
	KCNK10
	88788364
	rs10141646
	14
	88799607
	A
	C
	0.517889
	0.181617
	0.004350911
	0.508405
	0.144476
	0.000433317
	2
	0.0452379
	0.033042335

	cg03345232
	14
	RIN3
	92981121
	rs67641625
	14
	93016079
	T
	C
	-0.17852
	0.0388634
	4.36E-06
	-0.177027
	0.0387654
	4.96E-06
	2
	0.338441
	0.000894113

	cg12072028
	14
	RIN3
	92981227
	rs67641625
	14
	93016079
	T
	C
	-0.179145
	0.0389994
	4.36E-06
	-0.201812
	0.0597853
	0.000736625
	3
	0.364473
	0.049668362

	cg02268192
	14
	RIN3
	92981666
	rs7157029
	14
	93017566
	A
	G
	-0.56407
	0.122937
	4.47E-06
	-0.56407
	0.122937
	4.47E-06
	1
	0.0336571
	0.000826019

	cg04718702
	14
	RIN3
	93020195
	rs67641625
	14
	93016079
	T
	C
	-0.387644
	0.084389
	4.36E-06
	-0.387644
	0.084389
	4.36E-06
	1
	0.0712091
	0.000810121

	cg25992382
	14
	RIN3
	93066811
	rs745381
	14
	93014489
	T
	C
	-0.458044
	0.0991489
	3.85E-06
	-0.458044
	0.0991489
	3.85E-06
	1
	0.0509999
	0.000727529

	cg23625388
	14
	RIN3
	93076432
	rs9671271
	14
	93071337
	T
	C
	0.309797
	0.0761002
	4.69E-05
	0.309797
	0.0761002
	4.69E-05
	1
	0.0806279
	0.0055647

	ch.14.1488981R
	14
	RIN3
	93077342
	rs9671271
	14
	93071337
	T
	C
	0.154397
	0.037927
	4.69E-05
	0.148361
	0.0372365
	6.77E-05
	3
	0.34998
	0.007447284

	cg20934105
	14
	RIN3
	93118717
	rs7157029
	14
	93017566
	A
	G
	1.13731
	0.247873
	4.47E-06
	1.13731
	0.247873
	4.47E-06
	1
	0.00821804
	0.000826019

	cg02238526
	14
	DYNC1H1
	102516429
	rs146420706
	14
	102710139
	T
	C
	1.0245
	0.205976
	6.57E-07
	1.0245
	0.205976
	6.57E-07
	1
	0.161529
	0.000160955

	cg25043643
	14
	WDR20
	102609274
	rs146945730
	14
	102741260
	T
	C
	-0.306334
	0.0634746
	1.39E-06
	-0.30413
	0.0600619
	4.12E-07
	2
	1.6747
	0.000107065

	cg06819357
	14
	TECPR2
	102928437
	rs145407272
	14
	102899169
	T
	C
	0.225652
	0.0535505
	2.51E-05
	0.22341
	0.0491994
	5.61E-06
	3
	1.73421
	0.000982063

	cg04715649
	14
	CDC42BPB
	103416122
	rs7156191
	14
	103297847
	C
	G
	-1.08305
	0.255505
	2.25E-05
	-1.08305
	0.255505
	2.25E-05
	1
	0.012603
	0.003034306

	cg10422233
	14
	C14orf73
	103565915
	rs61462345
	14
	103564935
	G
	C
	-0.797971
	0.0617518
	3.50E-38
	-0.797971
	0.0617518
	3.50E-38
	1
	0.156651
	6.30E-34

	cg01104208
	14
	C14orf73
	103566172
	rs59643720
	14
	103564807
	C
	A
	-0.916253
	0.0708083
	2.78E-38
	-0.916253
	0.0708083
	2.78E-38
	1
	0.119153
	6.30E-34

	cg22502625
	14
	C14orf73
	103568366
	rs11628185
	14
	103563421
	A
	G
	-0.737307
	0.0741742
	2.84E-23
	-0.737307
	0.0741742
	2.84E-23
	1
	0.085197
	1.39E-19

	cg05763097
	14
	C14orf73
	103569340
	rs61462345
	14
	103564935
	G
	C
	1.18465
	0.091675
	3.50E-38
	1.18465
	0.091675
	3.50E-38
	1
	0.0710194
	6.30E-34

	cg21143587
	14
	C14orf73
	103569397
	rs61462345
	14
	103564935
	G
	C
	1.0632
	0.0822769
	3.50E-38
	1.0632
	0.0822769
	3.50E-38
	1
	0.0881961
	6.30E-34

	cg10409043
	14
	C14orf73
	103570024
	rs61462345
	14
	103564935
	G
	C
	0.956858
	0.0740474
	3.50E-38
	0.956858
	0.0740474
	3.50E-38
	1
	0.108908
	6.30E-34

	cg11842450
	14
	C14orf73
	103576463
	rs59643720
	14
	103564807
	C
	A
	-1.27505
	0.0985365
	2.78E-38
	-0.471349
	0.134467
	0.000456171
	6
	0.74986
	0.034396771

	cg13798721
	14
	ADSSL1
	105190477
	rs2582533
	14
	105398787
	G
	C
	-0.881788
	0.221825
	7.04E-05
	-0.881788
	0.221825
	7.04E-05
	1
	0.00955463
	0.007697165

	cg26203845
	14
	-
	105293866
	rs11851053
	14
	105407208
	T
	C
	-0.571544
	0.150156
	0.00014109
	-0.571544
	0.150156
	0.00014109
	1
	0.020575
	0.013647417

	cg16793370
	14
	-
	105371541
	rs11851053
	14
	105407208
	T
	C
	0.510965
	0.134241
	0.00014109
	0.510965
	0.134241
	0.00014109
	1
	0.0257614
	0.013647417

	cg15352829
	14
	PLD4
	105391018
	rs10083490
	14
	105402418
	C
	T
	0.189165
	0.046806
	5.31E-05
	0.186855
	0.0453863
	3.84E-05
	2
	0.264173
	0.00476386

	cg18875357
	14
	PLD4
	105391263
	rs10083490
	14
	105402418
	C
	T
	0.401459
	0.099335
	5.31E-05
	0.401459
	0.099335
	5.31E-05
	1
	0.0470696
	0.006158318

	cg27394566
	14
	PLD4
	105391635
	rs11623422
	14
	105407031
	A
	G
	0.135432
	0.0355807
	0.00014109
	0.142129
	0.0348634
	4.57E-05
	2
	0.42007
	0.005458795

	cg21012737
	14
	PLD4
	105393171
	rs11851053
	14
	105407208
	T
	C
	-0.465163
	0.122208
	0.00014109
	-0.465163
	0.122208
	0.00014109
	1
	0.0310997
	0.013647417

	cg08187585
	14
	PLD4
	105393182
	rs28600075
	14
	105408315
	T
	C
	-0.725851
	0.189184
	0.000124724
	-0.725851
	0.189184
	0.000124724
	1
	0.0129326
	0.012449688

	cg20145009
	14
	PLD4
	105399175
	rs11623422
	14
	105407031
	A
	G
	-0.207831
	0.0546014
	0.00014109
	-0.21105
	0.0526249
	6.06E-05
	2
	0.197009
	0.006836126

	cg20978937
	14
	PLD4
	105399321
	rs11623422
	14
	105407031
	A
	G
	-0.202698
	0.0532528
	0.00014109
	-0.19803
	0.0512955
	0.000113162
	2
	0.213132
	0.011509117

	cg21017887
	14
	-
	105400489
	rs28600075
	14
	105408315
	T
	C
	-0.241163
	0.0628562
	0.000124724
	-0.258064
	0.0621934
	3.34E-05
	2
	0.154636
	0.004218343

	cg16097532
	14
	AHNAK2
	105416166
	rs4465542
	14
	105407798
	T
	C
	-0.194674
	0.051319
	0.000148637
	-0.202054
	0.0496014
	4.63E-05
	2
	0.223007
	0.00551452

	cg22796749
	14
	-
	105512071
	rs35156277
	14
	105510475
	C
	T
	0.8381
	0.241821
	0.000528773
	0.8381
	0.241821
	0.000528773
	1
	0.0310091
	0.03850991

	cg00684283
	14
	CRIP2
	105943425
	rs11160825
	14
	105410411
	C
	T
	-0.860163
	0.226045
	0.000141698
	-0.860163
	0.226045
	0.000141698
	1
	0.00909617
	0.013698065

	cg06285241
	14
	CRIP2
	105944655
	rs11850949
	14
	105408827
	A
	C
	-1.02272
	0.270241
	0.000154077
	-1.02272
	0.270241
	0.000154077
	1
	0.00640287
	0.014701903

	cg15385345
	15
	-
	40779019
	rs2412534
	15
	40836119
	C
	T
	0.315989
	0.0921993
	0.000609842
	0.315989
	0.0921993
	0.000609842
	1
	0.0586399
	0.042855942

	cg26228859
	15
	-
	40802888
	rs2412534
	15
	40836119
	C
	T
	0.283198
	0.0826313
	0.000609842
	0.283198
	0.0826313
	0.000609842
	1
	0.0730283
	0.042855942

	cg20551756
	15
	-
	40803416
	rs2412534
	15
	40836119
	C
	T
	-0.522796
	0.152541
	0.000609842
	-0.522796
	0.152541
	0.000609842
	1
	0.0213769
	0.042855942

	cg19698348
	15
	-
	40803733
	rs2412534
	15
	40836119
	C
	T
	-1.00637
	0.293637
	0.000609842
	-1.00637
	0.293637
	0.000609842
	1
	0.00571498
	0.042855942

	cg00211489
	15
	MRPL42P5
	40826026
	rs2412525
	15
	40867122
	T
	A
	0.631535
	0.153178
	3.74E-05
	0.631535
	0.153178
	3.74E-05
	1
	0.0199173
	0.00465793

	cg13940929
	15
	-
	40829048
	rs62019876
	15
	40869650
	G
	A
	0.773277
	0.190797
	5.06E-05
	0.773277
	0.190797
	5.06E-05
	1
	0.0128365
	0.005899356

	cg17140476
	15
	C15orf57
	40846280
	rs11632370
	15
	40838109
	G
	T
	0.625106
	0.154597
	5.27E-05
	0.625106
	0.154597
	5.27E-05
	1
	0.0207252
	0.006110807

	cg03605064
	15
	CASC5
	40886247
	rs12912635
	15
	40923173
	T
	G
	0.483936
	0.129638
	0.000189282
	0.483936
	0.129638
	0.000189282
	1
	0.0292358
	0.017278057

	cg27659014
	15
	CASC5
	40886649
	rs12912635
	15
	40923173
	T
	G
	0.228236
	0.0611404
	0.000189282
	0.228236
	0.0611404
	0.000189282
	1
	0.131708
	0.017278057

	cg22945957
	15
	PSTPIP1
	77323565
	rs16968665
	15
	77380717
	C
	G
	0.408985
	0.108583
	0.000165566
	0.408985
	0.108583
	0.000165566
	1
	0.0463665
	0.015497159

	cg20575191
	15
	PSTPIP1
	77324607
	rs16968665
	15
	77380717
	C
	G
	0.193483
	0.0513685
	0.000165566
	0.181053
	0.0497654
	0.000274688
	2
	0.228035
	0.023205634

	cg17529965
	15
	PSTPIP1
	77327887
	rs16968665
	15
	77380717
	C
	G
	0.147576
	0.0391807
	0.000165566
	0.140344
	0.0363194
	0.000111513
	5
	0.467632
	0.011384207

	cg20059407
	15
	CTSH
	79234318
	rs11638844
	15
	79231518
	A
	G
	0.444426
	0.0888393
	5.67E-07
	0.444426
	0.0888393
	5.67E-07
	1
	0.0689869
	0.000141747

	cg08619515
	16
	CLEC16A
	11066157
	rs16958021
	16
	11170047
	G
	A
	-0.997536
	0.106216
	6.01E-21
	-1.01497
	0.0914006
	1.22E-28
	2
	0.137434
	1.04E-24

	cg27227804
	16
	CLEC16A
	11085972
	rs7403919
	16
	11085968
	C
	T
	-0.790114
	0.0888703
	6.16E-19
	-0.790114
	0.0888703
	6.16E-19
	1
	0.0688697
	1.75E-15

	cg01690625
	16
	CLEC16A
	11176108
	rs17806056
	16
	11192499
	A
	T
	1.10593
	0.285912
	0.000109736
	1.10593
	0.285912
	0.000109736
	1
	0.00882967
	0.011209844

	cg01238858
	16
	CLEC16A
	11202693
	rs9921287
	16
	11209739
	C
	T
	0.901092
	0.130208
	4.53E-12
	0.901092
	0.130208
	4.53E-12
	1
	0.0285667
	4.04E-09

	cg10390979
	16
	CLEC16A
	11215351
	rs34306440
	16
	11215035
	G
	A
	0.377379
	0.0964044
	9.06E-05
	0.377379
	0.0964044
	9.06E-05
	1
	0.0858377
	0.009588622

	cg16457876
	16
	CLEC16A
	11219446
	rs4322688
	16
	11238991
	G
	C
	-1.48364
	0.166446
	5.01E-19
	-1.35323
	0.192767
	2.23E-12
	1
	0.0128723
	2.03E-09

	cg07486170
	16
	CLEC16A
	11221455
	rs6498168
	16
	11235130
	T
	G
	-0.794656
	0.166275
	1.76E-06
	-0.794656
	0.166275
	1.76E-06
	1
	0.0193741
	0.000376936

	cg03217729
	16
	CLEC16A
	11222890
	rs12935657
	16
	11219041
	A
	G
	0.825279
	0.219787
	0.000173467
	0.825279
	0.219787
	0.000173467
	1
	0.0147223
	0.016078911

	cg02548199
	16
	CLEC16A
	11264705
	rs41359
	16
	11265121
	A
	G
	0.98058
	0.262315
	0.000185419
	0.98058
	0.262315
	0.000185419
	1
	0.00737535
	0.016973229

	cg06150195
	16
	CLEC16A
	11275874
	rs77615775
	16
	11254578
	C
	T
	-0.358215
	0.0781411
	4.56E-06
	-0.358215
	0.0781411
	4.56E-06
	1
	0.236418
	0.000838491

	cg08493063
	16
	-
	11330934
	rs9928526
	16
	11437518
	C
	T
	0.961028
	0.228264
	2.55E-05
	0.961028
	0.228264
	2.55E-05
	1
	0.00927332
	0.00339313

	cg08895311
	16
	-
	11345608
	rs11645592
	16
	11371310
	T
	C
	0.896426
	0.236087
	0.000146494
	0.896426
	0.236087
	0.000146494
	1
	0.00989206
	0.014094452

	cg10784813
	16
	SOCS1
	11348678
	rs72773819
	16
	11406792
	A
	C
	1.22304
	0.17029
	6.91E-13
	1.22304
	0.17029
	6.91E-13
	1
	0.0290072
	6.88E-10

	cg04004558
	16
	SOCS1
	11348684
	rs6498184
	16
	11435990
	T
	C
	1.3328
	0.189644
	2.11E-12
	1.3328
	0.189644
	2.11E-12
	1
	0.0235245
	1.93E-09

	cg27540841
	16
	SOCS1
	11350112
	rs7196694
	16
	11355364
	T
	C
	0.354112
	0.102031
	0.000519305
	0.354112
	0.102031
	0.000519305
	1
	0.0513797
	0.038059729

	cg12642006
	16
	SOCS1
	11350118
	rs7196694
	16
	11355364
	T
	C
	0.297579
	0.0857417
	0.000519305
	0.297579
	0.0857417
	0.000519305
	1
	0.0727932
	0.038059729

	cg05701125
	16
	SOCS1
	11351106
	rs9928526
	16
	11437518
	C
	T
	0.372422
	0.0884577
	2.55E-05
	0.372422
	0.0884577
	2.55E-05
	1
	0.0621607
	0.00339313

	cg04289163
	16
	SOCS1
	11351165
	rs1532303
	16
	11409841
	C
	T
	1.15209
	0.273688
	2.56E-05
	1.15209
	0.273688
	2.56E-05
	1
	0.00630615
	0.003400508

	cg04609482
	16
	SOCS1
	11351169
	rs56069754
	16
	11362640
	A
	G
	0.412186
	0.0763488
	6.73E-08
	0.412186
	0.0763488
	6.73E-08
	1
	0.102407
	2.23E-05

	cg05902273
	16
	SOCS1
	11351199
	rs56069754
	16
	11362640
	A
	G
	0.834823
	0.154633
	6.73E-08
	0.834823
	0.154633
	6.73E-08
	1
	0.0248919
	2.23E-05

	cg06459913
	16
	TNP2
	11361823
	rs171471
	16
	11355450
	A
	G
	1.37876
	0.170903
	7.25E-16
	1.34904
	0.172015
	4.45E-15
	1
	0.0159103
	6.81E-12

	cg21458041
	16
	TNP2
	11364014
	rs243330
	16
	11350991
	T
	C
	-0.672398
	0.0857365
	4.45E-15
	-0.727771
	0.173889
	2.85E-05
	2
	0.0706846
	0.003723364

	cg01456572
	16
	PRM3
	11367459
	rs12923756
	16
	11359675
	C
	T
	1.27462
	0.160273
	1.84E-15
	1.27462
	0.160273
	1.84E-15
	1
	0.0181833
	3.18E-12

	cg01381613
	16
	PRM3
	11367491
	rs12923756
	16
	11359675
	C
	T
	0.808213
	0.101626
	1.84E-15
	0.808213
	0.101626
	1.84E-15
	1
	0.0453331
	3.18E-12

	cg01046376
	16
	PRM3
	11367509
	rs243330
	16
	11350991
	T
	C
	1.12535
	0.143492
	4.45E-15
	1.12535
	0.143492
	4.45E-15
	1
	0.0228968
	6.81E-12

	cg27106950
	16
	PRM3
	11367916
	rs2301365
	16
	11375286
	T
	G
	-0.792558
	0.206053
	0.000119916
	-0.792558
	0.206053
	0.000119916
	1
	0.0129214
	0.012069465

	cg01281993
	16
	-
	11374090
	rs1646026
	16
	11382695
	T
	C
	-1.14724
	0.183244
	3.85E-10
	-1.14724
	0.183244
	3.85E-10
	1
	0.0221475
	2.38E-07

	cg03200631
	16
	PRM1
	11375333
	rs11645592
	16
	11371310
	T
	C
	0.426356
	0.112287
	0.000146494
	0.426356
	0.112287
	0.000146494
	1
	0.0441289
	0.014094452

	cg05385299
	16
	PRM1
	11376309
	rs430966
	16
	11389482
	T
	C
	-1.19965
	0.193807
	6.04E-10
	-1.19965
	0.193807
	6.04E-10
	1
	0.0199259
	3.45E-07

	cg07312240
	16
	-
	11406995
	rs28502009
	16
	11426541
	A
	G
	0.839378
	0.153125
	4.22E-08
	0.839378
	0.153125
	4.22E-08
	1
	0.0228582
	1.50E-05

	cg02021288
	16
	-
	11435867
	rs6498184
	16
	11435990
	T
	C
	0.513858
	0.0731169
	2.11E-12
	0.476884
	0.0794087
	1.92E-09
	2
	0.194896
	9.92E-07

	cg00044050
	16
	C16orf75
	11439710
	rs171470
	16
	11385964
	C
	A
	-0.169222
	0.023521
	6.31E-13
	-0.200674
	0.0472565
	2.17E-05
	4
	1.11352
	0.002942883

	cg04635642
	16
	SNX29
	12183938
	rs350279
	16
	12232235
	G
	T
	0.144137
	0.0601443
	0.01655184
	0.23155
	0.0674484
	0.000597046
	4
	0.37881
	0.042266974

	cg19423311
	16
	IL21R
	27413904
	rs7190377
	16
	27410130
	T
	A
	-0.233843
	0.0551407
	2.23E-05
	-0.267664
	0.0669701
	6.42E-05
	2
	0.231743
	0.007118702

	cg16454902
	16
	IL21R
	27414272
	rs7190377
	16
	27410130
	T
	A
	-0.356711
	0.0841131
	2.23E-05
	-0.356711
	0.0841131
	2.23E-05
	1
	0.0753684
	0.003010263

	cg02513379
	16
	IL21R
	27414281
	rs1119132
	16
	27403469
	A
	G
	-1.05926
	0.171516
	6.61E-10
	-1.05926
	0.171516
	6.61E-10
	1
	0.0364388
	3.76E-07

	cg00050618
	16
	IL21R
	27414418
	rs1859308
	16
	27397998
	A
	G
	0.634793
	0.108997
	5.76E-09
	0.634793
	0.108997
	5.76E-09
	1
	0.08619
	2.72E-06

	cg02787852
	16
	IL21R
	27414536
	rs1116973
	16
	27405916
	A
	T
	-1.19803
	0.30142
	7.05E-05
	-1.19803
	0.30142
	7.05E-05
	1
	0.00536568
	0.007699253

	cg08282819
	16
	IL21R
	27437900
	rs9933895
	16
	27403673
	C
	T
	-1.37628
	0.227362
	1.42E-09
	-1.37628
	0.227362
	1.42E-09
	1
	0.0209572
	7.57E-07

	cg02621030
	16
	-
	29151700
	rs252308
	16
	29221318
	T
	G
	-0.340402
	0.0796924
	1.94E-05
	-0.340402
	0.0796924
	1.94E-05
	1
	0.0730166
	0.002681342

	cg09602020
	16
	-
	29188796
	rs252308
	16
	29221318
	T
	G
	-0.645131
	0.151033
	1.94E-05
	-0.645131
	0.151033
	1.94E-05
	1
	0.0202762
	0.002681342

	cg00416710
	16
	-
	29196027
	rs252308
	16
	29221318
	T
	G
	-1.35554
	0.31735
	1.94E-05
	-1.35554
	0.31735
	1.94E-05
	1
	0.00452989
	0.002681342

	cg02329193
	16
	-
	29196472
	rs252308
	16
	29221318
	T
	G
	-0.271624
	0.0635906
	1.94E-05
	-0.271624
	0.0635906
	1.94E-05
	1
	0.114736
	0.002681342

	cg08330132
	16
	-
	29232139
	rs252308
	16
	29221318
	T
	G
	0.263765
	0.0617507
	1.94E-05
	0.263765
	0.0617507
	1.94E-05
	1
	0.121681
	0.002681342

	cg06509391
	16
	-
	29266713
	rs252308
	16
	29221318
	T
	G
	0.600506
	0.140586
	1.94E-05
	0.600506
	0.140586
	1.94E-05
	1
	0.0234142
	0.002681342

	cg08916477
	16
	SEPT1
	30391350
	rs12446288
	16
	30388709
	A
	G
	0.325469
	0.0936446
	0.000509851
	0.342482
	0.0902874
	0.000148744
	2
	0.163004
	0.014293982

	cg19289461
	16
	SEPT1
	30394812
	rs12446288
	16
	30388709
	A
	G
	0.461639
	0.132824
	0.000509851
	0.461639
	0.132824
	0.000509851
	1
	0.0289483
	0.037553626

	cg01392867
	16
	ZNF48
	30410429
	rs12446288
	16
	30388709
	A
	G
	-0.767892
	0.22094
	0.000509851
	-0.767892
	0.22094
	0.000509851
	1
	0.0104115
	0.037553626

	cg01355753
	16
	SEPHS2
	30457524
	rs8046445
	16
	30386262
	C
	T
	-0.752896
	0.212254
	0.000389508
	-0.752896
	0.212254
	0.000389508
	1
	0.0114501
	0.030549494

	cg00152175
	16
	AMFR
	56459720
	rs7189122
	16
	56471410
	C
	T
	0.741354
	0.274419
	0.006902008
	0.704754
	0.197911
	0.000369568
	2
	0.0186543
	0.029499387

	cg08293777
	16
	RSPRY1
	57218991
	rs7197204
	16
	57221865
	T
	G
	0.312798
	0.0982762
	0.001458468
	0.355262
	0.0918342
	0.000109541
	2
	0.104006
	0.011204064

	cg05481929
	16
	POLR2C
	57505058
	rs223855
	16
	57477934
	C
	T
	-0.442557
	0.128391
	0.000567067
	-0.442557
	0.128391
	0.000567067
	1
	0.0387776
	0.040516168

	cg09730500
	16
	GPR56
	57662690
	rs7196304
	16
	57647543
	C
	T
	0.624542
	0.199066
	0.001704923
	0.624517
	0.180849
	0.000553972
	2
	0.0317756
	0.039808649

	cg27404181
	16
	-
	58270281
	rs6416773
	16
	58250459
	C
	T
	0.390624
	0.0854982
	4.91E-06
	0.390624
	0.0854982
	4.91E-06
	1
	0.120879
	0.000887416

	cg00785042
	16
	NDRG4
	58538323
	rs12445198
	16
	58613808
	T
	C
	-0.814263
	0.229449
	0.000387114
	-0.814263
	0.229449
	0.000387114
	1
	0.0267784
	0.030405907

	cg20984188
	16
	B3GNT9
	67185059
	rs2271294
	16
	67902326
	T
	A
	-1.85462
	0.383345
	1.31E-06
	-1.65402
	0.392229
	2.48E-05
	1
	0.00552338
	0.003316848

	cg09899220
	16
	ELMO3
	67232281
	rs7185308
	16
	67767060
	G
	A
	0.534017
	0.117622
	5.63E-06
	0.534017
	0.117622
	5.63E-06
	1
	0.0627529
	0.000982063

	cg07545640
	16
	HSD11B2
	67464829
	rs8056893
	16
	68304392
	C
	A
	1.58872
	0.406884
	9.44E-05
	1.58872
	0.406884
	9.44E-05
	1
	0.0035616
	0.009933252

	cg02851730
	16
	FAM65A
	67577275
	rs6499145
	16
	67929601
	C
	T
	1.11747
	0.218292
	3.07E-07
	1.11747
	0.218292
	3.07E-07
	1
	0.0159315
	8.23E-05

	cg24536529
	16
	RLTPR
	67683016
	rs4474673
	16
	67758778
	T
	C
	1.59575
	0.275382
	6.87E-09
	1.59652
	0.277355
	8.63E-09
	1
	0.0161798
	3.95E-06

	cg05764001
	16
	RLTPR
	67685403
	rs7193537
	16
	67755808
	G
	A
	-1.31108
	0.287169
	4.99E-06
	-1.31108
	0.287169
	4.99E-06
	1
	0.0103095
	0.000896311

	cg01573194
	16
	PARD6A
	67695217
	rs7198357
	16
	67884619
	T
	C
	0.857169
	0.177155
	1.31E-06
	0.857169
	0.177155
	1.31E-06
	1
	0.0248275
	0.000293297

	cg01287707
	16
	PARD6A
	67695257
	rs7193537
	16
	67755808
	G
	A
	0.537241
	0.117673
	4.99E-06
	0.537241
	0.117673
	4.99E-06
	1
	0.0621848
	0.000896311

	cg16794070
	16
	PARD6A
	67695265
	rs112192397
	16
	67730618
	T
	C
	0.755735
	0.136699
	3.24E-08
	0.755735
	0.136699
	3.24E-08
	1
	0.076979
	1.19E-05

	cg15426734
	16
	PARD6A
	67695272
	rs9923003
	16
	67780121
	A
	G
	0.661649
	0.15012
	1.05E-05
	0.661649
	0.15012
	1.05E-05
	1
	0.0385217
	0.001603823

	cg11698099
	16
	PARD6A
	67695462
	rs7185308
	16
	67767060
	G
	A
	0.532482
	0.117284
	5.63E-06
	0.532482
	0.117284
	5.63E-06
	1
	0.0631383
	0.000982063

	cg26919100
	16
	PARD6A
	67695516
	rs7198357
	16
	67884619
	T
	C
	0.540307
	0.111668
	1.31E-06
	0.540307
	0.111668
	1.31E-06
	1
	0.0626759
	0.000293297

	cg09321029
	16
	PARD6A
	67695670
	rs7196789
	16
	67927124
	T
	C
	0.839459
	0.166505
	4.62E-07
	0.839459
	0.166505
	4.62E-07
	1
	0.0274529
	0.000118212

	cg26335299
	16
	C16orf86
	67700143
	rs7185308
	16
	67767060
	G
	A
	-0.591891
	0.130369
	5.63E-06
	-0.591891
	0.130369
	5.63E-06
	1
	0.051071
	0.000982063

	cg04033732
	16
	-
	67707096
	rs2271294
	16
	67902326
	T
	A
	-0.517413
	0.106948
	1.31E-06
	-0.517413
	0.106948
	1.31E-06
	1
	0.0680867
	0.00029367

	cg00318322
	16
	GFOD2
	67708822
	rs7185308
	16
	67767060
	G
	A
	0.406776
	0.0895958
	5.63E-06
	0.406776
	0.0895958
	5.63E-06
	1
	0.1083
	0.000982063

	cg03849279
	16
	GFOD2
	67751821
	rs7185308
	16
	67767060
	G
	A
	0.917347
	0.202053
	5.63E-06
	0.917347
	0.202053
	5.63E-06
	1
	0.021173
	0.000982063

	cg04155026
	16
	TSNAXIP1
	67841269
	rs6499143
	16
	67874264
	C
	T
	-0.858546
	0.179215
	1.66E-06
	-0.858546
	0.179215
	1.66E-06
	1
	0.0244171
	0.000359877

	cg00750307
	16
	NUTF2
	67882075
	rs58542611
	16
	68350219
	T
	C
	-1.15895
	0.249539
	3.42E-06
	-1.15895
	0.249539
	3.42E-06
	1
	0.0165204
	0.000652881

	cg01669540
	16
	NUTF2
	67884473
	rs8060686
	16
	67911517
	C
	T
	-1.2428
	0.244147
	3.58E-07
	-1.2428
	0.244147
	3.58E-07
	1
	0.0126681
	9.39E-05

	cg05986853
	16
	NRN1L
	67920209
	rs73593810
	16
	67866783
	T
	C
	-1.32584
	0.231754
	1.06E-08
	-1.32584
	0.231754
	1.06E-08
	1
	0.0201314
	4.60E-06

	cg09958192
	16
	PSKH1
	67926607
	rs16942887
	16
	67928042
	A
	G
	1.03436
	0.167591
	6.77E-10
	1.03436
	0.167591
	6.77E-10
	1
	0.0354734
	3.84E-07

	cg10544611
	16
	SLC12A4
	67998164
	rs112434994
	16
	67954398
	C
	G
	-0.254658
	0.0399276
	1.80E-10
	-0.252575
	0.0397182
	2.04E-10
	2
	0.647004
	1.37E-07

	cg06378129
	16
	SLC12A4
	67998246
	rs112434994
	16
	67954398
	C
	G
	-0.379342
	0.0594767
	1.80E-10
	-0.379342
	0.0594767
	1.80E-10
	1
	0.289968
	1.22E-07

	cg06803257
	16
	SLC12A4
	67999044
	rs8059305
	16
	68036666
	C
	A
	-2.54548
	0.382047
	2.70E-11
	-1.73004
	0.37572
	4.14E-06
	1
	0.00586274
	0.00077532

	cg09086087
	16
	SLC12A4
	68000763
	rs111430913
	16
	68051225
	T
	C
	-1.4092
	0.216339
	7.36E-11
	-1.4092
	0.216339
	7.36E-11
	1
	0.0201707
	5.60E-08

	cg26912222
	16
	SLC12A4
	68000829
	rs3785100
	16
	67997920
	C
	T
	-0.917376
	0.144317
	2.07E-10
	-0.917376
	0.144317
	2.07E-10
	1
	0.0493442
	1.39E-07

	cg08958168
	16
	SLC12A4
	68001415
	rs255056
	16
	68016185
	C
	G
	-0.298216
	0.04606
	9.56E-11
	-0.289818
	0.058673
	7.84E-07
	2
	0.415072
	0.000187789

	cg08571821
	16
	SLC12A4
	68003649
	rs2418737
	16
	68122726
	C
	T
	1.33242
	0.224888
	3.14E-09
	1.33242
	0.224888
	3.14E-09
	1
	0.0190707
	1.53E-06

	cg10512278
	16
	DPEP2
	68027839
	rs12447119
	16
	68297928
	A
	G
	1.07066
	0.205935
	2.01E-07
	1.07066
	0.205935
	2.01E-07
	1
	0.0309769
	5.68E-05

	cg02959006
	16
	DPEP2
	68033589
	rs55682260
	16
	68057880
	A
	G
	0.617193
	0.0945369
	6.67E-11
	0.617193
	0.0945369
	6.67E-11
	1
	0.10492
	5.13E-08

	cg10922280
	16
	DPEP2
	68034227
	rs13816
	16
	68055495
	C
	G
	-0.918201
	0.139372
	4.48E-11
	-0.918201
	0.139372
	4.48E-11
	1
	0.0475951
	3.68E-08

	cg06234201
	16
	-
	68050984
	rs35432211
	16
	68095449
	C
	T
	1.02613
	0.159531
	1.26E-10
	1.02613
	0.159531
	1.26E-10
	1
	0.0367541
	9.04E-08

	cg06575692
	16
	DUS2L
	68112968
	rs7201742
	16
	68099821
	G
	T
	-0.707425
	0.110677
	1.65E-10
	-0.707425
	0.110677
	1.65E-10
	1
	0.0745487
	1.12E-07

	cg08281590
	16
	-
	68117460
	rs1476306
	16
	67973171
	T
	C
	1.88884
	0.353802
	9.38E-08
	1.68846
	0.383496
	1.07E-05
	1
	0.00560814
	0.001628026

	cg04202511
	16
	NFATC3
	68117991
	rs2418739
	16
	68092850
	C
	G
	0.198106
	0.0376911
	1.47E-07
	0.198106
	0.0376911
	1.47E-07
	1
	0.52385
	4.30E-05

	cg17948846
	16
	NFATC3
	68119548
	rs112099181
	16
	68154230
	C
	T
	-0.34071
	0.0563585
	1.50E-09
	-0.339531
	0.0558398
	1.20E-09
	2
	0.339755
	6.48E-07

	cg02570644
	16
	NFATC3
	68123248
	rs2418737
	16
	68122726
	C
	T
	-0.640533
	0.10811
	3.14E-09
	-0.640533
	0.10811
	3.14E-09
	1
	0.0830227
	1.53E-06

	cg27607843
	16
	NFATC3
	68125182
	rs7201742
	16
	68099821
	G
	T
	-0.413909
	0.0647561
	1.65E-10
	-0.413909
	0.0647561
	1.65E-10
	1
	0.218039
	1.12E-07

	cg16562724
	16
	ESRP2
	68270631
	rs9888986
	16
	68297228
	A
	G
	-1.09452
	0.208065
	1.44E-07
	-1.09452
	0.208065
	1.44E-07
	1
	0.0289452
	4.22E-05

	cg00268744
	16
	PLA2G15
	68281186
	rs8046975
	16
	68061171
	C
	T
	1.49651
	0.279232
	8.37E-08
	1.49651
	0.279232
	8.37E-08
	1
	0.0095586
	2.66E-05

	cg04023204
	16
	PLA2G15
	68281979
	rs8058690
	16
	68136622
	G
	T
	0.888891
	0.149708
	2.90E-09
	0.888891
	0.149708
	2.90E-09
	1
	0.0444704
	1.44E-06

	cg09835421
	16
	PRMT7
	68378352
	rs61593058
	16
	68384496
	C
	T
	-0.266925
	0.0689776
	0.000108994
	-0.238985
	0.0690412
	0.000537285
	2
	0.201848
	0.03889823

	cg05110241
	16
	PRMT7
	68378359
	rs61593058
	16
	68384496
	C
	T
	-0.21805
	0.0563476
	0.000108994
	-0.214093
	0.055881
	0.000127552
	2
	0.261712
	0.012647268

	cg03983715
	16
	PRMT7
	68378420
	rs56220628
	16
	68384837
	A
	G
	-0.349321
	0.0755939
	3.82E-06
	-0.349321
	0.0755939
	3.82E-06
	1
	0.182558
	0.000724811

	cg05392527
	16
	SMPD3
	68394825
	rs1465470
	16
	68397909
	A
	G
	0.285629
	0.0823733
	0.000525418
	0.285629
	0.0823733
	0.000525418
	1
	0.0848496
	0.038351744

	cg02226672
	16
	SMPD3
	68398533
	rs1465468
	16
	68398290
	A
	G
	0.116139
	0.0329089
	0.000417075
	0.121551
	0.0328268
	0.000213295
	2
	0.558279
	0.019009765

	cg16658734
	16
	SMPD3
	68401882
	rs2307022
	16
	68381978
	A
	G
	-0.656062
	0.187311
	0.000460948
	-0.656062
	0.187311
	0.000460948
	1
	0.01524
	0.034692428

	cg01372811
	16
	-
	85970529
	rs11117420
	16
	85971922
	C
	G
	-0.88687
	0.221098
	6.04E-05
	-0.88687
	0.221098
	6.04E-05
	1
	0.0141935
	0.006836126

	cg05622569
	16
	-
	86006196
	rs2049083
	16
	86007706
	A
	G
	0.636592
	0.144235
	1.02E-05
	0.636592
	0.144235
	1.02E-05
	1
	0.0239089
	0.001568471

	cg06321213
	16
	-
	86009621
	rs72807046
	16
	86001621
	T
	C
	-0.344469
	0.0943141
	0.000259904
	-0.370115
	0.0912125
	4.96E-05
	2
	0.392534
	0.005817008

	cg05829375
	16
	-
	86012085
	rs4843880
	16
	86008641
	C
	T
	0.995416
	0.210111
	2.17E-06
	0.995416
	0.210111
	2.17E-06
	1
	0.0102505
	0.000453573

	cg10520672
	16
	-
	86018680
	rs12445476
	16
	85991269
	G
	T
	-1.71411
	0.222327
	1.27E-14
	-0.808477
	0.209806
	0.000116508
	1
	0.021074
	0.011812368

	cg12046723
	16
	MTHFSD
	86589512
	rs79171950
	16
	86574435
	G
	C
	0.411095
	0.164949
	0.0126934
	0.399649
	0.115998
	0.000570517
	2
	0.447919
	0.040601409

	cg07529955
	17
	-
	2663165
	rs1124040
	17
	2692321
	A
	G
	-0.401126
	0.189057
	0.03386096
	-0.506662
	0.144265
	0.000444809
	2
	0.0250871
	0.033681067

	cg07307484
	17
	MINK1
	4743324
	rs238242
	17
	4849774
	G
	A
	-0.451053
	0.128984
	0.000470639
	-0.451053
	0.128984
	0.000470639
	1
	0.0294913
	0.035193073

	cg17901582
	17
	MINK1
	4751426
	rs238242
	17
	4849774
	G
	A
	-0.908461
	0.259784
	0.000470639
	-0.908461
	0.259784
	0.000470639
	1
	0.00720941
	0.035193073

	cg06444025
	17
	CHRNE
	4804104
	rs9893197
	17
	4757598
	C
	T
	0.252372
	0.0716647
	0.000429092
	0.279323
	0.0668997
	2.98E-05
	2
	0.142734
	0.003859775

	cg09770475
	17
	-
	4812443
	rs238242
	17
	4849774
	G
	A
	-0.306979
	0.0877839
	0.000470639
	-0.306979
	0.0877839
	0.000470639
	1
	0.0637628
	0.035193073

	cg11340260
	17
	GP1BA
	4835476
	rs238242
	17
	4849774
	G
	A
	-0.271275
	0.0775741
	0.000470639
	-0.271275
	0.0775741
	0.000470639
	1
	0.0816734
	0.035193073

	cg07892449
	17
	GP1BA
	4835627
	rs238242
	17
	4849774
	G
	A
	-0.325031
	0.0929461
	0.000470639
	-0.325031
	0.0929461
	0.000470639
	1
	0.0568656
	0.035193073

	cg12810701
	17
	GPR172B
	4939040
	rs238238
	17
	4856376
	A
	G
	0.469423
	0.162052
	0.003770619
	0.538011
	0.146828
	0.000248141
	2
	0.0422312
	0.021336935

	cg07925670
	17
	ACAP1
	7253489
	rs35871815
	17
	7208373
	C
	A
	-0.158202
	0.083446
	0.0579783
	-0.286516
	0.0848587
	0.000734532
	7
	1.12105
	0.049616718

	cg02676175
	17
	KCTD11
	7253720
	rs35871815
	17
	7208373
	C
	A
	-0.152623
	0.0805034
	0.0579783
	-0.279268
	0.0797728
	0.000463963
	7
	1.21529
	0.034870795

	cg12045829
	17
	TNFSF12
	7452926
	rs12941509
	17
	7448288
	G
	C
	-0.281816
	0.0911873
	0.001998174
	-0.338223
	0.0877251
	0.000115539
	2
	0.147918
	0.011728764

	cg10693616
	17
	ALOX12B
	7982670
	rs2072685
	17
	7949434
	A
	G
	0.817098
	0.216878
	0.000164912
	0.817098
	0.216878
	0.000164912
	1
	0.0342638
	0.015462671

	cg24480120
	17
	ALOX12B
	7982693
	rs2072685
	17
	7949434
	A
	G
	0.709745
	0.188384
	0.000164912
	0.709745
	0.188384
	0.000164912
	1
	0.0455457
	0.015462671

	cg18584905
	17
	SLC6A4
	28563300
	rs7214014
	17
	28611394
	A
	G
	-1.35794
	0.350823
	0.000108559
	-1.35794
	0.350823
	0.000108559
	1
	0.00395999
	0.011164918

	cg06841846
	17
	SLC6A4
	28564094
	rs8073378
	17
	28629763
	A
	G
	-0.676202
	0.178849
	0.000156341
	-0.676202
	0.178849
	0.000156341
	1
	0.0154341
	0.014882883

	cg22113926
	17
	-
	28566331
	rs7214014
	17
	28611394
	A
	G
	-0.436477
	0.112764
	0.000108559
	-0.436477
	0.112764
	0.000108559
	1
	0.0390213
	0.011164918

	cg10781870
	17
	TMIGD1
	28648320
	rs76947460
	17
	28652947
	G
	A
	-0.881595
	0.254693
	0.000537464
	-0.881595
	0.254693
	0.000537464
	1
	0.0077288
	0.03889823

	cg07437263
	17
	CDK5R1
	30817129
	rs11656631
	17
	30841962
	T
	C
	0.0895647
	0.0280447
	0.001405019
	0.103033
	0.0277047
	0.00020008
	3
	0.679409
	0.018090584

	cg21855910
	17
	CDK5R1
	30817397
	rs11656631
	17
	30841962
	T
	C
	0.14235
	0.0445729
	0.001405019
	0.142103
	0.0420285
	0.000722044
	2
	0.249383
	0.04893627

	cg21839984
	17
	MYO1D
	30846986
	rs11656631
	17
	30841962
	T
	C
	-0.124159
	0.038877
	0.001405019
	-0.136435
	0.0380042
	0.000330757
	2
	0.409601
	0.026891373

	cg03218931
	17
	-
	34835076
	rs11657469
	17
	34876195
	T
	A
	-0.654367
	0.143634
	5.22E-06
	-0.654367
	0.143634
	5.22E-06
	1
	0.0224853
	0.000930701

	cg20934520
	17
	-
	34838488
	rs12941866
	17
	34900120
	G
	A
	-0.111438
	0.0243551
	4.75E-06
	-0.11148
	0.0243003
	4.49E-06
	2
	0.779105
	0.000827109

	cg05553348
	17
	-
	34838590
	rs12941866
	17
	34900120
	G
	A
	-0.12259
	0.0267925
	4.75E-06
	-0.12259
	0.0267925
	4.75E-06
	1
	0.63936
	0.000861294

	cg25975805
	17
	-
	34838641
	rs12941866
	17
	34900120
	G
	A
	-0.190179
	0.0415644
	4.75E-06
	-0.190179
	0.0415644
	4.75E-06
	1
	0.265618
	0.000861294

	cg22460710
	17
	-
	34838831
	rs12941866
	17
	34900120
	G
	A
	-0.682691
	0.149205
	4.75E-06
	-0.682691
	0.149205
	4.75E-06
	1
	0.0205451
	0.000861294

	cg06162375
	17
	-
	34839162
	rs11657469
	17
	34876195
	T
	A
	-0.887327
	0.194769
	5.22E-06
	-0.887327
	0.194769
	5.22E-06
	1
	0.0121869
	0.000930701

	cg01764713
	17
	-
	34839287
	rs7222903
	17
	34850623
	T
	G
	-0.396342
	0.0942322
	2.60E-05
	-0.396342
	0.0942322
	2.60E-05
	1
	0.0502808
	0.003444643

	cg04635138
	17
	ZNHIT3
	34841950
	rs1005552
	17
	34949598
	C
	T
	1.24233
	0.27398
	5.78E-06
	1.24233
	0.27398
	5.78E-06
	1
	0.00607047
	0.001001529

	cg15670620
	17
	ZNHIT3
	34843101
	rs1109442
	17
	34862220
	C
	T
	0.91916
	0.215108
	1.93E-05
	0.91916
	0.215108
	1.93E-05
	1
	0.00981924
	0.002680757

	cg11010140
	17
	GGNBP2
	34900632
	rs28573110
	17
	34914365
	G
	A
	-0.243356
	0.0539947
	6.58E-06
	-0.243356
	0.0539947
	6.58E-06
	1
	0.159503
	0.001120522

	cg06726747
	17
	GGNBP2
	34900645
	rs12941866
	17
	34900120
	G
	A
	0.254915
	0.0557127
	4.75E-06
	0.254915
	0.0557127
	4.75E-06
	1
	0.147809
	0.000861294

	cg23086243
	17
	DHRS11
	34954931
	rs12949068
	17
	34938437
	A
	G
	0.803503
	0.174597
	4.19E-06
	0.803503
	0.174597
	4.19E-06
	1
	0.0151608
	0.000783979

	cg00964751
	17
	C17orf96
	36828900
	rs71384258
	17
	36838024
	G
	A
	-0.258913
	0.0736378
	0.000438126
	-0.258913
	0.0736378
	0.000438126
	1
	0.155723
	0.033323134

	cg26027170
	17
	-
	37394705
	rs8067511
	17
	37611352
	C
	T
	-1.63514
	0.281238
	6.12E-09
	-1.56351
	0.274999
	1.31E-08
	1
	0.0120858
	5.43E-06

	cg00747351
	17
	-
	37401057
	rs4795367
	17
	37608843
	G
	C
	-0.874009
	0.157125
	2.67E-08
	-0.874009
	0.157125
	2.67E-08
	1
	0.0375449
	9.98E-06

	cg11632150
	17
	-
	37611403
	rs28799952
	17
	37533056
	T
	C
	-0.916945
	0.157821
	6.27E-09
	-0.916945
	0.157821
	6.27E-09
	1
	0.0375698
	2.93E-06

	ch.17.1009718F
	17
	CDK12
	37656220
	rs11651089
	17
	37589061
	T
	G
	-1.51955
	0.262117
	6.76E-09
	-1.51955
	0.262117
	6.76E-09
	1
	0.00942997
	3.15E-06

	cg19439043
	17
	-
	37719913
	rs7218074
	17
	37542342
	C
	A
	0.491716
	0.0809964
	1.28E-09
	0.445776
	0.0718969
	5.66E-10
	2
	0.324248
	3.33E-07

	cg17288560
	17
	-
	37720009
	rs7218074
	17
	37542342
	C
	A
	0.504902
	0.0831685
	1.28E-09
	0.477838
	0.0747399
	1.63E-10
	2
	0.282965
	1.12E-07

	cg03321784
	17
	-
	37729644
	rs7208487
	17
	37543449
	G
	T
	0.263294
	0.0463313
	1.33E-08
	0.263294
	0.0463313
	1.33E-08
	1
	0.431411
	5.48E-06

	cg03709307
	17
	NEUROD2
	37760652
	rs7208487
	17
	37543449
	G
	T
	0.960454
	0.169009
	1.33E-08
	0.960454
	0.169009
	1.33E-08
	1
	0.0322858
	5.48E-06

	cg06081306
	17
	NEUROD2
	37760830
	rs12938099
	17
	37612910
	T
	G
	0.817694
	0.139302
	4.37E-09
	0.728579
	0.123939
	4.15E-09
	2
	0.172608
	1.99E-06

	cg15070513
	17
	PPP1R1B
	37782685
	rs9972882
	17
	37807698
	A
	C
	0.568752
	0.0769303
	1.45E-13
	0.519575
	0.0716818
	4.25E-13
	2
	0.269876
	4.44E-10

	cg11164145
	17
	PPP1R1B
	37783689
	rs9972882
	17
	37807698
	A
	C
	-0.596881
	0.080735
	1.45E-13
	-0.533611
	0.0747324
	9.38E-13
	2
	0.260559
	9.05E-10

	cg09762778
	17
	PPP1R1B
	37783879
	rs9972882
	17
	37807698
	A
	C
	-0.654641
	0.0885477
	1.45E-13
	-0.654641
	0.0885477
	1.45E-13
	1
	0.0824388
	1.65E-10

	cg01799856
	17
	STARD3
	37794335
	rs9972882
	17
	37807698
	A
	C
	0.247043
	0.0334154
	1.45E-13
	0.159089
	0.0464352
	0.000612539
	6
	3.86489
	0.042988291

	cg03572260
	17
	STARD3
	37808339
	rs2271308
	17
	37817482
	T
	C
	1.32976
	0.1691
	3.76E-15
	1.32976
	0.1691
	3.76E-15
	1
	0.0214785
	5.87E-12

	cg04429812
	17
	STARD3
	37814043
	rs3764351
	17
	37824339
	G
	A
	0.676653
	0.0942738
	7.15E-13
	0.676653
	0.0942738
	7.15E-13
	1
	0.0626301
	7.02E-10

	cg19586165
	17
	STARD3
	37814072
	rs3764351
	17
	37824339
	G
	A
	-0.666393
	0.0928444
	7.15E-13
	-0.666393
	0.0928444
	7.15E-13
	1
	0.0645844
	7.02E-10

	cg23550016
	17
	TCAP
	37821447
	rs1053651
	17
	37822311
	A
	C
	1.17259
	0.146355
	1.14E-15
	1.17259
	0.146355
	1.14E-15
	1
	0.0289218
	2.13E-12

	cg04895975
	17
	TCAP
	37821478
	rs2271308
	17
	37817482
	T
	C
	0.529714
	0.0673616
	3.76E-15
	0.529714
	0.0673616
	3.76E-15
	1
	0.135931
	5.87E-12

	cg11896923
	17
	PNMT
	37825027
	rs2313171
	17
	37833842
	T
	C
	1.25125
	0.171546
	3.03E-13
	1.25125
	0.171546
	3.03E-13
	1
	0.0186901
	3.27E-10

	cg02944084
	17
	-
	37827057
	rs2941506
	17
	37833035
	A
	G
	-0.547258
	0.0679572
	8.16E-16
	-0.547258
	0.0679572
	8.16E-16
	1
	0.12327
	1.59E-12

	cg15227682
	17
	ERBB2
	37843264
	rs9675194
	17
	37833805
	T
	C
	1.19743
	0.165458
	4.62E-13
	1.19743
	0.165458
	4.62E-13
	1
	0.0199996
	4.80E-10

	cg03386751
	17
	ERBB2
	37843793
	rs1476278
	17
	37836243
	C
	T
	0.754635
	0.102463
	1.79E-13
	0.585718
	0.12856
	5.22E-06
	2
	0.160984
	0.000930701

	cg05512684
	17
	ERBB2
	37879858
	rs2517959
	17
	37846512
	A
	T
	-1.03025
	0.139898
	1.79E-13
	-1.03025
	0.139898
	1.79E-13
	1
	0.0285868
	2.01E-10

	cg07967228
	17
	GRB7
	37893638
	rs2934953
	17
	37832315
	T
	A
	-1.06234
	0.138621
	1.82E-14
	-1.06234
	0.138621
	1.82E-14
	1
	0.0307456
	2.42E-11

	cg00697095
	17
	GRB7
	37897076
	rs1476278
	17
	37836243
	C
	T
	-0.969668
	0.13166
	1.79E-13
	-0.969668
	0.13166
	1.79E-13
	1
	0.0313239
	2.01E-10

	cg19468946
	17
	IKZF3
	37922297
	rs12946510
	17
	37912377
	T
	C
	-0.372949
	0.0373212
	1.67E-23
	-0.435007
	0.119408
	0.00026952
	3
	0.428341
	0.022888313

	cg05330360
	17
	ZPBP2
	38023993
	rs12949100
	17
	38057189
	A
	G
	-1.50588
	0.137398
	6.10E-28
	-1.38773
	0.193138
	6.76E-13
	1
	0.0126983
	6.77E-10

	cg16810031
	17
	ZPBP2
	38024146
	rs12949100
	17
	38057189
	A
	G
	-0.883793
	0.0806381
	6.10E-28
	-0.883793
	0.0806381
	6.10E-28
	1
	0.0711692
	4.29E-24

	cg09639931
	17
	ZPBP2
	38024394
	rs12949100
	17
	38057189
	A
	G
	-0.643026
	0.0586703
	6.10E-28
	-0.643026
	0.0586703
	6.10E-28
	1
	0.134524
	4.29E-24

	cg26612727
	17
	ZPBP2
	38024636
	rs12936231
	17
	38029120
	C
	G
	-1.1209
	0.0934247
	3.76E-33
	-1.1209
	0.0934247
	3.76E-33
	1
	0.0531338
	4.06E-29

	cg11212589
	17
	ZPBP2
	38028394
	rs12936231
	17
	38029120
	C
	G
	1.1466
	0.0955664
	3.76E-33
	1.1466
	0.0955664
	3.76E-33
	1
	0.0507736
	4.06E-29

	cg27435903
	17
	GSDMB
	38065264
	rs62067034
	17
	38063738
	C
	T
	-0.623232
	0.0532543
	1.27E-31
	-0.623232
	0.0532543
	1.27E-31
	1
	0.162382
	1.28E-27

	cg12655416
	17
	ORMDL3
	38077870
	rs2305480
	17
	38062196
	A
	G
	0.407528
	0.0375831
	2.20E-27
	0.37439
	0.0781987
	1.69E-06
	3
	0.35482
	0.000364687

	cg22144450
	17
	ORMDL3
	38080378
	rs8069176
	17
	38057197
	A
	G
	0.510701
	0.0465273
	5.09E-28
	0.440647
	0.0930472
	2.19E-06
	3
	0.276387
	0.000457113

	cg18711369
	17
	ORMDL3
	38081186
	rs12603332
	17
	38082807
	C
	T
	0.363095
	0.0326378
	9.73E-29
	0.343895
	0.0569877
	1.60E-09
	3
	0.477209
	8.39E-07

	cg26971420
	17
	ORMDL3
	38085230
	rs7224908
	17
	38086854
	A
	G
	1.29569
	0.298627
	1.43E-05
	1.29569
	0.298627
	1.43E-05
	1
	0.00710959
	0.002062777

	cg22833065
	17
	-
	38095691
	rs11655198
	17
	38026169
	C
	T
	1.99223
	0.167827
	1.73E-32
	0.965708
	0.212021
	5.25E-06
	2
	0.0186385
	0.000934157

	cg02965290
	17
	-
	38108850
	rs9895948
	17
	38108363
	T
	C
	-0.73551
	0.100015
	1.94E-13
	-0.73551
	0.100015
	1.94E-13
	1
	0.0475713
	2.15E-10

	cg08995595
	17
	GSDMA
	38119330
	rs35123741
	17
	38092930
	G
	A
	1.29435
	0.151252
	1.17E-17
	1.29435
	0.151252
	1.17E-17
	1
	0.020457
	3.15E-14

	cg10794714
	17
	GSDMA
	38133172
	rs60137005
	17
	38129996
	T
	A
	0.931987
	0.158135
	3.79E-09
	0.931987
	0.158135
	3.79E-09
	1
	0.0183747
	1.83E-06

	cg21790570
	17
	GSDMA
	38133323
	rs3859191
	17
	38128714
	A
	G
	0.420991
	0.0707534
	2.69E-09
	0.420991
	0.0707534
	2.69E-09
	1
	0.0917423
	1.34E-06

	cg27119415
	17
	PSMD3
	38137936
	rs12941811
	17
	38159335
	T
	C
	1.69792
	0.365894
	3.48E-06
	1.69792
	0.365894
	3.48E-06
	1
	0.00373804
	0.000664519

	cg04193923
	17
	CSF3
	38170900
	rs55736351
	17
	38165297
	A
	C
	0.706852
	0.146069
	1.31E-06
	0.706852
	0.146069
	1.31E-06
	1
	0.0229755
	0.000293184

	cg23207054
	17
	CSF3
	38171530
	rs12453334
	17
	38153473
	T
	C
	0.514804
	0.106744
	1.42E-06
	0.514804
	0.106744
	1.42E-06
	1
	0.0452237
	0.000313929

	cg09161579
	17
	CSF3
	38173542
	rs8067817
	17
	38163936
	C
	T
	0.682761
	0.127694
	8.97E-08
	0.682761
	0.127694
	8.97E-08
	1
	0.0287159
	2.83E-05

	cg24704510
	17
	MED24
	38182512
	rs2227319
	17
	38170845
	A
	G
	0.821905
	0.183719
	7.69E-06
	0.821905
	0.183719
	7.69E-06
	1
	0.0151589
	0.00126764

	cg20935841
	17
	MED24
	38183170
	rs35272691
	17
	38157841
	C
	T
	-1.01971
	0.214306
	1.96E-06
	-1.01971
	0.214306
	1.96E-06
	1
	0.0109878
	0.000413881

	cg03671276
	17
	MED24
	38183370
	rs12453334
	17
	38153473
	T
	C
	1.62422
	0.33678
	1.42E-06
	1.62422
	0.33678
	1.42E-06
	1
	0.00447142
	0.000313929

	cg10374813
	17
	MED24
	38183790
	rs2270401
	17
	38176256
	T
	A
	-0.279935
	0.0622586
	6.92E-06
	-0.279935
	0.0622586
	6.92E-06
	1
	0.133849
	0.001167965

	cg26628907
	17
	MED24
	38195238
	rs11078931
	17
	38147294
	T
	C
	1.21158
	0.236882
	3.15E-07
	1.21158
	0.236882
	3.15E-07
	1
	0.00887632
	8.38E-05

	cg16632636
	17
	-
	38213364
	rs12950335
	17
	38215314
	A
	G
	0.720355
	0.146419
	8.68E-07
	0.720355
	0.146419
	8.68E-07
	1
	0.0222674
	0.00020592

	cg07313155
	17
	THRA
	38218601
	rs2270401
	17
	38176256
	T
	A
	-0.25413
	0.0565193
	6.92E-06
	-0.25413
	0.0565193
	6.92E-06
	1
	0.16243
	0.001167965

	cg08324801
	17
	-
	38263416
	rs77444159
	17
	38333134
	A
	G
	-0.23226
	0.285911
	0.416591
	-0.3567
	0.104078
	0.00060986
	5
	0.867491
	0.042855942

	cg05729588
	17
	DCAKD
	43101525
	rs55933307
	17
	43103905
	G
	A
	-0.222338
	0.0715807
	0.001895787
	-0.238693
	0.068705
	0.000512524
	2
	0.165494
	0.037688901

	cg11028313
	17
	PLCD3
	43209292
	rs916661
	17
	43158902
	A
	G
	0.319745
	0.103399
	0.001985902
	0.287382
	0.0814726
	0.000419836
	2
	0.0962101
	0.032272444

	cg23659289
	17
	ARHGAP27
	43472725
	rs1560310
	17
	43978534
	A
	G
	-0.265813
	0.0421238
	2.80E-10
	-0.266277
	0.0412783
	1.12E-10
	2
	0.396589
	8.16E-08

	cg00715050
	17
	ARHGAP27
	43472920
	rs113161176
	17
	43974354
	A
	G
	-0.961722
	0.152739
	3.06E-10
	-0.961722
	0.152739
	3.06E-10
	1
	0.0290375
	1.96E-07

	cg24349819
	17
	ARHGAP27
	43476547
	rs1230098
	17
	43478193
	A
	C
	-0.365944
	0.0990196
	0.000219368
	-0.365944
	0.0990196
	0.000219368
	1
	0.0567888
	0.019465389

	cg19943578
	17
	ARHGAP27
	43483527
	rs62065385
	17
	43534694
	T
	C
	0.474971
	0.0826496
	9.12E-09
	0.474971
	0.0826496
	9.12E-09
	1
	0.116985
	4.12E-06

	cg24477401
	17
	ARHGAP27
	43484506
	rs34286926
	17
	43495852
	G
	A
	0.169532
	0.0302917
	2.19E-08
	0.177416
	0.029284
	1.38E-09
	4
	0.970073
	7.38E-07

	cg16734549
	17
	ARHGAP27
	43488551
	rs34063617
	17
	43491003
	A
	G
	-0.999419
	0.180684
	3.19E-08
	-0.999419
	0.180684
	3.19E-08
	1
	0.024352
	1.17E-05

	cg07067577
	17
	SH3D20
	43506829
	rs2077606
	17
	43529293
	A
	G
	0.375152
	0.0649026
	7.48E-09
	0.375152
	0.0649026
	7.48E-09
	1
	0.189286
	3.47E-06

	cg08333931
	17
	SH3D20
	43507875
	rs12947718
	17
	43493101
	A
	G
	-1.21157
	0.21869
	3.03E-08
	-1.21157
	0.21869
	3.03E-08
	1
	0.0165743
	1.13E-05

	cg08113562
	17
	SH3D20
	43508428
	rs34465449
	17
	43511435
	A
	C
	-0.140125
	0.0244755
	1.04E-08
	-0.147159
	0.0235006
	3.82E-10
	5
	1.43358
	2.37E-07

	cg12297030
	17
	-
	43662878
	rs371996525
	17
	44183317
	A
	C
	-1.20985
	0.198189
	1.04E-09
	-1.20985
	0.198189
	1.04E-09
	1
	0.0190827
	5.71E-07

	cg03954353
	17
	C17orf69
	43715162
	rs62055491
	17
	43951120
	C
	T
	-0.28479
	0.0454342
	3.67E-10
	-0.288
	0.0446765
	1.15E-10
	2
	0.339781
	8.34E-08

	cg10159607
	17
	C17orf69
	43716515
	rs62056839
	17
	43989221
	C
	T
	1.54747
	0.244972
	2.68E-10
	1.49416
	0.239629
	4.53E-10
	1
	0.0117761
	2.73E-07

	cg01882395
	17
	C17orf69
	43717810
	rs56280222
	17
	43803788
	C
	T
	-0.280403
	0.044719
	3.62E-10
	-0.282115
	0.0438612
	1.27E-10
	2
	0.353136
	9.04E-08

	cg16228356
	17
	-
	43848958
	rs169201
	17
	44790203
	G
	A
	0.173853
	0.0303981
	1.07E-08
	0.146183
	0.0369879
	7.75E-05
	7
	1.15041
	0.008401343

	cg08929103
	17
	CRHR1
	43860355
	rs199528
	17
	44843136
	T
	C
	1.20913
	0.215415
	1.99E-08
	1.20913
	0.215415
	1.99E-08
	1
	0.015548
	7.69E-06

	cg12577105
	17
	CRHR1
	43860685
	rs199445
	17
	44817408
	T
	C
	-1.63769
	0.290811
	1.79E-08
	-1.62985
	0.303087
	7.57E-08
	1
	0.00765496
	2.46E-05

	cg08473090
	17
	CRHR1
	43861104
	rs199533
	17
	44828931
	A
	G
	-0.903347
	0.159353
	1.44E-08
	-0.903347
	0.159353
	1.44E-08
	1
	0.0278712
	5.87E-06

	cg27551605
	17
	CRHR1
	43862910
	rs199451
	17
	44801784
	A
	G
	0.816736
	0.145318
	1.91E-08
	0.816736
	0.145318
	1.91E-08
	1
	0.033855
	7.39E-06

	cg07778819
	17
	CRHR1
	43862927
	rs169201
	17
	44790203
	G
	A
	0.975304
	0.170531
	1.07E-08
	0.975304
	0.170531
	1.07E-08
	1
	0.0242044
	4.60E-06

	cg24063856
	17
	CRHR1
	43863303
	rs62054384
	17
	43804306
	C
	T
	0.434119
	0.0694404
	4.08E-10
	0.440607
	0.0682787
	1.10E-10
	2
	0.145454
	8.11E-08

	cg13947929
	17
	CRHR1
	43863356
	rs12944712
	17
	43871147
	A
	G
	0.415214
	0.0952238
	1.30E-05
	0.421836
	0.0886185
	1.94E-06
	2
	0.0707257
	0.00041104

	cg00022871
	17
	CRHR1
	43884358
	rs17690703
	17
	43925297
	T
	C
	1.07268
	0.188248
	1.21E-08
	1.07268
	0.188248
	1.21E-08
	1
	0.0185766
	5.14E-06

	cg27503360
	17
	CRHR1
	43890749
	rs199451
	17
	44801784
	A
	G
	0.385986
	0.0686767
	1.91E-08
	0.329536
	0.0661933
	6.42E-07
	3
	0.229267
	0.000158211

	cg15679139
	17
	LOC100128977
	43921485
	rs1358071
	17
	43803189
	C
	A
	1.65428
	0.299913
	3.48E-08
	1.65428
	0.299913
	3.48E-08
	1
	0.00664822
	1.26E-05

	cg11434527
	17
	LOC100128977
	43921565
	rs62056789
	17
	43975415
	C
	A
	0.282582
	0.0448792
	3.06E-10
	0.286504
	0.0445253
	1.24E-10
	2
	0.342281
	8.96E-08

	cg03723148
	17
	LOC100128977
	43921863
	rs7207373
	17
	43770712
	T
	C
	1.18277
	0.206122
	9.60E-09
	1.18277
	0.206122
	9.60E-09
	1
	0.0147992
	4.29E-06

	cg03882071
	17
	LOC100128977
	43922210
	rs12373139
	17
	43924130
	A
	G
	1.74481
	0.277724
	3.35E-10
	1.36293
	0.237341
	9.36E-09
	1
	0.0139075
	4.20E-06

	cg15072306
	17
	LOC100128977
	43922875
	rs199439
	17
	44793503
	G
	A
	0.778381
	0.136624
	1.22E-08
	0.778381
	0.136624
	1.22E-08
	1
	0.0377846
	5.14E-06

	cg27589368
	17
	LOC100128977
	43923255
	rs199439
	17
	44793503
	G
	A
	0.434921
	0.0763388
	1.22E-08
	0.434921
	0.0763388
	1.22E-08
	1
	0.121275
	5.14E-06

	cg05301556
	17
	MAPT
	43971177
	rs199447
	17
	44812188
	T
	C
	0.464228
	0.0823701
	1.75E-08
	0.464228
	0.0823701
	1.75E-08
	1
	0.105772
	6.89E-06

	cg11117266
	17
	MAPT
	43971461
	rs62055516
	17
	43956390
	C
	T
	0.406674
	0.0651442
	4.32E-10
	0.392628
	0.072896
	7.22E-08
	2
	0.166499
	2.36E-05

	cg16520312
	17
	MAPT
	43971471
	rs1864325
	17
	43977827
	T
	C
	0.244179
	0.0387105
	2.84E-10
	0.246375
	0.0381545
	1.07E-10
	2
	0.465235
	7.93E-08

	cg07163735
	17
	MAPT
	43971906
	rs62062271
	17
	44091988
	C
	T
	-0.983684
	0.165314
	2.68E-09
	-0.983684
	0.165314
	2.68E-09
	1
	0.0255424
	1.34E-06

	cg23202277
	17
	MAPT
	43971911
	rs62056779
	17
	43971937
	A
	C
	-0.224885
	0.0357031
	3.01E-10
	-0.232412
	0.0384167
	1.46E-09
	3
	0.551145
	7.71E-07

	cg20099416
	17
	MAPT
	43971919
	rs74457229
	17
	43972581
	T
	C
	-0.21674
	0.0344098
	3.01E-10
	-0.220454
	0.0339401
	8.32E-11
	3
	0.58604
	6.22E-08

	cg21327887
	17
	MAPT
	43971928
	rs74457229
	17
	43972581
	T
	C
	-0.18212
	0.0289136
	3.01E-10
	-0.180626
	0.0316997
	1.22E-08
	4
	0.895671
	5.14E-06

	cg00891649
	17
	MAPT
	43972573
	rs199457
	17
	44795469
	T
	C
	0.242139
	0.042258
	1.01E-08
	0.219665
	0.0485158
	5.97E-06
	3
	0.466038
	0.001029335

	cg11489262
	17
	MAPT
	43973426
	rs76669427
	17
	43836051
	A
	T
	-0.351317
	0.0558292
	3.13E-10
	-0.349195
	0.0552321
	2.59E-10
	2
	0.222093
	1.70E-07

	cg19156875
	17
	MAPT
	43974446
	rs199533
	17
	44828931
	A
	G
	-1.06999
	0.18875
	1.44E-08
	-1.06999
	0.18875
	1.44E-08
	1
	0.0198333
	5.87E-06

	cg14202850
	17
	MAPT
	43974869
	rs199439
	17
	44793503
	G
	A
	-0.415075
	0.0728554
	1.22E-08
	-0.415075
	0.0728554
	1.22E-08
	1
	0.133172
	5.14E-06

	cg11909912
	17
	MAPT
	43974919
	rs75676226
	17
	43947171
	A
	G
	-0.893563
	0.142164
	3.28E-10
	-0.893563
	0.142164
	3.28E-10
	1
	0.0335992
	2.08E-07

	cg04382470
	17
	MAPT
	43974975
	rs56042957
	17
	43992244
	A
	G
	-0.862858
	0.13647
	2.58E-10
	-0.862858
	0.13647
	2.58E-10
	1
	0.0364189
	1.70E-07

	cg10224600
	17
	MAPT
	43975063
	rs199448
	17
	44809001
	G
	A
	-0.5396
	0.0959942
	1.90E-08
	-0.5396
	0.0959942
	1.90E-08
	1
	0.0777638
	7.39E-06

	cg10955972
	17
	MAPT
	43976002
	rs199447
	17
	44812188
	T
	C
	-0.643019
	0.114094
	1.75E-08
	-0.643019
	0.114094
	1.75E-08
	1
	0.0550653
	6.89E-06

	cg19108736
	17
	MAPT
	43977403
	rs62055515
	17
	43956370
	T
	G
	-1.57848
	0.252853
	4.32E-10
	-1.53918
	0.252932
	1.17E-09
	1
	0.0109995
	6.30E-07

	cg20888521
	17
	MAPT
	43977917
	rs62055515
	17
	43956370
	T
	G
	-1.25546
	0.20111
	4.32E-10
	-1.25546
	0.20111
	4.32E-10
	1
	0.0167354
	2.62E-07

	cg12633764
	17
	MAPT
	43978756
	rs62056789
	17
	43975415
	C
	A
	-0.682098
	0.108329
	3.06E-10
	-0.682098
	0.108329
	3.06E-10
	1
	0.0578633
	1.96E-07

	cg26413900
	17
	MAPT
	43985654
	rs7210728
	17
	43968415
	A
	G
	0.474898
	0.0928279
	3.13E-07
	0.474898
	0.0928279
	3.13E-07
	1
	0.0608889
	8.35E-05

	cg16573346
	17
	MAPT
	44020278
	rs2074404
	17
	44865439
	G
	T
	-1.18928
	0.265316
	7.38E-06
	-1.18928
	0.265316
	7.38E-06
	1
	0.00874052
	0.001222865

	cg00699617
	17
	MAPT
	44026428
	rs199454
	17
	44800110
	G
	A
	1.08979
	0.227995
	1.76E-06
	1.08979
	0.227995
	1.76E-06
	1
	0.0123921
	0.000376633

	cg05772917
	17
	MAPT
	44027251
	rs199439
	17
	44793503
	G
	A
	-0.417955
	0.0733609
	1.22E-08
	-0.417955
	0.0733609
	1.22E-08
	1
	0.131338
	5.14E-06

	cg03836283
	17
	MAPT
	44058856
	rs142955985
	17
	43933790
	T
	G
	-1.32119
	0.214274
	7.04E-10
	-1.32119
	0.214274
	7.04E-10
	1
	0.0148746
	3.97E-07

	cg19276540
	17
	MAPT
	44060353
	rs17564223
	17
	43997520
	T
	C
	-1.76755
	0.281729
	3.54E-10
	-1.66337
	0.311505
	9.33E-08
	1
	0.00609689
	2.92E-05

	cg01934064
	17
	MAPT
	44064242
	rs169201
	17
	44790203
	G
	A
	-0.280606
	0.0490639
	1.07E-08
	-0.280606
	0.0490639
	1.07E-08
	1
	0.293657
	4.60E-06

	cg16656794
	17
	MAPT
	44068842
	rs17563986
	17
	43991272
	G
	A
	-1.80273
	0.285211
	2.62E-10
	-1.82928
	0.395607
	3.77E-06
	1
	0.00545093
	0.000715357

	cg00480298
	17
	MAPT
	44068857
	rs199451
	17
	44801784
	A
	G
	-0.458984
	0.0816649
	1.91E-08
	-0.458984
	0.0816649
	1.91E-08
	1
	0.107442
	7.39E-06

	cg05721485
	17
	MAPT
	44071124
	rs2019822
	17
	43959918
	A
	T
	-0.406106
	0.0650403
	4.29E-10
	-0.406106
	0.0650403
	4.29E-10
	1
	0.161126
	2.61E-07

	cg12604352
	17
	MAPT
	44073915
	rs199533
	17
	44828931
	A
	G
	0.608824
	0.107398
	1.44E-08
	0.608824
	0.107398
	1.44E-08
	1
	0.0614823
	5.87E-06

	cg24677220
	17
	MAPT
	44075684
	rs2316772
	17
	43946423
	C
	A
	-1.11994
	0.17959
	4.51E-10
	-1.11994
	0.17959
	4.51E-10
	1
	0.0210492
	2.73E-07

	cg20840174
	17
	MAPT
	44087784
	rs113796169
	17
	44005254
	A
	T
	0.688538
	0.109564
	3.31E-10
	0.688538
	0.109564
	3.31E-10
	1
	0.0566808
	2.09E-07

	cg07368061
	17
	MAPT
	44090862
	rs199457
	17
	44795469
	T
	C
	0.178266
	0.031111
	1.01E-08
	0.180287
	0.0302564
	2.55E-09
	3
	0.789012
	1.28E-06

	cg05533539
	17
	MAPT
	44104521
	rs169201
	17
	44790203
	G
	A
	0.273447
	0.0478122
	1.07E-08
	0.275117
	0.0467101
	3.88E-09
	2
	0.321042
	1.87E-06

	cg09764761
	17
	MAPT
	44105544
	rs199457
	17
	44795469
	T
	C
	0.190558
	0.033256
	1.01E-08
	0.191596
	0.0323546
	3.20E-09
	3
	0.696317
	1.56E-06

	cg08318660
	17
	KIAA1267
	44122580
	rs169201
	17
	44790203
	G
	A
	-0.574357
	0.100426
	1.07E-08
	-0.574357
	0.100426
	1.07E-08
	1
	0.0700087
	4.60E-06

	cg22192454
	17
	KIAA1267
	44135007
	rs28439143
	17
	43987723
	A
	G
	-0.540277
	0.0857511
	2.98E-10
	-0.440589
	0.124499
	0.000401876
	2
	0.192147
	0.031382876

	cg21214508
	17
	KIAA1267
	44248233
	rs169201
	17
	44790203
	G
	A
	0.415714
	0.0726874
	1.07E-08
	0.333628
	0.0938451
	0.000377926
	3
	0.197308
	0.029945379

	cg26855231
	17
	KIAA1267
	44249543
	rs169201
	17
	44790203
	G
	A
	-0.27504
	0.0480906
	1.07E-08
	-0.27504
	0.0480906
	1.07E-08
	1
	0.305667
	4.60E-06

	cg19832721
	17
	KIAA1267
	44249866
	rs199457
	17
	44795469
	T
	C
	-0.130215
	0.0227251
	1.01E-08
	-0.126268
	0.02268
	2.59E-08
	4
	1.46808
	9.75E-06

	cg14334911
	17
	-
	44271018
	rs1378358
	17
	44787312
	T
	C
	1.32374
	0.233545
	1.45E-08
	1.32374
	0.233545
	1.45E-08
	1
	0.0128375
	5.89E-06

	cg09250749
	17
	-
	44271316
	rs199447
	17
	44812188
	T
	C
	-1.30947
	0.232345
	1.75E-08
	-1.30947
	0.232345
	1.75E-08
	1
	0.013194
	6.89E-06

	cg08862499
	17
	-
	44271469
	rs169201
	17
	44790203
	G
	A
	0.686888
	0.120102
	1.07E-08
	0.686888
	0.120102
	1.07E-08
	1
	0.0489136
	4.60E-06

	cg17554502
	17
	-
	44271559
	rs199513
	17
	44856932
	A
	G
	-1.33852
	0.253173
	1.25E-07
	-1.33852
	0.253173
	1.25E-07
	1
	0.0110256
	3.73E-05

	cg17911788
	17
	-
	44343683
	rs199457
	17
	44795469
	T
	C
	0.14642
	0.0255532
	1.01E-08
	0.128578
	0.0273515
	2.59E-06
	4
	1.33889
	0.000530646

	cg03575189
	17
	-
	44344142
	rs538628
	17
	44787313
	C
	G
	0.589137
	0.103243
	1.16E-08
	0.589137
	0.103243
	1.16E-08
	1
	0.0662479
	4.95E-06

	cg03216596
	17
	NSF
	44812378
	rs169201
	17
	44790203
	G
	A
	2.11226
	0.369328
	1.07E-08
	1.74301
	0.388849
	7.38E-06
	1
	0.00401734
	0.001222865

	cg09320190
	17
	WNT3
	44847220
	rs2074404
	17
	44865439
	G
	T
	-0.891775
	0.198947
	7.38E-06
	-0.891775
	0.198947
	7.38E-06
	1
	0.0156442
	0.001222865

	cg16677019
	17
	WNT3
	44847268
	rs2074404
	17
	44865439
	G
	T
	-0.644236
	0.143723
	7.38E-06
	-0.644236
	0.143723
	7.38E-06
	1
	0.0300724
	0.001222865

	cg19711530
	17
	WNT3
	44847427
	rs2074404
	17
	44865439
	G
	T
	-0.574171
	0.128092
	7.38E-06
	-0.574171
	0.128092
	7.38E-06
	1
	0.037887
	0.001222865

	cg06491244
	17
	WNT3
	44851046
	rs199455
	17
	44799216
	C
	T
	-0.569584
	0.121951
	3.01E-06
	-0.569584
	0.121951
	3.01E-06
	1
	0.0436667
	0.000588966

	cg00140914
	17
	WNT3
	44859215
	rs415430
	17
	44859144
	C
	T
	-1.11389
	0.204554
	5.18E-08
	-1.11389
	0.204554
	5.18E-08
	1
	0.016892
	1.81E-05

	cg25342861
	17
	-
	45177598
	rs9896243
	17
	44826056
	G
	C
	-1.29632
	0.241064
	7.57E-08
	-1.29632
	0.241064
	7.57E-08
	1
	0.0121694
	2.46E-05

	cg19079546
	17
	C17orf57
	45401148
	rs7221196
	17
	45374994
	G
	A
	1.23674
	0.347577
	0.000373539
	1.23674
	0.347577
	0.000373539
	1
	0.00385582
	0.029713922

	cg07515367
	17
	C17orf57
	45401150
	rs7221196
	17
	45374994
	G
	A
	0.71828
	0.201868
	0.000373539
	0.71828
	0.201868
	0.000373539
	1
	0.0115827
	0.029713922

	cg07432352
	17
	C17orf57
	45403706
	rs7220606
	17
	45374795
	A
	G
	-0.393966
	0.110535
	0.00036508
	-0.393966
	0.110535
	0.00036508
	1
	0.0388791
	0.029198679

	cg01070694
	17
	KPNB1
	45727082
	rs148442642
	17
	45719755
	T
	C
	-1.72728
	0.428565
	5.57E-05
	-1.72728
	0.428565
	5.57E-05
	1
	0.0142362
	0.006405783

	cg01626401
	17
	KPNB1
	45727086
	rs116980297
	17
	45480167
	A
	T
	-1.19017
	0.263418
	6.24E-06
	-1.19017
	0.263418
	6.24E-06
	1
	0.0293551
	0.00107331

	cg13416381
	17
	-
	46090231
	rs2256020
	17
	46050635
	C
	T
	0.0785859
	0.029113
	0.006947872
	0.133375
	0.0390633
	0.000639464
	9
	2.74597
	0.044530887

	cg19139618
	17
	SKAP1
	46504791
	rs8079809
	17
	46449402
	G
	C
	0.326215
	0.110521
	0.00316141
	0.361708
	0.100762
	0.000331094
	2
	0.0786845
	0.026905246

	cg14179401
	17
	-
	46550107
	rs3826397
	17
	46509447
	C
	T
	0.513608
	0.125609
	4.34E-05
	0.513608
	0.125609
	4.34E-05
	1
	0.0343814
	0.005206608

	cg04881814
	17
	CA10
	50236572
	rs2931364
	17
	50255488
	A
	G
	-0.279469
	0.067692
	3.65E-05
	-0.279469
	0.067692
	3.65E-05
	1
	0.113011
	0.004562196

	cg07398767
	17
	CA10
	50237205
	rs2970047
	17
	50254327
	A
	G
	1.35604
	0.330437
	4.07E-05
	1.35604
	0.330437
	4.07E-05
	1
	0.00457105
	0.004990553

	cg08605326
	17
	CA10
	50237401
	rs2970047
	17
	50254327
	A
	G
	1.13101
	0.275602
	4.07E-05
	1.13101
	0.275602
	4.07E-05
	1
	0.00660619
	0.004990553

	cg20552747
	17
	CA10
	50237576
	rs1503046
	17
	50231739
	A
	G
	1.07283
	0.312725
	0.000602345
	1.07283
	0.312725
	0.000602345
	1
	0.00545219
	0.042538844

	cg14013659
	17
	RNFT1
	58038899
	rs1292055
	17
	57959068
	G
	A
	0.113636
	0.0319159
	0.00037024
	0.113636
	0.0319159
	0.00037024
	1
	0.474257
	0.029538483

	cg10510337
	17
	-
	76666264
	rs7211645
	17
	76803956
	T
	C
	-1.4027
	0.417847
	0.000788122
	-1.21485
	0.317053
	0.000127309
	2
	0.0126992
	0.012630928

	cg21255657
	17
	CANT1
	77006304
	rs3744173
	17
	76994493
	T
	G
	0.067931
	0.0326003
	0.03718231
	0.117359
	0.0303856
	0.000112348
	7
	2.34002
	0.011455055

	cg16779839
	17
	BAHCC1
	79374327
	rs11654454
	17
	79491186
	C
	T
	-0.547845
	0.155224
	0.000416616
	-0.547845
	0.155224
	0.000416616
	1
	0.0211857
	0.032101046

	cg06636541
	17
	BAHCC1
	79374515
	rs11654454
	17
	79491186
	C
	T
	-0.545931
	0.154682
	0.000416616
	-0.545931
	0.154682
	0.000416616
	1
	0.0213353
	0.032101046

	cg04591732
	17
	BAHCC1
	79419108
	rs28365891
	17
	79480302
	C
	T
	-0.735624
	0.194685
	0.000157802
	-0.735624
	0.194685
	0.000157802
	1
	0.0126339
	0.014889319

	cg21373806
	17
	BAHCC1
	79419834
	rs11654454
	17
	79491186
	C
	T
	-0.51842
	0.146887
	0.000416616
	-0.51842
	0.146887
	0.000416616
	1
	0.0236703
	0.032101046

	cg18050634
	17
	BAHCC1
	79420145
	rs11654454
	17
	79491186
	C
	T
	-0.174173
	0.0493494
	0.000416616
	-0.174173
	0.0493494
	0.000416616
	1
	0.210457
	0.032101046

	cg24550880
	17
	BAHCC1
	79420279
	rs11654454
	17
	79491186
	C
	T
	-0.186788
	0.0529236
	0.000416616
	-0.178425
	0.0519887
	0.000599242
	2
	0.190088
	0.042385405

	cg04665204
	17
	BAHCC1
	79420424
	rs7342974
	17
	79483999
	C
	T
	-0.627174
	0.161782
	0.00010594
	-0.627174
	0.161782
	0.00010594
	1
	0.0182632
	0.010953226

	cg17102495
	17
	BAHCC1
	79421644
	rs7342974
	17
	79483999
	C
	T
	-0.548472
	0.14148
	0.00010594
	-0.548472
	0.14148
	0.00010594
	1
	0.023908
	0.010953226

	cg06663615
	17
	BAHCC1
	79423959
	rs11654454
	17
	79491186
	C
	T
	0.41011
	0.116199
	0.000416616
	0.41011
	0.116199
	0.000416616
	1
	0.0378628
	0.032101046

	cg22515589
	17
	BAHCC1
	79426432
	rs28365891
	17
	79480302
	C
	T
	0.717198
	0.189808
	0.000157802
	0.717198
	0.189808
	0.000157802
	1
	0.0132959
	0.014889319

	cg15419378
	17
	-
	79435967
	rs28365891
	17
	79480302
	C
	T
	0.512704
	0.135688
	0.000157802
	0.512704
	0.135688
	0.000157802
	1
	0.0261028
	0.014889319

	cg04847386
	17
	-
	79445297
	rs11652637
	17
	79486992
	G
	C
	-0.965602
	0.251155
	0.000120769
	-0.965602
	0.251155
	0.000120769
	1
	0.00758445
	0.01213054

	cg16296754
	17
	-
	79448940
	rs11654454
	17
	79491186
	C
	T
	-0.534669
	0.151491
	0.000416616
	-0.534669
	0.151491
	0.000416616
	1
	0.0222476
	0.032101046

	cg05373251
	17
	-
	79451985
	rs28365891
	17
	79480302
	C
	T
	-0.504939
	0.133633
	0.000157802
	-0.504939
	0.133633
	0.000157802
	1
	0.0269133
	0.014889319

	cg18048655
	17
	-
	79453575
	rs11654454
	17
	79491186
	C
	T
	0.28544
	0.0808753
	0.000416616
	0.28544
	0.0808753
	0.000416616
	1
	0.0782918
	0.032101046

	cg19478079
	17
	-
	79453653
	rs7342974
	17
	79483999
	C
	T
	-0.452401
	0.116699
	0.00010594
	-0.452401
	0.116699
	0.00010594
	1
	0.0351824
	0.010953226

	cg04778793
	17
	-
	79454924
	rs28365891
	17
	79480302
	C
	T
	0.257387
	0.068118
	0.000157802
	0.257387
	0.068118
	0.000157802
	1
	0.103842
	0.014889319

	cg10247585
	17
	-
	79455356
	rs28365891
	17
	79480302
	C
	T
	0.573998
	0.15191
	0.000157802
	0.573998
	0.15191
	0.000157802
	1
	0.0208076
	0.014889319

	cg04763450
	17
	-
	79455576
	rs28365891
	17
	79480302
	C
	T
	-0.143339
	0.0379349
	0.000157802
	-0.138479
	0.0400562
	0.000546056
	3
	0.442486
	0.039379445

	cg09841001
	17
	-
	79455736
	rs28365891
	17
	79480302
	C
	T
	-0.124326
	0.0329031
	0.000157802
	-0.123639
	0.0338972
	0.000264891
	3
	0.563458
	0.022577989

	cg01881939
	17
	ACTG1
	79480981
	rs28365891
	17
	79480302
	C
	T
	-0.209754
	0.0555118
	0.000157802
	-0.209754
	0.0555118
	0.000157802
	1
	0.156402
	0.014889319

	cg02010342
	17
	-
	79485934
	rs7342974
	17
	79483999
	C
	T
	-0.356759
	0.0920274
	0.00010594
	-0.356759
	0.0920274
	0.00010594
	1
	0.0566292
	0.010953226

	cg20932150
	17
	FSCN2
	79495268
	rs28365891
	17
	79480302
	C
	T
	0.550426
	0.145672
	0.000157802
	0.550426
	0.145672
	0.000157802
	1
	0.0226356
	0.014889319

	cg15774065
	17
	FSCN2
	79495320
	rs11654454
	17
	79491186
	C
	T
	0.447157
	0.126696
	0.000416616
	0.447157
	0.126696
	0.000416616
	1
	0.031849
	0.032101046

	cg13700073
	17
	FSCN2
	79495324
	rs11654454
	17
	79491186
	C
	T
	0.420085
	0.119025
	0.000416616
	0.420085
	0.119025
	0.000416616
	1
	0.036099
	0.032101046

	cg18919720
	17
	FSCN2
	79495335
	rs11654454
	17
	79491186
	C
	T
	0.4556
	0.129088
	0.000416616
	0.4556
	0.129088
	0.000416616
	1
	0.0306759
	0.032101046

	cg23164850
	17
	FSCN2
	79495348
	rs11654454
	17
	79491186
	C
	T
	0.405286
	0.114832
	0.000416616
	0.405286
	0.114832
	0.000416616
	1
	0.0387797
	0.032101046

	cg00221012
	17
	FSCN2
	79495664
	rs28365891
	17
	79480302
	C
	T
	0.525723
	0.139134
	0.000157802
	0.525723
	0.139134
	0.000157802
	1
	0.0248216
	0.014889319

	cg23598886
	18
	-
	12777645
	rs34920518
	18
	12783086
	G
	A
	-0.0898363
	0.0303497
	0.003076103
	-0.116063
	0.0328721
	0.000414456
	7
	1.25602
	0.032101046

	cg02776148
	19
	ICAM1
	10395489
	rs2569693
	19
	10399904
	T
	C
	0.449887
	0.110887
	4.97E-05
	0.449887
	0.110887
	4.97E-05
	1
	0.0385641
	0.005817008

	cg05890620
	19
	ICAM4
	10397612
	rs2569693
	19
	10399904
	T
	C
	-0.995695
	0.245416
	4.97E-05
	-0.995695
	0.245416
	4.97E-05
	1
	0.00781166
	0.005817008

	cg19298774
	19
	ICAM4
	10398798
	rs192560669
	19
	10408439
	C
	A
	-0.604326
	0.174515
	0.000534515
	-0.604326
	0.174515
	0.000534515
	1
	0.0770231
	0.03877135

	cg14016200
	19
	ICAM5
	10399157
	rs192560669
	19
	10408439
	C
	A
	-0.329721
	0.0952159
	0.000534515
	-0.329721
	0.0952159
	0.000534515
	1
	0.259636
	0.03877135

	cg00193490
	19
	ICAM5
	10402525
	rs2569693
	19
	10399904
	T
	C
	-0.705932
	0.173996
	4.97E-05
	-0.705932
	0.173996
	4.97E-05
	1
	0.0156161
	0.005817008

	cg08963419
	19
	ICAM5
	10402829
	rs2569693
	19
	10399904
	T
	C
	-0.381157
	0.0939465
	4.97E-05
	-0.381157
	0.0939465
	4.97E-05
	1
	0.053757
	0.005817008

	cg08845333
	19
	ICAM5
	10403403
	rs2569693
	19
	10399904
	T
	C
	0.182168
	0.0449002
	4.97E-05
	0.182168
	0.0449002
	4.97E-05
	1
	0.235604
	0.005817008

	cg21994045
	19
	ICAM5
	10403936
	rs2569693
	19
	10399904
	T
	C
	0.199933
	0.0492789
	4.97E-05
	0.201026
	0.0488395
	3.86E-05
	2
	0.199939
	0.004779548

	cg15011409
	19
	ICAM5
	10405226
	rs2075741
	19
	10401098
	C
	G
	0.304696
	0.0676711
	6.72E-06
	0.301737
	0.0664543
	5.62E-06
	2
	0.105881
	0.000982063

	cg16911349
	19
	ICAM5
	10406935
	rs2569693
	19
	10399904
	T
	C
	0.41492
	0.102268
	4.97E-05
	0.41492
	0.102268
	4.97E-05
	1
	0.0453527
	0.005817008

	cg11242791
	19
	ICAM5
	10406958
	rs2569693
	19
	10399904
	T
	C
	0.387013
	0.0953899
	4.97E-05
	0.387013
	0.0953899
	4.97E-05
	1
	0.0521404
	0.005817008

	cg04295144
	19
	ICAM5
	10407184
	rs2075741
	19
	10401098
	C
	G
	0.220845
	0.0490483
	6.72E-06
	0.220845
	0.0490483
	6.72E-06
	1
	0.192614
	0.001141761

	cg26316885
	19
	ICAM5
	10407317
	rs2569693
	19
	10399904
	T
	C
	0.241744
	0.0595843
	4.97E-05
	0.241744
	0.0595843
	4.97E-05
	1
	0.133745
	0.005817008

	cg21448471
	19
	-
	10407538
	rs2569693
	19
	10399904
	T
	C
	0.732643
	0.18058
	4.97E-05
	0.732643
	0.18058
	4.97E-05
	1
	0.0144935
	0.005817008

	cg15538607
	19
	ZGLP1
	10416150
	rs75231016
	19
	10420982
	C
	G
	0.233574
	0.0572579
	4.52E-05
	0.233574
	0.0572579
	4.52E-05
	1
	0.587857
	0.005410745

	cg27259408
	19
	FDX1L
	10427154
	rs3176766
	19
	10449778
	A
	G
	0.32552
	0.0727018
	7.56E-06
	0.32552
	0.0727018
	7.56E-06
	1
	0.125332
	0.001249346

	cg05323251
	19
	ICAM3
	10449942
	rs7249914
	19
	10449009
	T
	G
	-0.705471
	0.155807
	5.96E-06
	-0.705471
	0.155807
	5.96E-06
	1
	0.0274105
	0.001029335

	cg17271145
	19
	-
	10526715
	rs35164067
	19
	10525181
	A
	G
	0.474468
	0.083603
	1.39E-08
	0.463891
	0.0928141
	5.80E-07
	3
	0.142892
	0.00014488

	cg01294028
	19
	-
	10529124
	rs35615354
	19
	10523875
	A
	G
	-0.298346
	0.0729006
	4.27E-05
	-0.298346
	0.0729006
	4.27E-05
	1
	0.0981524
	0.005154005

	cg02758272
	19
	PDE4A
	10530972
	rs12983665
	19
	10538373
	G
	A
	0.66537
	0.170982
	9.97E-05
	0.66537
	0.170982
	9.97E-05
	1
	0.017795
	0.010425256

	cg12186909
	19
	PDE4A
	10533016
	rs34681319
	19
	10517696
	A
	G
	-0.462858
	0.109868
	2.52E-05
	-0.462858
	0.109868
	2.52E-05
	1
	0.0451708
	0.003369678

	cg14965524
	19
	PDE4A
	10541267
	rs35916055
	19
	10526831
	A
	G
	-0.788736
	0.193425
	4.55E-05
	-0.788736
	0.193425
	4.55E-05
	1
	0.0139398
	0.005439996

	cg18345115
	19
	PDE4A
	10541478
	rs6417247
	19
	10522597
	A
	G
	-0.287554
	0.0678857
	2.28E-05
	-0.237042
	0.0669622
	0.000400314
	2
	0.248341
	0.031291067

	cg08673054
	19
	PDE4A
	10541704
	rs11085732
	19
	10533112
	G
	C
	-0.363887
	0.0960088
	0.000150609
	-0.363887
	0.0960088
	0.000150609
	1
	0.0566656
	0.014413359

	cg01641792
	19
	PDE4A
	10572362
	rs17697965
	19
	10519410
	T
	G
	-1.0587
	0.24935
	2.18E-05
	-1.0587
	0.24935
	2.18E-05
	1
	0.00809713
	0.002948734

	cg24189696
	19
	-
	10585866
	rs62130736
	19
	10570752
	T
	C
	-0.235122
	0.0445772
	1.33E-07
	-0.242537
	0.0436693
	2.80E-08
	2
	0.435966
	1.04E-05

	cg22779878
	19
	KEAP1
	10600446
	rs34246431
	19
	10549968
	C
	T
	0.501132
	0.127388
	8.36E-05
	0.501132
	0.127388
	8.36E-05
	1
	0.0331328
	0.00893489

	cg02189843
	19
	S1PR5
	10625775
	rs118115488
	19
	10556897
	T
	C
	-0.627155
	0.163203
	0.000121691
	-0.627155
	0.163203
	0.000121691
	1
	0.0954094
	0.012178737

	cg16525470
	19
	CARM1
	10983625
	rs8105092
	19
	11005621
	A
	G
	-0.491878
	0.145532
	0.000725305
	-0.539285
	0.139338
	0.000108729
	2
	0.123566
	0.011164918

	cg02415661
	19
	AP1M1
	16308183
	rs12980622
	19
	16335740
	C
	T
	-0.471239
	0.123032
	0.000128077
	-0.471239
	0.123032
	0.000128077
	1
	0.0464227
	0.012676085

	cg01049813
	19
	CPAMD8
	17137306
	rs8105701
	19
	17197717
	T
	C
	1.15709
	0.268869
	1.68E-05
	1.15709
	0.268869
	1.68E-05
	1
	0.00791854
	0.002381659

	cg11588903
	19
	MYO9B
	17208493
	rs6512166
	19
	17206465
	A
	G
	-0.259953
	0.0617213
	2.54E-05
	-0.259953
	0.0617213
	2.54E-05
	1
	0.150525
	0.003377991

	cg18595756
	19
	MYO9B
	17211623
	rs4808565
	19
	17194537
	G
	A
	0.576678
	0.132817
	1.41E-05
	0.576678
	0.132817
	1.41E-05
	1
	0.0327527
	0.002036952

	cg03632204
	19
	MYO9B
	17212818
	rs6512166
	19
	17206465
	A
	G
	-1.26845
	0.301171
	2.54E-05
	-1.26845
	0.301171
	2.54E-05
	1
	0.00623827
	0.003377991

	cg11992736
	19
	IL12RB1
	18197544
	rs1099561
	19
	18194543
	T
	C
	-0.342754
	0.0657366
	1.85E-07
	-0.342754
	0.0657366
	1.85E-07
	1
	0.179516
	5.32E-05

	cg09577367
	19
	IL12RB1
	18197699
	rs11575926
	19
	18188408
	T
	C
	-0.547015
	0.116441
	2.63E-06
	-0.547015
	0.116441
	2.63E-06
	1
	0.0690188
	0.000537572

	cg01574571
	19
	IL12RB1
	18197710
	rs11575926
	19
	18188408
	T
	C
	-0.812656
	0.172987
	2.63E-06
	-0.812656
	0.172987
	2.63E-06
	1
	0.0311999
	0.000537572

	cg20631180
	19
	MAST3
	18208374
	rs62123602
	19
	18244233
	A
	G
	-0.156524
	0.0486216
	0.001285542
	-0.158485
	0.0466687
	0.000683999
	2
	0.663048
	0.046966497

	cg01224103
	19
	MAST3
	18221194
	rs56252442
	19
	18229208
	T
	G
	-0.417531
	0.0835722
	5.86E-07
	-0.417531
	0.0835722
	5.86E-07
	1
	0.0898466
	0.000145956

	cg18816098
	19
	PDE4C
	18335182
	rs11666033
	19
	18334805
	T
	C
	-0.327516
	0.0949024
	0.000558441
	-0.327516
	0.0949024
	0.000558441
	1
	0.0688079
	0.039970301

	cg06907708
	19
	PDE4C
	18336077
	rs11666033
	19
	18334805
	T
	C
	-0.359942
	0.104298
	0.000558441
	-0.359942
	0.104298
	0.000558441
	1
	0.0569525
	0.039970301

	cg26218977
	19
	PDE4C
	18336352
	rs11666033
	19
	18334805
	T
	C
	-0.341466
	0.0989448
	0.000558441
	-0.341466
	0.0989448
	0.000558441
	1
	0.0632928
	0.039970301

	cg19697537
	19
	PDE4C
	18337358
	rs11666033
	19
	18334805
	T
	C
	-0.216148
	0.0626319
	0.000558441
	-0.216148
	0.0626319
	0.000558441
	1
	0.158102
	0.039970301

	cg23866412
	19
	PDE4C
	18337365
	rs11666033
	19
	18334805
	T
	C
	-0.193377
	0.0560337
	0.000558441
	-0.193377
	0.0560337
	0.000558441
	1
	0.197553
	0.039970301

	cg07938642
	19
	PDE4C
	18338579
	rs12461072
	19
	18330592
	G
	C
	-0.700979
	0.191128
	0.000244914
	-0.700979
	0.191128
	0.000244914
	1
	0.0164999
	0.021130808

	cg09233782
	19
	PDE4C
	18343636
	rs11666033
	19
	18334805
	T
	C
	-0.385029
	0.111568
	0.000558441
	-0.385029
	0.111568
	0.000558441
	1
	0.0497612
	0.039970301

	cg11244672
	19
	YJEFN3
	19639970
	rs4808951
	19
	19550306
	G
	C
	0.258318
	0.0761794
	0.00069668
	0.258318
	0.0761794
	0.00069668
	1
	0.149622
	0.047655558

	cg20038346
	19
	YJEFN3
	19641678
	rs4808951
	19
	19550306
	G
	C
	0.65207
	0.192299
	0.00069668
	0.65207
	0.192299
	0.00069668
	1
	0.0233665
	0.047655558

	cg21076702
	19
	ZNF566
	36979833
	rs2967432
	19
	36995855
	C
	T
	-0.321168
	0.0844957
	0.00014416
	-0.321168
	0.0844957
	0.00014416
	1
	0.0858495
	0.013919468

	cg06454848
	19
	ZNF260
	37019165
	rs57126710
	19
	37017633
	T
	C
	-0.527932
	0.153622
	0.000589258
	-0.527932
	0.153622
	0.000589258
	1
	0.0250065
	0.041770292

	cg07797438
	19
	ZNF260
	37019581
	rs17707033
	19
	37018280
	G
	T
	-0.874231
	0.255272
	0.000615586
	-0.874231
	0.255272
	0.000615586
	1
	0.00900926
	0.043127473

	cg19364777
	19
	TTC9B
	40722503
	rs12459567
	19
	40789926
	T
	C
	0.459796
	0.136195
	0.000735549
	0.459796
	0.136195
	0.000735549
	1
	0.0268437
	0.04962338

	cg15153957
	19
	AKT2
	40736427
	rs12459567
	19
	40789926
	T
	C
	-0.38941
	0.115346
	0.000735549
	-0.38941
	0.115346
	0.000735549
	1
	0.037454
	0.04962338

	cg17359753
	19
	AKT2
	40790165
	rs12459567
	19
	40789926
	T
	C
	0.141014
	0.0417693
	0.000735549
	0.17287
	0.040697
	2.16E-05
	2
	0.628693
	0.002931442

	cg03213352
	19
	KCNC3
	50832677
	rs2112663
	19
	50852276
	G
	A
	-1.21563
	0.308423
	8.10E-05
	-1.21563
	0.308423
	8.10E-05
	1
	0.00541585
	0.008693416

	cg17838026
	19
	KCNC3
	50832861
	rs2112663
	19
	50852276
	G
	A
	-0.78922
	0.200236
	8.10E-05
	-0.78922
	0.200236
	8.10E-05
	1
	0.012976
	0.008693416

	cg01017355
	19
	-
	50836561
	rs2112663
	19
	50852276
	G
	A
	-0.89511
	0.227102
	8.10E-05
	-0.89511
	0.227102
	8.10E-05
	1
	0.0100703
	0.008693416

	cg26522743
	19
	SPIB
	50921745
	rs1377816
	19
	50855792
	T
	G
	0.760309
	0.183743
	3.51E-05
	0.760309
	0.183743
	3.51E-05
	1
	0.0140578
	0.004410958

	cg06512885
	19
	SPIB
	50922190
	rs1377814
	19
	50855935
	A
	G
	0.950935
	0.230526
	3.71E-05
	0.950935
	0.230526
	3.71E-05
	1
	0.00890691
	0.00461758

	cg18254819
	19
	SPIB
	50922194
	rs1377814
	19
	50855935
	A
	G
	1.27057
	0.308012
	3.71E-05
	1.27057
	0.308012
	3.71E-05
	1
	0.00494591
	0.00461758

	cg11122968
	19
	CD33
	51727295
	rs12609179
	19
	51722582
	G
	A
	-0.460285
	0.11451
	5.83E-05
	-0.460285
	0.11451
	5.83E-05
	1
	0.0353751
	0.006654251

	cg17365369
	19
	ZNF766
	52773256
	rs57361353
	19
	53083494
	G
	C
	-0.546846
	0.153479
	0.000366702
	-0.546846
	0.153479
	0.000366702
	1
	0.020278
	0.029285038

	cg10400499
	19
	-
	53088849
	rs3745101
	19
	53085813
	C
	T
	0.11637
	0.0307402
	0.000153387
	0.114842
	0.0306174
	0.000176279
	2
	0.507009
	0.016301511

	cg07738077
	19
	ZNF28
	53303448
	rs3745101
	19
	53085813
	C
	T
	0.310501
	0.0820217
	0.000153387
	0.310501
	0.0820217
	0.000153387
	1
	0.0699425
	0.014644645

	cg24012925
	20
	SRXN1
	633418
	rs60287906
	20
	527676
	A
	C
	-0.577734
	0.2246
	0.01010309
	-0.548406
	0.151257
	0.000288306
	2
	0.125383
	0.024042843

	cg07795968
	20
	JPH2
	42817380
	rs7270729
	20
	42829320
	C
	A
	0.409577
	0.120449
	0.000672927
	0.409577
	0.120449
	0.000672927
	1
	0.0690864
	0.04642252

	cg06466728
	20
	C20orf111
	42825248
	rs3859609
	20
	42823424
	T
	C
	-0.50609
	0.146258
	0.000539741
	-0.50609
	0.146258
	0.000539741
	1
	0.0480776
	0.038976061

	cg10225362
	20
	-
	44743722
	rs6032664
	20
	44739419
	A
	T
	-1.15741
	0.289629
	6.44E-05
	-1.15741
	0.289629
	6.44E-05
	1
	0.00680477
	0.007126819

	cg19785066
	20
	CD40
	44746655
	rs6032664
	20
	44739419
	A
	T
	0.396847
	0.0993066
	6.44E-05
	0.396847
	0.0993066
	6.44E-05
	1
	0.0585781
	0.007126819

	cg11841529
	20
	CD40
	44746751
	rs4810485
	20
	44747947
	T
	G
	0.37333
	0.0874451
	1.96E-05
	0.37333
	0.0874451
	1.96E-05
	1
	0.075952
	0.002700312

	cg24575067
	20
	CD40
	44746902
	rs6074022
	20
	44740196
	C
	T
	0.661923
	0.166357
	6.93E-05
	0.661923
	0.166357
	6.93E-05
	1
	0.020845
	0.007591626

	cg21828517
	20
	ZBTB46
	62426304
	rs2281929
	20
	62422080
	C
	T
	-0.325106
	0.0928058
	0.000460003
	-0.310261
	0.0915622
	0.000702783
	2
	0.132255
	0.047971785

	cg01209296
	20
	ZBTB46
	62435316
	rs2281929
	20
	62422080
	C
	T
	-0.161479
	0.0460965
	0.000460003
	-0.160172
	0.0453781
	0.000416084
	2
	0.52874
	0.032101046

	cg02630914
	20
	ZBTB46
	62436995
	rs4809229
	20
	62426688
	C
	T
	0.307959
	0.0889629
	0.000536957
	0.307959
	0.0889629
	0.000536957
	1
	0.142647
	0.03889628

	cg23831891
	20
	ZBTB46
	62437033
	rs67047102
	20
	62419213
	T
	C
	1.43078
	0.421119
	0.000679999
	1.43078
	0.421119
	0.000679999
	1
	0.0110691
	0.046771085

	cg21291985
	20
	ZBTB46
	62437035
	rs4809229
	20
	62426688
	C
	T
	0.439081
	0.126841
	0.000536957
	0.439081
	0.126841
	0.000536957
	1
	0.070088
	0.03889628

	cg05269938
	20
	-
	62461294
	rs4809229
	20
	62426688
	C
	T
	0.955773
	0.276103
	0.000536957
	0.955773
	0.276103
	0.000536957
	1
	0.0146547
	0.03889628

	cg27221193
	20
	-
	62466924
	rs67047102
	20
	62419213
	T
	C
	0.899106
	0.264633
	0.000679999
	0.899106
	0.264633
	0.000679999
	1
	0.0284944
	0.046771085

	cg17748222
	21
	IFNAR2
	34634995
	rs9636866
	21
	34599892
	C
	T
	-0.325766
	0.0752773
	1.51E-05
	-0.331826
	0.0719356
	3.98E-06
	2
	0.11736
	0.000750511

	cg01928078
	21
	IL10RB
	34638373
	rs1137779
	21
	34609596
	T
	G
	-0.17761
	0.0586199
	0.002446881
	-0.241474
	0.0664228
	0.000277608
	4
	0.405958
	0.023403515

	cg27518898
	21
	IL10RB
	34638397
	rs9975738
	21
	34602246
	T
	G
	-0.19513
	0.0559638
	0.000489079
	-0.234874
	0.0502701
	2.98E-06
	3
	0.482862
	0.000588231

	cg14746283
	21
	MX1
	42830679
	rs59558672
	21
	42826493
	A
	G
	-1.12196
	0.284807
	8.17E-05
	-1.12196
	0.284807
	8.17E-05
	1
	0.0119392
	0.008745706

	cg10272219
	21
	-
	46407926
	rs8129133
	21
	46454237
	C
	T
	-0.529181
	0.1892
	0.005158978
	-0.648771
	0.191325
	0.000696649
	2
	0.0199346
	0.047655558

	cg03816851
	22
	MICAL3
	18324769
	rs2542335
	22
	18320258
	G
	C
	-0.194545
	0.0560961
	0.000524308
	-0.184503
	0.052771
	0.000471834
	2
	0.185605
	0.035249884

	cg26844104
	22
	UBE2L3
	21921731
	rs5998576
	22
	21938590
	T
	C
	0.160314
	0.0616469
	0.009308295
	0.191911
	0.0560231
	0.000613621
	2
	0.653045
	0.04304562

	cg26354221
	22
	ADORA2A
	24822802
	rs3966269
	22
	24867882
	G
	C
	0.640834
	0.172785
	0.000208258
	0.640834
	0.172785
	0.000208258
	1
	0.0155279
	0.018715185

	cg15499799
	22
	ADORA2A
	24823110
	rs11703648
	22
	24843886
	C
	G
	0.765753
	0.204363
	0.000179001
	0.765753
	0.204363
	0.000179001
	1
	0.0110059
	0.016497474

	cg04250930
	22
	ADORA2A
	24823141
	rs3966269
	22
	24867882
	G
	C
	0.95785
	0.25826
	0.000208258
	0.95785
	0.25826
	0.000208258
	1
	0.00690932
	0.018715185

	cg04990420
	22
	ADORA2A
	24824362
	rs3966269
	22
	24867882
	G
	C
	0.465568
	0.125529
	0.000208258
	0.465568
	0.125529
	0.000208258
	1
	0.0294861
	0.018715185

	cg12727256
	22
	C22orf45
	24838292
	rs5760423
	22
	24840118
	T
	G
	-0.433447
	0.117414
	0.000222889
	-0.433447
	0.117414
	0.000222889
	1
	0.0344138
	0.019634561

	cg10613381
	22
	C22orf45
	24890330
	rs5751867
	22
	24807235
	T
	C
	0.57202
	0.168275
	0.000675655
	0.57202
	0.168275
	0.000675655
	1
	0.0159969
	0.046551259

	cg08036764
	22
	C22orf45
	24891220
	rs738816
	22
	24852233
	T
	A
	0.353428
	0.0981583
	0.000317565
	0.353428
	0.0981583
	0.000317565
	1
	0.0491861
	0.025975127

	cg27126059
	22
	C22orf45
	24891338
	rs5751876
	22
	24837301
	T
	C
	0.539516
	0.147024
	0.000243024
	0.539516
	0.147024
	0.000243024
	1
	0.0219378
	0.021021188

	cg27665648
	22
	-
	30112403
	rs41176
	22
	30432403
	C
	A
	0.178785
	0.0493826
	0.000294203
	0.190221
	0.048791
	9.68E-05
	2
	0.24186
	0.010159222

	cg26035489
	22
	ZMAT5
	30164162
	rs41157
	22
	30405151
	T
	C
	-0.397952
	0.104957
	0.000149755
	-0.397952
	0.104957
	0.000149755
	1
	0.044642
	0.014374048

	cg06877353
	22
	-
	30725357
	rs4823089
	22
	30700607
	G
	T
	0.425683
	0.0963659
	1.00E-05
	0.425683
	0.0963659
	1.00E-05
	1
	0.0689459
	0.001552096

	cg24726496
	22
	SF3A1
	30752124
	rs740223
	22
	30762140
	A
	G
	-0.9464
	0.21168
	7.80E-06
	-0.9464
	0.21168
	7.80E-06
	1
	0.0138374
	0.001274102

	cg13273972
	22
	SF3A1
	30752307
	rs4820838
	22
	30769901
	C
	G
	-0.676049
	0.148746
	5.50E-06
	-0.676049
	0.148746
	5.50E-06
	1
	0.0275891
	0.000966955

	cg11996741
	22
	CCDC157
	30769389
	rs13057340
	22
	30756811
	C
	T
	-0.449596
	0.0986359
	5.17E-06
	-0.449596
	0.0986359
	5.17E-06
	1
	0.0629691
	0.00092542

	cg23665603
	22
	SEC14L2
	30792674
	rs5753113
	22
	30780936
	T
	G
	-0.294853
	0.0673589
	1.20E-05
	-0.294853
	0.0673589
	1.20E-05
	1
	0.137037
	0.00179475

	cg00562151
	22
	SEC14L2
	30792888
	rs62228968
	22
	30789649
	T
	C
	0.608306
	0.146379
	3.25E-05
	0.608306
	0.146379
	3.25E-05
	1
	0.0300046
	0.004129366

	cg08076555
	22
	SEC14L2
	30792916
	rs2299825
	22
	30813323
	G
	A
	0.812754
	0.206716
	8.44E-05
	0.812754
	0.206716
	8.44E-05
	1
	0.0159782
	0.009004419

	cg00520380
	22
	LIMK2
	31643997
	rs4299418
	22
	31593602
	T
	C
	0.222717
	0.116456
	0.05581732
	0.655162
	0.157383
	3.14E-05
	3
	0.351132
	0.004033503

	cg21941821
	22
	RPL3
	39712633
	rs137685
	22
	39739628
	T
	C
	-0.79012
	0.0793666
	2.44E-23
	-0.79012
	0.0793666
	2.44E-23
	1
	0.0759602
	1.23E-19

	cg23141902
	22
	RPL3
	39712694
	rs137685
	22
	39739628
	T
	C
	-0.704037
	0.0707197
	2.44E-23
	-0.704037
	0.0707197
	2.44E-23
	1
	0.0956915
	1.23E-19

	cg25386611
	22
	RPL3
	39712730
	rs137688
	22
	39741091
	A
	G
	-0.799167
	0.0806991
	4.12E-23
	-0.799167
	0.0806991
	4.12E-23
	1
	0.0729886
	1.59E-19

	cg09282085
	22
	RPL3
	39713086
	rs137688
	22
	39741091
	A
	G
	-0.821953
	0.0829999
	4.12E-23
	-0.821953
	0.0829999
	4.12E-23
	1
	0.0690034
	1.59E-19

	cg23880794
	22
	SNORD43
	39715126
	rs137689
	22
	39742406
	T
	C
	1.1692
	0.117917
	3.63E-23
	1.1692
	0.117917
	3.63E-23
	1
	0.0339194
	1.59E-19

	cg01093212
	22
	SNORD43
	39715156
	rs137688
	22
	39741091
	A
	G
	0.695715
	0.0702526
	4.12E-23
	0.695715
	0.0702526
	4.12E-23
	1
	0.0963481
	1.59E-19

	cg17798944
	22
	SNORD43
	39715225
	rs12628367
	22
	39717104
	C
	A
	0.428342
	0.0470756
	9.25E-20
	0.344191
	0.0823034
	2.89E-05
	4
	0.530638
	0.003771263

	cg19713460
	22
	SYNGR1
	39745530
	rs2007418
	22
	39712394
	C
	T
	-0.752457
	0.0828194
	1.05E-19
	-0.752457
	0.0828194
	1.05E-19
	1
	0.0957779
	3.15E-16

	cg05003791
	22
	SYNGR1
	39746550
	rs137689
	22
	39742406
	T
	C
	-1.22727
	0.123773
	3.63E-23
	-1.22727
	0.123773
	3.63E-23
	1
	0.0307783
	1.59E-19

	cg24268161
	22
	SYNGR1
	39747459
	rs5757619
	22
	39724558
	A
	G
	-0.239752
	0.0261435
	4.78E-20
	-0.227028
	0.0394716
	8.86E-09
	4
	1.65749
	4.02E-06

	cg20496314
	22
	SYNGR1
	39759864
	rs137688
	22
	39741091
	A
	G
	-0.758882
	0.076631
	4.12E-23
	-0.758882
	0.076631
	4.12E-23
	1
	0.0809416
	1.59E-19

	cg17194270
	22
	SYNGR1
	39759992
	rs137688
	22
	39741091
	A
	G
	-0.768091
	0.077561
	4.12E-23
	-0.768091
	0.077561
	4.12E-23
	1
	0.0790308
	1.59E-19

	cg06397161
	22
	SYNGR1
	39760059
	rs137688
	22
	39741091
	A
	G
	-0.789589
	0.0797319
	4.12E-23
	-0.789589
	0.0797319
	4.12E-23
	1
	0.0747713
	1.59E-19

	cg09995596
	22
	SYNGR1
	39760158
	rs137688
	22
	39741091
	A
	G
	-1.20071
	0.121246
	4.12E-23
	-1.20071
	0.121246
	4.12E-23
	1
	0.0322946
	1.59E-19

	cg22650271
	22
	SYNGR1
	39760165
	rs137685
	22
	39739628
	T
	C
	-0.815792
	0.0819453
	2.44E-23
	-0.815792
	0.0819453
	2.44E-23
	1
	0.0712498
	1.23E-19

	cg07919145
	22
	SYNGR1
	39780408
	rs12627970
	22
	39721745
	G
	A
	-0.422929
	0.0465652
	1.08E-19
	-0.44875
	0.114271
	8.60E-05
	2
	0.316702
	0.009151242

	cg01207176
	22
	MGAT3
	39887895
	rs10854722
	22
	39913557
	A
	G
	1.07439
	0.29527
	0.000274124
	1.07439
	0.29527
	0.000274124
	1
	0.0059233
	0.023182131

	cg03972838
	22
	SMCR7L
	39897580
	rs2294360
	22
	39897792
	A
	G
	0.181983
	0.0520303
	0.0004695
	0.181983
	0.0520303
	0.0004695
	1
	0.17477
	0.035189035

	cg14162959
	22
	SMCR7L
	39898040
	rs2294360
	22
	39897792
	A
	G
	0.229401
	0.0655874
	0.0004695
	0.229401
	0.0655874
	0.0004695
	1
	0.109955
	0.035189035

	cg18681352
	22
	SMCR7L
	39898064
	rs2294360
	22
	39897792
	A
	G
	0.227757
	0.0651176
	0.0004695
	0.227757
	0.0651176
	0.0004695
	1
	0.111549
	0.035189035

	cg14883008
	22
	SMCR7L
	39898101
	rs742143
	22
	39899945
	A
	G
	0.65801
	0.185164
	0.000379977
	0.65801
	0.185164
	0.000379977
	1
	0.0144306
	0.030078514

	cg10955164
	22
	-
	39919237
	rs4820380
	22
	39919781
	A
	G
	-0.379183
	0.110716
	0.000615322
	-0.379183
	0.110716
	0.000615322
	1
	0.0446283
	0.043127473

	cg00179921
	22
	RPS19BP1
	39927437
	rs4894
	22
	39917515
	C
	A
	-0.200641
	0.054109
	0.000208891
	-0.200641
	0.054109
	0.000208891
	1
	0.179233
	0.018761652

	cg08746164
	22
	RPS19BP1
	39930327
	rs2294360
	22
	39897792
	A
	G
	0.58682
	0.167776
	0.0004695
	0.58682
	0.167776
	0.0004695
	1
	0.0167335
	0.035189035

	cg18501942
	22
	-
	41414083
	rs73174657
	22
	41434158
	A
	G
	-0.266462
	0.0727059
	0.000247465
	-0.266462
	0.0727059
	0.000247465
	1
	0.108685
	0.021311063

	cg08131204
	22
	MIR1281
	41487073
	rs9611519
	22
	41613188
	T
	C
	-0.690284
	0.196278
	0.000436758
	-0.690284
	0.196278
	0.000436758
	1
	0.0152754
	0.033257827

	cg15681737
	22
	-
	41593003
	rs2273085
	22
	41615376
	T
	C
	-0.313248
	0.0906182
	0.000546757
	-0.313248
	0.0906182
	0.000546757
	1
	0.0713463
	0.039412445

	cg16824126
	22
	CHADL
	41626394
	rs5758264
	22
	41616284
	G
	T
	0.574961
	0.163817
	0.00044857
	0.574961
	0.163817
	0.00044857
	1
	0.021527
	0.033934137

	cg01849789
	22
	ZC3H7B
	41697279
	rs5751074
	22
	41665722
	A
	G
	-0.321451
	0.0770166
	3.00E-05
	-0.321451
	0.0770166
	3.00E-05
	1
	0.0887876
	0.003875157

	cg20534570
	22
	TEF
	41763093
	rs73176685
	22
	41781094
	G
	C
	-0.716604
	0.162454
	1.03E-05
	-0.716604
	0.162454
	1.03E-05
	1
	0.0245756
	0.001583123

	cg26297819
	22
	TEF
	41763280
	rs2234052
	22
	41777241
	G
	A
	1.34547
	0.29903
	6.82E-06
	1.34547
	0.29903
	6.82E-06
	1
	0.00751071
	0.001157594

	cg07197642
	22
	TEF
	41763417
	rs2234058
	22
	41777883
	A
	G
	0.736112
	0.162812
	6.15E-06
	0.736112
	0.162812
	6.15E-06
	1
	0.025531
	0.001059041

	cg22626522
	22
	TEF
	41763436
	rs9611566
	22
	41768625
	T
	C
	1.0363
	0.236181
	1.15E-05
	1.0363
	0.236181
	1.15E-05
	1
	0.0119952
	0.001731787

	cg04137037
	22
	TEF
	41777896
	rs4820438
	22
	41767135
	T
	C
	1.29923
	0.299192
	1.41E-05
	1.29923
	0.299192
	1.41E-05
	1
	0.00743605
	0.002035354

	cg15331500
	22
	TEF
	41779351
	rs2235852
	22
	41661154
	T
	G
	-1.1632
	0.28003
	3.27E-05
	-1.1632
	0.28003
	3.27E-05
	1
	0.00662255
	0.00415609

	cg04585452
	22
	TEF
	41794795
	rs9611565
	22
	41767486
	C
	T
	1.11096
	0.266822
	3.13E-05
	1.11096
	0.266822
	3.13E-05
	1
	0.00900981
	0.004022388

	cg14911204
	22
	-
	41808989
	rs202661
	22
	41812439
	A
	G
	0.184191
	0.0520912
	0.000406408
	0.184191
	0.0520912
	0.000406408
	1
	0.25645
	0.031615024

	cg01928418
	22
	-
	41810665
	rs132921
	22
	41812044
	G
	A
	-0.509806
	0.144475
	0.000417709
	-0.509806
	0.144475
	0.000417709
	1
	0.0333844
	0.03215466

	cg02738086
	22
	POLR3H
	41941494
	rs73178638
	22
	41942904
	C
	T
	-0.159895
	0.0466985
	0.000617185
	-0.155992
	0.0456794
	0.000638094
	2
	0.393123
	0.044511971

	cg17168172
	22
	PPPDE2
	42018038
	rs761366
	22
	41744022
	G
	C
	1.41885
	0.322409
	1.08E-05
	1.41885
	0.322409
	1.08E-05
	1
	0.00611339
	0.001640202

	cg19737037
	22
	TNFRSF13C
	42322739
	rs149192849
	22
	42270864
	C
	T
	-0.40412
	0.091477
	9.98E-06
	-0.398019
	0.0823905
	1.36E-06
	2
	0.694683
	0.000303515

	cg18399427
	22
	PLXNB2
	50724844
	rs7410608
	22
	50858813
	C
	G
	-0.622703
	0.210284
	0.003064048
	-0.608449
	0.165324
	0.000232981
	2
	0.0193339
	0.020372283

	cg00322201
	22
	PLXNB2
	50736855
	rs12162782
	22
	50853626
	G
	T
	0.385632
	0.13615
	0.004619894
	0.416846
	0.116836
	0.000360085
	2
	0.0386335
	0.0288704

	cg15756878
	22
	SCO2
	50962002
	rs2782
	22
	50961854
	T
	C
	-0.513667
	0.131374
	9.23E-05
	-0.513667
	0.131374
	9.23E-05
	1
	0.0268042
	0.009740322

	cg06345736
	22
	TYMP
	50966936
	rs131814
	22
	50960101
	G
	A
	-0.595859
	0.155568
	0.000128074
	-0.595859
	0.155568
	0.000128074
	1
	0.0193499
	0.012676085

	cg16644494
	22
	ODF3B
	50971601
	rs140522
	22
	50971266
	T
	C
	0.37644
	0.0860551
	1.22E-05
	0.37644
	0.0860551
	1.22E-05
	1
	0.0660027
	0.001809904


















	Table S2：The results SMRIVW analysis on GWAS, mQTL, and eQTL
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Expo_ID
	Expo_Name
	Chr
	Expo_bp
	Med_ID
	Med_Name
	Med_bp
	b_ivw_tot
	se_ivw_tot
	p_ivw_tot
	b_direct
	se_direct
	p_direct
	b_xm
	se_xm
	p_xm
	b_my
	se_my
	p_my
	n_snps_tot
	n_snps_med
	n_snps_e
	n_xm

	cg16030177
	IRF6
	1
	209979111
	ENSG00000117595
	IRF6
	209980027
	0.136667
	0.0339182
	5.60E-05
	0.246935
	-nan
	nan
	-0.412795
	0.100578
	4.06E-05
	0.278113
	-nan
	nan
	4
	3
	3
	3

	cg23917399
	TNFAIP8
	5
	118691751
	ENSG00000145779
	TNFAIP8
	118739809
	0.0767605
	0.048302
	1.12E-01
	0.0963224
	0.0529851
	6.91E-02
	-0.219729
	0.173618
	2.06E-01
	0.0890275
	0.214614
	6.78E-01
	4
	4
	4
	4

	cg17604312
	DDR1
	6
	30850829
	ENSG00000204580
	DDR1
	31211050
	0.506781
	0.274959
	6.53E-02
	0.00215035
	-nan
	nan
	0.394217
	0.643022
	5.40E-01
	-0.51223
	-nan
	nan
	3
	3
	3
	3

	cg15343510
	AIF1
	6
	31582285
	ENSG00000204472
	AIF1
	31576714
	0.265809
	0.130007
	4.09E-02
	0.251517
	-nan
	nan
	-0.0221384
	0.199663
	9.12E-01
	-0.64559
	-nan
	nan
	3
	3
	3
	3

	cg15734436
	HLA-DPB1
	6
	33047185
	ENSG00000223865
	HLA-DPB1
	33160425
	-0.572964
	0.134236
	1.97E-05
	-0.430002
	0.225163
	5.62E-02
	0.395762
	0.207163
	5.61E-02
	-0.275314
	0.371551
	4.59E-01
	6
	6
	6
	6

	cg24733384
	FAM177A1
	14
	35516283
	ENSG00000151327
	FAM177A1
	35500702
	-0.15251
	0.0355952
	1.83E-05
	0.0597571
	0.23277
	7.97E-01
	-0.1731
	0.0201009
	7.30E-18
	1.22627
	1.42625
	3.90E-01
	4
	4
	4
	4

	cg21255657
	CANT1
	17
	77006304
	ENSG00000171302
	CANT1
	76995205
	0.0731433
	0.0317467
	2.12E-02
	0.0324666
	-nan
	nan
	-0.27967
	0.115917
	1.58E-02
	-0.145445
	-nan
	nan
	3
	3
	3
	3

	cg01928078
	IL10RB
	21
	34638373
	ENSG00000243646
	IL10RB
	34649806
	-0.203664
	0.0558057
	2.63E-04
	-0.226381
	-nan
	nan
	-0.350112
	0.262301
	1.82E-01
	-0.0648852
	-nan
	nan
	3
	3
	3
	3







	Table S3: The results of KEGG enrichment analysis
	　
	　
	　
	　
	　
	　
	　
	　
	

	#Term
	Database
	ID
	Input number
	Background number
	P-Value
	Corrected P-Value
	Input
	RichFactor
	Hyperlink

	Toxoplasmosis
	KEGG PATHWAY
	hsa05145
	2
	113
	0.000126675
	0.00392691
	HLA-DPB1|IL10RB
	0.017699115
	http://www.genome.jp/kegg-bin/show_pathway?hsa05145/hsa:3588%09red/hsa:3125%09red

	Tuberculosis
	KEGG PATHWAY
	hsa05152
	2
	179
	0.000313391
	0.004857566
	HLA-DPB1|IL10RB
	0.011173184
	http://www.genome.jp/kegg-bin/show_pathway?hsa05152/hsa:3588%09red/hsa:3125%09red

	Asthma
	KEGG PATHWAY
	hsa05310
	1
	31
	0.004882071
	0.026273026
	HLA-DPB1
	0.032258065
	http://www.genome.jp/kegg-bin/show_pathway?hsa05310/hsa:3125%09red

	Allograft rejection
	KEGG PATHWAY
	hsa05330
	1
	38
	0.005947371
	0.026273026
	HLA-DPB1
	0.026315789
	http://www.genome.jp/kegg-bin/show_pathway?hsa05330/hsa:3125%09red

	Graft-versus-host disease
	KEGG PATHWAY
	hsa05332
	1
	41
	0.006403638
	0.026273026
	HLA-DPB1
	0.024390244
	http://www.genome.jp/kegg-bin/show_pathway?hsa05332/hsa:3125%09red

	Intestinal immune network for IgA production
	KEGG PATHWAY
	hsa04672
	1
	49
	0.007619495
	0.026273026
	HLA-DPB1
	0.020408163
	http://www.genome.jp/kegg-bin/show_pathway?hsa04672/hsa:3125%09red

	Inflammatory bowel disease (IBD)
	KEGG PATHWAY
	hsa05321
	1
	65
	0.010047491
	0.026273026
	HLA-DPB1
	0.015384615
	http://www.genome.jp/kegg-bin/show_pathway?hsa05321/hsa:3125%09red

	Antigen processing and presentation
	KEGG PATHWAY
	hsa04612
	1
	77
	0.011865238
	0.026273026
	HLA-DPB1
	0.012987013
	http://www.genome.jp/kegg-bin/show_pathway?hsa04612/hsa:3125%09red

	Rheumatoid arthritis
	KEGG PATHWAY
	hsa05323
	1
	91
	0.013982425
	0.026421433
	HLA-DPB1
	0.010989011
	http://www.genome.jp/kegg-bin/show_pathway?hsa05323/hsa:3125%09red

	Th1 and Th2 cell differentiation
	KEGG PATHWAY
	hsa04658
	1
	92
	0.014133508
	0.026421433
	HLA-DPB1
	0.010869565
	http://www.genome.jp/kegg-bin/show_pathway?hsa04658/hsa:3125%09red

	Hematopoietic cell lineage
	KEGG PATHWAY
	hsa04640
	1
	97
	0.014888634
	0.026421433
	HLA-DPB1
	0.010309278
	http://www.genome.jp/kegg-bin/show_pathway?hsa04640/hsa:3125%09red

	Viral protein interaction with cytokine and cytokine receptor
	KEGG PATHWAY
	hsa04061
	1
	100
	0.015341477
	0.026421433
	IL10RB
	0.01
	http://www.genome.jp/kegg-bin/show_pathway?hsa04061/hsa:3588%09red

	Th17 cell differentiation
	KEGG PATHWAY
	hsa04659
	1
	107
	0.016397438
	0.026753715
	HLA-DPB1
	0.009345794
	http://www.genome.jp/kegg-bin/show_pathway?hsa04659/hsa:3125%09red

	Purine metabolism
	KEGG PATHWAY
	hsa00230
	1
	130
	0.019860382
	0.029983378
	CANT1
	0.007692308
	http://www.genome.jp/kegg-bin/show_pathway?hsa00230/hsa:124583%09red

	Systemic lupus erythematosus
	KEGG PATHWAY
	hsa05322
	1
	133
	0.020311321
	0.029983378
	HLA-DPB1
	0.007518797
	http://www.genome.jp/kegg-bin/show_pathway?hsa05322/hsa:3125%09red

	Cell adhesion molecules (CAMs)
	KEGG PATHWAY
	hsa04514
	1
	146
	0.02226339
	0.031220034
	HLA-DPB1
	0.006849315
	http://www.genome.jp/kegg-bin/show_pathway?hsa04514/hsa:3125%09red

	Phagosome
	KEGG PATHWAY
	hsa04145
	1
	152
	0.023163251
	0.031220034
	HLA-DPB1
	0.006578947
	http://www.genome.jp/kegg-bin/show_pathway?hsa04145/hsa:3125%09red

	Jak-STAT signaling pathway
	KEGG PATHWAY
	hsa04630
	1
	162
	0.024661486
	0.031508257
	IL10RB
	0.00617284
	http://www.genome.jp/kegg-bin/show_pathway?hsa04630/hsa:3588%09red

	Influenza A
	KEGG PATHWAY
	hsa05164
	1
	167
	0.025409884
	0.031508257
	HLA-DPB1
	0.005988024
	http://www.genome.jp/kegg-bin/show_pathway?hsa05164/hsa:3125%09red

	Epstein-Barr virus infection
	KEGG PATHWAY
	hsa05169
	1
	201
	0.030486317
	0.03634907
	HLA-DPB1
	0.004975124
	http://www.genome.jp/kegg-bin/show_pathway?hsa05169/hsa:3125%09red

	Human T-cell leukemia virus 1 infection
	KEGG PATHWAY
	hsa05166
	1
	219
	0.033164907
	0.037705298
	HLA-DPB1
	0.00456621
	http://www.genome.jp/kegg-bin/show_pathway?hsa05166/hsa:3125%09red

	Human cytomegalovirus infection
	KEGG PATHWAY
	hsa05163
	1
	225
	0.034056398
	0.037705298
	IL10RB
	0.004444444
	http://www.genome.jp/kegg-bin/show_pathway?hsa05163/hsa:3588%09red

	Cytokine-cytokine receptor interaction
	KEGG PATHWAY
	hsa04060
	1
	294
	0.044259415
	0.047311788
	IL10RB
	0.003401361
	http://www.genome.jp/kegg-bin/show_pathway?hsa04060/hsa:3588%09red








	Table S4: The results of GO enrichment analysis
	　
	　
	　
	　
	　
	　
	　

	SampleGroup
	BgRatio
	qvalue
	Count
	Description
	ID
	RichFactor
	FoldEnrichment
	zScore
	pvalue
	geneID

	MF
	    10/18737
	0.017154204
	1
	GDP phosphatase activity
	GO:0004382
	0.1
	312.2833333
	17.62200602
	0.003198377
	CANT1

	MF
	    17/18737
	0.017154204
	1
	nucleoside diphosphate phosphatase activity
	GO:0017110
	0.058823529
	183.6960784
	13.4875897
	0.005432165
	CANT1

	MF
	    27/18737
	0.018139058
	1
	MHC class II protein complex binding
	GO:0023026
	0.037037037
	115.6604938
	10.67068693
	0.008616053
	HLA-DPB1

	MF
	    37/18737
	0.018618067
	1
	MHC protein complex binding
	GO:0023023
	0.027027027
	84.4009009
	9.088336169
	0.011791442
	HLA-DPB1

	MF
	    47/18737
	0.01889476
	1
	peptide antigen binding
	GO:0042605
	0.021276596
	66.44326241
	8.039754762
	0.014958352
	HLA-DPB1

	MF
	    61/18737
	0.020397698
	1
	coreceptor activity
	GO:0015026
	0.016393443
	51.19398907
	7.02762014
	0.019377813
	IL10RB

	MF
	    97/18737
	0.02766887
	1
	cytokine receptor activity
	GO:0004896
	0.010309278
	32.19415808
	5.512768608
	0.030666331
	IL10RB

	MF
	   154/18737
	0.038145991
	1
	immune receptor activity
	GO:0140375
	0.006493506
	20.27813853
	4.299333412
	0.048318255
	IL10RB

	CC
	   391/19960
	0.030185372
	2
	Golgi apparatus subcompartment
	GO:0098791
	0.00511509
	20.41943734
	6.138598512
	0.003680689
	HLA-DPB1/CANT1

	CC
	    17/19960
	0.030185372
	1
	MHC class II protein complex
	GO:0042613
	0.058823529
	234.8235294
	15.26672747
	0.004251695
	HLA-DPB1

	CC
	     5/3992 
	0.030185372
	1
	MHC protein complex
	GO:0042611
	0.04
	159.68
	12.56644982
	0.006247481
	HLA-DPB1

	CC
	     7/4990 
	0.030185372
	1
	phagocytic cup
	GO:0001891
	0.035714286
	142.5714286
	11.86609213
	0.006995076
	AIF1

	CC
	     7/3992 
	0.030185372
	1
	lumenal side of endoplasmic reticulum membrane
	GO:0098553
	0.028571429
	114.0571429
	10.59647428
	0.008737714
	HLA-DPB1

	CC
	     1/499  
	0.030185372
	1
	glial cell projection
	GO:0097386
	0.025
	99.8
	9.900811643
	0.009980956
	AIF1

	CC
	    23/9980 
	0.030185372
	1
	lumenal side of membrane
	GO:0098576
	0.02173913
	86.7826087
	9.219926074
	0.0114712
	HLA-DPB1

	CC
	    11/3992 
	0.030185372
	1
	tertiary granule lumen
	GO:1904724
	0.018181818
	72.58181818
	8.414561797
	0.013703201
	CANT1

	CC
	    31/9980 
	0.030185372
	1
	specific granule lumen
	GO:0035580
	0.016129032
	64.38709677
	7.912623792
	0.015436413
	CANT1

	CC
	     8/2495 
	0.030185372
	1
	ER to Golgi transport vesicle membrane
	GO:0012507
	0.015625
	62.375
	7.784435619
	0.015931169
	HLA-DPB1

	CC
	    15/3992 
	0.030596618
	1
	clathrin-coated endocytic vesicle membrane
	GO:0030669
	0.013333333
	53.22666667
	7.172799106
	0.01864877
	HLA-DPB1

	CC
	    93/19960
	0.030596618
	1
	Golgi cisterna membrane
	GO:0032580
	0.010752688
	42.92473118
	6.414667356
	0.023082801
	CANT1

	CC
	    93/19960
	0.030596618
	1
	clathrin-coated endocytic vesicle
	GO:0045334
	0.010752688
	42.92473118
	6.414667356
	0.023082801
	HLA-DPB1

	CC
	    19/3992 
	0.030596618
	1
	COPII-coated ER to Golgi transport vesicle
	GO:0030134
	0.010526316
	42.02105263
	6.343849096
	0.02357448
	HLA-DPB1

	CC
	   101/19960
	0.030596618
	1
	ruffle membrane
	GO:0032587
	0.00990099
	39.52475248
	6.143988317
	0.02504833
	AIF1

	CC
	    14/2495 
	0.030596618
	1
	trans-Golgi network membrane
	GO:0032588
	0.008928571
	35.64285714
	5.819596363
	0.027745765
	HLA-DPB1

	CC
	    59/9980 
	0.030596618
	1
	Golgi cisterna
	GO:0031985
	0.008474576
	33.83050847
	5.661798581
	0.029214575
	CANT1

	CC
	   123/19960
	0.030596618
	1
	actin filament
	GO:0005884
	0.008130081
	32.45528455
	5.539068074
	0.030437226
	AIF1

	CC
	    31/4990 
	0.030596618
	1
	ficolin-1-rich granule lumen
	GO:1904813
	0.008064516
	32.19354839
	5.51540106
	0.030681608
	CANT1

	CC
	    69/9980 
	0.031927037
	1
	clathrin-coated vesicle membrane
	GO:0030665
	0.007246377
	28.92753623
	5.211070592
	0.034097791
	HLA-DPB1

	CC
	   151/19960
	0.031927037
	1
	Golgi stack
	GO:0005795
	0.006622517
	26.43708609
	4.966530224
	0.03726133
	CANT1

	CC
	     4/499  
	0.031927037
	1
	specific granule
	GO:0042581
	0.00625
	24.95
	4.81461361
	0.039446612
	CANT1

	CC
	    41/4990 
	0.031927037
	1
	tertiary granule
	GO:0070820
	0.006097561
	24.34146341
	4.751052262
	0.040416574
	CANT1

	CC
	    35/3992 
	0.031927037
	1
	late endosome membrane
	GO:0031902
	0.005714286
	22.81142857
	4.587368557
	0.04307993
	HLA-DPB1

	CC
	    91/9980 
	0.031927037
	1
	leading edge membrane
	GO:0031256
	0.005494505
	21.93406593
	4.490830056
	0.044771711
	AIF1

	CC
	    37/3992 
	0.031927037
	1
	ruffle
	GO:0001726
	0.005405405
	21.57837838
	4.451099388
	0.045496027
	AIF1

	CC
	    37/3992 
	0.031927037
	1
	ficolin-1-rich granule
	GO:0101002
	0.005405405
	21.57837838
	4.451099388
	0.045496027
	CANT1

	CC
	   203/19960
	0.032080589
	1
	lamellipodium
	GO:0030027
	0.004926108
	19.66502463
	4.231015454
	0.049832703
	AIF1

	BP
	    52/9493 
	0.007380663
	2
	positive regulation of T cell proliferation
	GO:0042102
	0.019230769
	73.02307692
	11.95350045
	0.000294004
	AIF1/HLA-DPB1

	BP
	   145/18986
	0.007380663
	2
	positive regulation of lymphocyte proliferation
	GO:0050671
	0.013793103
	52.37517241
	10.07896825
	0.000570599
	AIF1/HLA-DPB1

	BP
	    74/9493 
	0.007380663
	2
	positive regulation of mononuclear cell proliferation
	GO:0032946
	0.013513514
	51.31351351
	9.973069968
	0.000594349
	AIF1/HLA-DPB1

	BP
	    83/9493 
	0.007380663
	2
	positive regulation of leukocyte proliferation
	GO:0070665
	0.012048193
	45.74939759
	9.39857878
	0.00074684
	AIF1/HLA-DPB1

	BP
	    91/9493 
	0.007380663
	2
	regulation of T cell proliferation
	GO:0042129
	0.010989011
	41.72747253
	8.960428742
	0.000896707
	AIF1/HLA-DPB1

	BP
	   215/18986
	0.007380663
	2
	T cell proliferation
	GO:0042098
	0.009302326
	35.3227907
	8.214646428
	0.001248058
	AIF1/HLA-DPB1

	BP
	   120/9493 
	0.007380663
	2
	regulation of lymphocyte proliferation
	GO:0050670
	0.008333333
	31.64333333
	7.753862194
	0.001551819
	AIF1/HLA-DPB1

	BP
	   245/18986
	0.007380663
	2
	regulation of mononuclear cell proliferation
	GO:0032944
	0.008163265
	30.99755102
	7.67013876
	0.001616433
	AIF1/HLA-DPB1

	BP
	   130/9493 
	0.007380663
	2
	positive regulation of T cell activation
	GO:0050870
	0.007692308
	29.20923077
	7.433377117
	0.001817958
	AIF1/HLA-DPB1

	BP
	   135/9493 
	0.007380663
	2
	regulation of leukocyte proliferation
	GO:0070663
	0.007407407
	28.12740741
	7.286423539
	0.001958692
	AIF1/HLA-DPB1

	BP
	   142/9493 
	0.007380663
	2
	positive regulation of leukocyte cell-cell adhesion
	GO:1903039
	0.007042254
	26.74084507
	7.093632785
	0.002164261
	AIF1/HLA-DPB1

	BP
	    27/1726 
	0.007380663
	2
	lymphocyte proliferation
	GO:0046651
	0.006734007
	25.57037037
	6.926720344
	0.002364034
	AIF1/HLA-DPB1

	BP
	   305/18986
	0.007380663
	2
	mononuclear cell proliferation
	GO:0032943
	0.006557377
	24.89967213
	6.829242916
	0.002491208
	AIF1/HLA-DPB1

	BP
	     5/9493 
	0.007380663
	1
	fibroblast growth factor production
	GO:0090269
	0.1
	379.72
	19.44225626
	0.002631024
	AIF1

	BP
	     5/9493 
	0.007380663
	1
	regulation of fibroblast growth factor production
	GO:0090270
	0.1
	379.72
	19.44225626
	0.002631024
	AIF1

	BP
	     1/1726 
	0.007380663
	1
	type III interferon-mediated signaling pathway
	GO:0038196
	0.090909091
	345.2
	18.53305756
	0.002893821
	IL10RB

	BP
	     1/1726 
	0.007380663
	1
	cellular response to type III interferon
	GO:0071358
	0.090909091
	345.2
	18.53305756
	0.002893821
	IL10RB

	BP
	   168/9493 
	0.007380663
	2
	positive regulation of cell-cell adhesion
	GO:0022409
	0.005952381
	22.60238095
	6.484292533
	0.003014326
	AIF1/HLA-DPB1

	BP
	   168/9493 
	0.007380663
	2
	positive regulation of lymphocyte activation
	GO:0051251
	0.005952381
	22.60238095
	6.484292533
	0.003014326
	AIF1/HLA-DPB1

	BP
	    31/1726 
	0.007380663
	2
	leukocyte proliferation
	GO:0070661
	0.005865103
	22.27096774
	6.433006688
	0.003103192
	AIF1/HLA-DPB1

	BP
	     6/9493 
	0.007380663
	1
	interleukin-10-mediated signaling pathway
	GO:0140105
	0.083333333
	316.4333333
	17.73983265
	0.003156563
	IL10RB

	BP
	    13/18986
	0.007380663
	1
	response to type III interferon
	GO:0034342
	0.076923077
	292.0923077
	17.03982618
	0.00341925
	IL10RB

	BP
	   371/18986
	0.007380663
	2
	positive regulation of leukocyte activation
	GO:0002696
	0.005390836
	20.47008086
	6.146868864
	0.003662398
	AIF1/HLA-DPB1

	BP
	     7/9493 
	0.007380663
	1
	actin crosslink formation
	GO:0051764
	0.071428571
	271.2285714
	16.41608089
	0.003681881
	AIF1

	BP
	    15/18986
	0.007380663
	1
	positive regulation of cellular respiration
	GO:1901857
	0.066666667
	253.1466667
	15.85566667
	0.003944457
	IL10RB

	BP
	   391/18986
	0.007380663
	2
	positive regulation of cell activation
	GO:0050867
	0.00511509
	19.4230179
	5.974228369
	0.004059822
	AIF1/HLA-DPB1

	BP
	   196/9493 
	0.007380663
	2
	regulation of leukocyte cell-cell adhesion
	GO:1903037
	0.005102041
	19.37346939
	5.96593543
	0.004080207
	AIF1/HLA-DPB1

	BP
	   393/18986
	0.007380663
	2
	regulation of T cell activation
	GO:0050863
	0.005089059
	19.32417303
	5.957673282
	0.004100641
	AIF1/HLA-DPB1

	BP
	     8/9493 
	0.007380663
	1
	MHC class II protein complex assembly
	GO:0002399
	0.0625
	237.325
	15.34852871
	0.004206978
	HLA-DPB1

	BP
	     8/9493 
	0.007380663
	1
	peptide antigen assembly with MHC class II protein complex
	GO:0002503
	0.0625
	237.325
	15.34852871
	0.004206978
	HLA-DPB1

	BP
	    17/18986
	0.007588188
	1
	mammary gland epithelial cell differentiation
	GO:0060644
	0.058823529
	223.3647059
	14.88671442
	0.004469443
	IRF6

	BP
	   215/9493 
	0.008044221
	2
	leukocyte cell-cell adhesion
	GO:0007159
	0.004651163
	17.66139535
	5.671973248
	0.004890887
	AIF1/HLA-DPB1

	BP
	    21/18986
	0.008542957
	1
	MHC protein complex assembly
	GO:0002396
	0.047619048
	180.8190476
	13.38134215
	0.00551875
	HLA-DPB1

	BP
	    21/18986
	0.008542957
	1
	peptide antigen assembly with MHC protein complex
	GO:0002501
	0.047619048
	180.8190476
	13.38134215
	0.00551875
	HLA-DPB1

	BP
	     1/863  
	0.008693141
	1
	positive regulation of monocyte chemotaxis
	GO:0090026
	0.045454545
	172.6
	13.07056644
	0.005780939
	AIF1

	BP
	    12/9493 
	0.009218056
	1
	negative regulation of keratinocyte proliferation
	GO:0010839
	0.041666667
	158.2166667
	12.50814457
	0.00630515
	IRF6

	BP
	   499/18986
	0.009303377
	2
	positive regulation of cell adhesion
	GO:0045785
	0.004008016
	15.21923848
	5.224252372
	0.006540274
	AIF1/HLA-DPB1

	BP
	    14/9493 
	0.010184085
	1
	negative regulation of stem cell proliferation
	GO:2000647
	0.035714286
	135.6142857
	11.56923561
	0.007352909
	IRF6

	BP
	    31/18986
	0.01070809
	1
	antigen processing and presentation of exogenous peptide antigen via MHC class II
	GO:0019886
	0.032258065
	122.4903226
	10.98731046
	0.008138148
	HLA-DPB1

	BP
	    31/18986
	0.01070809
	1
	regulation of monocyte chemotaxis
	GO:0090025
	0.032258065
	122.4903226
	10.98731046
	0.008138148
	AIF1

	BP
	    35/18986
	0.011509224
	1
	antigen processing and presentation of peptide antigen via MHC class II
	GO:0002495
	0.028571429
	108.4914286
	10.33052872
	0.009184361
	HLA-DPB1

	BP
	    35/18986
	0.011509224
	1
	positive regulation of T cell migration
	GO:2000406
	0.028571429
	108.4914286
	10.33052872
	0.009184361
	AIF1

	BP
	    37/18986
	0.01188144
	1
	antigen processing and presentation of peptide or polysaccharide antigen via MHC class II
	GO:0002504
	0.027027027
	102.627027
	10.04263535
	0.009707136
	HLA-DPB1

	BP
	    20/9493 
	0.012150687
	1
	negative regulation of smooth muscle cell migration
	GO:0014912
	0.025
	94.93
	9.651755457
	0.010490885
	AIF1

	BP
	    41/18986
	0.012150687
	1
	antigen processing and presentation of exogenous peptide antigen
	GO:0002478
	0.024390244
	92.61463415
	9.531038712
	0.010752024
	HLA-DPB1

	BP
	    41/18986
	0.012150687
	1
	positive regulation of receptor signaling pathway via JAK-STAT
	GO:0046427
	0.024390244
	92.61463415
	9.531038712
	0.010752024
	IL10RB

	BP
	    21/9493 
	0.012150687
	1
	positive regulation of lymphocyte migration
	GO:2000403
	0.023809524
	90.40952381
	9.414631868
	0.011013108
	AIF1

	BP
	     2/863  
	0.012150687
	1
	ruffle assembly
	GO:0097178
	0.022727273
	86.3
	9.19376104
	0.011535111
	AIF1

	BP
	    24/9493 
	0.012150687
	1
	phagocytosis, engulfment
	GO:0006911
	0.020833333
	79.10833333
	8.793903425
	0.012578456
	AIF1

	BP
	    24/9493 
	0.012150687
	1
	regulation of keratinocyte proliferation
	GO:0010837
	0.020833333
	79.10833333
	8.793903425
	0.012578456
	IRF6

	BP
	    24/9493 
	0.012150687
	1
	positive regulation of receptor signaling pathway via STAT
	GO:1904894
	0.020833333
	79.10833333
	8.793903425
	0.012578456
	IL10RB

	BP
	    49/18986
	0.012150687
	1
	microglial cell activation
	GO:0001774
	0.020408163
	77.49387755
	8.701615418
	0.012839155
	AIF1

	BP
	    25/9493 
	0.012150687
	1
	antigen processing and presentation of exogenous antigen
	GO:0019884
	0.02
	75.944
	8.612088956
	0.013099798
	HLA-DPB1

	BP
	    25/9493 
	0.012150687
	1
	regulation of T cell migration
	GO:2000404
	0.02
	75.944
	8.612088956
	0.013099798
	AIF1

	BP
	    51/18986
	0.012150687
	1
	positive regulation of smooth muscle cell migration
	GO:0014911
	0.019607843
	74.45490196
	8.525188198
	0.013360386
	AIF1

	BP
	    51/18986
	0.012150687
	1
	Rac protein signal transduction
	GO:0016601
	0.019607843
	74.45490196
	8.525188198
	0.013360386
	AIF1

	BP
	    51/18986
	0.012150687
	1
	regulation of cellular respiration
	GO:0043457
	0.019607843
	74.45490196
	8.525188198
	0.013360386
	IL10RB

	BP
	    26/9493 
	0.012150687
	1
	leukocyte activation involved in inflammatory response
	GO:0002269
	0.019230769
	73.02307692
	8.440786488
	0.01362092
	AIF1

	BP
	    26/9493 
	0.012150687
	1
	negative regulation of chemotaxis
	GO:0050922
	0.019230769
	73.02307692
	8.440786488
	0.01362092
	AIF1

	BP
	    27/9493 
	0.012405106
	1
	monocyte chemotaxis
	GO:0002548
	0.018518519
	70.31851852
	8.279014871
	0.014141821
	AIF1

	BP
	    28/9493 
	0.012466801
	1
	positive regulation of G1/S transition of mitotic cell cycle
	GO:1900087
	0.017857143
	67.80714286
	8.125916653
	0.014662503
	AIF1

	BP
	    57/18986
	0.012466801
	1
	ruffle organization
	GO:0031529
	0.01754386
	66.61754386
	8.052381099
	0.014922761
	AIF1

	BP
	    57/18986
	0.012466801
	1
	plasma membrane invagination
	GO:0099024
	0.01754386
	66.61754386
	8.052381099
	0.014922761
	AIF1

	BP
	    29/9493 
	0.01248599
	1
	glial cell activation
	GO:0061900
	0.017241379
	65.46896552
	7.980738724
	0.015182964
	AIF1

	BP
	    30/9493 
	0.012715146
	1
	keratinocyte proliferation
	GO:0043616
	0.016666667
	63.28666667
	7.842816528
	0.015703205
	IRF6

	BP
	    32/9493 
	0.013351698
	1
	membrane invagination
	GO:0010324
	0.015625
	59.33125
	7.58644842
	0.016743029
	AIF1

	BP
	    65/18986
	0.013356518
	1
	proteoglycan biosynthetic process
	GO:0030166
	0.015384615
	58.41846154
	7.526047338
	0.017002847
	CANT1

	BP
	    69/18986
	0.013750094
	1
	mammary gland epithelium development
	GO:0061180
	0.014492754
	55.03188406
	7.297587032
	0.018041572
	IRF6

	BP
	    35/9493 
	0.013750094
	1
	negative regulation of smooth muscle cell proliferation
	GO:0048662
	0.014285714
	54.24571429
	7.243521993
	0.018301116
	AIF1

	BP
	    35/9493 
	0.013750094
	1
	regulation of lymphocyte migration
	GO:2000401
	0.014285714
	54.24571429
	7.243521993
	0.018301116
	AIF1

	BP
	    71/18986
	0.013750094
	1
	positive regulation of cell cycle G1/S phase transition
	GO:1902808
	0.014084507
	53.48169014
	7.190590765
	0.018560605
	AIF1

	BP
	    36/9493 
	0.013750094
	1
	antigen processing and presentation of peptide antigen
	GO:0048002
	0.013888889
	52.73888889
	7.138753926
	0.018820039
	HLA-DPB1

	BP
	    73/18986
	0.013750094
	1
	positive regulation of chemokine production
	GO:0032722
	0.01369863
	52.01643836
	7.08797395
	0.019079418
	AIF1

	BP
	    75/18986
	0.013750094
	1
	cranial skeletal system development
	GO:1904888
	0.013333333
	50.62933333
	6.989443267
	0.019598012
	IRF6

	BP
	    38/9493 
	0.013750094
	1
	T cell migration
	GO:0072678
	0.013157895
	49.96315789
	6.941625983
	0.019857227
	AIF1

	BP
	     7/1726 
	0.013750094
	1
	positive regulation of type II interferon production
	GO:0032729
	0.012987013
	49.31428571
	6.894732215
	0.020116387
	HLA-DPB1

	BP
	     7/1726 
	0.013750094
	1
	regulation of receptor signaling pathway via JAK-STAT
	GO:0046425
	0.012987013
	49.31428571
	6.894732215
	0.020116387
	IL10RB

	BP
	    43/9493 
	0.015145992
	1
	neuroinflammatory response
	GO:0150076
	0.011627907
	44.15348837
	6.50976019
	0.02244636
	AIF1

	BP
	    89/18986
	0.015277653
	1
	proteoglycan metabolic process
	GO:0006029
	0.011235955
	42.66516854
	6.394439357
	0.023222032
	CANT1

	BP
	    89/18986
	0.015277653
	1
	cellular response to virus
	GO:0098586
	0.011235955
	42.66516854
	6.394439357
	0.023222032
	IL10RB

	BP
	    46/9493 
	0.015318249
	1
	roof of mouth development
	GO:0060021
	0.010869565
	41.27391304
	6.284728841
	0.023997212
	IRF6

	BP
	    93/18986
	0.015318249
	1
	regulation of smooth muscle cell migration
	GO:0014910
	0.010752688
	40.83010753
	6.249326988
	0.024255495
	AIF1

	BP
	    47/9493 
	0.015318249
	1
	positive regulation of mononuclear cell migration
	GO:0071677
	0.010638298
	40.39574468
	6.214483379
	0.024513725
	AIF1

	BP
	    95/18986
	0.015318249
	1
	positive regulation of leukocyte chemotaxis
	GO:0002690
	0.010526316
	39.97052632
	6.180183328
	0.024771899
	AIF1

	BP
	    48/9493 
	0.015318249
	1
	regulation of stem cell proliferation
	GO:0072091
	0.010416667
	39.55416667
	6.146412683
	0.025030019
	IRF6

	BP
	    48/9493 
	0.015318249
	1
	regulation of receptor signaling pathway via STAT
	GO:1904892
	0.010416667
	39.55416667
	6.146412683
	0.025030019
	IL10RB

	BP
	    49/9493 
	0.015454383
	1
	cellular response to type II interferon
	GO:0071346
	0.010204082
	38.74693878
	6.080405537
	0.025546094
	AIF1

	BP
	    50/9493 
	0.015478573
	1
	smooth muscle cell migration
	GO:0014909
	0.01
	37.972
	6.016358543
	0.026061951
	AIF1

	BP
	   101/18986
	0.015478573
	1
	positive regulation of smooth muscle cell proliferation
	GO:0048661
	0.00990099
	37.5960396
	5.985039755
	0.026319798
	AIF1

	BP
	   103/18986
	0.015478573
	1
	positive regulation of interleukin-6 production
	GO:0032755
	0.009708738
	36.86601942
	5.923754524
	0.026835327
	AIF1

	BP
	   105/18986
	0.015478573
	1
	chemokine production
	GO:0032602
	0.00952381
	36.16380952
	5.86420077
	0.027350638
	AIF1

	BP
	   105/18986
	0.015478573
	1
	regulation of chemokine production
	GO:0032642
	0.00952381
	36.16380952
	5.86420077
	0.027350638
	AIF1

	BP
	   105/18986
	0.015478573
	1
	positive regulation of mitotic cell cycle phase transition
	GO:1901992
	0.00952381
	36.16380952
	5.86420077
	0.027350638
	AIF1

	BP
	     5/863  
	0.015982734
	1
	lymphocyte migration
	GO:0072676
	0.009090909
	34.52
	5.722372521
	0.02863796
	AIF1

	BP
	    56/9493 
	0.015982734
	1
	macrophage activation
	GO:0042116
	0.008928571
	33.90357143
	5.668273981
	0.029152507
	AIF1

	BP
	    56/9493 
	0.015982734
	1
	interferon-mediated signaling pathway
	GO:0140888
	0.008928571
	33.90357143
	5.668273981
	0.029152507
	IL10RB

	BP
	    57/9493 
	0.016097036
	1
	muscle cell migration
	GO:0014812
	0.00877193
	33.30877193
	5.615580673
	0.029666837
	AIF1

	BP
	    59/9493 
	0.016484877
	1
	antigen processing and presentation
	GO:0019882
	0.008474576
	32.17966102
	5.514170842
	0.030694841
	HLA-DPB1

	BP
	    11/1726 
	0.016727949
	1
	response to type II interferon
	GO:0034341
	0.008264463
	31.38181818
	5.441376781
	0.031465272
	AIF1

	BP
	    62/9493 
	0.016733896
	1
	type II interferon production
	GO:0032609
	0.008064516
	30.62258065
	5.371191308
	0.032235213
	HLA-DPB1

	BP
	    62/9493 
	0.016733896
	1
	regulation of type II interferon production
	GO:0032649
	0.008064516
	30.62258065
	5.371191308
	0.032235213
	HLA-DPB1

	BP
	   125/18986
	0.016733896
	1
	positive regulation of cell cycle phase transition
	GO:1901989
	0.008
	30.3776
	5.348348774
	0.032491751
	AIF1

	BP
	    63/9493 
	0.016733896
	1
	regulation of leukocyte chemotaxis
	GO:0002688
	0.007936508
	30.13650794
	5.325773425
	0.032748235
	AIF1

	BP
	    64/9493 
	0.01683251
	1
	stem cell proliferation
	GO:0072089
	0.0078125
	29.665625
	5.281403424
	0.033261039
	IRF6

	BP
	     6/863  
	0.017185963
	1
	cell surface receptor signaling pathway via JAK-STAT
	GO:0007259
	0.007575758
	28.76666667
	5.195647986
	0.034285996
	IL10RB

	BP
	    68/9493 
	0.017368462
	1
	mammary gland development
	GO:0030879
	0.007352941
	27.92058824
	5.113627402
	0.035310083
	IRF6

	BP
	    68/9493 
	0.017368462
	1
	positive regulation of mitotic cell cycle
	GO:0045931
	0.007352941
	27.92058824
	5.113627402
	0.035310083
	AIF1

	BP
	   145/18986
	0.018240116
	1
	positive regulation of chemotaxis
	GO:0050921
	0.006896552
	26.18758621
	4.941392305
	0.037611102
	AIF1

	BP
	    73/9493 
	0.018240116
	1
	regulation of generation of precursor metabolites and energy
	GO:0043467
	0.006849315
	26.00821918
	4.923222956
	0.037866499
	IL10RB

	BP
	   147/18986
	0.018240116
	1
	regulation of mononuclear cell migration
	GO:0071675
	0.006802721
	25.83129252
	4.905235116
	0.038121843
	AIF1

	BP
	   149/18986
	0.01831786
	1
	T cell receptor signaling pathway
	GO:0050852
	0.006711409
	25.48456376
	4.869791802
	0.038632367
	HLA-DPB1

	BP
	    76/9493 
	0.018513978
	1
	positive regulation of leukocyte migration
	GO:0002687
	0.006578947
	24.98157895
	4.817913993
	0.039397746
	AIF1

	BP
	    80/9493 
	0.019299662
	1
	cell surface receptor signaling pathway via STAT
	GO:0097696
	0.00625
	23.7325
	4.686611159
	0.041436375
	IL10RB

	BP
	    82/9493 
	0.019600365
	1
	actin filament bundle assembly
	GO:0051017
	0.006097561
	23.15365854
	4.624505021
	0.042454391
	AIF1

	BP
	   167/18986
	0.01972393
	1
	actin filament polymerization
	GO:0030041
	0.005988024
	22.73772455
	4.579360187
	0.043217334
	AIF1

	BP
	    84/9493 
	0.01972393
	1
	actin filament bundle organization
	GO:0061572
	0.005952381
	22.60238095
	4.564574372
	0.043471541
	AIF1

	BP
	    87/9493 
	0.019849282
	1
	regulation of smooth muscle cell proliferation
	GO:0048660
	0.005747126
	21.82298851
	4.478483276
	0.044995646
	AIF1

	BP
	   175/18986
	0.019849282
	1
	negative regulation of epithelial cell proliferation
	GO:0050680
	0.005714286
	21.69828571
	4.464555421
	0.045249475
	IRF6

	BP
	   177/18986
	0.019849282
	1
	interleukin-6 production
	GO:0032635
	0.005649718
	21.45310734
	4.437045027
	0.04575697
	AIF1

	BP
	   177/18986
	0.019849282
	1
	regulation of interleukin-6 production
	GO:0032675
	0.005649718
	21.45310734
	4.437045027
	0.04575697
	AIF1

	BP
	    89/9493 
	0.019849282
	1
	keratinocyte differentiation
	GO:0030216
	0.005617978
	21.33258427
	4.423459266
	0.046010636
	IRF6

	BP
	    89/9493 
	0.019849282
	1
	smooth muscle cell proliferation
	GO:0048659
	0.005617978
	21.33258427
	4.423459266
	0.046010636
	AIF1

	BP
	   189/18986
	0.020711974
	1
	appendage development
	GO:0048736
	0.005291005
	20.09100529
	4.281009462
	0.04879741
	IRF6

	BP
	   189/18986
	0.020711974
	1
	limb development
	GO:0060173
	0.005291005
	20.09100529
	4.281009462
	0.04879741
	IRF6

	BP
	   191/18986
	0.020759325
	1
	regulation of G1/S transition of mitotic cell cycle
	GO:2000045
	0.005235602
	19.88062827
	4.256402785
	0.049303396
	AIF1





	Table S5:All results of MR analysis using the aric cis-500kb dataset
	
	
	
	
	
	
	
	
	
	
	
	
	

	ProbeID
	ProbeChr
	ProbeName
	Probe_bp
	topSNP
	topSNP_chr
	topSNP_bp
	A1
	A2
	b_top
	se_top
	p_top
	b_ivw
	se_ivw
	p_ivw
	n_iv
	h2sic

	P55008
	6
	AIF1
	31615217
	rs3130623
	6
	31629923
	T
	C
	-0.174692
	0.134363
	1.94E-01
	-0.612774
	0.244952
	1.24E-02
	4
	0.500806

	Q8N128
	14
	FAM177A1
	35044907
	rs799473
	14
	35047007
	G
	T
	0.145656
	0.0334365
	1.32E-05
	0.13798
	0.0338813
	4.65E-05
	5
	0.912743

	Q08334
	21
	IL10RB
	33266367
	rs2843717
	21
	33287563
	T
	C
	0.0452422
	0.0833998
	5.87E-01
	0.0904736
	0.0657996
	1.69E-01
	2
	0.102358





	Table S6：All results of SMRIVW analysis using the fenland cis-500kb dataset
	
	
	
	
	
	
	
	
	
	
	
	

	ProbeID
	ProbeChr
	Gene
	Probe_bp
	topSNP
	topSNP_chr
	topSNP_bp
	A1
	A2
	b_top
	se_top
	p_top
	b_ivw
	se_ivw
	p_ivw
	n_iv
	h2cis

	P55008
	6
	AIF1
	31582994
	rs2261033
	6
	31603591
	A
	G
	-0.690326
	0.0759755
	1.04E-19
	-0.643019
	0.0939586
	7.77E-12
	6
	0.584487

	Q8N128
	14
	FAM177A1
	35514323
	rs799473
	14
	35516213
	T
	G
	0.18034
	0.0413984
	1.32E-05
	0.120311
	0.070373
	8.73E-02
	8
	0.889833

	Q08334
	21
	IL10RB
	34638672
	rs2843717
	21
	34659868
	T
	C
	0.0806303
	0.148634
	5.87E-01
	0.165446
	0.12434
	1.83E-01
	2
	0.0274243







	Table S7: All results of SMRIVW analysis using gudjsson cis-500kb dataset
	
	
	
	
	
	
	
	
	
	
	
	

	ProbeID
	ProbeChr
	ProbeName
	Probe_bp
	topSNP
	topSNP_chr
	topSNP_bp
	A1
	A2
	b_top
	se_top
	p_top
	b_ivw
	se_ivw
	p_ivw
	n_iv
	h2sic

	Q68CT2
	14
	FAM177A1
	35514323
	rs799473
	14
	35516213
	G
	T
	0.19079
	0.0437973
	1.32E-05
	0.145255
	0.0432355
	7.81E-04
	5
	0.679835

	Q9BUU4
	21
	IL10RB
	34638672
	rs2834167
	21
	34640788
	G
	A
	0.250937
	0.192129
	1.92E-01
	0.250937
	0.192129
	1.92E-01
	1
	0.0149735





	Table S8. The targets for PBC on opentarget
	
	
	
	
	
	
	
	

	Symbol
	OverallAssociationScore
	GeneticAssociations
	SomaticMutations
	Drugs
	PathwaysSystemsBiology
	TextMining
	RNA Expression
	AnimalModels
	TargetName

	NR1H4
	0.596947297
	No data
	No data
	0.950658607
	No data
	0.502982558
	No data
	0.275635824
	nuclear receptor subfamily 1 group H member 4

	IL12RB2
	0.469868756
	0.754730158
	No data
	No data
	No data
	0.363365328
	No data
	No data
	interleukin 12 receptor subunit beta 2

	STAT4
	0.468509158
	0.742430642
	No data
	No data
	No data
	0.564626969
	No data
	No data
	signal transducer and activator of transcription 4

	IL12A
	0.461638794
	0.737599797
	No data
	No data
	No data
	0.43521931
	No data
	No data
	interleukin 12A

	IL7R
	0.45447719
	0.743173601
	No data
	No data
	No data
	0.088137339
	No data
	No data
	interleukin 7 receptor

	TNFSF15
	0.442830176
	0.709892319
	No data
	No data
	No data
	0.370593896
	No data
	No data
	TNF superfamily member 15

	RAD51B
	0.43659806
	0.717410743
	No data
	No data
	No data
	0.01519827
	No data
	No data
	RAD51 paralog B

	TET2
	0.426189124
	0.701048747
	No data
	No data
	No data
	No data
	No data
	No data
	tet methylcytosine dioxygenase 2

	PPARA
	0.420957202
	No data
	No data
	0.66929774
	No data
	0.462897865
	No data
	No data
	peroxisome proliferator activated receptor alpha

	TMEM163
	0.420259965
	0.683933013
	No data
	No data
	No data
	0.147254349
	No data
	No data
	transmembrane protein 163

	CD226
	0.418988515
	0.657135942
	No data
	No data
	No data
	0.641366991
	No data
	No data
	CD226 molecule

	NFKB1
	0.416655121
	0.65970952
	No data
	No data
	No data
	0.513130323
	No data
	No data
	nuclear factor kappa B subunit 1

	CD58
	0.414556562
	0.675415709
	No data
	No data
	No data
	0.129967161
	No data
	No data
	CD58 molecule

	RIN3
	0.411559049
	0.676983384
	No data
	No data
	No data
	No data
	No data
	No data
	Ras and Rab interactor 3

	MANBA
	0.408376424
	0.651678728
	No data
	No data
	No data
	0.401389583
	No data
	No data
	mannosidase beta

	NAB1
	0.406362756
	0.666916049
	No data
	No data
	No data
	0.03039654
	No data
	No data
	NGFI-A binding protein 1

	PLCL2
	0.405696362
	0.665971866
	No data
	No data
	No data
	0.027356886
	No data
	No data
	phospholipase C like 2

	PPARD
	0.405587635
	No data
	No data
	0.663472904
	No data
	0.073759154
	No data
	No data
	peroxisome proliferator activated receptor delta

	TNFSF11
	0.395538348
	0.617702798
	No data
	No data
	No data
	0.658555003
	No data
	No data
	TNF superfamily member 11

	ELMO1
	0.394753136
	0.64857902
	No data
	No data
	No data
	0.01519827
	No data
	No data
	engulfment and cell motility 1

	CD80
	0.392299741
	0.136106618
	No data
	0.607930798
	No data
	0.150562518
	No data
	No data
	CD80 molecule

	POU2AF1
	0.383195535
	0.626561981
	No data
	No data
	No data
	0.075311546
	No data
	No data
	POU class 2 homeobox associating factor 1

	PPARG
	0.38236891
	No data
	No data
	0.616542117
	No data
	0.248514117
	No data
	No data
	peroxisome proliferator activated receptor gamma

	CD86
	0.379134304
	No data
	No data
	0.607930798
	No data
	0.314326887
	No data
	No data
	CD86 molecule

	IRF8
	0.372022791
	0.611189329
	No data
	No data
	No data
	0.01519827
	No data
	No data
	interferon regulatory factor 8

	EXOC3L4
	0.369187898
	0.607286059
	No data
	No data
	No data
	No data
	No data
	No data
	exocyst complex component 3 like 4

	SYNGR1
	0.364482211
	0.59476655
	No data
	No data
	No data
	0.095580231
	No data
	No data
	synaptogyrin 1

	DNMT3A
	0.361790774
	0.593978482
	No data
	No data
	No data
	0.022797405
	No data
	No data
	DNA methyltransferase 3 alpha

	IL21
	0.355732722
	0.58317754
	No data
	No data
	No data
	0.039515502
	No data
	No data
	interleukin 21

	TNFRSF1A
	0.352185399
	0.576043438
	No data
	No data
	No data
	0.065495997
	No data
	No data
	TNF receptor superfamily member 1A

	DHFR
	0.352127473
	No data
	No data
	0.579222954
	No data
	No data
	No data
	No data
	dihydrofolate reductase

	IL21R
	0.350694149
	0.552888877
	No data
	No data
	No data
	0.47952737
	No data
	No data
	interleukin 21 receptor

	CTLA4
	0.339563966
	0.529805338
	No data
	No data
	No data
	0.575032022
	No data
	No data
	cytotoxic T-lymphocyte associated protein 4

	HLA-DRA
	0.337625073
	0.552758572
	No data
	No data
	No data
	0.052180727
	No data
	No data
	major histocompatibility complex, class II, DR alpha

	DENND1B
	0.335980537
	0.550860801
	No data
	No data
	No data
	0.036033409
	No data
	No data
	DENN domain containing 1B

	ANP32B
	0.32384085
	0.532693608
	No data
	No data
	No data
	No data
	No data
	No data
	acidic nuclear phosphoprotein 32 family member B

	CD28
	0.322541928
	0.523031812
	No data
	No data
	No data
	0.150503371
	No data
	No data
	CD28 molecule

	CLEC16A
	0.313852288
	0.513191026
	No data
	No data
	No data
	0.061443125
	No data
	No data
	C-type lectin domain containing 16A

	SPIB
	0.30902859
	0.505888615
	No data
	No data
	No data
	0.048799008
	No data
	No data
	Spi-B transcription factor

	IKZF3
	0.304932867
	0.497875322
	No data
	No data
	No data
	0.074321782
	No data
	No data
	IKAROS family zinc finger 3

	ETS1
	0.304724377
	0.475107437
	No data
	No data
	No data
	0.522820486
	No data
	No data
	ETS proto-oncogene 1, transcription factor

	CCR6
	0.301388205
	0.495760712
	No data
	No data
	No data
	No data
	No data
	No data
	C-C motif chemokine receptor 6

	IRF5
	0.298810099
	0.487142512
	No data
	No data
	No data
	0.087548246
	No data
	No data
	interferon regulatory factor 5

	WDFY4
	0.298020688
	0.489309506
	No data
	No data
	No data
	0.018237924
	No data
	No data
	WDFY family member 4

	MMEL1
	0.29313533
	0.478242252
	No data
	No data
	No data
	0.078862134
	No data
	No data
	membrane metalloendopeptidase like 1

	ITGB8
	0.292342052
	0.480880477
	No data
	No data
	No data
	No data
	No data
	No data
	integrin subunit beta 8

	TNPO3
	0.282857684
	0.460626213
	No data
	No data
	No data
	0.09306397
	No data
	No data
	transportin 3

	IL12B
	0.274507615
	0.420076258
	No data
	0.12158616
	No data
	0.04821229
	No data
	No data
	interleukin 12B

	PRKCB
	0.273932358
	0.445582499
	No data
	No data
	No data
	0.100308582
	No data
	No data
	protein kinase C beta

	TYK2
	0.268864998
	0.440384844
	No data
	No data
	No data
	0.037553236
	No data
	No data
	tyrosine kinase 2

	TJP2
	0.266097495
	0.437710174
	No data
	No data
	No data
	No data
	No data
	No data
	tight junction protein 2

	FCRL3
	0.265933119
	0.432888751
	No data
	No data
	No data
	0.09102075
	No data
	No data
	Fc receptor like 3

	TNFSF8
	0.262132838
	0.428680899
	No data
	No data
	No data
	0.050154291
	No data
	No data
	TNF superfamily member 8

	TUBB4B
	0.258705898
	No data
	No data
	0.425551558
	No data
	No data
	No data
	No data
	tubulin beta 4B class IVb

	TUBB2A
	0.258705898
	No data
	No data
	0.425551558
	No data
	No data
	No data
	No data
	tubulin beta 2A class IIa

	TUBB8
	0.258705898
	No data
	No data
	0.425551558
	No data
	No data
	No data
	No data
	tubulin beta 8 class VIII

	TUBB6
	0.258705898
	No data
	No data
	0.425551558
	No data
	No data
	No data
	No data
	tubulin beta 6 class V

	TUBB
	0.258705898
	No data
	No data
	0.425551558
	No data
	No data
	No data
	No data
	tubulin beta class I

	TUBB2B
	0.258705898
	No data
	No data
	0.425551558
	No data
	No data
	No data
	No data
	tubulin beta 2B class IIb

	TUBB1
	0.258705898
	No data
	No data
	0.425551558
	No data
	No data
	No data
	No data
	tubulin beta 1 class VI

	TUBB4A
	0.258705898
	No data
	No data
	0.425551558
	No data
	No data
	No data
	No data
	tubulin beta 4A class IVa

	TUBB3
	0.258705898
	No data
	No data
	0.425551558
	No data
	No data
	No data
	No data
	tubulin beta 3 class III

	IL16
	0.256958742
	0.41274386
	No data
	No data
	No data
	0.198675162
	No data
	No data
	interleukin 16

	CCDC88B
	0.254249172
	0.41700472
	No data
	No data
	No data
	0.024317232
	No data
	No data
	coiled-coil domain containing 88B

	ARID3A
	0.250242253
	0.390083846
	No data
	No data
	No data
	0.43091317
	No data
	No data
	AT-rich interaction domain 3A

	OLIG3
	0.244287839
	0.401834946
	No data
	No data
	No data
	No data
	No data
	No data
	oligodendrocyte transcription factor 3

	TIMMDC1
	0.243601555
	0.397818389
	No data
	No data
	No data
	0.057753426
	No data
	No data
	translocase of inner mitochondrial membrane domain containing 1

	ZPBP2
	0.240689096
	0.391073961
	No data
	No data
	No data
	0.096826489
	No data
	No data
	zona pellucida binding protein 2

	RMI2
	0.223539331
	0.367705226
	No data
	No data
	No data
	No data
	No data
	No data
	RecQ mediated genome instability 2

	RARB
	0.220791395
	0.36318508
	No data
	No data
	No data
	No data
	No data
	No data
	retinoic acid receptor beta

	ID2
	0.209326722
	0.344326563
	No data
	No data
	No data
	No data
	No data
	No data
	inhibitor of DNA binding 2

	HLA-DQB1
	0.206515033
	0.338789651
	No data
	No data
	No data
	0.018237924
	No data
	No data
	major histocompatibility complex, class II, DQ beta 1

	SOCS1
	0.203792066
	0.310215204
	No data
	No data
	No data
	0.500145408
	No data
	No data
	suppressor of cytokine signaling 1

	DDX6
	0.202312364
	0.332788476
	No data
	No data
	No data
	No data
	No data
	No data
	DEAD-box helicase 6

	CXCR5
	0.2012038
	0.32040411
	No data
	No data
	No data
	0.211217265
	No data
	No data
	C-X-C motif chemokine receptor 5

	KCNRG
	0.197636872
	0.325097648
	No data
	No data
	No data
	No data
	No data
	No data
	potassium channel regulator

	FCRL4
	0.188604831
	0.310240626
	No data
	No data
	No data
	No data
	No data
	No data
	Fc receptor like 4

	POGLUT1
	0.18581558
	0.291450581
	No data
	No data
	No data
	0.284038778
	No data
	No data
	protein O-glucosyltransferase 1

	NDFIP1
	0.184520517
	0.303522239
	No data
	No data
	No data
	No data
	No data
	No data
	Nedd4 family interacting protein 1

	STARD5
	0.179035365
	0.294499581
	No data
	No data
	No data
	No data
	No data
	No data
	StAR related lipid transfer domain containing 5

	GSDMB
	0.169653073
	0.274658925
	No data
	No data
	No data
	0.088149966
	No data
	No data
	gasdermin B

	SRP54
	0.167553645
	0.275613023
	No data
	No data
	No data
	No data
	No data
	No data
	signal recognition particle 54

	HLA-DPB1
	0.16672433
	0.259453512
	No data
	No data
	No data
	0.295906998
	No data
	No data
	major histocompatibility complex, class II, DP beta 1

	TMEM39A
	0.163586352
	0.26695937
	No data
	No data
	No data
	0.042555156
	No data
	No data
	transmembrane protein 39A

	LTBR
	0.162879782
	0.265797116
	No data
	No data
	No data
	0.042555156
	No data
	No data
	lymphotoxin beta receptor

	CEP43
	0.161171869
	0.259644109
	No data
	No data
	No data
	0.109427544
	No data
	No data
	centrosomal protein 43

	RPL3
	0.158416606
	0.260583288
	No data
	No data
	No data
	No data
	No data
	No data
	ribosomal protein L3

	ATXN2
	0.157062095
	0.257443323
	No data
	No data
	No data
	0.018237924
	No data
	No data
	ataxin 2

	FBH1
	0.155524776
	0.255826447
	No data
	No data
	No data
	No data
	No data
	No data
	F-box DNA helicase 1

	LCE3E
	0.148823146
	0.244802775
	No data
	No data
	No data
	No data
	No data
	No data
	late cornified envelope 3E

	ARHGAP31
	0.146785477
	0.239019241
	No data
	No data
	No data
	0.048634464
	No data
	No data
	Rho GTPase activating protein 31

	CACNA1S
	0.145782121
	0.239800519
	No data
	No data
	No data
	No data
	No data
	No data
	calcium voltage-gated channel subunit alpha1 S

	CFAP263
	0.144843479
	0.238256524
	No data
	No data
	No data
	No data
	No data
	No data
	cilia and flagella associated protein 263

	STAT1
	0.143381386
	0.22348179
	No data
	No data
	No data
	0.247394061
	No data
	No data
	signal transducer and activator of transcription 1

	SH2B3
	0.142189774
	0.232827503
	No data
	No data
	No data
	0.021277578
	No data
	No data
	SH2B adaptor protein 3

	NR3C1
	0.141174371
	No data
	No data
	0.227974049
	No data
	0.084941442
	No data
	No data
	nuclear receptor subfamily 3 group C member 1

	BBS12
	0.140089669
	0.230436867
	No data
	No data
	No data
	No data
	No data
	No data
	Bardet-Biedl syndrome 12

	HLA-DPA1
	0.136796478
	0.221828182
	No data
	No data
	No data
	0.063832734
	No data
	No data
	major histocompatibility complex, class II, DP alpha 1

	PRDM1
	0.136501683
	0.223015076
	No data
	No data
	No data
	0.03039654
	No data
	No data
	PR/SET domain 1

	CAPSL
	0.132951403
	0.218087031
	No data
	No data
	No data
	0.012158616
	No data
	No data
	calcyphosine like

	LRRC18
	0.131656141
	0.216564356
	No data
	No data
	No data
	No data
	No data
	No data
	leucine rich repeat containing 18

	NFATC3
	0.130946572
	0.211293635
	No data
	No data
	No data
	0.082070658
	No data
	No data
	nuclear factor of activated T cells 3

	TRIM13
	0.120316637
	0.197911731
	No data
	No data
	No data
	No data
	No data
	No data
	tripartite motif containing 13

	SCNN1A
	0.115136514
	0.189390822
	No data
	No data
	No data
	No data
	No data
	No data
	sodium channel epithelial 1 subunit alpha

	SLC10A2
	0.113647157
	No data
	No data
	0.177954854
	No data
	0.179721794
	No data
	No data
	solute carrier family 10 member 2

	MAST3
	0.111874702
	0.184025389
	No data
	No data
	No data
	No data
	No data
	No data
	microtubule associated serine/threonine kinase 3

	CD4
	0.108900251
	No data
	No data
	No data
	No data
	0.895663215
	No data
	No data
	CD4 molecule

	KLB
	0.106849642
	No data
	No data
	0.151982699
	No data
	0.475536979
	No data
	No data
	klotho beta

	PRXL2B
	0.105959985
	0.174296129
	No data
	No data
	No data
	No data
	No data
	No data
	peroxiredoxin like 2B

	FGF19
	0.101568968
	No data
	No data
	No data
	No data
	0.835366197
	No data
	No data
	fibroblast growth factor 19

	SP100
	0.099575512
	No data
	No data
	No data
	No data
	0.818970785
	No data
	No data
	SP100 nuclear antigen

	CD8A
	0.099406891
	No data
	No data
	No data
	No data
	0.817583939
	No data
	No data
	CD8 subunit alpha

	ATG5
	0.099312783
	0.163361987
	No data
	No data
	No data
	No data
	No data
	No data
	autophagy related 5

	SCHIP1
	0.09657718
	0.156962345
	No data
	No data
	No data
	0.037995675
	No data
	No data
	schwannomin interacting protein 1

	PML
	0.096527596
	No data
	No data
	No data
	No data
	0.793902825
	No data
	No data
	PML nuclear body scaffold

	NUP210
	0.095013184
	No data
	No data
	No data
	No data
	0.781447365
	No data
	No data
	nucleoporin 210

	FGFR4
	0.09417331
	No data
	No data
	0.151982699
	No data
	0.058504896
	No data
	No data
	fibroblast growth factor receptor 4

	CXCR3
	0.093512273
	No data
	No data
	No data
	No data
	0.769102942
	No data
	No data
	C-X-C motif chemokine receptor 3

	FGF1
	0.092394964
	No data
	No data
	0.151982699
	No data
	No data
	No data
	No data
	fibroblast growth factor 1

	KIDINS220
	0.090982347
	0.149659053
	No data
	No data
	No data
	No data
	No data
	No data
	kinase D interacting substrate 220

	CXCL10
	0.090593653
	No data
	No data
	0.12158616
	No data
	0.548670427
	No data
	No data
	C-X-C motif chemokine ligand 10

	KIF21B
	0.089224129
	0.146766916
	No data
	No data
	No data
	No data
	No data
	No data
	kinesin family member 21B

	SLC4A2
	0.088592746
	No data
	No data
	No data
	No data
	0.728641702
	No data
	No data
	solute carrier family 4 member 2

	ESR1
	0.086642103
	No data
	No data
	No data
	No data
	0.712598399
	No data
	No data
	estrogen receptor 1

	KLHL12
	0.085843725
	No data
	No data
	No data
	No data
	0.706032046
	No data
	No data
	kelch like family member 12

	TNFAIP3
	0.084362877
	0.136946734
	No data
	No data
	No data
	0.036475848
	No data
	No data
	TNF alpha induced protein 3

	ABCB4
	0.084244838
	No data
	No data
	No data
	No data
	0.583222065
	No data
	0.438638957
	ATP binding cassette subfamily B member 4

	POU2AF3
	0.084100932
	0.131652409
	No data
	No data
	No data
	0.133744775
	No data
	No data
	POU class 2 homeobox associating factor 3

	CD19
	0.083523577
	No data
	No data
	No data
	No data
	0.686949711
	No data
	No data
	CD19 molecule

	CTSZ
	0.083265931
	No data
	No data
	No data
	No data
	0.684830666
	No data
	No data
	cathepsin Z

	CX3CL1
	0.082059824
	No data
	No data
	0.12158616
	No data
	0.2679204
	No data
	No data
	C-X3-C motif chemokine ligand 1

	HLA-DRB1
	0.081817855
	No data
	No data
	No data
	No data
	0.672920795
	No data
	No data
	major histocompatibility complex, class II, DR beta 1

	DUS2
	0.081317558
	0.133761208
	No data
	No data
	No data
	No data
	No data
	No data
	dihydrouridine synthase 2

	NANS
	0.081183783
	0.133541158
	No data
	No data
	No data
	No data
	No data
	No data
	N-acetylneuraminate synthase

	CCL2
	0.080921293
	No data
	No data
	No data
	No data
	0.66554691
	No data
	No data
	C-C motif chemokine ligand 2

	AKAP11
	0.079638604
	0.130999456
	No data
	No data
	No data
	No data
	No data
	No data
	A-kinase anchoring protein 11

	DEXI
	0.079226098
	0.130320915
	No data
	No data
	No data
	No data
	No data
	No data
	Dexi homolog

	ACE
	0.078970227
	No data
	No data
	0.12158616
	No data
	0.166277362
	No data
	No data
	angiotensin I converting enzyme

	ENPP2
	0.078767632
	No data
	No data
	No data
	No data
	0.647833871
	No data
	No data
	ectonucleotide pyrophosphatase/phosphodiesterase 2

	LAMP2
	0.078494655
	No data
	No data
	No data
	No data
	0.645588733
	No data
	No data
	lysosomal associated membrane protein 2

	GDF15
	0.076646755
	No data
	No data
	No data
	No data
	0.630390463
	No data
	No data
	growth differentiation factor 15

	NOX1
	0.076100085
	No data
	No data
	0.12158616
	No data
	0.071854043
	No data
	No data
	NADPH oxidase 1

	RPS6KA4
	0.075524213
	0.123404135
	No data
	No data
	No data
	0.016549227
	No data
	No data
	ribosomal protein S6 kinase A4

	MAPT
	0.075521631
	0.124227349
	No data
	No data
	No data
	No data
	No data
	No data
	microtubule associated protein tau

	LGALS3
	0.075455991
	No data
	No data
	No data
	No data
	0.620596878
	No data
	No data
	galectin 3

	SPPL2C
	0.075400721
	0.124028461
	No data
	No data
	No data
	No data
	No data
	No data
	signal peptide peptidase like 2C

	NOX4
	0.075088874
	No data
	No data
	0.12158616
	No data
	0.038586719
	No data
	No data
	NADPH oxidase 4

	ACE2
	0.074819388
	No data
	No data
	No data
	No data
	0.615361063
	No data
	No data
	angiotensin converting enzyme 2

	MMP3
	0.074819388
	No data
	No data
	No data
	No data
	0.615361063
	No data
	No data
	matrix metallopeptidase 3

	TNP2
	0.074711557
	0.122894839
	No data
	No data
	No data
	No data
	No data
	No data
	transition protein 2

	DUOX2
	0.074634598
	No data
	No data
	No data
	No data
	0.613841236
	No data
	No data
	dual oxidase 2

	PDE5A
	0.074285551
	No data
	No data
	0.12158616
	No data
	0.012158616
	No data
	No data
	phosphodiesterase 5A

	ADORA2A
	0.074285551
	No data
	No data
	0.12158616
	No data
	0.012158616
	No data
	No data
	adenosine A2a receptor

	S100A6
	0.074285551
	No data
	No data
	No data
	No data
	0.610970452
	No data
	No data
	S100 calcium binding protein A6

	PDE6C
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 6C

	ITGA1
	0.073915971
	No data
	No data
	No data
	No data
	0.607930798
	No data
	No data
	integrin subunit alpha 1

	PDE6D
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 6D

	PDE9A
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 9A

	PDE6G
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 6G

	S1PR4
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	sphingosine-1-phosphate receptor 4

	PDE8A
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 8A

	S1PR5
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	sphingosine-1-phosphate receptor 5

	PDE3A
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 3A

	PDE4D
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 4D

	AKR1B10
	0.073915971
	No data
	No data
	No data
	No data
	0.607930798
	No data
	No data
	aldo-keto reductase family 1 member B10

	PDE6B
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 6B

	PDE1B
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 1B

	PDE1A
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 1A

	PDE2A
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 2A

	CD47
	0.073915971
	No data
	No data
	No data
	No data
	0.607930798
	No data
	No data
	CD47 molecule

	PDE4B
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 4B

	S1PR1
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	sphingosine-1-phosphate receptor 1

	PDE8B
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 8B

	PDE6H
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 6H

	PDE7B
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 7B

	PDE7A
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 7A

	PDE10A
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 10A

	PDE3B
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 3B

	PDE4C
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 4C

	EDNRB
	0.073915971
	No data
	No data
	No data
	No data
	0.607930798
	No data
	No data
	endothelin receptor type B

	ADORA2B
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	adenosine A2b receptor

	PDE6A
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 6A

	PDE4A
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 4A

	PDE1C
	0.073915971
	No data
	No data
	0.12158616
	No data
	No data
	No data
	No data
	phosphodiesterase 1C

	FAM177A1
	0.07342291
	0.110896236
	No data
	No data
	No data
	0.197577509
	No data
	No data
	family with sequence similarity 177 member A1

	TNFRSF11A
	0.071242459
	No data
	No data
	No data
	No data
	0.585942175
	No data
	No data
	TNF receptor superfamily member 11a

	EZH2
	0.070220172
	No data
	No data
	No data
	No data
	0.577534258
	No data
	No data
	enhancer of zeste 2 polycomb repressive complex 2 subunit

	VDR
	0.06998805
	No data
	No data
	No data
	No data
	0.575625141
	No data
	No data
	vitamin D receptor

	KCP
	0.069038425
	0.113562966
	No data
	No data
	No data
	No data
	No data
	No data
	kielin cysteine rich BMP regulator

	CD33
	0.068700789
	No data
	No data
	No data
	No data
	0.565037902
	No data
	No data
	CD33 molecule

	HAMP
	0.068148459
	No data
	No data
	No data
	No data
	0.560495205
	No data
	No data
	hepcidin antimicrobial peptide

	IFIT3
	0.067633113
	No data
	No data
	No data
	No data
	0.55625668
	No data
	No data
	interferon induced protein with tetratricopeptide repeats 3

	AVP
	0.067602315
	No data
	No data
	No data
	No data
	0.556003375
	No data
	No data
	arginine vasopressin

	ORMDL3
	0.066688924
	0.088596708
	No data
	No data
	No data
	0.42203018
	No data
	No data
	ORMDL sphingolipid biosynthesis regulator 3

	FGF2
	0.066669126
	0.109057719
	No data
	No data
	No data
	0.012158616
	No data
	No data
	fibroblast growth factor 2

	TTC34
	0.065039597
	0.106985198
	No data
	No data
	No data
	No data
	No data
	No data
	tetratricopeptide repeat domain 34

	DLAT
	0.062919312
	No data
	No data
	No data
	No data
	0.517487454
	No data
	No data
	dihydrolipoamide S-acetyltransferase

	TOP2B
	0.062719055
	0.103168083
	No data
	No data
	No data
	No data
	No data
	No data
	DNA topoisomerase II beta

	GOLM1
	0.062089416
	No data
	No data
	No data
	No data
	0.51066187
	No data
	No data
	golgi membrane protein 1

	ICAM3
	0.062041072
	0.102052852
	No data
	No data
	No data
	No data
	No data
	No data
	intercellular adhesion molecule 3

	TGFB2
	0.061429921
	No data
	No data
	No data
	No data
	0.505237776
	No data
	No data
	transforming growth factor beta 2

	SP140
	0.061330532
	No data
	No data
	No data
	No data
	0.504420344
	No data
	No data
	SP140 nuclear body protein

	SLC12A4
	0.060738804
	0.09991072
	No data
	No data
	No data
	No data
	No data
	No data
	solute carrier family 12 member 4

	C4A
	0.060519896
	No data
	No data
	No data
	No data
	0.49775317
	No data
	No data
	complement C4A (Chido/Rodgers blood group)

	ADAM17
	0.060241516
	No data
	No data
	No data
	No data
	0.4954636
	No data
	No data
	ADAM metallopeptidase domain 17

	ZNF322
	0.058748551
	0.096636906
	No data
	No data
	No data
	No data
	No data
	No data
	zinc finger protein 322

	TRIM14
	0.058335758
	0.095957892
	No data
	No data
	No data
	No data
	No data
	No data
	tripartite motif containing 14

	SOX17
	0.05783047
	No data
	No data
	No data
	No data
	No data
	No data
	0.475633657
	SRY-box transcription factor 17

	IGHG3
	0.057568498
	No data
	No data
	No data
	No data
	0.473479037
	No data
	No data
	immunoglobulin heavy constant gamma 3 (G3m marker)

	GPT
	0.057323214
	No data
	No data
	No data
	No data
	0.471461674
	No data
	No data
	glutamic--pyruvic transaminase

	CD40LG
	0.056971386
	No data
	No data
	No data
	No data
	0.468568018
	No data
	No data
	CD40 ligand

	ACAD10
	0.056766361
	0.093376353
	No data
	No data
	No data
	No data
	No data
	No data
	acyl-CoA dehydrogenase family member 10

	GHRL
	0.056360928
	No data
	No data
	No data
	No data
	0.463547233
	No data
	No data
	ghrelin and obestatin prepropeptide

	CXCL12
	0.055848534
	No data
	No data
	No data
	No data
	0.459332987
	No data
	No data
	C-X-C motif chemokine ligand 12

	KEAP1
	0.055806558
	No data
	No data
	No data
	No data
	0.458987752
	No data
	No data
	kelch like ECH associated protein 1

	CD163
	0.055739794
	No data
	No data
	No data
	No data
	0.458438642
	No data
	No data
	CD163 molecule

	IL10
	0.055580278
	No data
	No data
	No data
	No data
	0.386667504
	No data
	0.281836718
	interleukin 10

	HK1
	0.054890891
	No data
	No data
	No data
	No data
	0.451456734
	No data
	No data
	hexokinase 1

	TNFRSF11B
	0.054795552
	No data
	No data
	No data
	No data
	0.45067261
	No data
	No data
	TNF receptor superfamily member 11b

	KRT7
	0.054500599
	No data
	No data
	No data
	No data
	0.448246731
	No data
	No data
	keratin 7

	BRAP
	0.054443075
	0.089554724
	No data
	No data
	No data
	No data
	No data
	No data
	BRCA1 associated protein

	EDN2
	0.054328239
	No data
	No data
	No data
	No data
	0.446829136
	No data
	No data
	endothelin 2

	IL31
	0.053979191
	No data
	No data
	No data
	No data
	0.443958352
	No data
	No data
	interleukin 31

	CD1C
	0.053558281
	No data
	No data
	No data
	No data
	0.440496524
	No data
	No data
	CD1c molecule

	ZC3H12A
	0.053504486
	No data
	No data
	No data
	No data
	0.440054085
	No data
	No data
	zinc finger CCCH-type containing 12A

	PKHD1
	0.053444943
	No data
	No data
	No data
	No data
	No data
	No data
	0.439564363
	PKHD1 ciliary IPT domain containing fibrocystin/polyductin

	UBLCP1
	0.053104022
	0.087352085
	No data
	No data
	No data
	No data
	No data
	No data
	ubiquitin like domain containing CTD phosphatase 1

	LEP
	0.052767199
	No data
	No data
	No data
	No data
	0.433990176
	No data
	No data
	leptin

	TNFRSF4
	0.052323884
	No data
	No data
	No data
	No data
	0.430344079
	No data
	No data
	TNF receptor superfamily member 4

	IFNG
	0.051421061
	No data
	No data
	No data
	No data
	0.422918705
	No data
	No data
	interferon gamma

	PIGR
	0.05118681
	No data
	No data
	No data
	No data
	0.420992077
	No data
	No data
	polymeric immunoglobulin receptor

	FCRL1
	0.050567937
	0.083180416
	No data
	No data
	No data
	No data
	No data
	No data
	Fc receptor like 1

	IL2
	0.049990991
	No data
	No data
	No data
	No data
	0.345637182
	No data
	0.262078967
	interleukin 2

	TIGIT
	0.049898619
	No data
	No data
	No data
	No data
	0.410397195
	No data
	No data
	T cell immunoreceptor with Ig and ITIM domains

	DLEU7
	0.049581602
	0.081557971
	No data
	No data
	No data
	No data
	No data
	No data
	deleted in lymphocytic leukemia 7

	HLA-DQA1
	0.049577959
	0.07149047
	No data
	No data
	No data
	0.20123016
	No data
	No data
	major histocompatibility complex, class II, DQ alpha 1

	ABCB11
	0.049574082
	No data
	No data
	No data
	No data
	0.407728003
	No data
	No data
	ATP binding cassette subfamily B member 11

	IL17A
	0.048979892
	No data
	No data
	No data
	No data
	0.402841018
	No data
	No data
	interleukin 17A

	TGFB1
	0.048904951
	No data
	No data
	No data
	No data
	0.402224651
	No data
	No data
	transforming growth factor beta 1

	CDKN1A
	0.048784879
	No data
	No data
	No data
	No data
	0.401237108
	No data
	No data
	cyclin dependent kinase inhibitor 1A

	DOK6
	0.048724605
	0.080148276
	No data
	No data
	No data
	No data
	No data
	No data
	docking protein 6

	UGT3A1
	0.048612253
	0.079051569
	No data
	No data
	No data
	0.018237924
	No data
	No data
	UDP glycosyltransferase family 3 member A1

	TNF
	0.048400029
	No data
	No data
	No data
	No data
	0.398071862
	No data
	No data
	tumor necrosis factor

	DPEP2
	0.048066048
	0.079064999
	No data
	No data
	No data
	No data
	No data
	No data
	dipeptidase 2

	CD79A
	0.047913056
	No data
	No data
	No data
	No data
	0.394066691
	No data
	No data
	CD79a molecule

	BTF3P11
	0.047873526
	No data
	No data
	No data
	No data
	0.393741579
	No data
	No data
	basic transcription factor 3 pseudogene 11

	SSB
	0.047226343
	No data
	No data
	No data
	No data
	0.388418741
	No data
	No data
	small RNA binding exonuclease protection factor La

	SRC
	0.046936642
	No data
	No data
	No data
	No data
	0.386036056
	No data
	No data
	SRC proto-oncogene, non-receptor tyrosine kinase

	FAS
	0.046793559
	No data
	No data
	No data
	No data
	0.125031973
	No data
	0.35360126
	Fas cell surface death receptor

	JAK1
	0.046754521
	No data
	No data
	0.06079308
	No data
	0.047114637
	No data
	0.301351296
	Janus kinase 1

	IL33
	0.046615928
	No data
	No data
	No data
	No data
	0.383398312
	No data
	No data
	interleukin 33

	FCRL5
	0.046234367
	0.074532196
	No data
	No data
	No data
	0.03039654
	No data
	No data
	Fc receptor like 5

	ITGAM
	0.045694443
	No data
	No data
	No data
	No data
	0.375819442
	No data
	No data
	integrin subunit alpha M

	SIGLEC1
	0.045458322
	No data
	No data
	No data
	No data
	0.373877441
	No data
	No data
	sialic acid binding Ig like lectin 1

	CA2
	0.045162742
	No data
	No data
	No data
	No data
	0.371446407
	No data
	No data
	carbonic anhydrase 2

	FCN1
	0.044996347
	No data
	No data
	No data
	No data
	0.370077873
	No data
	No data
	ficolin 1

	IL12RB1
	0.044719504
	0.067489324
	No data
	No data
	No data
	0.12141729
	No data
	No data
	interleukin 12 receptor subunit beta 1

	PRTN3
	0.043633624
	No data
	No data
	No data
	No data
	0.358869993
	No data
	No data
	proteinase 3

	GGTLC5P
	0.04348896
	No data
	No data
	No data
	No data
	0.357680187
	No data
	No data
	gamma-glutamyltransferase light chain 5 pseudogene

	GGTLC4P
	0.04348896
	No data
	No data
	No data
	No data
	0.357680187
	No data
	No data
	gamma-glutamyltransferase light chain 4 pseudogene

	CDKN1B
	0.043425633
	No data
	No data
	No data
	No data
	0.357159344
	No data
	No data
	cyclin dependent kinase inhibitor 1B

	F2R
	0.043403458
	No data
	No data
	No data
	No data
	No data
	No data
	0.356976964
	coagulation factor II thrombin receptor

	MALRD1
	0.043403458
	No data
	No data
	No data
	No data
	No data
	No data
	0.356976964
	MAM and LDL receptor class A domain containing 1

	CXCR6
	0.043240843
	No data
	No data
	No data
	No data
	0.355639517
	No data
	No data
	C-X-C motif chemokine receptor 6

	SQSTM1
	0.04322478
	No data
	No data
	No data
	No data
	0.355507404
	No data
	No data
	sequestosome 1

	SPRYD7
	0.042939021
	0.07063143
	No data
	No data
	No data
	No data
	No data
	No data
	SPRY domain containing 7

	SLC39A8
	0.042695769
	0.070231298
	No data
	No data
	No data
	No data
	No data
	No data
	solute carrier family 39 member 8

	SIRPA
	0.042132103
	No data
	No data
	No data
	No data
	0.346520555
	No data
	No data
	signal regulatory protein alpha

	PRM2
	0.042115358
	0.069276565
	No data
	No data
	No data
	No data
	No data
	No data
	protamine 2

	LBHD2
	0.041944531
	0.068995568
	No data
	No data
	No data
	No data
	No data
	No data
	LBH domain containing 2

	ONECUT2
	0.041821656
	No data
	No data
	No data
	No data
	No data
	No data
	0.343967245
	one cut homeobox 2

	GPBAR1
	0.041539692
	No data
	No data
	No data
	No data
	0.107689688
	No data
	0.314725774
	G protein-coupled bile acid receptor 1

	SLC15A5
	0.041370769
	No data
	No data
	No data
	No data
	No data
	No data
	0.340258867
	solute carrier family 15 member 5

	TRBV20OR9-2
	0.041295592
	No data
	No data
	No data
	No data
	0.339640566
	No data
	No data
	T cell receptor beta variable 20/OR9-2 (non-functional)

	KRT19
	0.040739944
	No data
	No data
	No data
	No data
	0.335070572
	No data
	No data
	keratin 19

	C3
	0.040696128
	No data
	No data
	No data
	No data
	0.261101079
	No data
	0.26943493
	complement C3

	CD40
	0.040686749
	No data
	No data
	No data
	No data
	0.334633061
	No data
	No data
	CD40 molecule

	PRM3
	0.040235424
	0.066184217
	No data
	No data
	No data
	No data
	No data
	No data
	protamine 3

	PRM1
	0.040210914
	0.0661439
	No data
	No data
	No data
	No data
	No data
	No data
	protamine 1

	PRDX5
	0.040160766
	0.064845549
	No data
	No data
	No data
	0.024317232
	No data
	No data
	peroxiredoxin 5

	CALR
	0.040156649
	No data
	No data
	No data
	No data
	0.330273191
	No data
	No data
	calreticulin

	TNFAIP8L2
	0.039873971
	No data
	No data
	No data
	No data
	0.252291281
	No data
	0.264875449
	TNF alpha induced protein 8 like 2

	S100A12
	0.039339722
	No data
	No data
	No data
	No data
	0.32355428
	No data
	No data
	S100 calcium binding protein A12

	IL23A
	0.039175465
	No data
	No data
	No data
	No data
	0.322203323
	No data
	No data
	interleukin 23 subunit alpha

	TREH
	0.039028866
	0.064199521
	No data
	No data
	No data
	No data
	No data
	No data
	trehalase

	TRAF1
	0.038805885
	No data
	No data
	No data
	No data
	0.319163669
	No data
	No data
	TNF receptor associated factor 1

	RTN4RL1
	0.038354997
	No data
	No data
	No data
	No data
	No data
	No data
	0.315455291
	reticulon 4 receptor like 1

	FASLG
	0.038320685
	No data
	No data
	No data
	No data
	0.191220497
	No data
	0.267367965
	Fas ligand

	FOXO1
	0.038066725
	No data
	No data
	No data
	No data
	0.313084361
	No data
	No data
	forkhead box O1

	FOXP3
	0.03797665
	No data
	No data
	No data
	No data
	0.2496927
	No data
	0.249920351
	forkhead box P3

	ZFYVE26
	0.037872566
	0.062297495
	No data
	No data
	No data
	No data
	No data
	No data
	zinc finger FYVE-type containing 26

	FCRL2
	0.037329384
	0.061404002
	No data
	No data
	No data
	No data
	No data
	No data
	Fc receptor like 2

	KLRK1
	0.037327565
	No data
	No data
	No data
	No data
	0.307005053
	No data
	No data
	killer cell lectin like receptor K1

	SCT
	0.037140732
	No data
	No data
	No data
	No data
	0.305468418
	No data
	No data
	secretin

	JAK2
	0.036957985
	No data
	No data
	0.06079308
	No data
	No data
	No data
	No data
	Janus kinase 2

	MS4A1
	0.036957985
	No data
	No data
	0.06079308
	No data
	No data
	No data
	No data
	membrane spanning 4-domains A1

	IFNGR1
	0.0366728
	0.031746195
	No data
	No data
	No data
	0.036475848
	No data
	0.257884244
	interferon gamma receptor 1

	PRF1
	0.036455755
	No data
	No data
	No data
	No data
	0.299834743
	No data
	No data
	perforin 1

	NR1I2
	0.036409569
	No data
	No data
	No data
	No data
	0.299454883
	No data
	No data
	nuclear receptor subfamily 1 group I member 2

	ACOX2
	0.036396224
	No data
	No data
	No data
	No data
	No data
	No data
	0.299345125
	acyl-CoA oxidase 2

	STARD3
	0.036340222
	0.059776906
	No data
	No data
	No data
	No data
	No data
	No data
	StAR related lipid transfer domain containing 3

	RELB
	0.036333396
	No data
	No data
	No data
	No data
	0.039515502
	No data
	0.288949508
	RELB proto-oncogene, NF-kB subunit

	TPMT
	0.036290689
	No data
	No data
	No data
	No data
	0.298477135
	No data
	No data
	thiopurine S-methyltransferase

	UNC93B1
	0.036218826
	No data
	No data
	No data
	No data
	No data
	No data
	0.297886091
	unc-93 homolog B1, TLR signaling regulator

	IL37
	0.036218826
	No data
	No data
	No data
	No data
	0.297886091
	No data
	No data
	interleukin 37

	BCL2
	0.036076092
	No data
	No data
	No data
	No data
	0.296712162
	No data
	No data
	BCL2 apoptosis regulator

	ELANE
	0.035910843
	No data
	No data
	No data
	No data
	0.295353046
	No data
	No data
	elastase, neutrophil expressed

	BTN3A2
	0.035897434
	0.056008899
	No data
	No data
	No data
	0.06079308
	No data
	No data
	butyrophilin subfamily 3 member A2

	TNIP1
	0.035627498
	No data
	No data
	No data
	No data
	0.012158616
	No data
	0.28998299
	TNFAIP3 interacting protein 1

	NCAM1
	0.035593102
	No data
	No data
	No data
	No data
	0.292739751
	No data
	No data
	neural cell adhesion molecule 1

	BTG3
	0.035495391
	No data
	No data
	No data
	No data
	0.291936118
	No data
	No data
	BTG anti-proliferation factor 3

	EMC8
	0.035217003
	0.057929295
	No data
	No data
	No data
	No data
	No data
	No data
	ER membrane protein complex subunit 8

	CRB1
	0.034872132
	0.057362009
	No data
	No data
	No data
	No data
	No data
	No data
	crumbs cell polarity complex component 1

	ERBB2
	0.034252008
	0.039133451
	No data
	No data
	No data
	0.23279295
	No data
	No data
	erb-b2 receptor tyrosine kinase 2

	C9orf72
	0.034245269
	No data
	No data
	No data
	No data
	No data
	No data
	0.281654339
	C9orf72-SMCR8 complex subunit

	NLRP3
	0.034236684
	No data
	No data
	No data
	No data
	0.281583725
	No data
	No data
	NLR family pyrin domain containing 3

	GNLY
	0.034001347
	No data
	No data
	No data
	No data
	0.279648167
	No data
	No data
	granulysin

	LRP6
	0.03397178
	No data
	No data
	No data
	No data
	0.012158616
	No data
	0.276365341
	LDL receptor related protein 6

	LAT
	0.033823948
	No data
	No data
	No data
	No data
	No data
	No data
	0.278189133
	linker for activation of T cells

	REL
	0.033343494
	No data
	No data
	No data
	No data
	0.024317232
	No data
	0.268158275
	REL proto-oncogene, NF-kB subunit

	IL18
	0.033202658
	No data
	No data
	No data
	No data
	0.273079253
	No data
	No data
	interleukin 18

	PERP
	0.033158698
	0.05454354
	No data
	No data
	No data
	No data
	No data
	No data
	p53 apoptosis effector related to PMP22

	RC3H1
	0.032966523
	No data
	No data
	No data
	No data
	No data
	No data
	0.271137136
	ring finger and CCCH-type domains 1

	DUSP22
	0.032936957
	No data
	No data
	No data
	No data
	No data
	No data
	0.270893963
	dual specificity phosphatase 22

	TP53
	0.032549497
	No data
	No data
	No data
	No data
	0.267707254
	No data
	No data
	tumor protein p53

	FHIP2B
	0.032456503
	No data
	No data
	No data
	No data
	No data
	No data
	0.266942413
	FHF complex subunit HOOK interacting protein 2B

	IL22RA2
	0.032401233
	0.053297568
	No data
	No data
	No data
	No data
	No data
	No data
	interleukin 22 receptor subunit alpha 2

	TNFRSF8
	0.032338237
	No data
	No data
	No data
	No data
	0.265969724
	No data
	No data
	TNF receptor superfamily member 8

	ITGAE
	0.032250552
	No data
	No data
	No data
	No data
	0.265248547
	No data
	No data
	integrin subunit alpha E

	IQCJ-SCHIP1
	0.032114051
	0.052825175
	No data
	No data
	No data
	No data
	No data
	No data
	IQCJ-SCHIP1 readthrough

	IGF1
	0.032013569
	No data
	No data
	No data
	No data
	0.263299448
	No data
	No data
	insulin like growth factor 1

	NFKB2
	0.031931699
	No data
	No data
	No data
	No data
	No data
	No data
	0.262626105
	nuclear factor kappa B subunit 2

	LYN
	0.031820825
	No data
	No data
	No data
	No data
	0.03039654
	No data
	0.254115073
	LYN proto-oncogene, Src family tyrosine kinase

	DLD
	0.03177894
	No data
	No data
	No data
	No data
	0.261369714
	No data
	No data
	dihydrolipoamide dehydrogenase

	PTPN22
	0.031754506
	No data
	No data
	No data
	No data
	0.261168759
	No data
	No data
	protein tyrosine phosphatase non-receptor type 22

	TLR4
	0.03174288
	No data
	No data
	No data
	No data
	0.261073136
	No data
	No data
	toll like receptor 4

	PDHX
	0.031666833
	No data
	No data
	No data
	No data
	0.260447678
	No data
	No data
	pyruvate dehydrogenase complex component X

	FAM83H
	0.031636036
	No data
	No data
	No data
	No data
	No data
	No data
	0.260194381
	family with sequence similarity 83 member H

	IFIH1
	0.031636036
	No data
	No data
	No data
	No data
	0.012158616
	No data
	0.257154727
	interferon induced with helicase C domain 1

	APOE
	0.031510058
	No data
	No data
	No data
	No data
	0.259158263
	No data
	No data
	apolipoprotein E

	MYD88
	0.031495595
	No data
	No data
	No data
	No data
	0.036475848
	No data
	0.249920351
	MYD88 innate immune signal transduction adaptor

	PIP4K2C
	0.031488204
	No data
	No data
	No data
	No data
	No data
	No data
	0.25897852
	phosphatidylinositol-5-phosphate 4-kinase type 2 gamma

	MAP3K14
	0.031347763
	No data
	No data
	No data
	No data
	No data
	No data
	0.257823451
	mitogen-activated protein kinase kinase kinase 14

	PPP1R14B
	0.03133648
	0.05154613
	No data
	No data
	No data
	No data
	No data
	No data
	protein phosphatase 1 regulatory inhibitor subunit 14B

	MIR122
	0.031318197
	No data
	No data
	No data
	No data
	No data
	No data
	0.257580279
	microRNA 122

	TLR7
	0.031273847
	No data
	No data
	No data
	No data
	No data
	No data
	0.25721552
	toll like receptor 7

	GBA1
	0.031229498
	No data
	No data
	No data
	No data
	No data
	No data
	0.256850762
	glucosylceramidase beta 1

	TANK
	0.031207323
	No data
	No data
	No data
	No data
	No data
	No data
	0.256668383
	TRAF family member associated NFKB activator

	CCL20
	0.031104785
	No data
	No data
	No data
	No data
	0.255825046
	No data
	No data
	C-C motif chemokine ligand 20

	TNFSF13B
	0.03100655
	No data
	No data
	No data
	No data
	0.255017104
	No data
	No data
	TNF superfamily member 13b

	GPR132
	0.030904267
	No data
	No data
	No data
	No data
	No data
	No data
	0.254175866
	G protein-coupled receptor 132

	ALB
	0.030888953
	No data
	No data
	No data
	No data
	0.254049912
	No data
	No data
	albumin

	PYGL
	0.030726869
	No data
	No data
	No data
	No data
	No data
	No data
	0.252716833
	glycogen phosphorylase L

	EIF3K
	0.030603285
	No data
	No data
	No data
	No data
	0.2517004
	No data
	No data
	eukaryotic translation initiation factor 3 subunit K

	CXCL8
	0.030514323
	No data
	No data
	No data
	No data
	0.250968719
	No data
	No data
	C-X-C motif chemokine ligand 8

	IL4R
	0.030271726
	0.046755037
	No data
	No data
	No data
	0.06079308
	No data
	No data
	interleukin 4 receptor

	GSTM1
	0.030157287
	No data
	No data
	No data
	No data
	0.248032233
	No data
	No data
	glutathione S-transferase mu 1

	IFNA1
	0.030126194
	No data
	No data
	No data
	No data
	0.247776512
	No data
	No data
	interferon alpha 1

	APOA1
	0.030033496
	No data
	No data
	No data
	No data
	0.247014104
	No data
	No data
	apolipoprotein A1

	HLA-A
	0.029804298
	No data
	No data
	No data
	No data
	0.245129037
	No data
	No data
	major histocompatibility complex, class I, A

	TRIM21
	0.029754973
	No data
	No data
	No data
	No data
	0.244723357
	No data
	No data
	tripartite motif containing 21

	PGR
	0.029407469
	No data
	No data
	No data
	No data
	0.241865268
	No data
	No data
	progesterone receptor

	KISS1R
	0.029329348
	0.048244551
	No data
	No data
	No data
	No data
	No data
	No data
	KISS1 receptor

	CD1D
	0.029319278
	No data
	No data
	No data
	No data
	0.241139929
	No data
	No data
	CD1d molecule

	ICAM1
	0.029273455
	No data
	No data
	No data
	No data
	0.240763052
	No data
	No data
	intercellular adhesion molecule 1

	SPP1
	0.029150085
	No data
	No data
	No data
	No data
	0.239748383
	No data
	No data
	secreted phosphoprotein 1

	CDH1
	0.028940156
	No data
	No data
	No data
	No data
	0.238021794
	No data
	No data
	cadherin 1

	CCL26
	0.028786164
	No data
	No data
	No data
	No data
	0.236755272
	No data
	No data
	C-C motif chemokine ligand 26

	LGMN
	0.028518519
	0.046910798
	No data
	No data
	No data
	No data
	No data
	No data
	legumain

	CENPB
	0.028459301
	No data
	No data
	No data
	No data
	0.234066946
	No data
	No data
	centromere protein B

	MLKL
	0.028457649
	No data
	No data
	No data
	No data
	0.234053357
	No data
	No data
	mixed lineage kinase domain like pseudokinase

	SIRT1
	0.028373056
	No data
	No data
	No data
	No data
	0.233357614
	No data
	No data
	sirtuin 1

	CCL27
	0.028252327
	No data
	No data
	No data
	No data
	0.23236466
	No data
	No data
	C-C motif chemokine ligand 27

	CD274
	0.028241854
	No data
	No data
	No data
	No data
	0.232278527
	No data
	No data
	CD274 molecule

	ATM
	0.028159932
	No data
	No data
	No data
	No data
	0.231604747
	No data
	No data
	ATM serine/threonine kinase

	SLFN11
	0.028088069
	No data
	No data
	No data
	No data
	0.231013703
	No data
	No data
	schlafen family member 11

	GRK2
	0.028088069
	No data
	No data
	No data
	No data
	0.231013703
	No data
	No data
	G protein-coupled receptor kinase 2

	TF
	0.02799321
	No data
	No data
	No data
	No data
	0.230233525
	No data
	No data
	transferrin

	H3P28
	0.027977811
	No data
	No data
	No data
	No data
	0.230106873
	No data
	No data
	H3 histone pseudogene 28

	CCL11
	0.027975142
	No data
	No data
	No data
	No data
	0.23008492
	No data
	No data
	C-C motif chemokine ligand 11

	TFRC
	0.027949053
	No data
	No data
	No data
	No data
	0.229870352
	No data
	No data
	transferrin receptor

	VCP
	0.027882747
	No data
	No data
	No data
	No data
	0.229325006
	No data
	No data
	valosin containing protein

	PTPN2
	0.027348909
	No data
	No data
	No data
	No data
	0.224934395
	No data
	No data
	protein tyrosine phosphatase non-receptor type 2

	NGLY1
	0.027241801
	0.044810695
	No data
	No data
	No data
	No data
	No data
	No data
	N-glycanase 1

	CSNK2A2
	0.027210256
	0.044758804
	No data
	No data
	No data
	No data
	No data
	No data
	casein kinase 2 alpha 2

	GRB7
	0.027177759
	0.043185522
	No data
	No data
	No data
	0.03039654
	No data
	No data
	growth factor receptor bound protein 7

	CCN1
	0.027164119
	No data
	No data
	No data
	No data
	0.223414568
	No data
	No data
	cellular communication network factor 1

	KLRB1
	0.027096363
	No data
	No data
	No data
	No data
	0.222857298
	No data
	No data
	killer cell lectin like receptor B1

	HELZ2
	0.026979329
	No data
	No data
	No data
	No data
	0.221894741
	No data
	No data
	helicase with zinc finger 2

	IL6
	0.026733937
	No data
	No data
	No data
	No data
	0.219876479
	No data
	No data
	interleukin 6

	STH
	0.026731539
	0.043971353
	No data
	No data
	No data
	No data
	No data
	No data
	saitohin

	LPAR1
	0.026681612
	No data
	No data
	No data
	No data
	0.219446131
	No data
	No data
	lysophosphatidic acid receptor 1

	CHKA
	0.02660975
	No data
	No data
	No data
	No data
	0.218855087
	No data
	No data
	choline kinase alpha

	SERBP1
	0.026403425
	0.043431629
	No data
	No data
	No data
	No data
	No data
	No data
	SERPINE1 mRNA binding protein 1

	LBR
	0.026280599
	No data
	No data
	No data
	No data
	0.216147951
	No data
	No data
	lamin B receptor

	MIEN1
	0.026210439
	0.043114182
	No data
	No data
	No data
	No data
	No data
	No data
	migration and invasion enhancer 1

	ANKRD16
	0.026129978
	0.042981829
	No data
	No data
	No data
	No data
	No data
	No data
	ankyrin repeat domain 16

	BCL2L11
	0.02587059
	No data
	No data
	No data
	No data
	0.212775779
	No data
	No data
	BCL2 like 11

	DDX28
	0.025777951
	0.042402772
	No data
	No data
	No data
	No data
	No data
	No data
	DEAD-box helicase 28

	IGHV3-69-1
	0.0256858
	No data
	No data
	No data
	No data
	0.211255952
	No data
	No data
	immunoglobulin heavy variable 3-69-1 (pseudogene)

	BRCA1
	0.025678909
	No data
	No data
	No data
	No data
	0.211199277
	No data
	No data
	BRCA1 DNA repair associated

	MUC1
	0.025665268
	No data
	No data
	No data
	No data
	0.211087083
	No data
	No data
	mucin 1, cell surface associated

	PDP1
	0.025586854
	No data
	No data
	No data
	No data
	0.210442161
	No data
	No data
	pyruvate dehydrogenase phosphatase catalytic subunit 1

	TMEM116
	0.025554597
	0.042035371
	No data
	No data
	No data
	No data
	No data
	No data
	transmembrane protein 116

	IL9
	0.025480478
	No data
	No data
	No data
	No data
	0.209567256
	No data
	No data
	interleukin 9

	IL4
	0.025416468
	No data
	No data
	No data
	No data
	0.209040796
	No data
	No data
	interleukin 4

	HMOX1
	0.02531622
	No data
	No data
	No data
	No data
	0.208216298
	No data
	No data
	heme oxygenase 1

	BRCA2
	0.025295688
	No data
	No data
	No data
	No data
	0.208047429
	No data
	No data
	BRCA2 DNA repair associated

	PSMB10
	0.025255403
	0.041543221
	No data
	No data
	No data
	No data
	No data
	No data
	proteasome 20S subunit beta 10

	TCP10L2
	0.025214328
	0.041475655
	No data
	No data
	No data
	No data
	No data
	No data
	t-complex 10 like 2 (pseudogene)

	SP140L
	0.02513143
	No data
	No data
	No data
	No data
	0.206696471
	No data
	No data
	SP140 nuclear body protein like

	KCNH5
	0.02513143
	No data
	No data
	No data
	No data
	0.206696471
	No data
	No data
	potassium voltage-gated channel subfamily H member 5

	GAS6
	0.02513143
	No data
	No data
	No data
	No data
	0.206696471
	No data
	No data
	growth arrest specific 6

	PCNA
	0.025080594
	No data
	No data
	No data
	No data
	0.206278364
	No data
	No data
	proliferating cell nuclear antigen

	FOXO3
	0.02457706
	No data
	No data
	No data
	No data
	0.20213699
	No data
	No data
	forkhead box O3

	SOCS3
	0.02457706
	No data
	No data
	No data
	No data
	0.20213699
	No data
	No data
	suppressor of cytokine signaling 3

	STAT3
	0.02438775
	No data
	No data
	No data
	No data
	0.200579988
	No data
	No data
	signal transducer and activator of transcription 3

	LTA
	0.024371738
	No data
	No data
	No data
	No data
	0.200448294
	No data
	No data
	lymphotoxin alpha

	OXSM
	0.02436828
	0.04008397
	No data
	No data
	No data
	No data
	No data
	No data
	3-oxoacyl-ACP synthase, mitochondrial

	ITGAL
	0.02420748
	No data
	No data
	No data
	No data
	0.199097336
	No data
	No data
	integrin subunit alpha L

	HLA-DQB2
	0.024104736
	0.03965046
	No data
	No data
	No data
	No data
	No data
	No data
	major histocompatibility complex, class II, DQ beta 2

	NAMPT
	0.024098865
	No data
	No data
	No data
	No data
	0.198204016
	No data
	No data
	nicotinamide phosphoribosyltransferase

	ADPRH
	0.023586679
	0.038798296
	No data
	No data
	No data
	No data
	No data
	No data
	ADP-ribosylarginine hydrolase

	HAVCR2
	0.02352499
	No data
	No data
	No data
	No data
	0.193484109
	No data
	No data
	hepatitis A virus cellular receptor 2

	SPMIP1
	0.023488695
	0.03863712
	No data
	No data
	No data
	No data
	No data
	No data
	sperm microtubule inner protein 1

	CX3CR1
	0.02345742
	No data
	No data
	No data
	No data
	0.192928372
	No data
	No data
	C-X3-C motif chemokine receptor 1

	TRAFD1
	0.023319391
	0.038358628
	No data
	No data
	No data
	No data
	No data
	No data
	TRAF-type zinc finger domain containing 1

	SPINT1
	0.023283531
	No data
	No data
	No data
	No data
	0.191498201
	No data
	No data
	serine peptidase inhibitor, Kunitz type 1

	LDHA
	0.023283531
	No data
	No data
	No data
	No data
	0.191498201
	No data
	No data
	lactate dehydrogenase A

	PDHA1
	0.023238771
	No data
	No data
	No data
	No data
	0.191130065
	No data
	No data
	pyruvate dehydrogenase E1 subunit alpha 1

	INAVA
	0.023101803
	0.038000712
	No data
	No data
	No data
	No data
	No data
	No data
	innate immunity activator

	SMAD3
	0.023098741
	No data
	No data
	No data
	No data
	0.189978374
	No data
	No data
	SMAD family member 3

	IL1B
	0.023081271
	No data
	No data
	No data
	No data
	0.18983469
	No data
	No data
	interleukin 1 beta

	SHBG
	0.023055418
	No data
	No data
	No data
	No data
	0.189622059
	No data
	No data
	sex hormone binding globulin

	UCP2
	0.022913951
	No data
	No data
	No data
	No data
	0.188458547
	No data
	No data
	uncoupling protein 2

	HLA-DQA2
	0.022893419
	No data
	No data
	No data
	No data
	0.188289678
	No data
	No data
	major histocompatibility complex, class II, DQ alpha 2

	CD27
	0.022852374
	No data
	No data
	No data
	No data
	0.187952102
	No data
	No data
	CD27 molecule

	EDC4
	0.022797049
	0.034307777
	No data
	No data
	No data
	0.063832734
	No data
	No data
	enhancer of mRNA decapping 4

	CUX2
	0.02276084
	0.037439854
	No data
	No data
	No data
	No data
	No data
	No data
	cut like homeobox 2

	CP
	0.022751734
	No data
	No data
	No data
	No data
	0.187124374
	No data
	No data
	ceruloplasmin

	CCK
	0.022544371
	No data
	No data
	No data
	No data
	0.185418893
	No data
	No data
	cholecystokinin

	ICOS
	0.022383043
	No data
	No data
	No data
	No data
	0.184092028
	No data
	No data
	inducible T cell costimulator

	CXCL9
	0.02232925
	No data
	No data
	No data
	No data
	0.1836496
	No data
	No data
	C-X-C motif chemokine ligand 9

	SOST
	0.022305787
	No data
	No data
	No data
	No data
	0.183456628
	No data
	No data
	sclerostin

	SULT2A1
	0.022297985
	No data
	No data
	No data
	No data
	0.183392457
	No data
	No data
	sulfotransferase family 2A member 1

	BRD4
	0.022174791
	No data
	No data
	No data
	No data
	0.182379239
	No data
	No data
	bromodomain containing 4

	CTHRC1
	0.022174791
	No data
	No data
	No data
	No data
	0.182379239
	No data
	No data
	collagen triple helix repeat containing 1

	SOD1
	0.022072939
	No data
	No data
	No data
	No data
	0.181541542
	No data
	No data
	superoxide dismutase 1

	CORO2A
	0.022057652
	0.036283162
	No data
	No data
	No data
	No data
	No data
	No data
	coronin 2A

	SLC20A2
	0.021805211
	No data
	No data
	No data
	No data
	0.179339585
	No data
	No data
	solute carrier family 20 member 2

	PHETA1
	0.021721191
	0.035729711
	No data
	No data
	No data
	No data
	No data
	No data
	PH domain containing endocytic trafficking adaptor 1

	BTN3A3
	0.021624319
	0.035570363
	No data
	No data
	No data
	No data
	No data
	No data
	butyrophilin subfamily 3 member A3

	ULK4
	0.021435632
	No data
	No data
	No data
	No data
	0.176299931
	No data
	No data
	unc-51 like kinase 4

	SOD2
	0.021250842
	No data
	No data
	No data
	No data
	0.174780104
	No data
	No data
	superoxide dismutase 2

	TMOD1
	0.021205835
	0.034881988
	No data
	No data
	No data
	No data
	No data
	No data
	tropomodulin 1

	TSPAN33
	0.021018981
	0.034574627
	No data
	No data
	No data
	No data
	No data
	No data
	tetraspanin 33

	IL13
	0.020829931
	No data
	No data
	No data
	No data
	0.171318276
	No data
	No data
	interleukin 13

	ADIPOQ
	0.020829508
	No data
	No data
	No data
	No data
	0.171314795
	No data
	No data
	adiponectin, C1Q and collagen domain containing

	TNFSF10
	0.020765871
	No data
	No data
	No data
	No data
	0.170791403
	No data
	No data
	TNF superfamily member 10

	CALCOCO2
	0.020696472
	No data
	No data
	No data
	No data
	0.170220623
	No data
	No data
	calcium binding and coiled-coil domain 2

	FCGR3A
	0.020696472
	No data
	No data
	No data
	No data
	0.170220623
	No data
	No data
	Fc gamma receptor IIIa

	IFNL3
	0.020696472
	No data
	No data
	No data
	No data
	0.170220623
	No data
	No data
	interferon lambda 3

	VCAM1
	0.020687643
	No data
	No data
	No data
	No data
	0.170148009
	No data
	No data
	vascular cell adhesion molecule 1

	SOX13
	0.02067594
	No data
	No data
	No data
	No data
	0.170051754
	No data
	No data
	SRY-box transcription factor 13

	GPR137
	0.020654728
	0.033975459
	No data
	No data
	No data
	No data
	No data
	No data
	G protein-coupled receptor 137

	B3GAT1
	0.020586214
	No data
	No data
	No data
	No data
	0.169313793
	No data
	No data
	beta-1,3-glucuronyltransferase 1

	CXCR4
	0.020457888
	No data
	No data
	No data
	No data
	0.168258358
	No data
	No data
	C-X-C motif chemokine receptor 4

	IGSF3
	0.020406389
	0.033566961
	No data
	No data
	No data
	No data
	No data
	No data
	immunoglobulin superfamily member 3

	DDR2
	0.020326892
	No data
	No data
	No data
	No data
	0.167180969
	No data
	No data
	discoidin domain receptor tyrosine kinase 2

	EIF2AK2
	0.020326892
	No data
	No data
	No data
	No data
	0.167180969
	No data
	No data
	eukaryotic translation initiation factor 2 alpha kinase 2

	OGDH
	0.020262295
	No data
	No data
	No data
	No data
	0.166649685
	No data
	No data
	oxoglutarate dehydrogenase

	ALDH2
	0.020162108
	0.033165136
	No data
	No data
	No data
	No data
	No data
	No data
	aldehyde dehydrogenase 2 family member

	SMN1
	0.020134866
	No data
	No data
	No data
	No data
	0.165601632
	No data
	No data
	survival of motor neuron 1, telomeric

	COLCA1
	0.02012157
	No data
	No data
	No data
	No data
	0.165492273
	No data
	No data
	colorectal cancer associated 1

	LGALS3BP
	0.02007998
	No data
	No data
	No data
	No data
	0.165150208
	No data
	No data
	galectin 3 binding protein

	NAA25
	0.020022874
	0.032936108
	No data
	No data
	No data
	No data
	No data
	No data
	N-alpha-acetyltransferase 25, NatB auxiliary subunit

	MMP9
	0.019916248
	No data
	No data
	No data
	No data
	0.163803576
	No data
	No data
	matrix metallopeptidase 9

	GLS
	0.019815312
	0.032594683
	No data
	No data
	No data
	No data
	No data
	No data
	glutaminase

	CCR2
	0.019799625
	No data
	No data
	No data
	No data
	0.162844396
	No data
	No data
	C-C motif chemokine receptor 2

	ABCC2
	0.019618531
	No data
	No data
	No data
	No data
	0.161354966
	No data
	No data
	ATP binding cassette subfamily C member 2

	NQO1
	0.019587732
	No data
	No data
	No data
	No data
	0.161101661
	No data
	No data
	NAD(P)H quinone dehydrogenase 1

	KLRG1
	0.019587732
	No data
	No data
	No data
	No data
	0.161101661
	No data
	No data
	killer cell lectin like receptor G1

	TNFAIP2
	0.019421358
	0.031186746
	No data
	No data
	No data
	0.01519827
	No data
	No data
	TNF alpha induced protein 2

	TNFSF4
	0.019402942
	No data
	No data
	No data
	No data
	0.159581834
	No data
	No data
	TNF superfamily member 4

	CCL13
	0.019341346
	No data
	No data
	No data
	No data
	0.159075225
	No data
	No data
	C-C motif chemokine ligand 13

	TNFSF9
	0.019218152
	No data
	No data
	No data
	No data
	0.158062007
	No data
	No data
	TNF superfamily member 9

	POU2AF2
	0.019153021
	0.031505265
	No data
	No data
	No data
	No data
	No data
	No data
	POU class 2 homeobox associating factor 2

	DPP4
	0.019019057
	No data
	No data
	No data
	No data
	0.156424525
	No data
	No data
	dipeptidyl peptidase 4

	TMC3
	0.019007161
	0.031265336
	No data
	No data
	No data
	No data
	No data
	No data
	transmembrane channel like 3

	NOS3
	0.018848573
	No data
	No data
	No data
	No data
	0.155022353
	No data
	No data
	nitric oxide synthase 3

	CDKN2A
	0.018754357
	No data
	No data
	No data
	No data
	0.154247466
	No data
	No data
	cyclin dependent kinase inhibitor 2A

	SPEF2
	0.0185841
	0.030569434
	No data
	No data
	No data
	No data
	No data
	No data
	sperm flagellar 2

	NRAS
	0.018478993
	No data
	No data
	No data
	No data
	0.151982699
	No data
	No data
	NRAS proto-oncogene, GTPase

	NUMB
	0.018478993
	No data
	No data
	No data
	No data
	0.151982699
	No data
	No data
	NUMB endocytic adaptor protein

	PARP9
	0.018478993
	No data
	No data
	No data
	No data
	0.151982699
	No data
	No data
	poly(ADP-ribose) polymerase family member 9

	FCGR2B
	0.018478993
	No data
	No data
	No data
	No data
	0.151982699
	No data
	No data
	Fc gamma receptor IIb

	NUDT1
	0.018478993
	No data
	No data
	No data
	No data
	0.151982699
	No data
	No data
	nudix hydrolase 1

	VTCN1
	0.018458461
	No data
	No data
	No data
	No data
	0.15181383
	No data
	No data
	V-set domain containing T cell activation inhibitor 1

	HSPD1
	0.018384134
	No data
	No data
	No data
	No data
	0.151202522
	No data
	No data
	heat shock protein family D (Hsp60) member 1

	CHRM3
	0.018099147
	No data
	No data
	No data
	No data
	0.148858611
	No data
	No data
	cholinergic receptor muscarinic 3

	CCL24
	0.018088881
	No data
	No data
	No data
	No data
	0.148774176
	No data
	No data
	C-C motif chemokine ligand 24

	ACTA1
	0.018030733
	No data
	No data
	No data
	No data
	0.148295932
	No data
	No data
	actin alpha 1, skeletal muscle

	CD38
	0.017996997
	No data
	No data
	No data
	No data
	0.14801847
	No data
	No data
	CD38 molecule

	F2
	0.017959127
	No data
	No data
	No data
	No data
	0.147706997
	No data
	No data
	coagulation factor II, thrombin

	CRP
	0.017762691
	No data
	No data
	No data
	No data
	0.14609139
	No data
	No data
	C-reactive protein

	PDCD1LG2
	0.017739833
	No data
	No data
	No data
	No data
	0.145903391
	No data
	No data
	programmed cell death 1 ligand 2

	MPPE1
	0.017739833
	No data
	No data
	No data
	No data
	0.145903391
	No data
	No data
	metallophosphoesterase 1

	CXCL5
	0.017739833
	No data
	No data
	No data
	No data
	0.145903391
	No data
	No data
	C-X-C motif chemokine ligand 5

	TNFRSF13C
	0.017729567
	No data
	No data
	No data
	No data
	0.145818957
	No data
	No data
	TNF receptor superfamily member 13C

	MKI67
	0.01754762
	No data
	No data
	No data
	No data
	0.144322513
	No data
	No data
	marker of proliferation Ki-67

	PTPRC
	0.017414796
	No data
	No data
	No data
	No data
	0.143230081
	No data
	No data
	protein tyrosine phosphatase receptor type C

	APOH
	0.017154665
	No data
	No data
	No data
	No data
	0.141090606
	No data
	No data
	apolipoprotein H

	HLA-C
	0.017120527
	No data
	No data
	No data
	No data
	0.140809835
	No data
	No data
	major histocompatibility complex, class I, C

	KRT88P
	0.017090604
	No data
	No data
	No data
	No data
	0.140563733
	No data
	No data
	keratin 88, pseudogene

	CENPA
	0.017029008
	No data
	No data
	No data
	No data
	0.140057124
	No data
	No data
	centromere protein A

	TFF3
	0.017000673
	No data
	No data
	No data
	No data
	0.139824083
	No data
	No data
	trefoil factor 3

	RUNX2
	0.017000673
	No data
	No data
	No data
	No data
	0.139824083
	No data
	No data
	RUNX family transcription factor 2

	CXCL1
	0.016795351
	No data
	No data
	No data
	No data
	0.138135387
	No data
	No data
	C-X-C motif chemokine ligand 1

	TLR3
	0.016633523
	No data
	No data
	No data
	No data
	0.13680441
	No data
	No data
	toll like receptor 3

	MBL2
	0.016631093
	No data
	No data
	No data
	No data
	0.136784429
	No data
	No data
	mannose binding lectin 2

	TNFRSF6B
	0.016631093
	No data
	No data
	No data
	No data
	0.136784429
	No data
	No data
	TNF receptor superfamily member 6b

	CLDN14
	0.016631093
	No data
	No data
	No data
	No data
	0.136784429
	No data
	No data
	claudin 14

	EDN1
	0.01654917
	No data
	No data
	No data
	No data
	0.136110639
	No data
	No data
	endothelin 1

	SELE
	0.01644384
	No data
	No data
	No data
	No data
	0.135244338
	No data
	No data
	selectin E

	MAPK8
	0.016302578
	No data
	No data
	No data
	No data
	0.134082515
	No data
	No data
	mitogen-activated protein kinase 8

	IL27
	0.016261514
	No data
	No data
	No data
	No data
	0.133744775
	No data
	No data
	interleukin 27

	RDX
	0.016261514
	No data
	No data
	No data
	No data
	0.133744775
	No data
	No data
	radixin

	THY1
	0.016261514
	No data
	No data
	No data
	No data
	0.133744775
	No data
	No data
	Thy-1 cell surface antigen

	CD83
	0.016261514
	No data
	No data
	No data
	No data
	0.133744775
	No data
	No data
	CD83 molecule

	JCAD
	0.016261514
	No data
	No data
	No data
	No data
	0.133744775
	No data
	No data
	junctional cadherin 5 associated

	ACLY
	0.015893371
	No data
	No data
	No data
	No data
	0.130716942
	No data
	No data
	ATP citrate lyase

	PDCD1
	0.015891934
	No data
	No data
	No data
	No data
	0.130705121
	No data
	No data
	programmed cell death 1

	TGM2
	0.015761923
	No data
	No data
	No data
	No data
	0.129635834
	No data
	No data
	transglutaminase 2

	BGLAP
	0.015741317
	No data
	No data
	No data
	No data
	0.129466359
	No data
	No data
	bone gamma-carboxyglutamate protein

	IDO1
	0.015714946
	No data
	No data
	No data
	No data
	0.129249465
	No data
	No data
	indoleamine 2,3-dioxygenase 1

	CXCR1
	0.015530156
	No data
	No data
	No data
	No data
	0.127729638
	No data
	No data
	C-X-C motif chemokine receptor 1

	PGAM1
	0.015522354
	No data
	No data
	No data
	No data
	0.127665467
	No data
	No data
	phosphoglycerate mutase 1

	CD6
	0.015522354
	No data
	No data
	No data
	No data
	0.127665467
	No data
	No data
	CD6 molecule

	RUNX3
	0.015522354
	No data
	No data
	No data
	No data
	0.127665467
	No data
	No data
	RUNX family transcription factor 3

	CCL5
	0.015486911
	No data
	No data
	No data
	No data
	0.127373961
	No data
	No data
	C-C motif chemokine ligand 5

	SELL
	0.015443703
	No data
	No data
	No data
	No data
	0.127018593
	No data
	No data
	selectin L

	EGFR
	0.015428932
	No data
	No data
	No data
	No data
	0.126897111
	No data
	No data
	epidermal growth factor receptor

	REG1A
	0.015380372
	No data
	No data
	No data
	No data
	0.126497719
	No data
	No data
	regenerating family member 1 alpha

	FUNDC2
	0.015337564
	No data
	No data
	No data
	No data
	0.126145641
	No data
	No data
	FUN14 domain containing 2

	CXCL13
	0.015155443
	No data
	No data
	No data
	No data
	0.124647767
	No data
	No data
	C-X-C motif chemokine ligand 13

	TXNRD1
	0.015152774
	No data
	No data
	No data
	No data
	0.124625814
	No data
	No data
	thioredoxin reductase 1

	TIMP1
	0.014996319
	No data
	No data
	No data
	No data
	0.123339027
	No data
	No data
	TIMP metallopeptidase inhibitor 1

	LYZ
	0.014967984
	No data
	No data
	No data
	No data
	0.123105987
	No data
	No data
	lysozyme

	CYP7A1
	0.014965799
	No data
	No data
	No data
	No data
	0.123088017
	No data
	No data
	cytochrome P450 family 7 subfamily A member 1

	FN1
	0.014961093
	No data
	No data
	No data
	No data
	0.123049312
	No data
	No data
	fibronectin 1

	MIF
	0.014947452
	No data
	No data
	No data
	No data
	0.122937117
	No data
	No data
	macrophage migration inhibitory factor

	PHEX
	0.014783194
	No data
	No data
	No data
	No data
	0.12158616
	No data
	No data
	phosphate regulating endopeptidase X-linked

	PLVAP
	0.014783194
	No data
	No data
	No data
	No data
	0.12158616
	No data
	No data
	plasmalemma vesicle associated protein

	TIMP2
	0.014783194
	No data
	No data
	No data
	No data
	0.12158616
	No data
	No data
	TIMP metallopeptidase inhibitor 2

	SLC10A1
	0.014734533
	No data
	No data
	No data
	No data
	0.121185938
	No data
	No data
	solute carrier family 10 member 1

	FLVCR1
	0.014598404
	No data
	No data
	No data
	No data
	0.120066333
	No data
	No data
	FLVCR choline and heme transporter 1

	POU2F1
	0.014577872
	No data
	No data
	No data
	No data
	0.119897463
	No data
	No data
	POU class 2 homeobox 1

	PPARGC1A
	0.014543378
	No data
	No data
	No data
	No data
	0.119613762
	No data
	No data
	PPARG coactivator 1 alpha

	SLC22A1
	0.014413614
	No data
	No data
	No data
	No data
	0.118546506
	No data
	No data
	solute carrier family 22 member 1

	CASP3
	0.014394519
	No data
	No data
	No data
	No data
	0.118389457
	No data
	No data
	caspase 3

	SPTBN1
	0.014228824
	No data
	No data
	No data
	No data
	0.117026679
	No data
	No data
	spectrin beta, non-erythrocytic 1

	B2M
	0.014222665
	No data
	No data
	No data
	No data
	0.116976018
	No data
	No data
	beta-2-microglobulin

	GGTLC1
	0.014210915
	No data
	No data
	No data
	No data
	0.116879378
	No data
	No data
	gamma-glutamyltransferase light chain 1

	HLA-B
	0.014082635
	No data
	No data
	No data
	No data
	0.115824327
	No data
	No data
	major histocompatibility complex, class I, B

	H3P10
	0.014079581
	No data
	No data
	No data
	No data
	0.115799206
	No data
	No data
	H3 histone pseudogene 10

	HGF
	0.014074833
	No data
	No data
	No data
	No data
	0.115760156
	No data
	No data
	hepatocyte growth factor

	IGFBP7
	0.014044034
	No data
	No data
	No data
	No data
	0.115506852
	No data
	No data
	insulin like growth factor binding protein 7

	CD180
	0.014044034
	No data
	No data
	No data
	No data
	0.115506852
	No data
	No data
	CD180 molecule

	ENO1
	0.014044034
	No data
	No data
	No data
	No data
	0.115506852
	No data
	No data
	enolase 1

	LEPR
	0.014044034
	No data
	No data
	No data
	No data
	0.115506852
	No data
	No data
	leptin receptor

	IGHE
	0.013920841
	No data
	No data
	No data
	No data
	0.114493634
	No data
	No data
	immunoglobulin heavy constant epsilon

	CASP8
	0.013920841
	No data
	No data
	No data
	No data
	0.114493634
	No data
	No data
	caspase 8

	ANXA2
	0.013838712
	No data
	No data
	No data
	No data
	0.113818155
	No data
	No data
	annexin A2

	YAP1
	0.013674455
	No data
	No data
	No data
	No data
	0.112467198
	No data
	No data
	Yes1 associated transcriptional regulator

	CD44
	0.013532166
	No data
	No data
	No data
	No data
	0.111296931
	No data
	No data
	CD44 molecule (IN blood group)

	PLOD1
	0.013489665
	No data
	No data
	No data
	No data
	0.110947371
	No data
	No data
	procollagen-lysine,2-oxoglutarate 5-dioxygenase 1

	LAG3
	0.013428068
	No data
	No data
	No data
	No data
	0.110440762
	No data
	No data
	lymphocyte activating 3

	SERPINA1
	0.013307536
	No data
	No data
	No data
	No data
	0.109449431
	No data
	No data
	serpin family A member 1

	KIT
	0.013304875
	No data
	No data
	No data
	No data
	0.109427544
	No data
	No data
	KIT proto-oncogene, receptor tyrosine kinase

	CCL17
	0.013304875
	No data
	No data
	No data
	No data
	0.109427544
	No data
	No data
	C-C motif chemokine ligand 17

	CEACAM1
	0.013284343
	No data
	No data
	No data
	No data
	0.109258674
	No data
	No data
	CEA cell adhesion molecule 1

	TXN
	0.013099553
	No data
	No data
	No data
	No data
	0.107738847
	No data
	No data
	thioredoxin

	ABCA1
	0.012935295
	No data
	No data
	No data
	No data
	0.10638789
	No data
	No data
	ATP binding cassette subfamily A member 1

	TNFRSF17
	0.012935295
	No data
	No data
	No data
	No data
	0.10638789
	No data
	No data
	TNF receptor superfamily member 17

	ENTPD1
	0.012927698
	No data
	No data
	No data
	No data
	0.106325408
	No data
	No data
	ectonucleoside triphosphate diphosphohydrolase 1

	TLR9
	0.012842374
	No data
	No data
	No data
	No data
	0.105623651
	No data
	No data
	toll like receptor 9

	ERCC1
	0.012812102
	No data
	No data
	No data
	No data
	0.105374672
	No data
	No data
	ERCC excision repair 1, endonuclease non-catalytic subunit

	IL5
	0.012626334
	No data
	No data
	No data
	No data
	0.103846799
	No data
	No data
	interleukin 5

	DDX60L
	0.012565715
	No data
	No data
	No data
	No data
	0.103348236
	No data
	No data
	DExD/H-box 60 like

	IFNL2
	0.012565715
	No data
	No data
	No data
	No data
	0.103348236
	No data
	No data
	interferon lambda 2

	MUC2
	0.012565715
	No data
	No data
	No data
	No data
	0.103348236
	No data
	No data
	mucin 2, oligomeric mucus/gel-forming

	DNAJC15
	0.012565715
	No data
	No data
	No data
	No data
	0.103348236
	No data
	No data
	DnaJ heat shock protein family (Hsp40) member C15

	MYB
	0.012565715
	No data
	No data
	No data
	No data
	0.103348236
	No data
	No data
	MYB proto-oncogene, transcription factor

	SLC2A4
	0.012565715
	No data
	No data
	No data
	No data
	0.103348236
	No data
	No data
	solute carrier family 2 member 4

	NOS2
	0.012565715
	No data
	No data
	No data
	No data
	0.103348236
	No data
	No data
	nitric oxide synthase 2

	NR4A1
	0.012560582
	No data
	No data
	No data
	No data
	0.103306018
	No data
	No data
	nuclear receptor subfamily 4 group A member 1

	DLST
	0.012341298
	No data
	No data
	No data
	No data
	0.10150249
	No data
	No data
	dihydrolipoamide S-succinyltransferase

	ESR2
	0.012257732
	No data
	No data
	No data
	No data
	0.100815191
	No data
	No data
	estrogen receptor 2

	OCA2
	0.012196135
	No data
	No data
	No data
	No data
	0.100308582
	No data
	No data
	OCA2 melanosomal transmembrane protein

	IL2RA
	0.012130916
	No data
	No data
	No data
	No data
	0.099772182
	No data
	No data
	interleukin 2 receptor subunit alpha

	MPO
	0.012114941
	No data
	No data
	No data
	No data
	0.099640789
	No data
	No data
	myeloperoxidase

	IMMT
	0.012070478
	No data
	No data
	No data
	No data
	0.099275099
	No data
	No data
	inner membrane mitochondrial protein

	GPX1
	0.012011345
	No data
	No data
	No data
	No data
	0.098788755
	No data
	No data
	glutathione peroxidase 1

	EGR1
	0.012011345
	No data
	No data
	No data
	No data
	0.098788755
	No data
	No data
	early growth response 1

	SUN2
	0.012006212
	No data
	No data
	No data
	No data
	0.098746537
	No data
	No data
	Sad1 and UNC84 domain containing 2

	KIR3DL2
	0.011826555
	No data
	No data
	No data
	No data
	0.097268928
	No data
	No data
	killer cell immunoglobulin like receptor, three Ig domains and long cytoplasmic tail 2

	NISCH
	0.011826555
	No data
	No data
	No data
	No data
	0.097268928
	No data
	No data
	nischarin

	AGA
	0.011826555
	No data
	No data
	No data
	No data
	0.097268928
	No data
	No data
	aspartylglucosaminidase

	CASP10
	0.011826555
	No data
	No data
	No data
	No data
	0.097268928
	No data
	No data
	caspase 10

	TNFSF13
	0.011826555
	No data
	No data
	No data
	No data
	0.097268928
	No data
	No data
	TNF superfamily member 13

	RPL23A
	0.011826555
	No data
	No data
	No data
	No data
	0.097268928
	No data
	No data
	ribosomal protein L23a

	MICA
	0.011826555
	No data
	No data
	No data
	No data
	0.097268928
	No data
	No data
	MHC class I polypeptide-related sequence A

	RASGRP1
	0.011826555
	No data
	No data
	No data
	No data
	0.097268928
	No data
	No data
	RAS guanyl releasing protein 1

	AHR
	0.011703362
	No data
	No data
	No data
	No data
	0.09625571
	No data
	No data
	aryl hydrocarbon receptor

	CMA1
	0.011641765
	No data
	No data
	No data
	No data
	0.095749101
	No data
	No data
	chymase 1

	SYK
	0.011641765
	No data
	No data
	No data
	No data
	0.095749101
	No data
	No data
	spleen associated tyrosine kinase

	CLPP
	0.011621233
	No data
	No data
	No data
	No data
	0.095580231
	No data
	No data
	caseinolytic mitochondrial matrix peptidase proteolytic subunit

	ALDH18A1
	0.011456975
	No data
	No data
	No data
	No data
	0.094229274
	No data
	No data
	aldehyde dehydrogenase 18 family member A1

	EPCAM
	0.011387997
	No data
	No data
	No data
	No data
	0.093661951
	No data
	No data
	epithelial cell adhesion molecule

	KRT18
	0.011341584
	No data
	No data
	No data
	No data
	0.093280226
	No data
	No data
	keratin 18

	ABCC4
	0.011238923
	No data
	No data
	No data
	No data
	0.092435878
	No data
	No data
	ATP binding cassette subfamily C member 4 (PEL blood group)

	EDNRA
	0.011087396
	No data
	No data
	No data
	No data
	0.09118962
	No data
	No data
	endothelin receptor type A

	CASP1
	0.011087396
	No data
	No data
	No data
	No data
	0.09118962
	No data
	No data
	caspase 1

	LIX1L
	0.011087396
	No data
	No data
	No data
	No data
	0.09118962
	No data
	No data
	limb and CNS expressed 1 like

	CREBBP
	0.011087396
	No data
	No data
	No data
	No data
	0.09118962
	No data
	No data
	CREB binding protein

	TREM2
	0.011087396
	No data
	No data
	No data
	No data
	0.09118962
	No data
	No data
	triggering receptor expressed on myeloid cells 2

	MME
	0.011087396
	No data
	No data
	No data
	No data
	0.09118962
	No data
	No data
	membrane metalloendopeptidase

	ABCB1
	0.010902606
	No data
	No data
	No data
	No data
	0.089669793
	No data
	No data
	ATP binding cassette subfamily B member 1

	PPIB
	0.010882073
	No data
	No data
	No data
	No data
	0.089500923
	No data
	No data
	peptidylprolyl isomerase B

	FUT4
	0.010882073
	No data
	No data
	No data
	No data
	0.089500923
	No data
	No data
	fucosyltransferase 4

	MMP2
	0.010717816
	No data
	No data
	No data
	No data
	0.088149966
	No data
	No data
	matrix metallopeptidase 2

	RETN
	0.010671618
	No data
	No data
	No data
	No data
	0.087770009
	No data
	No data
	resistin

	PRNT
	0.010669154
	No data
	No data
	No data
	No data
	0.087749745
	No data
	No data
	prion locus lncRNA, testis expressed

	CD68
	0.010618746
	No data
	No data
	No data
	No data
	0.087335155
	No data
	No data
	CD68 molecule

	LTF
	0.010534463
	No data
	No data
	No data
	No data
	0.08664196
	No data
	No data
	lactotransferrin

	TGFB3
	0.010420099
	No data
	No data
	No data
	No data
	0.085701355
	No data
	No data
	transforming growth factor beta 3

	SULT1E1
	0.010348236
	No data
	No data
	No data
	No data
	0.085110312
	No data
	No data
	sulfotransferase family 1E member 1

	TSHR
	0.010348236
	No data
	No data
	No data
	No data
	0.085110312
	No data
	No data
	thyroid stimulating hormone receptor

	LPL
	0.010348236
	No data
	No data
	No data
	No data
	0.085110312
	No data
	No data
	lipoprotein lipase

	SCTR
	0.010348236
	No data
	No data
	No data
	No data
	0.085110312
	No data
	No data
	secretin receptor

	MAP1LC3A
	0.010299437
	No data
	No data
	No data
	No data
	0.084708955
	No data
	No data
	microtubule associated protein 1 light chain 3 alpha

	IGF2R
	0.010163446
	No data
	No data
	No data
	No data
	0.083590485
	No data
	No data
	insulin like growth factor 2 receptor

	DBT
	0.010163446
	No data
	No data
	No data
	No data
	0.083590485
	No data
	No data
	dihydrolipoamide branched chain transacylase E2

	CD74
	0.010142914
	No data
	No data
	No data
	No data
	0.083421615
	No data
	No data
	CD74 molecule

	IL22
	0.010134894
	No data
	No data
	No data
	No data
	0.083355652
	No data
	No data
	interleukin 22

	C4B
	0.009978656
	No data
	No data
	No data
	No data
	0.082070658
	No data
	No data
	complement C4B (Chido/Rodgers blood group)

	NPC1
	0.009855463
	No data
	No data
	No data
	No data
	0.08105744
	No data
	No data
	NPC intracellular cholesterol transporter 1

	CNR1
	0.009855463
	No data
	No data
	No data
	No data
	0.08105744
	No data
	No data
	cannabinoid receptor 1

	CD69
	0.009847866
	No data
	No data
	No data
	No data
	0.080994958
	No data
	No data
	CD69 molecule

	SLCO1B3
	0.009793866
	No data
	No data
	No data
	No data
	0.080550831
	No data
	No data
	solute carrier organic anion transporter family member 1B3

	LCN2
	0.009793866
	No data
	No data
	No data
	No data
	0.080550831
	No data
	No data
	lipocalin 2

	IL1RN
	0.009610513
	No data
	No data
	No data
	No data
	0.079042825
	No data
	No data
	interleukin 1 receptor antagonist

	MUC16
	0.009609076
	No data
	No data
	No data
	No data
	0.079031004
	No data
	No data
	mucin 16, cell surface associated

	MGAT5
	0.009609076
	No data
	No data
	No data
	No data
	0.079031004
	No data
	No data
	alpha-1,6-mannosylglycoprotein 6-beta-N-acetylglucosaminyltransferase

	AGBL3
	0.009609076
	No data
	No data
	No data
	No data
	0.079031004
	No data
	No data
	AGBL carboxypeptidase 3

	ARID2
	0.009609076
	No data
	No data
	No data
	No data
	0.079031004
	No data
	No data
	AT-rich interaction domain 2

	RBFOX1
	0.009609076
	No data
	No data
	No data
	No data
	0.079031004
	No data
	No data
	RNA binding fox-1 homolog 1

	EDN3
	0.009609076
	No data
	No data
	No data
	No data
	0.079031004
	No data
	No data
	endothelin 3

	PPP1R21
	0.009609076
	No data
	No data
	No data
	No data
	0.079031004
	No data
	No data
	protein phosphatase 1 regulatory subunit 21

	PCK2
	0.009609076
	No data
	No data
	No data
	No data
	0.079031004
	No data
	No data
	phosphoenolpyruvate carboxykinase 2, mitochondrial

	CALCA
	0.009595114
	No data
	No data
	No data
	No data
	0.078916172
	No data
	No data
	calcitonin related polypeptide alpha

	GZMB
	0.009475637
	No data
	No data
	No data
	No data
	0.077933515
	No data
	No data
	granzyme B

	ENTPD2
	0.009424286
	No data
	No data
	No data
	No data
	0.077511177
	No data
	No data
	ectonucleoside triphosphate diphosphohydrolase 2

	PHB1
	0.009424286
	No data
	No data
	No data
	No data
	0.077511177
	No data
	No data
	prohibitin 1

	TTR
	0.009424286
	No data
	No data
	No data
	No data
	0.077511177
	No data
	No data
	transthyretin

	ARRB1
	0.009403754
	No data
	No data
	No data
	No data
	0.077342307
	No data
	No data
	arrestin beta 1

	ITGAV
	0.009403754
	No data
	No data
	No data
	No data
	0.077342307
	No data
	No data
	integrin subunit alpha V

	TGFBR2
	0.009337833
	No data
	No data
	No data
	No data
	0.076800132
	No data
	No data
	transforming growth factor beta receptor 2

	CD24
	0.009304571
	No data
	No data
	No data
	No data
	0.076526563
	No data
	No data
	CD24 molecule

	HSPA5
	0.009239496
	No data
	No data
	No data
	No data
	0.07599135
	No data
	No data
	heat shock protein family A (Hsp70) member 5

	S100A4
	0.009239496
	No data
	No data
	No data
	No data
	0.07599135
	No data
	No data
	S100 calcium binding protein A4

	TRIM63
	0.009239496
	No data
	No data
	No data
	No data
	0.07599135
	No data
	No data
	tripartite motif containing 63

	SERPING1
	0.0091779
	No data
	No data
	No data
	No data
	0.075484741
	No data
	No data
	serpin family G member 1

	DNAL1
	0.009045878
	No data
	No data
	No data
	No data
	0.074398909
	No data
	No data
	dynein axonemal light chain 1

	PTH
	0.009015079
	No data
	No data
	No data
	No data
	0.074145604
	No data
	No data
	parathyroid hormone

	ASAH1
	0.008994547
	No data
	No data
	No data
	No data
	0.073976735
	No data
	No data
	N-acylsphingosine amidohydrolase 1

	ESRRA
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	estrogen related receptor alpha

	NANOS2
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	nanos C2HC-type zinc finger 2

	XIST
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	X inactive specific transcript

	ESRRG
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	estrogen related receptor gamma

	TXNIP
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	thioredoxin interacting protein

	RENBP
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	renin binding protein

	PNLIP
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	pancreatic lipase

	NPPB
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	natriuretic peptide B

	TPH1
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	tryptophan hydroxylase 1

	ALPP
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	alkaline phosphatase, placental

	NT5E
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	5'-nucleotidase ecto

	P4HA2
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	prolyl 4-hydroxylase subunit alpha 2

	GAN
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	gigaxonin

	DNASE1
	0.008869917
	No data
	No data
	No data
	No data
	0.072951696
	No data
	No data
	deoxyribonuclease 1

	ITIH4
	0.008864783
	No data
	No data
	No data
	No data
	0.072909478
	No data
	No data
	inter-alpha-trypsin inhibitor heavy chain 4

	LAMP1
	0.008839118
	No data
	No data
	No data
	No data
	0.072698391
	No data
	No data
	lysosomal associated membrane protein 1

	ADRA1D
	0.008759659
	No data
	No data
	No data
	No data
	0.072044866
	No data
	No data
	adrenoceptor alpha 1D

	LCAT
	0.008698062
	No data
	No data
	No data
	No data
	0.071538257
	No data
	No data
	lecithin-cholesterol acyltransferase

	AICDA
	0.008664594
	No data
	No data
	No data
	No data
	0.071262999
	No data
	No data
	activation induced cytidine deaminase

	KLF4
	0.008500337
	No data
	No data
	No data
	No data
	0.069912042
	No data
	No data
	KLF transcription factor 4

	PNPLA3
	0.008500337
	No data
	No data
	No data
	No data
	0.069912042
	No data
	No data
	patatin like phospholipase domain containing 3

	YBX1
	0.008500337
	No data
	No data
	No data
	No data
	0.069912042
	No data
	No data
	Y-box binding protein 1

	CYP3A5
	0.008500337
	No data
	No data
	No data
	No data
	0.069912042
	No data
	No data
	cytochrome P450 family 3 subfamily A member 5

	CYP2C19
	0.008479804
	No data
	No data
	No data
	No data
	0.069743172
	No data
	No data
	cytochrome P450 family 2 subfamily C member 19

	CEACAM5
	0.008419645
	No data
	No data
	No data
	No data
	0.069248384
	No data
	No data
	CEA cell adhesion molecule 5

	BRD2
	0.008390079
	No data
	No data
	No data
	No data
	0.069005212
	No data
	No data
	bromodomain containing 2

	TLR2
	0.008384946
	No data
	No data
	No data
	No data
	0.068962994
	No data
	No data
	toll like receptor 2

	IL15
	0.008377143
	No data
	No data
	No data
	No data
	0.068898824
	No data
	No data
	interleukin 15

	BSG
	0.008315547
	No data
	No data
	No data
	No data
	0.068392215
	No data
	No data
	basigin (Ok blood group)

	SOX9
	0.008315547
	No data
	No data
	No data
	No data
	0.068392215
	No data
	No data
	SRY-box transcription factor 9

	TYROBP
	0.008315547
	No data
	No data
	No data
	No data
	0.068392215
	No data
	No data
	transmembrane immune signaling adaptor TYROBP

	PIK3CA
	0.008284748
	No data
	No data
	No data
	No data
	0.06813891
	No data
	No data
	phosphatidylinositol-4,5-bisphosphate 3-kinase catalytic subunit alpha

	AGO2
	0.00820262
	No data
	No data
	No data
	No data
	0.067463432
	No data
	No data
	argonaute RISC catalytic component 2

	CYP2D6
	0.008192353
	No data
	No data
	No data
	No data
	0.067378997
	No data
	No data
	cytochrome P450 family 2 subfamily D member 6

	CCNA2
	0.008171821
	No data
	No data
	No data
	No data
	0.067210127
	No data
	No data
	cyclin A2

	FMO5
	0.008130757
	No data
	No data
	No data
	No data
	0.066872388
	No data
	No data
	flavin containing dimethylaniline monoxygenase 5

	KLHL31
	0.008130757
	No data
	No data
	No data
	No data
	0.066872388
	No data
	No data
	kelch like family member 31

	TNFRSF12A
	0.008130757
	No data
	No data
	No data
	No data
	0.066872388
	No data
	No data
	TNF receptor superfamily member 12A

	DEFB4A
	0.008130757
	No data
	No data
	No data
	No data
	0.066872388
	No data
	No data
	defensin beta 4A

	PARK7
	0.008130757
	No data
	No data
	No data
	No data
	0.066872388
	No data
	No data
	Parkinsonism associated deglycase

	PNKP
	0.008130757
	No data
	No data
	No data
	No data
	0.066872388
	No data
	No data
	polynucleotide kinase 3'-phosphatase

	FOS
	0.008110225
	No data
	No data
	No data
	No data
	0.066703518
	No data
	No data
	Fos proto-oncogene, AP-1 transcription factor subunit

	MADCAM1
	0.008110225
	No data
	No data
	No data
	No data
	0.066703518
	No data
	No data
	mucosal vascular addressin cell adhesion molecule 1

	TNRC6A
	0.008110225
	No data
	No data
	No data
	No data
	0.066703518
	No data
	No data
	trinucleotide repeat containing adaptor 6A

	GLI2
	0.008110225
	No data
	No data
	No data
	No data
	0.066703518
	No data
	No data
	GLI family zinc finger 2

	PLXNA3
	0.008110225
	No data
	No data
	No data
	No data
	0.066703518
	No data
	No data
	plexin A3

	DNAH8
	0.00801783
	No data
	No data
	No data
	No data
	0.065943605
	No data
	No data
	dynein axonemal heavy chain 8

	SP4
	0.008007564
	No data
	No data
	No data
	No data
	0.06585917
	No data
	No data
	Sp4 transcription factor

	PECAM1
	0.007945967
	No data
	No data
	No data
	No data
	0.065352561
	No data
	No data
	platelet and endothelial cell adhesion molecule 1

	MMP1
	0.007945967
	No data
	No data
	No data
	No data
	0.065352561
	No data
	No data
	matrix metallopeptidase 1

	SPINK1
	0.007945967
	No data
	No data
	No data
	No data
	0.065352561
	No data
	No data
	serine peptidase inhibitor Kazal type 1

	MET
	0.007945967
	No data
	No data
	No data
	No data
	0.065352561
	No data
	No data
	MET proto-oncogene, receptor tyrosine kinase

	EPX
	0.007945967
	No data
	No data
	No data
	No data
	0.065352561
	No data
	No data
	eosinophil peroxidase

	NUP62
	0.00783304
	No data
	No data
	No data
	No data
	0.064423778
	No data
	No data
	nucleoporin 62

	CHUK
	0.007761177
	No data
	No data
	No data
	No data
	0.063832734
	No data
	No data
	component of inhibitor of nuclear factor kappa B kinase complex

	HLA-DRB4
	0.007761177
	No data
	No data
	No data
	No data
	0.063832734
	No data
	No data
	major histocompatibility complex, class II, DR beta 4

	VTN
	0.007761177
	No data
	No data
	No data
	No data
	0.063832734
	No data
	No data
	vitronectin

	CETP
	0.007761177
	No data
	No data
	No data
	No data
	0.063832734
	No data
	No data
	cholesteryl ester transfer protein

	IFNA2
	0.007761177
	No data
	No data
	No data
	No data
	0.063832734
	No data
	No data
	interferon alpha 2

	CCL22
	0.007761177
	No data
	No data
	No data
	No data
	0.063832734
	No data
	No data
	C-C motif chemokine ligand 22

	IL23R
	0.00764825
	No data
	No data
	No data
	No data
	0.062903951
	No data
	No data
	interleukin 23 receptor

	VEGFA
	0.007625154
	No data
	No data
	No data
	No data
	0.062714
	No data
	No data
	vascular endothelial growth factor A

	PGF
	0.007576387
	No data
	No data
	No data
	No data
	0.062312907
	No data
	No data
	placental growth factor

	TKT
	0.007576387
	No data
	No data
	No data
	No data
	0.062312907
	No data
	No data
	transketolase

	CCR5
	0.007555855
	No data
	No data
	No data
	No data
	0.062144037
	No data
	No data
	C-C motif chemokine receptor 5

	ATP8B1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	ATPase phospholipid transporting 8B1

	PENK
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	proenkephalin

	IKBKB
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	inhibitor of nuclear factor kappa B kinase subunit beta

	DYSF
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	dysferlin

	CTSH
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	cathepsin H

	SLC16A1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	solute carrier family 16 member 1

	ITGA2B
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	integrin subunit alpha 2b

	PLCB2
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	phospholipase C beta 2

	SLURP1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	secreted LY6/PLAUR domain containing 1

	KLF6
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	KLF transcription factor 6

	PIMREG
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	PICALM interacting mitotic regulator

	UBE2A
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	ubiquitin conjugating enzyme E2 A

	HPGDS
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	hematopoietic prostaglandin D synthase

	SLC22A6
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	solute carrier family 22 member 6

	UBE2D3
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	ubiquitin conjugating enzyme E2 D3

	H3P24
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	H3 histone pseudogene 24

	GOT1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	glutamic-oxaloacetic transaminase 1

	IFI27
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	interferon alpha inducible protein 27

	NUMA1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	nuclear mitotic apparatus protein 1

	DHTKD1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	dehydrogenase E1 and transketolase domain containing 1

	ABCG1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	ATP binding cassette subfamily G member 1

	NCOR1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	nuclear receptor corepressor 1

	SNRPC
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	small nuclear ribonucleoprotein polypeptide C

	IDO2
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	indoleamine 2,3-dioxygenase 2

	LNX1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	ligand of numb-protein X 1

	KLF2
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	KLF transcription factor 2

	MAP3K1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	mitogen-activated protein kinase kinase kinase 1

	IL1RAPL2
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	interleukin 1 receptor accessory protein like 2

	MPC1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	mitochondrial pyruvate carrier 1

	OPRM1
	0.007391597
	No data
	No data
	No data
	No data
	0.06079308
	No data
	No data
	opioid receptor mu 1

	CXCL16
	0.007371065
	No data
	No data
	No data
	No data
	0.06062421
	No data
	No data
	C-X-C motif chemokine ligand 16

	AIRN
	0.007371065
	No data
	No data
	No data
	No data
	0.06062421
	No data
	No data
	antisense of IGF2R non-protein coding RNA

	AIRE
	0.007371065
	No data
	No data
	No data
	No data
	0.06062421
	No data
	No data
	autoimmune regulator

	PHGDH
	0.007206807
	No data
	No data
	No data
	No data
	0.059273253
	No data
	No data
	phosphoglycerate dehydrogenase

	LGALS9
	0.007206807
	No data
	No data
	No data
	No data
	0.059273253
	No data
	No data
	galectin 9

	LIPC
	0.007206807
	No data
	No data
	No data
	No data
	0.059273253
	No data
	No data
	lipase C, hepatic type

	LSM14A
	0.007206807
	No data
	No data
	No data
	No data
	0.059273253
	No data
	No data
	LSM14A mRNA processing body assembly factor

	DNMT1
	0.007022017
	No data
	No data
	No data
	No data
	0.057753426
	No data
	No data
	DNA methyltransferase 1

	RYR1
	0.007022017
	No data
	No data
	No data
	No data
	0.057753426
	No data
	No data
	ryanodine receptor 1

	SLC29A1
	0.007022017
	No data
	No data
	No data
	No data
	0.057753426
	No data
	No data
	solute carrier family 29 member 1 (Augustine blood group)

	EGF
	0.007001485
	No data
	No data
	No data
	No data
	0.057584556
	No data
	No data
	epidermal growth factor

	SLC51A
	0.006868026
	No data
	No data
	No data
	No data
	0.056486903
	No data
	No data
	solute carrier family 51 member A

	CCL25
	0.006837227
	No data
	No data
	No data
	No data
	0.056233599
	No data
	No data
	C-C motif chemokine ligand 25

	LYPD4
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	LY6/PLAUR domain containing 4

	HGFAC
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	HGF activator

	IL6R
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	interleukin 6 receptor

	BRAF
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	B-Raf proto-oncogene, serine/threonine kinase

	ICOSLG
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	inducible T cell costimulator ligand

	KIF1B
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	kinesin family member 1B

	ALDH7A1
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	aldehyde dehydrogenase 7 family member A1

	HSPA8
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	heat shock protein family A (Hsp70) member 8

	CNR2
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	cannabinoid receptor 2

	PIK3CD
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	phosphatidylinositol-4,5-bisphosphate 3-kinase catalytic subunit delta

	XPC
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	XPC complex subunit, DNA damage recognition and repair factor

	PSMB1
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	proteasome 20S subunit beta 1

	KIR2DL2
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	killer cell immunoglobulin like receptor, two Ig domains and long cytoplasmic tail 2 

	CTSL
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	cathepsin L

	TG
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	thyroglobulin

	PRRC2A
	0.006652437
	No data
	No data
	No data
	No data
	0.054713772
	No data
	No data
	proline rich coiled-coil 2A

	TJP1
	0.006282858
	No data
	No data
	No data
	No data
	0.051674118
	No data
	No data
	tight junction protein 1

	CFTR
	0.006140569
	No data
	No data
	No data
	No data
	0.050503851
	No data
	No data
	CF transmembrane conductance regulator

	LAMB2
	0.006134808
	No data
	No data
	No data
	No data
	0.050456464
	No data
	No data
	laminin subunit beta 2

	ACTB
	0.006132241
	No data
	No data
	No data
	No data
	0.050435355
	No data
	No data
	actin beta

	CXCL11
	0.00610587
	No data
	No data
	No data
	No data
	0.050218461
	No data
	No data
	C-X-C motif chemokine ligand 11

	AURKA
	0.006098068
	No data
	No data
	No data
	No data
	0.050154291
	No data
	No data
	aurora kinase A

	IL7
	0.005976312
	No data
	No data
	No data
	No data
	0.049152894
	No data
	No data
	interleukin 7

	IL18R1
	0.005913278
	No data
	No data
	No data
	No data
	0.048634464
	No data
	No data
	interleukin 18 receptor 1

	APEX1
	0.005913278
	No data
	No data
	No data
	No data
	0.048634464
	No data
	No data
	apurinic/apyrimidinic endodeoxyribonuclease 1

	TPO
	0.005913278
	No data
	No data
	No data
	No data
	0.048634464
	No data
	No data
	thyroid peroxidase

	PFKL
	0.005913278
	No data
	No data
	No data
	No data
	0.048634464
	No data
	No data
	phosphofructokinase, liver type

	HRNR
	0.005913278
	No data
	No data
	No data
	No data
	0.048634464
	No data
	No data
	hornerin

	TSPAN1
	0.005913278
	No data
	No data
	No data
	No data
	0.048634464
	No data
	No data
	tetraspanin 1

	BCHE
	0.005913278
	No data
	No data
	No data
	No data
	0.048634464
	No data
	No data
	butyrylcholinesterase

	SOAT1
	0.005769552
	No data
	No data
	No data
	No data
	0.047452376
	No data
	No data
	sterol O-acyltransferase 1

	GP1BA
	0.005769552
	No data
	No data
	No data
	No data
	0.047452376
	No data
	No data
	glycoprotein Ib platelet subunit alpha

	SLC51B
	0.005707956
	No data
	No data
	No data
	No data
	0.046945767
	No data
	No data
	SLC51 subunit beta

	CCR7
	0.005697689
	No data
	No data
	No data
	No data
	0.046861332
	No data
	No data
	C-C motif chemokine receptor 7

	NR0B2
	0.005605294
	No data
	No data
	No data
	No data
	0.046101419
	No data
	No data
	nuclear receptor subfamily 0 group B member 2

	IL11
	0.005543698
	No data
	No data
	No data
	No data
	0.04559481
	No data
	No data
	interleukin 11

	MTOR
	0.005543698
	No data
	No data
	No data
	No data
	0.04559481
	No data
	No data
	mechanistic target of rapamycin kinase

	RO60
	0.005512899
	No data
	No data
	No data
	No data
	0.045341505
	No data
	No data
	Ro60, Y RNA binding protein

	DDX41
	0.005502633
	No data
	No data
	No data
	No data
	0.04525707
	No data
	No data
	DEAD-box helicase 41

	CYP3A4
	0.005420505
	No data
	No data
	No data
	No data
	0.044581592
	No data
	No data
	cytochrome P450 family 3 subfamily A member 4

	RNPC3
	0.005387242
	No data
	No data
	No data
	No data
	0.044308023
	No data
	No data
	RNA binding region (RNP1, RRM) containing 3

	NF1
	0.005358908
	No data
	No data
	No data
	No data
	0.044074983
	No data
	No data
	neurofibromin 1

	FAM53B
	0.005358908
	No data
	No data
	No data
	No data
	0.044074983
	No data
	No data
	family with sequence similarity 53 member B

	CSF3
	0.005358908
	No data
	No data
	No data
	No data
	0.044074983
	No data
	No data
	colony stimulating factor 3

	CCL21
	0.005338376
	No data
	No data
	No data
	No data
	0.043906113
	No data
	No data
	C-C motif chemokine ligand 21

	VWF
	0.00532811
	No data
	No data
	No data
	No data
	0.043821678
	No data
	No data
	von Willebrand factor

	AKT1
	0.005245981
	No data
	No data
	No data
	No data
	0.0431462
	No data
	No data
	AKT serine/threonine kinase 1

	RAG1
	0.005245981
	No data
	No data
	No data
	No data
	0.0431462
	No data
	No data
	recombination activating 1

	APOB
	0.005235715
	No data
	No data
	No data
	No data
	0.043061765
	No data
	No data
	apolipoprotein B

	ITGAX
	0.005235715
	No data
	No data
	No data
	No data
	0.043061765
	No data
	No data
	integrin subunit alpha X

	DPP9
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	dipeptidyl peptidase 9

	SMC4
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	structural maintenance of chromosomes 4

	GCLC
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	glutamate-cysteine ligase catalytic subunit

	ZBTB32
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	zinc finger and BTB domain containing 32

	SH2D3A
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	SH2 domain containing 3A

	MAPK14
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	mitogen-activated protein kinase 14

	UCN2
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	urocortin 2

	DPP8
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	dipeptidyl peptidase 8

	FCN2
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	ficolin 2

	NRL
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	neural retina leucine zipper

	FCN3
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	ficolin 3

	CSF2
	0.005174118
	No data
	No data
	No data
	No data
	0.042555156
	No data
	No data
	colony stimulating factor 2

	ADCY10
	0.005153586
	No data
	No data
	No data
	No data
	0.042386286
	No data
	No data
	adenylate cyclase 10

	LOXL2
	0.005153586
	No data
	No data
	No data
	No data
	0.042386286
	No data
	No data
	lysyl oxidase like 2

	SERPINC1
	0.005153586
	No data
	No data
	No data
	No data
	0.042386286
	No data
	No data
	serpin family C member 1

	OTUD5
	0.005061191
	No data
	No data
	No data
	No data
	0.041626373
	No data
	No data
	OTU deubiquitinase 5

	HSP90B2P
	0.005061191
	No data
	No data
	No data
	No data
	0.041626373
	No data
	No data
	heat shock protein 90 beta family member 2, pseudogene

	ALOX5
	0.004989328
	No data
	No data
	No data
	No data
	0.041035329
	No data
	No data
	arachidonate 5-lipoxygenase

	HMGB2
	0.004989328
	No data
	No data
	No data
	No data
	0.041035329
	No data
	No data
	high mobility group box 2

	ENSG00000293339
	0.004989328
	No data
	No data
	No data
	No data
	0.041035329
	No data
	No data
	novel transcript

	ABCG2
	0.004989328
	No data
	No data
	No data
	No data
	0.041035329
	No data
	No data
	ATP binding cassette subfamily G member 2 (JR blood group)

	KLK3
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	kallikrein related peptidase 3

	CYP19A1
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	cytochrome P450 family 19 subfamily A member 1

	CD5
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	CD5 molecule

	MCAT
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	malonyl-CoA-acyl carrier protein transacylase

	KLK4
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	kallikrein related peptidase 4

	DEFB1
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	defensin beta 1

	PLAU
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	plasminogen activator, urokinase

	AXL
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	AXL receptor tyrosine kinase

	CLU
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	clusterin

	HMGB1
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	high mobility group box 1

	KITLG
	0.004804538
	No data
	No data
	No data
	No data
	0.039515502
	No data
	No data
	KIT ligand

	LMNA
	0.00469428
	No data
	No data
	No data
	No data
	0.038608672
	No data
	No data
	lamin A/C

	BAX
	0.004635147
	No data
	No data
	No data
	No data
	0.038122327
	No data
	No data
	BCL2 associated X, apoptosis regulator

	LEF1
	0.004619748
	No data
	No data
	No data
	No data
	0.037995675
	No data
	No data
	lymphoid enhancer binding factor 1

	TNFSF12
	0.004619748
	No data
	No data
	No data
	No data
	0.037995675
	No data
	No data
	TNF superfamily member 12

	BCL2L1
	0.004619748
	No data
	No data
	No data
	No data
	0.037995675
	No data
	No data
	BCL2 like 1

	RORC
	0.004619748
	No data
	No data
	No data
	No data
	0.037995675
	No data
	No data
	RAR related orphan receptor C

	ERVW-1
	0.004619748
	No data
	No data
	No data
	No data
	0.037995675
	No data
	No data
	endogenous retrovirus group W member 1, envelope

	RARA
	0.004599216
	No data
	No data
	No data
	No data
	0.037826805
	No data
	No data
	retinoic acid receptor alpha

	SELP
	0.004599216
	No data
	No data
	No data
	No data
	0.037826805
	No data
	No data
	selectin P

	ITPR3
	0.004506821
	No data
	No data
	No data
	No data
	0.037066892
	No data
	No data
	inositol 1,4,5-trisphosphate receptor type 3

	MYC
	0.004496555
	No data
	No data
	No data
	No data
	0.036982457
	No data
	No data
	MYC proto-oncogene, bHLH transcription factor

	ASGR1
	0.004473005
	No data
	No data
	No data
	No data
	0.036788765
	No data
	No data
	asialoglycoprotein receptor 1

	STS
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	steroid sulfatase

	CGAS
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	cyclic GMP-AMP synthase

	MAPK7
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	mitogen-activated protein kinase 7

	P4HB
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	prolyl 4-hydroxylase subunit beta

	JAG1
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	jagged canonical Notch ligand 1

	ABCC5
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	ATP binding cassette subfamily C member 5

	CENPI
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	centromere protein I

	CD2
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	CD2 molecule

	PSMA1
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	proteasome 20S subunit alpha 1

	ZNF77
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	zinc finger protein 77

	ADGRL4
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	adhesion G protein-coupled receptor L4

	TRAF3IP2
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	TRAF3 interacting protein 2

	TFAM
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	transcription factor A, mitochondrial

	SPATA31A3
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	SPATA31 subfamily A member 3

	H2AX
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	H2A.X variant histone

	IL17F
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	interleukin 17F

	PDK4
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	pyruvate dehydrogenase kinase 4

	LPA
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	lipoprotein(a)

	ABCA4
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	ATP binding cassette subfamily A member 4

	ADM2
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	adrenomedullin 2

	ATP7B
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	ATPase copper transporting beta

	VEGFC
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	vascular endothelial growth factor C

	PRB2
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	proline rich protein BstNI subfamily 2

	IGF2
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	insulin like growth factor 2

	CD34
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	CD34 molecule

	SERPINB2
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	serpin family B member 2

	SLC4A1
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	solute carrier family 4 member 1 (Diego blood group)

	CHMP2A
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	charged multivesicular body protein 2A

	HOXD13
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	homeobox D13

	TRAV29DV5
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	T cell receptor alpha variable 29/delta variable 5

	MEF2A
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	myocyte enhancer factor 2A

	BCL3
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	BCL3 transcription coactivator

	NTN1
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	netrin 1

	GCH1
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	GTP cyclohydrolase 1

	TRAJ60
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	T cell receptor alpha joining 60 (pseudogene)

	STING1
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	stimulator of interferon response cGAMP interactor 1

	PSMA4
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	proteasome 20S subunit alpha 4

	IFI6
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	interferon alpha inducible protein 6

	IRAK3
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	interleukin 1 receptor associated kinase 3

	PGC
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	progastricsin

	ENO2
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	enolase 2

	MYH9
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	myosin heavy chain 9

	PSMA3
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	proteasome 20S subunit alpha 3

	AR
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	androgen receptor

	BPI
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	bactericidal permeability increasing protein

	SPDL1
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	spindle apparatus coiled-coil protein 1

	AGBL2
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	AGBL carboxypeptidase 2

	PTHLH
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	parathyroid hormone like hormone

	DDX60
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	DExD/H-box helicase 60

	IRF9
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	interferon regulatory factor 9

	ISG15
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	ISG15 ubiquitin like modifier

	AQP4
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	aquaporin 4

	EBI3
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	Epstein-Barr virus induced 3

	GCG
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	glucagon

	AREG
	0.004434958
	No data
	No data
	No data
	No data
	0.036475848
	No data
	No data
	amphiregulin

	GATA3
	0.004414426
	No data
	No data
	No data
	No data
	0.036306978
	No data
	No data
	GATA binding protein 3

	TNFRSF25
	0.004414426
	No data
	No data
	No data
	No data
	0.036306978
	No data
	No data
	TNF receptor superfamily member 25

	GNAT3
	0.004250168
	No data
	No data
	No data
	No data
	0.034956021
	No data
	No data
	G protein subunit alpha transducin 3

	ANXA11
	0.004250168
	No data
	No data
	No data
	No data
	0.034956021
	No data
	No data
	annexin A11

	CAV1
	0.004250168
	No data
	No data
	No data
	No data
	0.034956021
	No data
	No data
	caveolin 1

	IMPDH2
	0.004250168
	No data
	No data
	No data
	No data
	0.034956021
	No data
	No data
	inosine monophosphate dehydrogenase 2

	CTPS1
	0.004250168
	No data
	No data
	No data
	No data
	0.034956021
	No data
	No data
	CTP synthase 1

	XDH
	0.004250168
	No data
	No data
	No data
	No data
	0.034956021
	No data
	No data
	xanthine dehydrogenase

	PDPN
	0.004229636
	No data
	No data
	No data
	No data
	0.034787151
	No data
	No data
	podoplanin

	CTSS
	0.004093713
	No data
	No data
	No data
	No data
	0.033669234
	No data
	No data
	cathepsin S

	CYP1A1
	0.004065378
	No data
	No data
	No data
	No data
	0.033436194
	No data
	No data
	cytochrome P450 family 1 subfamily A member 1

	IFNB1
	0.004065378
	No data
	No data
	No data
	No data
	0.033436194
	No data
	No data
	interferon beta 1

	NFE2L2
	0.003908923
	No data
	No data
	No data
	No data
	0.032149407
	No data
	No data
	NFE2 like bZIP transcription factor 2

	AFP
	0.003898028
	No data
	No data
	No data
	No data
	0.032059803
	No data
	No data
	alpha fetoprotein

	RUNX1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	RUNX family transcription factor 1

	GYPA
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	glycophorin A (MNS blood group)

	ADGRE1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	adhesion G protein-coupled receptor E1

	CISD2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	CDGSH iron sulfur domain 2

	MSR1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	macrophage scavenger receptor 1

	CAPN1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	calpain 1

	CAT
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	catalase

	TWIST1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	twist family bHLH transcription factor 1

	SCARF1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	scavenger receptor class F member 1

	SESN1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	sestrin 1

	ADA
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	adenosine deaminase

	SLC26A8
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	solute carrier family 26 member 8

	TLR5
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	toll like receptor 5

	RB1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	RB transcriptional corepressor 1

	RNF182
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	ring finger protein 182

	DLX3
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	distal-less homeobox 3

	NCR2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	natural cytotoxicity triggering receptor 2

	TTL
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	tubulin tyrosine ligase

	SERPINB3
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	serpin family B member 3

	STAT5B
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	signal transducer and activator of transcription 5B

	SCAMP3
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	secretory carrier membrane protein 3

	ITGB2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	integrin subunit beta 2

	DOK3
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	docking protein 3

	SHOX2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	SHOX homeobox 2

	RAB3A
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	RAB3A, member RAS oncogene family

	ST6GAL1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	ST6 beta-galactoside alpha-2,6-sialyltransferase 1

	SUOX
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	sulfite oxidase

	GNMT
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	glycine N-methyltransferase

	SMAD5
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	SMAD family member 5

	PFKFB3
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3

	RPS28
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	ribosomal protein S28

	IFITM1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	interferon induced transmembrane protein 1

	ALPL
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	alkaline phosphatase, biomineralization associated

	NR1D1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	nuclear receptor subfamily 1 group D member 1

	ST6GALNAC4
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	ST6 N-acetylgalactosaminide alpha-2,6-sialyltransferase 4

	HSPE1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	heat shock protein family E (Hsp10) member 1

	XPR1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	xenotropic and polytropic retrovirus receptor 1

	TREM1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	triggering receptor expressed on myeloid cells 1

	CDK4
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	cyclin dependent kinase 4

	GYPB
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	glycophorin B (MNS blood group)

	TSC2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	TSC complex subunit 2

	SMARCA4
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 4

	C15orf39
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	chromosome 15 open reading frame 39

	HSPG2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	heparan sulfate proteoglycan 2

	KRT5
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	keratin 5

	BACH2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	BTB domain and CNC homolog 2

	TNFRSF13B
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	TNF receptor superfamily member 13B

	NDP
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	norrin cystine knot growth factor NDP

	PLEKHG3
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	pleckstrin homology and RhoGEF domain containing G3

	MCL1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	MCL1 apoptosis regulator, BCL2 family member

	TOP1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	DNA topoisomerase I

	TOP2A
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	DNA topoisomerase II alpha

	C1QA
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	complement C1q A chain

	UBXN11
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	UBX domain protein 11

	CD247
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	CD247 molecule

	CD300E
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	CD300e molecule

	NFAM1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	NFAT activating protein with ITAM motif 1

	MAPK3
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	mitogen-activated protein kinase 3

	MAP3K8
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	mitogen-activated protein kinase kinase kinase 8

	BDH2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	3-hydroxybutyrate dehydrogenase 2

	STAG2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	STAG2 cohesin complex component

	CMTM6
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	CKLF like MARVEL transmembrane domain containing 6

	SPHK1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	sphingosine kinase 1

	COL3A1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	collagen type III alpha 1 chain

	TNFRSF9
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	TNF receptor superfamily member 9

	SMN2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	survival of motor neuron 2, centromeric

	CLDN7
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	claudin 7

	UBE2C
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	ubiquitin conjugating enzyme E2 C

	SLC7A7
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	solute carrier family 7 member 7

	CLDN1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	claudin 1

	IFNGR2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	interferon gamma receptor 2

	ZNF365
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	zinc finger protein 365

	CCNB2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	cyclin B2

	CUX1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	cut like homeobox 1

	NEFH
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	neurofilament heavy chain

	SLC22A8
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	solute carrier family 22 member 8

	CISH
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	cytokine inducible SH2 containing protein

	ATRX
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	ATRX chromatin remodeler

	KLRD1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	killer cell lectin like receptor D1

	CIITA
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	class II major histocompatibility complex transactivator

	IRF1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	interferon regulatory factor 1

	BTLA
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	B and T lymphocyte associated

	CCND2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	cyclin D2

	ENAH
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	ENAH actin regulator

	SNCA
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	synuclein alpha

	PTEN
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	phosphatase and tensin homolog

	PRSS33
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	serine protease 33

	IL2RG
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	interleukin 2 receptor subunit gamma

	LMF2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	lipase maturation factor 2

	ITGB3
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	integrin subunit beta 3

	CA5A
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	carbonic anhydrase 5A

	CXCR2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	C-X-C motif chemokine receptor 2

	GP2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	glycoprotein 2

	CXCL2
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	C-X-C motif chemokine ligand 2

	CDK1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	cyclin dependent kinase 1

	CCND1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	cyclin D1

	ARID1A
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	AT-rich interaction domain 1A

	OPLAH
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	5-oxoprolinase, ATP-hydrolysing

	NLRP1
	0.003695799
	No data
	No data
	No data
	No data
	0.03039654
	No data
	No data
	NLR family pyrin domain containing 1

	RIPK3
	0.003675266
	No data
	No data
	No data
	No data
	0.03022767
	No data
	No data
	receptor interacting serine/threonine kinase 3

	BHMT
	0.003511009
	No data
	No data
	No data
	No data
	0.028876713
	No data
	No data
	betaine--homocysteine S-methyltransferase

	GH1
	0.003511009
	No data
	No data
	No data
	No data
	0.028876713
	No data
	No data
	growth hormone 1

	CHL1
	0.003511009
	No data
	No data
	No data
	No data
	0.028876713
	No data
	No data
	cell adhesion molecule L1 like

	PSMB5
	0.003490476
	No data
	No data
	No data
	No data
	0.028707843
	No data
	No data
	proteasome 20S subunit beta 5

	TBXT
	0.003326219
	No data
	No data
	No data
	No data
	0.027356886
	No data
	No data
	T-box transcription factor T

	MMP13
	0.003326219
	No data
	No data
	No data
	No data
	0.027356886
	No data
	No data
	matrix metallopeptidase 13

	LRG1
	0.003326219
	No data
	No data
	No data
	No data
	0.027356886
	No data
	No data
	leucine rich alpha-2-glycoprotein 1

	AOPEP
	0.003326219
	No data
	No data
	No data
	No data
	0.027356886
	No data
	No data
	aminopeptidase O (putative)

	RXRA
	0.003326219
	No data
	No data
	No data
	No data
	0.027356886
	No data
	No data
	retinoid X receptor alpha

	TERT
	0.003326219
	No data
	No data
	No data
	No data
	0.027356886
	No data
	No data
	telomerase reverse transcriptase

	ABCC3
	0.003028502
	No data
	No data
	No data
	No data
	0.024908276
	No data
	No data
	ATP binding cassette subfamily C member 3

	VIM
	0.003028502
	No data
	No data
	No data
	No data
	0.024908276
	No data
	No data
	vimentin

	TNFRSF10A
	0.003018235
	No data
	No data
	No data
	No data
	0.024823841
	No data
	No data
	TNF receptor superfamily member 10a

	DDAH2
	0.003018235
	No data
	No data
	No data
	No data
	0.024823841
	No data
	No data
	DDAH family member 2, ADMA-independent

	CTSG
	0.003018235
	No data
	No data
	No data
	No data
	0.024823841
	No data
	No data
	cathepsin G

	FLT1
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	fms related receptor tyrosine kinase 1

	MCAM
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	melanoma cell adhesion molecule

	MTM1
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	myotubularin 1

	SERPINB5
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	serpin family B member 5

	TACSTD2
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	tumor associated calcium signal transducer 2

	ANGPT2
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	angiopoietin 2

	MGLL
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	monoglyceride lipase

	SAA1
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	serum amyloid A1

	ACAA1
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	acetyl-CoA acyltransferase 1

	ABR
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	ABR activator of RhoGEF and GTPase

	GPI
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	glucose-6-phosphate isomerase

	IL3RA
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	interleukin 3 receptor subunit alpha 

	PEMT
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	phosphatidylethanolamine N-methyltransferase

	IL10RA
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	interleukin 10 receptor subunit alpha

	CYP17A1
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	cytochrome P450 family 17 subfamily A member 1

	PLAT
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	plasminogen activator, tissue type

	NOD2
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	nucleotide binding oligomerization domain containing 2

	GGCT
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	gamma-glutamylcyclotransferase

	ZDHHC4
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	zinc finger DHHC-type palmitoyltransferase 4

	CAV2
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	caveolin 2

	ANGPT1
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	angiopoietin 1

	S100B
	0.002956639
	No data
	No data
	No data
	No data
	0.024317232
	No data
	No data
	S100 calcium binding protein B

	H3P23
	0.002936107
	No data
	No data
	No data
	No data
	0.024148362
	No data
	No data
	H3 histone pseudogene 23

	MUC5AC
	0.002936107
	No data
	No data
	No data
	No data
	0.024148362
	No data
	No data
	mucin 5AC, oligomeric mucus/gel-forming

	WNT2B
	0.002936107
	No data
	No data
	No data
	No data
	0.024148362
	No data
	No data
	Wnt family member 2B

	HIF1A
	0.002902844
	No data
	No data
	No data
	No data
	0.023874793
	No data
	No data
	hypoxia inducible factor 1 subunit alpha

	TET1
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	tet methylcytosine dioxygenase 1

	DMBT1
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	deleted in malignant brain tumors 1

	LOX
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	lysyl oxidase

	GAST
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	gastrin

	TNFSF14
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	TNF superfamily member 14

	JUN
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	Jun proto-oncogene, AP-1 transcription factor subunit

	GRIPAP1
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	GRIP1 associated protein 1

	CPE
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	carboxypeptidase E

	ITLN1
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	intelectin 1

	CFP
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	complement factor properdin

	GSTA1
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	glutathione S-transferase alpha 1

	FOXA2
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	forkhead box A2

	RPLP1
	0.002771849
	No data
	No data
	No data
	No data
	0.022797405
	No data
	No data
	ribosomal protein lateral stalk subunit P1

	CST3
	0.002751317
	No data
	No data
	No data
	No data
	0.022628535
	No data
	No data
	cystatin C

	ART4
	0.002751317
	No data
	No data
	No data
	No data
	0.022628535
	No data
	No data
	ADP-ribosyltransferase 4 (inactive) (Dombrock blood group)

	GLB1
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	galactosidase beta 1

	AOC3
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	amine oxidase copper containing 3

	HLA-S
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	major histocompatibility complex, class I, S (pseudogene)

	COIL
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	coilin

	HNF4A
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	hepatocyte nuclear factor 4 alpha

	PRKAA1
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	protein kinase AMP-activated catalytic subunit alpha 1

	CYP27A1
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	cytochrome P450 family 27 subfamily A member 1

	SGCG
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	sarcoglycan gamma

	HP
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	haptoglobin

	PIN4
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	peptidylprolyl cis/trans isomerase, NIMA-interacting 4

	SLCO1B1
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	solute carrier organic anion transporter family member 1B1

	CR2
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	complement C3d receptor 2

	DUSP4
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	dual specificity phosphatase 4

	PTGS2
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	prostaglandin-endoperoxide synthase 2

	HMGCR
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	3-hydroxy-3-methylglutaryl-CoA reductase

	NELFCD
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	negative elongation factor complex member C/D

	PDGFB
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	platelet derived growth factor subunit B

	HDAC9
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	histone deacetylase 9

	TNFRSF10B
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	TNF receptor superfamily member 10b

	CYP2E1
	0.002587059
	No data
	No data
	No data
	No data
	0.021277578
	No data
	No data
	cytochrome P450 family 2 subfamily E member 1

	DCXR
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	dicarbonyl and L-xylulose reductase

	MUC6
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	mucin 6, oligomeric mucus/gel-forming

	ABL1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	ABL proto-oncogene 1, non-receptor tyrosine kinase

	CNBP
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	CCHC-type zinc finger nucleic acid binding protein

	ALOX15
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	arachidonate 15-lipoxygenase

	WNT5A
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	Wnt family member 5A

	SPRR2A
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	small proline rich protein 2A

	PDIA3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	protein disulfide isomerase family A member 3

	PLG
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	plasminogen

	PRPF40A
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	pre-mRNA processing factor 40 homolog A

	CHRNA1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	cholinergic receptor nicotinic alpha 1 subunit

	IL1A
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	interleukin 1 alpha

	JAM3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	junctional adhesion molecule 3

	PIGA
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	phosphatidylinositol glycan anchor biosynthesis class A

	MTTP
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	microsomal triglyceride transfer protein

	CTSB
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	cathepsin B

	MEF2D
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	myocyte enhancer factor 2D

	XRCC3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	X-ray repair cross complementing 3

	SUMO1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	small ubiquitin like modifier 1

	KRT20
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	keratin 20

	PARP2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	poly(ADP-ribose) polymerase 2

	IGF1R
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	insulin like growth factor 1 receptor

	PLA2R1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	phospholipase A2 receptor 1

	RNASET2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	ribonuclease T2

	CDC42
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	cell division cycle 42

	ASPN
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	asporin

	TFF2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	trefoil factor 2

	SERPINA6
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	serpin family A member 6

	RIPK1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	receptor interacting serine/threonine kinase 1

	SREBF2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	sterol regulatory element binding transcription factor 2

	GZMA
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	granzyme A

	NR1I3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	nuclear receptor subfamily 1 group I member 3

	CD59
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	CD59 molecule (CD59 blood group)

	F8
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	coagulation factor VIII

	PDHB
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	pyruvate dehydrogenase E1 subunit beta

	ANO2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	anoctamin 2

	MERTK
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	MER proto-oncogene, tyrosine kinase

	MTG1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	mitochondrial ribosome associated GTPase 1

	EBAG9
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	estrogen receptor binding site associated antigen 9

	ZNF35
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	zinc finger protein 35

	TRBC2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	T cell receptor beta constant 2

	SLC25A1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	solute carrier family 25 member 1

	TACR1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	tachykinin receptor 1

	NUDT15
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	nudix hydrolase 15

	TNFRSF14
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	TNF receptor superfamily member 14

	IL36RN
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	interleukin 36 receptor antagonist

	CD55
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	CD55 molecule (Cromer blood group)

	NR1H3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	nuclear receptor subfamily 1 group H member 3

	CTNNB1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	catenin beta 1

	ACKR3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	atypical chemokine receptor 3

	IL17RA
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	interleukin 17 receptor A

	GDA
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	guanine deaminase

	DDR1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	discoidin domain receptor tyrosine kinase 1

	ALK
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	ALK receptor tyrosine kinase

	SUMO3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	small ubiquitin like modifier 3

	RNASE3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	ribonuclease A family member 3

	NOTCH2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	notch receptor 2

	GSTP1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	glutathione S-transferase pi 1

	PPM1K
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	protein phosphatase, Mg2+/Mn2+ dependent 1K

	KCNN4
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	potassium calcium-activated channel subfamily N member 4

	SLC44A1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	solute carrier family 44 member 1

	FABP2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	fatty acid binding protein 2

	CXADRP1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	CXADR pseudogene 1

	HNF1A
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	HNF1 homeobox A

	GPR161
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	G protein-coupled receptor 161

	GPNMB
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	glycoprotein nmb

	LPO
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	lactoperoxidase

	ERCC5
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	ERCC excision repair 5, endonuclease

	GSTT1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	glutathione S-transferase theta 1

	RNH1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	ribonuclease/angiogenin inhibitor 1

	DES
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	desmin

	GAPDH
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	glyceraldehyde-3-phosphate dehydrogenase

	ZBTB2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	zinc finger and BTB domain containing 2

	NHERF1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	NHERF family PDZ scaffold protein 1

	SLC9C1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	solute carrier family 9 member C1

	MTHFR
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	methylenetetrahydrofolate reductase

	CST4
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	cystatin S

	XPA
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	XPA, DNA damage recognition and repair factor

	FNDC5
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	fibronectin type III domain containing 5

	ERCC2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	ERCC excision repair 2, TFIIH core complex helicase subunit

	HLA-DRB6
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	major histocompatibility complex, class II, DR beta 6 (pseudogene) 

	C5
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	complement C5

	ZC3HAV1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	zinc finger CCCH-type containing, antiviral 1

	F10
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	coagulation factor X

	SUMO2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	small ubiquitin like modifier 2

	GAD2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	glutamate decarboxylase 2

	SFMBT2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	Scm like with four mbt domains 2

	THSD7A
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	thrombospondin type 1 domain containing 7A

	LINC00472
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	long intergenic non-protein coding RNA 472

	CYP2A6
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	cytochrome P450 family 2 subfamily A member 6

	MYBPH
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	myosin binding protein H

	ZEB1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	zinc finger E-box binding homeobox 1

	SREBF1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	sterol regulatory element binding transcription factor 1

	CYP1A2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	cytochrome P450 family 1 subfamily A member 2

	RIGI
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	RNA sensor RIG-I

	GLRX
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	glutaredoxin

	NR0B1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	nuclear receptor subfamily 0 group B member 1

	IL36G
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	interleukin 36 gamma

	BATF3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	basic leucine zipper ATF-like transcription factor 3

	LDLR
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	low density lipoprotein receptor

	XRCC1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	X-ray repair cross complementing 1

	SDC1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	syndecan 1

	WNK2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	WNK lysine deficient protein kinase 2

	PRL
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	prolactin

	NR1H2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	nuclear receptor subfamily 1 group H member 2

	PON1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	paraoxonase 1

	ADGRB3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	adhesion G protein-coupled receptor B3

	IRF3
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	interferon regulatory factor 3

	MDM2
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	MDM2 proto-oncogene

	IGHA1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	immunoglobulin heavy constant alpha 1

	SLC7A1
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	solute carrier family 7 member 1

	FCGR2A
	0.002217479
	No data
	No data
	No data
	No data
	0.018237924
	No data
	No data
	Fc gamma receptor IIa

	TRH
	0.001847899
	No data
	No data
	No data
	No data
	0.01519827
	No data
	No data
	thyrotropin releasing hormone

	IL1RL1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	interleukin 1 receptor like 1

	CAMK2G
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	calcium/calmodulin dependent protein kinase II gamma

	FGFR1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	fibroblast growth factor receptor 1

	STAT6
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	signal transducer and activator of transcription 6

	CCL19
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	C-C motif chemokine ligand 19

	RAG2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	recombination activating 2

	MRC1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	mannose receptor C-type 1

	NAGK
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	N-acetylglucosamine kinase

	LEMD3
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	LEM domain containing 3

	IRF4
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	interferon regulatory factor 4

	LTB
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	lymphotoxin beta

	S100A8
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	S100 calcium binding protein A8

	TSPO
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	translocator protein

	FASN
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	fatty acid synthase

	ZPLD1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	zona pellucida like domain containing 1

	SGCB
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	sarcoglycan beta

	CLPTM1L
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	CLPTM1 like

	NFKBIZ
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	NFKB inhibitor zeta

	IFNE
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	interferon epsilon

	TAB1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	TGF-beta activated kinase 1 (MAP3K7) binding protein 1

	ORM2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	orosomucoid 2

	CLPX
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	caseinolytic mitochondrial matrix peptidase chaperone subunit X

	AANAT
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	aralkylamine N-acetyltransferase

	REG4
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	regenerating family member 4

	MALAT1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	metastasis associated lung adenocarcinoma transcript 1

	SNAP47
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	synaptosome associated protein 47

	AGER
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	advanced glycosylation end-product specific receptor

	CBX5
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	chromobox 5

	MORC3
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	MORC family CW-type zinc finger 3

	CHI3L1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	chitinase 3 like 1

	FGF21
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	fibroblast growth factor 21

	FKBP1A
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	FKBP prolyl isomerase 1A

	SLC7A5
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	solute carrier family 7 member 5

	GPX4
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	glutathione peroxidase 4

	PRDM9
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	PR/SET domain 9

	CEP97
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	centrosomal protein 97

	GOLPH3
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	golgi phosphoprotein 3

	ZPBP
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	zona pellucida binding protein

	NOTCH1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	notch receptor 1

	KNG1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	kininogen 1

	H4C11
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	H4 clustered histone 11

	IFITM3
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	interferon induced transmembrane protein 3

	NAAA
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	N-acylethanolamine acid amidase

	PTMA
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	prothymosin alpha

	SNAI1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	snail family transcriptional repressor 1

	SALL1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	spalt like transcription factor 1

	MYOZ1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	myozenin 1

	FUT11
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	fucosyltransferase 11

	TGFBR1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	transforming growth factor beta receptor 1

	AOAH
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	acyloxyacyl hydrolase

	SERPINE1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	serpin family E member 1

	GSS
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	glutathione synthetase

	MCM3
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	minichromosome maintenance complex component 3

	H4C15
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	H4 clustered histone 15

	ARL14
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	ADP ribosylation factor like GTPase 14

	AHSG
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	alpha 2-HS glycoprotein

	BIRC3
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	baculoviral IAP repeat containing 3

	INSR
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	insulin receptor

	INHBE
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	inhibin subunit beta E

	WEE1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	WEE1 G2 checkpoint kinase

	MGP
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	matrix Gla protein

	CCL4
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	C-C motif chemokine ligand 4

	CYP2C9
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	cytochrome P450 family 2 subfamily C member 9

	CCN2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	cellular communication network factor 2

	RASSF1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	Ras association domain family member 1

	MACIR
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	macrophage immunometabolism regulator

	H4C13
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	H4 clustered histone 13

	KL
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	klotho

	ARID4B
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	AT-rich interaction domain 4B

	CD207
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	CD207 molecule

	BPIFA2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	BPI fold containing family A member 2

	COL1A1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	collagen type I alpha 1 chain

	BIRC2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	baculoviral IAP repeat containing 2

	C1orf141
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	chromosome 1 open reading frame 141

	NUP153
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	nucleoporin 153

	CD177
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	CD177 molecule

	ADSL
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	adenylosuccinate lyase

	CTSD
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	cathepsin D

	H4C2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	H4 clustered histone 2

	AKR1A1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	aldo-keto reductase family 1 member A1

	H2BC21
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	H2B clustered histone 21

	P4HA1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	prolyl 4-hydroxylase subunit alpha 1

	GAS5
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	growth arrest specific 5

	CCL7
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	C-C motif chemokine ligand 7

	SLC47A1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	solute carrier family 47 member 1

	IDUA
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	alpha-L-iduronidase

	VIPR1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	vasoactive intestinal peptide receptor 1

	TNFRSF1B
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	TNF receptor superfamily member 1B

	CFL1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	cofilin 1

	SLC38A7
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	solute carrier family 38 member 7

	ANO1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	anoctamin 1

	F3
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	coagulation factor III, tissue factor

	MCM4
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	minichromosome maintenance complex component 4

	PTPRZ1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	protein tyrosine phosphatase receptor type Z1

	CBLN1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	cerebellin 1 precursor

	SLC35A2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	solute carrier family 35 member A2

	PHB2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	prohibitin 2

	THPO
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	thrombopoietin

	CCL3
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	C-C motif chemokine ligand 3

	PITX1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	paired like homeodomain 1

	ZMPSTE24
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	zinc metallopeptidase STE24

	CYGB
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	cytoglobin

	LMNB2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	lamin B2

	CACNA1H
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	calcium voltage-gated channel subunit alpha1 H

	MLH1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	mutL homolog 1

	THRA
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	thyroid hormone receptor alpha

	NUP93
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	nucleoporin 93

	SIRT3
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	sirtuin 3

	DGKQ
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	diacylglycerol kinase theta

	PPIG
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	peptidylprolyl isomerase G

	SHH
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	sonic hedgehog signaling molecule

	AGAP5
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	ArfGAP with GTPase domain, ankyrin repeat and PH domain 5

	BPIFB2
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	BPI fold containing family B member 2

	CA1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	carbonic anhydrase 1

	H4C8
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	H4 clustered histone 8

	KRT8
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	keratin 8

	APLN
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	apelin

	LMNB1
	0.001478319
	No data
	No data
	No data
	No data
	0.012158616
	No data
	No data
	lamin B1















Table S9. The drugs or compounds targeting AIF1 and FAM177A1
	 
	
	

	Drug Name
	Gene
	Status

	Tretinoin
	AIF1
	Approved,Investigational

	Bromodeoxyuridine
	AIF1
	-

	Calcium
	AIF1
	-

	Lithium cation
	FAM177A1
	Experimental



