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[bookmark: OLE_LINK56]Supplementary Fig S1
Bar chart of functional differences (KEGG level 2). (A-E) Pairwise comparison. A p-value less than 0.05 indicates a significant difference, while a p-value less than 0.01 indicates an extremely significant difference.
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Supplementary Fig S2
Abundance bubble map. Bubble size and color indicate the abundance and classification of the genus, respectively
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