Supplementary Table S1: Fruit biochemical parameters
Table S1a: Fruit biochemical parameters in parents
	Genotypes
	TSS (ºB)
	Acidity (%)
	Reducing sugars (%)
	Total sugars (%)

	Acc.3
	8.74
	1.70
	2.43
	5.38

	Acc.6 
	9.56
	1.59
	1.88
	5.32

	Acc.12
	8.94
	2.79
	2.26
	5.07

	Acc.18
	9.68
	2.10
	2.56
	5.63

	Acc.19
	9.62
	1.34
	1.58
	5.83



Table S1b: Fruit biochemical parameters in hybrids of Acc12 X Acc.19 
	Genotypes
	TSS (ºB)
	Acidity (%)
	Reducing sugars (%)
	Total sugars (%)

	H16-1.
	8.60
	0.80
	1.13
	4.14

	H16-2.
	9.17
	1.40
	1.02
	4.49

	H16.3.
	7.43
	1.93
	1.36
	3.95

	H16-4.
	8.47
	0.90
	1.17
	4.51

	H16-5.
	8.77
	1.17
	1.86
	5.11

	H16-6.
	8.63
	0.97
	2.02
	5.88

	H16-7.
	8.07
	0.90
	1.52
	4.13

	H16-9.
	7.17
	1.70
	0.98
	3.66

	H16-13.
	9.93
	1.27
	1.86
	6.30

	H16-14.
	8.43
	1.27
	0.93
	5.72

	H16-17
	10.12
	1.13
	1.62
	5.91

	H16-18.
	9.33
	1.73
	1.48
	6.29

	H17-2.
	8.53
	1.03
	2.35
	5.37

	H17-3.
	9.87
	0.90
	3.01
	6.07

	H17-5.
	10.10
	0.67
	2.77
	6.08

	H17-8.
	8.27
	1.13
	0.91
	4.69

	H17-9.
	10.53
	0.70
	3.02
	6.41

	H17-10.
	8.33
	1.37
	1.94
	3.46

	H17-12.
	6.77
	1.13
	1.62
	3.32

	H17-17
	9.63
	1.40
	1.09
	6.62

	H17-18.
	8.17
	1.63
	0.97
	4.81

	H18-1.
	7.63
	1.87
	1.48
	3.64

	H18-2.
	8.23
	1.90
	2.22
	4.45

	H18-3.
	7.87
	1.77
	1.70
	3.78

	H18-4.
	7.53
	2.10
	1.69
	3.96

	H18-5.
	9.57
	2.23
	2.16
	4.79

	H18-6.
	8.63
	1.03
	1.62
	4.95

	H18-8.
	9.17
	1.47
	1.53
	6.60

	H18-9.
	8.63
	1.80
	1.50
	4.37

	H18-10.
	8.27
	1.40
	1.64
	3.37

	H18-11.
	8.63
	1.13
	1.52
	3.74

	H18-13
	8.57
	0.60
	1.35
	4.99

	H18-17
	9.73
	1.73
	1.36
	6.30

	H18-19
	8.93
	1.47
	2.02
	5.41

	H19-1.
	9.17
	1.00
	2.31
	5.68

	H19-3.
	7.63
	1.80
	1.52
	4.20

	H19-5.
	9.20
	1.87
	1.94
	6.45

	H19-6.
	8.60
	1.30
	1.54
	4.41

	H19-7.
	9.27
	2.10
	1.86
	6.14

	H19-8.
	9.57
	1.17
	1.97
	6.46

	H19-10.
	7.63
	1.57
	1.17
	3.40

	H19-14
	8.77
	0.70
	1.53
	4.29

	H19-19
	9.17
	1.77
	1.53
	5.16

	H20-1.
	8.90
	1.20
	1.99
	5.74

	H20-5.
	10.27
	1.40
	1.86
	7.04

	H20-8.
	9.40
	1.50
	2.20
	6.30

	H20-12.
	10.13
	1.97
	1.16
	7.01

	mean
	8.80
	1.38
	1.68
	5.09

	C.D.
	0.64
	0.07
	0.18
	0.52

	C.V.
	5.80
	3.28
	6.47
	6.32

	MIN
	6.77
	0.60
	0.91
	3.32

	MAX
	10.53
	2.23
	3.02
	7.04



Table S1c: Fruit biochemical parameters in hybrids of Acc 3 X Acc.19 hybrids
	Genotypes
	TSS (ºB)
	Acidity (%)
	Reducing sugars  (%)
	Total sugars  (%)

	H21-4
	7.80
	1.30
	0.97
	3.60

	H21-5
	9.73
	1.13
	1.53
	5.84

	H21-8
	9.70
	1.20
	1.79
	6.23

	H21-15
	8.30
	1.90
	2.20
	5.52

	H21-16
	9.80
	1.50
	1.97
	6.52

	H22-1
	9.23
	1.33
	2.19
	5.49

	H22-2
	8.20
	1.30
	1.76
	4.21

	H22-3
	8.73
	1.17
	1.64
	4.41

	H22-5
	9.40
	0.83
	3.27
	5.29

	H22.7
	10.03
	1.10
	2.19
	6.28

	H22-8
	9.97
	1.33
	1.09
	5.20

	H23-1
	9.30
	1.60
	2.29
	6.46

	H23-3
	8.47
	1.30
	1.16
	4.01

	H23-4
	9.30
	0.80
	2.48
	6.28

	H23-6
	9.73
	1.43
	2.22
	6.56

	H23-7
	10.13
	0.90
	2.91
	7.13

	H23-8
	9.10
	1.23
	2.26
	6.19

	H23-11
	9.73
	1.17
	3.14
	6.12

	H23-15
	9.60
	0.97
	1.39
	6.33

	H23-18
	9.30
	1.47
	1.97
	6.13

	H23-19
	8.37
	1.80
	1.87
	5.57

	H24-1
	7.73
	1.43
	1.24
	3.78

	H24-3
	9.93
	1.17
	1.81
	6.06

	H24-4
	8.63
	1.60
	1.29
	3.95

	H24-6
	9.27
	1.47
	1.89
	6.03

	H24-7
	9.93
	1.20
	1.97
	6.02

	H24-8
	9.10
	0.80
	2.27
	6.12

	H24-9
	8.97
	1.40
	2.53
	5.59

	H24-10
	7.43
	1.40
	1.35
	3.33

	H25-1
	8.60
	1.83
	1.35
	4.05

	H25-2
	8.50
	1.77
	1.19
	4.01

	H25-4
	8.83
	2.43
	0.95
	5.33

	H25-5
	8.67
	1.63
	1.69
	4.56

	H25-6
	7.07
	1.47
	1.71
	3.50

	H25-8
	9.47
	1.37
	1.10
	6.06

	H25-12
	8.17
	1.10
	1.27
	4.29

	H25-14
	8.97
	1.17
	1.22
	5.66

	H25-15
	8.60
	1.53
	1.14
	3.96

	H26-4
	9.30
	1.20
	1.09
	7.13

	H26-5
	8.60
	1.20
	0.95
	3.98

	H26-6
	10.73
	1.20
	1.01
	6.47

	H26-7
	8.73
	1.33
	0.99
	4.07

	H26-8
	9.33
	1.23
	1.08
	6.87

	H26-9
	10.87
	1.20
	1.10
	6.68

	H26-14
	9.33
	1.60
	1.16
	4.08

	H27-8
	10.03
	0.93
	2.20
	7.01

	H27-12
	9.77
	1.53
	2.74
	6.19

	H27-13
	9.77
	1.53
	2.34
	6.57

	H27-15
	7.77
	1.30
	1.49
	3.34

	H28-1
	8.30
	1.03
	1.51
	4.46

	H28-5
	10.00
	1.20
	2.19
	6.06

	H28-6
	7.70
	1.67
	1.44
	3.87

	H29-4
	10.50
	1.93
	3.29
	7.23

	H29-9
	8.83
	1.33
	1.37
	3.88

	H29-10
	8.13
	1.33
	1.32
	3.69

	mean
	9.08
	1.35
	1.74
	5.33

	C.D.
	0.37
	0.07
	0.17
	0.65

	C.V.
	2.55
	3.38
	5.99
	7.50

	MIN
	7.07
	0.80
	0.95
	3.33

	MAX
	10.87
	2.43
	3.29
	7.23




Table S1d: Fruit biochemical parameters in half-sib population
	Genotypes
	TSS (ºB)
	Acidity (%)
	Reducing sugars (%)
	Total sugars (%)

	HS32-1
	8.16
	1.81
	1.91
	3.83

	HS32-2
	8.54
	0.92
	1.71
	3.38

	HS32-3
	9.58
	1.05
	2.97
	5.54

	HS32-8
	8.48
	1.50
	2.53
	5.32

	HS32-9
	9.50
	2.37
	1.76
	4.20

	HS33-3
	10.80
	1.33
	2.50
	5.72

	HS33-4
	8.22
	1.79
	2.61
	5.87

	HS34-7
	7.80
	1.71
	1.71
	3.31

	HS34-13
	9.54
	0.68
	2.38
	6.26

	HS34-10
	8.52
	2.05
	1.71
	4.05

	HS34-19
	6.76
	2.37
	0.90
	3.00

	HS35-3
	6.46
	2.15
	1.51
	3.09

	HS35-4
	8.32
	1.78
	0.85
	3.84

	HS35-11
	7.14
	2.16
	1.43
	3.83

	HS35-12
	8.80
	1.82
	1.52
	3.75

	HS36-2
	8.22
	1.86
	1.30
	3.89

	HS36-4
	8.00
	1.38
	0.92
	3.83

	HS36-5
	8.32
	1.36
	1.36
	3.72

	HS36-6
	9.22
	0.82
	3.14
	6.20

	HS36-10
	8.42
	0.78
	1.38
	3.39

	HS37-2
	10.56
	1.13
	2.29
	6.60

	HS37-4
	7.46
	0.86
	1.26
	3.37

	HS38-2
	8.68
	1.41
	1.40
	3.70

	HS38-3
	8.80
	1.56
	1.31
	3.05

	HS38-4
	9.66
	0.95
	1.11
	5.68

	HS38-5
	6.76
	0.84
	0.86
	2.87

	HS39-2
	8.66
	1.16
	1.68
	3.76

	HS39-3
	7.52
	1.38
	1.21
	3.38

	HS39-4
	9.78
	1.71
	2.25
	6.21

	HS39-9
	7.98
	1.79
	1.93
	3.36

	HS39-10
	9.50
	0.91
	2.72
	6.20

	HS39-11
	8.00
	1.84
	1.20
	3.86

	HS39-13
	9.08
	1.27
	3.32
	6.07

	HS39-14
	10.12
	0.63
	3.07
	6.32

	HS40-2
	8.00
	1.78
	1.81
	3.35

	HS40-5
	7.62
	1.93
	2.21
	4.46

	HS40-6
	9.48
	1.61
	2.29
	5.90

	HS40-7
	9.42
	0.82
	3.02
	6.25

	HS40-16
	7.90
	1.15
	1.31
	4.29

	HS41-5
	9.28
	1.09
	3.27
	6.34

	HS41-6
	9.04
	0.81
	3.30
	6.31

	HS41-7
	9.88
	1.10
	3.33
	6.28

	HS41-8
	9.02
	1.71
	3.71
	6.22

	HS41-10
	8.46
	1.86
	2.10
	4.40

	HS41-11
	9.78
	0.67
	2.90
	5.30

	HS42-1
	7.52
	0.69
	0.87
	3.43

	HS42-2
	9.06
	1.23
	2.75
	6.78

	HS42-4
	8.52
	1.52
	0.87
	4.86

	HS42-8
	7.88
	0.97
	0.87
	3.47

	HS42-9
	9.00
	1.04
	1.40
	6.70

	HS42-11
	9.06
	1.71
	2.33
	5.51

	HS42-12
	8.68
	1.48
	1.64
	4.28

	HS42-13
	8.80
	1.77
	1.60
	4.28

	HS42-15
	8.68
	1.77
	0.85
	3.97

	HS42-16
	8.98
	1.48
	0.86
	3.85

	HS42-18
	8.44
	1.79
	0.84
	3.50

	HS42-19
	9.56
	0.93
	3.00
	5.31

	HS43-1
	8.50
	1.46
	0.87
	4.00

	HS43-5
	11.02
	3.56
	2.83
	5.24

	HS43-6
	11.48
	0.63
	2.47
	5.24

	HS43-7
	8.12
	1.55
	1.20
	3.86

	HS43-9
	8.60
	1.37
	1.43
	3.53

	HS43-10
	8.66
	1.41
	1.22
	3.76

	HS43-11
	9.62
	0.99
	2.05
	5.80

	HS43-15
	10.80
	0.59
	3.47
	5.77

	HS43-16
	7.96
	0.95
	1.02
	3.89

	HS44-1
	9.50
	0.85
	3.19
	5.68

	HS44-4
	8.78
	1.96
	1.23
	4.26

	HS44-6
	8.04
	1.55
	1.20
	3.77

	HS44-8
	9.94
	1.03
	2.99
	5.64

	HS44-9
	9.58
	1.01
	2.91
	6.20

	HS44-12
	8.30
	1.70
	3.15
	3.87

	HS44-15
	9.24
	0.96
	3.20
	6.43

	HS44-17
	7.56
	0.97
	1.19
	3.65

	HS45-1
	10.30
	0.57
	3.47
	6.19

	HS45-9
	8.06
	1.19
	1.27
	4.26

	HS45-10
	7.06
	1.65
	1.07
	3.43

	HS45-14
	10.16
	0.76
	2.59
	6.17

	HS45-18
	9.56
	0.86
	2.29
	7.34

	HS46-5
	8.72
	0.88
	1.10
	3.54

	HS46-6
	9.40
	1.23
	2.46
	5.63

	HS46-10
	8.62
	1.28
	1.87
	3.56

	HS46-12
	10.18
	1.65
	3.25
	5.23

	HS46-13
	10.32
	0.60
	2.85
	6.88

	HS46-14
	8.78
	1.34
	1.12
	2.83

	HS47-3
	11.24
	1.88
	3.13
	6.23

	HS47-4
	8.50
	1.49
	1.91
	3.75

	HS47-6
	9.06
	2.01
	3.56
	6.16

	HS48-10
	9.44
	1.24
	2.01
	6.68

	HS48-12
	10.34
	1.00
	3.21
	7.25

	HS49 -11
	8.54
	1.00
	1.69
	3.92

	HS49 -12
	9.00
	1.05
	3.08
	6.39

	Mean
	8.87
	1.35
	2.03
	4.80

	CD
	0.86
	0.19
	0.28
	0.19

	SE(m)
	0.31
	0.07
	0.10
	0.07

	SE (d)
	0.44
	0.09
	0.14
	0.10

	C.V
	7.75
	11.05
	8.66
	2.44

	Range
	6.46- 11.48
	0.57- 3.56
	0.84- 3.71
	2.83-7.34



Supplementary Table S2: List of accessions and their progenies under study.
	Parent
	Progenies
	Total progenies

	Acc.12 × Acc.19
	H16-1, H16-2, H16-3, H16-4, H16-5, H16-6, H16-7, H16-9, H16-13, H16-14, H16-17, H16-18, H17-2, H17-3, H17-5, H17-8, H17-9, H17-10, H17-12, H17-17, H17-18, H18-1, H18-2, H18-3, H18-4, H18-5, H18-6, H18-8, H18-9, H18-10, H18-11, H18-13, H18-17, H18-19, H19-1, H19-3, H19-5, H19-6, H19-7, H19-8, H19-10, H19-14, H19-19, H20-1, H20-5, H20-8, H20-12
	47

	Acc.3 × Acc.12
	H21-4, H21-5, H21-8, H21-15, H21-16, H22-1, H22-2, H22-3, H22-5, H22-7, H22-8, H23-1, H23-3, H23-4, H23-6, H23-7, H23-8, H23-11, H23-15, H23-18, H23-19, H24-1, H24-3, H24-4, H24-6, H24-7, H24-8, H24-9, H24-10, H25-1, H25-2, H25-4, H25-5, H25-6, H25-8, H25-12, H25-14, H25-15, H26-4, H26-5, H26-6, H26-7, H26-8, H26-9, H26-14, H27-8, H27-12, H27-13, H27-15, H28-1, H28-5, H28-6, H29-4, H29-9, H29-10
	55

	Acc. 18
	HS32-1, HS32-2, HS32-3, HS32-8, HS32-9, HS33-3, HS33-4, HS34-7, HS34-13, HS34-10, HS34-19, HS35-3, HS35-4, HS35-11, HS35-12, HS36-2, HS36-4, HS36-5, HS36-6, HS36-10, HS37-2, HS37-4
	22

	Acc. 6
	HS38-2, HS38-3, HS38-4, HS38-5, HS39-2, HS39-3, HS39-4, HS39-9, HS39-10, HS39-11, HS39-13, HS39-14
	12

	Acc. 12
	HS40-2, HS40-5, HS40-6, HS40-7, HS40-16, HS41-5, HS41-6, HS41-7, HS41-8, HS41-10, HS41-11, HS42-1, HS42-2, HS42-4, HS42-8, HS42-9, HS42-11, HS42-12, HS42-13, HS42-15, HS42-16, HS42-18, HS42-19, HS43-1, HS43-5, HS43-6, HS43-7, HS43-9, HS43-10, HS43-11, HS43-15, HS43-16, HS44-1, HS44-4, HS44-6, HS44-8, HS44-9, HS44-12, HS44-15, HS44-17, HS45-1, HS45-9, HS45-10, HS45-14, HS45-18, HS46-5, HS46-6, HS46-10, HS46-12, HS46-13, HS46-14, HS47-3, HS47-4, HS47-6, HS48-10, HS48-12, HS49 -11, HS49-12
	58



Supplementary Table S3: Sensory scores as per hedonic scale
	Organoleptic scores
	Ratings

	9
	Like extremely

	8
	Like very much

	7
	like moderately

	6
	Like slightly

	5
	Neither like nor dislike

	4
	Dislike slightly

	3
	Dislike moderately

	2
	Dislike very much

	1
	Dislike extremely



Supplementary Table S4: Naringin Consensus Sequences
	AY048882.2: 1Cm1RhaT- Reference
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	Acc.3 Naringin_consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGACGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	Acc12. Naringin_consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	Acc.19 Naringin_consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	Arka Ananta Naringin consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	Arka Chandra Naringin consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	H17-3 Naringin consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	H17-5 Naringin consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	H17-9 Naringin_consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAagAgAtAAGATCAATCAAAGACTTGgAGgAgAGgagGTGGCgaGGGtCaTTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	H23-4 Naringin consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	H23-11 Naringin consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGACGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	H26-9 Naringin consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGACGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	HS46-13 Naringin consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGAGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA

	HS48-12 Naringin consensus
ATGGATACCAAGCATCAAGATAAGCCAAGCATTCTCATGTTACCATGGCTAGCTCATGGGCACATAGCTCCACACCTTGAACTTGCCAAGAAGCTTTCACAGAAAAACTTCCACATATATTTCTGCTCTACTCCCAACAATCTACAATCCTTCGGCAGAAATGTTGAAAAAAACTTCTCATCTTCAATACAACTCATAGAACTGCAACTTCCCAATACATTCCCTGAACTTCCTTCACAAAATCAGACCACAAAAAACCTTCCTCCCCATCTTATTTATACTCTCGTGGGAGCATTTGAAGATGCAAAACCTGCTTTTTGCAACATCTTGGAGACGCTTAAACCAACCCTTGTTATGTATGATTTGTTCCAACCATGGGCAGCAGAGGCAGCTTACCAGTATGACATAGCTGCTATTTTGTTCTTACCCTTATCTGCAGTAGCCTGCTCTTTCTTGCTGCACAATATCGTAAATCCCAGCCTGAAATACCCTTTCTTTGAATCTGATTACCAAGATAGTGAAAGCAAGAACATCAATTACTTCCTGCATCTTACTGCCAATGGCACCTTAAACAAAGACAGGTTCTTAAAAGCTTTCGAACTATCTTGCAAATTTGTGTTCATCAAAACATCAAGAGAGATTGAATCCAAGTACTTGGATTATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGGCCTCTAATCCAAGAACCTACCTTCAAGGAAGATGATACAAAGATCATGGACTGGCTGAGCCAAAAGGAGCCTCGTTCAGTCGTGTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCAAGGATGAAATACATGAGATAGCTAGTGGGTTATTGCTCAGCGAGGTTAATTTTATATGGGCTTTCAGATTACATCCTGATGAAAAAATGACTATCGAGGAGGCACTGCCTCAGGGCTTTGCTGAGGAGATTGAAAGGAATAATAAGGGAATGATAGTACAAGGTTGGGTTCCGCAGGCTAAAATTTTAAGGCATGGAAGCATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGGTGGTTGAGGGGATGGTTTTCGGGGTACCAATCATAGGTGTGCCAATGGCATATGAGCAGCCAAGCAATGCCAAGGTGGTGGTTGACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTGGAGGAGAGGAGGTGGCGAGGGTCATTAAACATGTTGTGCTGCAAGAAGAAGCGAAGCAAATAAGAAGAAAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGACGCAGAGATGAGTGTGGTGGTGGAGAAGCTGCTGCAGCTTGTCAAGAAATCTGAATAA




Supplementary Table S5: Limonin Consensus Sequences
	EU304828.1: Cm_UDPglcltr
ATGGGAACTGAATCTCTTGTTCATGTCTTACTAGTTTCATTCCCCGGCCATGGCCACGTAAACCCGCTCCTGAGGCTCGGCAGACTCCTTGCTTCAAAGGGTTTCTTTCTCACCTTGACCACACCTGAAAGCTTTGGCAAACAAATGAGAAAAGCGGGTAACTTCACCTACGAGCCTACTCCAGTTGGCGACGGCTTCATTCGCTTCGAATTCTTCGAGGATGGATGGGACGAAGACGATCCAAGACGCGGAGATCTTGACCAATACATGGCTCAACTTCAGCTTATTGGCAAACAAGTGATTCCAAAAATAATCAAGAAAAGCGCTGAAGAATATCGCCCCGTTTCTTGCCTGATCAATAACCCATTTATCCCTTGGGTCTCTGATGTTGCTGAATCCCTAGGGCTTCCGTCTGCTATGCTTTGGGTTCAATCTTGTGCTTGTTTTGCTGCTTATTACCATCACTTTCACGGTTTGGTTCCATTTCCTAGTGAAAAAGAACCCGAAATCGATGTTCAGTTGCCGTGCATGCCACTACTGAAGCATGATGAAGTGCCTAGCTTCTTGCATCCGTCAACTCCTTATCCTTTCTTGAGAAGAGCTATTTTGGGGCAGTACGAGAATCATGGCAAGCCGTTTTGCATATTGTTGGACACTTTCTATGAGCTTGAGAAAGAGATTATCGATTACATGGCAAAAATTTGCCCTATTAAACCCGTCGGCCCTCTGTTCAAAAACCCTAAAGCTCCAACCTTAACCGTCCGCGATGACTGCATGAAACCCGATGAATGCATAGACTGGCTCGACAAAAAGCCACCATCATCCGTTGTGTACATCTCTTTCGGCACGGTTGTCTACTTGAAGCAAGAACAAGTTGAAGAAATTGGCTATGCATTGTTGAACTCGGGGATTTCGTTCTTGTGGGTGATGAAGCCGCCGCCTGAAGACTCTGGCGTTAAAATTGTTGACCTGCCAGATGGGTTCTTGGAGAGAGTTGGAGATAAGGGCAAAGTTGTGCAATGGAGTCCACAAGAAAAGGTGTTGGCTCACCCTAGTGTTGCTTGCTTTGTGACTCACTGCGGCTGGAACTCAACCATGGAGTCGTTGGCATCGGGGGTGCCGGTGATCACCTTCCCGCAATGGGGTGATCAAGTAACTGATGCCATGTATTTGTGTGATGTGTTCAAGACCGGTTTAAGATTGTGCCGTGGAGAGGCAGAGAACAGGGTAATTTCAAGGGATGAAGTGGAGAAGTGCTTGCTCGAGGCCACGGCCGGACCTAAGGCGGCGGAGCTGAAGGAGAACGCGCTGAAGTGGAAGAAGGAGGCGAAGGAAGCTGTGGCCGATGGTGGCTCGTCGGATAGGAACATTCAGGCTTTCGTTGATGAAGTAAGAAGGAGAAGTGTCGAGATCTTAACCAGCAGCAAGTCGAAGTCAATCCACAGAGTTAAGGAATTAGTGGAGAAGACGGCAACGGCAACTGCAAATGACAAGGTAGAATTGGTGGAGTCACGACGGACACGTGTACAGTATTGA

	H17-3 Limonin consensus
ATGGGAACTGAATCTCTTGTTCATGTCTTACTAGTTTCATTCCCCGGCCATGGCCACGTAAACCCGCTCCTGAGGCTCGGCAGACTCCTTGCTTCAAAGGGTTTCTTTCTCACCTTGACCACACCTGAAAGCTTTGGCAAACAAATGAGAAAAGCGGGTAACTTCACCTACGAGCCTACTCCAGTTGGCGACGGCTTCATTCGCTTCGAATTCTTCGAGGATGGATGGGACGAAGACGATCCAAGACGCGGAGATCTTGACCAATACATGGCTCAACTTCAGCTTATTGGCAAACAAGTGATTCCAAAAATAATCAAGAAAAGCGCTGAAGAATATCGCCCCGTTTCTTGCCTGATCAATAACCCATTTATCCCTTGGGTCTCTGATGTTGCTGAATCCCTAGGGCTTCCGTCTGCTATGCTTTGGGTTCAATCTTGTGCTTGTTTTGCTGCTTATTACCATCACTTTCACGGTTTGGTTCCATTTCCTAGTGAAAAAGAACCCGAAATTGATGTTCAGTTGCCGTGCATGCCACTACTGAAGCATGATGAAGTGCCTAGCTTCTTGCATCCGTCAACTCCTTATCCTTTCTTGAGAAGAGCTATTTTGGGGCAGTACGAGAATCTTGGCAAGCCGTTTTGCATATTGTTGGACACTTTCTATGAGCTTGAGAAAGAGATTATCGATCACATGGCAAAAATTTGCCCTATTAAACCCGTCGGCCCTCTGTTCAAAAACCCTAAAGCTCCAACCTTAACCATCCGCGATGACTGCATGAAACCCGATGAATGCATAGACTGGCTCGACAAAAAGCCACCATCATCCGTTGTGTACATCTCTTTCGGCACGGTTGTCTACTTGAAGCAAGAACAAGTTGAAGAAATTGGCTATGCATTGTTGAACTCGGGGATTTCGTTCTTGTGGGTGATGAAGCCGCCGTCTGAAGACTCTGGCGTTAAAATTGTTGGCCTGCCAGATGGGTTCTTGGAGAAAGTTGGAGATAAGGGCAAAGTTGTGCAATGGAGTCCACAAGAAAAGGTGTTGGCTCACCCTAGTGTTGCTTGCTTTGTGACTCACTGCGGCTGGAACTCAACCATGGAGTCGTTGGCATCGGGGGTGCCGGTGATCACCTTCCCGCAATGGGGTGATCAAGTAACTGATGCCATGTATTTGTGTGATGTGTTCAAGACCGGTTTAAGATTGTGCCGTGGACAGGCAGAGAACAGGATAATTTCAAGGGATGAAGTGGAGAAGTGCTTGCTCGAGGCCACGGCCGGACCTAAGGCGGCGGAGCTGAAGGAGAACGCGCTGAAGTGGAAGAAGGAGGCGGAGGAAGCTGTGGCCGATGGTGGCTCGTCGGATAGGAACATTCAGGCTTTCGTTGATGAAGTAAGAAGGAGAAGTGTCGAGATCATAACCAGCAGCAAGTCGAAGTCAATCCACAGAGTTAAGGAATTAGTGGAGAAGACGGCAACGGCAACTGCAAATGACAAGGTAGAATTGGTGGAGTCACGACGGACACGTGTACAGTATTGA

	H17-5 Limonin consensus
ATGGGAACTGAATCTCTTGTTCATGTCTTACTAGTTTCATTCCCCGGCCATGGCCACGTAAACCCGCTCCTGAGGCTCGGCAGACTCCTTGCTTCAAAGGGTTTCTTTCTCACCTTGACCACACCTGAAAGCTTTGGCAAACAAATGAGAAAAGCGGGTAACTTCACCTACGAGCCTACTCCAGTTGGCGACGGCTTCATTCGCTTCGAATTCTTCGAGGATGGATGGGACGAAGACGATCCAAGACGCGGAGATCTTGACCAATACATGGCTCAACTTCAGCTTATTGGCAAACAAGTGATTCCAAAAATAATCAAGAAAAGCGCTGAAGAATATCGCCCCGTTTCTTGCCTGATCAATAACCCATTTATCCCTTGGGTCTCTGATGTTGCTGAATCCCTAGGGCTTCCGTCTGCTATGCTTTGGGTTCAATCTTGTGCTTGTTTTGCTGCTTATTACCATCACTTTCACGGTTTGGTTCCATTTCCTAGTGAAAAAGAACCCGAAATTGATGTTCAGTTGCCGTGCATGCCACTACTGAAGCATGATGAAGTGCCTAGCTTCTTGCATCCGTCAACTCCTTATCCTTTCTTGAGAAGAGCTATTTTGGGGCAGTACGAGAATCTTGGCAAGCCGTTTTGCATATTGTTGGACACTTTCTATGAGCTTGAGAAAGAGATTATCGATCACATGGCAAAAATTTGCCCTATTAAACCCGTCGGCCCTCTGTTCAAAAACCCTAAAGCTCCAACCTTAACCATCCGCGATGACTGCATGAAACCCGATGAATGCATAGACTGGCTCGACAAAAAGCCACCATCATCCGTTGTGTACATCTCTTTCGGCACGGTTGTCTACTTGAAGCAAGAACAAGTTGAAGAAATTGGCTATGCATTGTTGAACTCGGGGATTTCGTTCTTGTGGGTGATGAAGCCGCCGTCTGAAGACTCTGGCGTTAAAATTGTTGGCCTGCCAGATGGGTTCTTGGAGAAAGTTGGAGATAAGGGCAAAGTTGTGCAATGGAGTCCACAAGAAAAGGTGTTGGCTCACCCTAGTGTTGCTTGCTTTGTGACTCACTGCGGCTGGAACTCAACCATGGAGTCGTTGGCATCGGGGGTGCCGGTGATCACCTTCCCGCAATGGGGTGATCAAGTAACTGATGCCATGTATTTGTGTGATGTGTTCAAGACCGGTTTAAGATTGTGCCGTGGACAGGCAGAGAACAGGATAATTTCAAGGGATGAAGTGGAGAAGTGCTTGCTCGAGGCCACGGCCGGACCTAAGGCGGCGGAGCTGAAGGAGAACGCGCTGAAGTGGAAGAAGGAGGCGGAGGAAGCTGTGGCCGATGGTGGCTCGTCGGATAGGAACATTCAGGCTTTCGTTGATGAAGTAAGAAGGAGAAGTGTCGAGATCATAACCAGCAGCAAGTCGAAGTCAATCCCACAGAGTTAAGGAATTAGTGGAGAAGACGGCAACGGCAACTGCAAATGACAAGGTAGAATTGGTGGAGTCACGACGGACACGTGTACAGTATTGA

	H17-9 limonin consensus

ATGGGAACTGAATCTCTTGTTCATGTCTTACTAGTTTCATTCCCCGGCCATGGCCACGTAAACCCGCTCCTGAGGCTCGGCAGACTCCTTGCTTCAAAGGGTTTCTTTCTCACCTTGACCACACCTGAAAGCTTTGGCAAACAAATGAGAAAAGCGGGTAACTTCACCTACGAGCCTACTCCAGTTGGCGACGGCTTCATTCGCTTCGAATTCTTCGAGGATGGATGGGACGAAGACGATCCAAGACGCGGAGATCTTGACCAATACATGGCTCAACTTCAGCTTATTGGCAAACAAGTGATTCCAAAAATAATCAAGAAAAGCGCTGAAGAATATCGCCCCGTTTCTTGCCTGATCAATAACCCATTTATCCCTTGGGTCTCTGATGTTGCTGAATCCCTAGGGCTTCCGTCTGCTATGCTTTGGGTTCAATCTTGTGCTTGTTTTGCTGCTTATTACCATCACTTTCACGGTTTGGTTCCATTTCCTAGTGAAAAAGAACCCGAAATCGATGTTCAGTTGCCGTGCATGCCACTACTGAAGCATGATGAAGTGCCTAGCTTCTTGCATCCGTCAACTCCTTATCCTTTCTTGAGAAGAGCTATTTTGGGGCAGTACGAGAATCATGGCAAGCCGTTTTGCATATTGTTGGACACTTTCTATGAGCTTGAGAAAGAGATTATCGATTACATGGCAAAAATTTGCCCTATTAAACCCGTCGGCCCTCTGTTCAAAAACCCTAAAGCTCCAACCTTAACCGTCCGCGATGACTGCACGAAACCCGATGAATGCATAGACTGGCTCGACAAAAAGCCACCATCATCCGTTGTGTACATCTCTTTCGGCACGGTCGTCTACTTGAAGCAAGAACAAGTTGAAGATATTGGCTATGCATTGTTGAACTCGGGGATTTCGTTCTTGTGGGTGATGAAGCCGCCGCCTGAAGACTCTGGCGTTAAAATTGTTGACCTGCCAGATGGGTTCTTGGAGAGAGTTGGAGATAAGGGCAAAGTTGTGCAATGGAGTCCACAAGAAAAGGTGTTGGCTCACCCTAGTGTTGCTTGCTTTGTGACTCACTGCGGCTGGAACTCAACCATGGAGTCGTTGGCATCGGGGGTGCCGGTGATCACCTTCCCGCAATGGGGTGATCAAGTAACTGATGCCATGTATTTGTGTGATGTGTTCAAGACCGGTTTAAGATTGTGCCGTGGAGAGGCAGAGAACAGGGTAATTTCAAGGGATGAAGTGGAGAAGTGCTTGCTCGAGGCCACGGCCGGACCTAAGGCGGCGGAGCTGAAGGAGAACGCGCTGAAGTGGAAGAAGGAGGCGAAGGAAGCTGTGGCCGATGGTGGCTCGTCGGATAGGAACATTCAGGCTTTCGTTGATGAAGTAAGAAGGAGAAGTGTCGAGATCTTAACCAGCAGCAAGTCGAAGTCAATCCACAGAGTTAAGGAATTAGTGGAGAAGACGGCAACGGCAACTGCAAATGACAAGGTAGAATTGGTGGAGTCACGACGGACACGTGTACAGTATTGA

	H23-4 limonin consensus
ATGGGAACTGAATCTCTTGTTCATGTCTTACTAGTTTCATTCCCCGGCCATGGCCACGTAAACCCGCTCCTGAGGCTCGGCAGACTCCTTGCTTCAAAGGGTTTCTTTCTCACCTTGACCACACCTGAAAGCTTTGGCAAACAAATGAGAAAAGCGGGTAACTTCACCTACGAGCCTACTCCAGTTGGCGACGGCTTCATTCGCTTCGAATTCTTCGAGGATGGATGGGACGAAGACGATCCAAGACGCGGAGATCTTGACCAATACATGGCTCAACTTCAGCTTATTGGCAAACAAGTGATTCCAAAAATAATCAAGAAAAGCGCTGAAGAATATCGCCCCGTTTCTTGCCTGATCAATAACCCATTTATCCCTTGGGTCTCTGATGTTGCTGAATCCCTAGGGCTTCCGTCTGCTATGCTTTGGGTTCAATCTTGTGCTTGTTTTGCTGCTTATTACCATCACTTTCACGGTTTGGTTCCATTTTCCTAGTGAAAAAGAACCCGAAATTGATGTTCAGTTGCCGTGCATGCCACTACTGAAGCATGATGAAGTGCCTAGCTTCTTGCATCCGTCAACTCCTTATCCTTTCTTGAGAAGAGCTATTTTGGGGCAGTACGAGAATCTTGGCAAGCCGTTTTGCATATTGTTGGACACTTTCTATGAGCTTGAGAAAGAGATTATCGATCACATGGCAAAAATTTGCCCTATTAAACCCGTCGGCCCTCTGTTCAAAAACCCTAAAGCTCCAACCTTAACCATCCGCGATGACTGCATGAAACCCGATGAATGCATAGACTGGCTCGACAAAAAGCCACCATCATCCGTTGTGTACATCTCTTTCGGCACGGTTGTCTACTTGAAGCAAGAACAAGTTGAAGAAATTGGCTATGCATTGTTGAACTCGGGGATTTCGTTCTTGTGGGTGATGAAGCCGCCGTCTGAAGACTCTGGCGTTAAAATTGTTGGCCTGCCAGATGGGTTCTTGGAGAAAGTTGGAGATAAGGGCAAAGTTGTGCAATGGAGTCCACAAGAAAAGGTGTTGGCTCACCCTATGTGTTGCTTGCTTTGTGACTCACTGCGGCTGGAACTCAACCATGGAGTCGTTGGCATCGGGGGTGCCGGTGATCACCTTCCCGCAATGGGGTGATCAAGTAACTGATGCCATGTATTTGTGTGATGTGTTCAAGACCGGTTTAAGATTGTGCCGTGGACAGGCAGAGAACAGGATAATTTCAAGGGATGAAGTGGAGAAGTGCTTGCTCGAGGCCACGGCCGGACCTAAGGCGGCGGAGCTGAAGGAGAACGCGCTGAAGTGGAAGAAGGAGGCGGAGGAAGCTGTGGCCGATGGTGGCTCGTCGGATAGGAACATTCAGGCTTTCGTTGATGAAGTAAGAAGGAGAAGTGTCGAGATCATAACCAGCAGCAAGTCGAAGTCAATCCACAGAGTTAAGGAATTAGTGGAGAAGACGGCATCTGCACTGCCAAATGACAAGGTAGAAGTTGTGGAGTCACGACGGACACGTGTACAGTATTGA

	H23-11 limonin consensus
ATGGGAACTGAATCTCTTGTTCATGTCTTACTAGTTTCATTCCCCGGCCATGGCCACGTAAACCCGCTCCTGAGGCTCGGCAGACTCCTTGCTTCAAAGGGTTTCTTTCTCACCTTGACCACACCTGAAAGCTTTGGCAAACAAATGAGAAAAGCGGGTAACTTCACCTACGAGCCTACTCCAGTTGGCGACGGCTTCATTCGCTTCGAATTCTTCGAGGATGGATGGGACGAAGACGATCCAAGACGCGGAGATCTTGACCAATACATGGCTCAACTTCAGCTTATTGGCAAACAAGTGATTCCAAAAATAATCAAGAAAAGCGCTGAAGAATATCGCCCCGTTTCTTGCCTGATCAATAACCCATTTATCCCTTGGGTCTCTGATGTTGCTGAATCCCTAGGGCTTCCGTCTGCTATGCTTTGGGTTCAATCTTGTGCTTGTTTTGCTGCTTATTACCATCACTTTCACGGTTTGGTTCCATTTCCTAGTGAAAAAGAACCCGAAATTGATGTTCAGTTGCCGTGCATGCCACTACTGAAGCATGATGAAGTGCCTAGCTTCTTGCATCCGTCAACTCCTTATCCTTTCTTGAGAAGAGCTATTTTGGGGCAGTACGAGAATCTTGGCAAGCCGTTTTGCATATTGTTGGACACTTTCTATGAGCTTGAGAAAGAGATTATCGATTACATGGCAAAAATTTGCCCTATTAAACCCGTCGGCCCTCTGTTCAAAAACCCTAAAGCTCCAACCTTAACCGTCCGCGATGACTGCATGAAACCCGATGAATGCATAGACTGGCTCGACAAAAAGCCACCATCATCCGTTGTGTACATCTCTTTCGGCACGGTTGTCTACTTGAAGCAAGAACAAGTTGAAGAAATTGGCTATGCATTGTTGAACTCGGGGATTTCGTTCTTGTGGGTGATGAAGCCGCCGCCTGAAGACTCTGGCGTTAAAATTGTTGACCTGCCAGATGGGTTCTTGGAGAAAGTTGGAGATAAGGGCAAAGTTGTGCAATGGAGTCCACAAGAAAAGGTGTTGGCTCACCCTAGTGTTGCTTGCTTTGTGACTCACTGCGGCTGGAACTCAACCATGGAGTCGTTGGCATCGGGGGTGCCGGTGATCACCTTCCCGCAATGGGGTGATCAAGTAACTGATGCCATGTATTTGTGTGATGTGTTCAAGACCGGTTTAAGATTGTGCCGTGGACAGGCAGAGAACAGGATAATTTCAAGGGATGAAGTGGAGAAGTGCTTGCTCGAGGCCACGGCCGGACCTAAGGCGGCGGAGCTGAAGGAGAACGCGCTGAAGTGGAAGAAGGAGGCGGAGGAAGCTGTGGCCGATGGTGGCTCGTCGGATAGGAACATTCAGGCTTTCGTTGATGAAGTAAGAAGGAGAAGTGTCGAGATCATAACCAGCAGCAAGTCGAAGTCAATCCACAGAGTTAAGGAATTAGTGGAGAAGACGGCAACGGCAACTGCAAATGACAAGGTAGAATTGGTGGAGTCACGACGGACACGTGTACAGTATTGA

	26-9 Limonin consensus
ATGGGAACTGAATCTCTTGTTCATGTCTTACTAGTTTCATTCCCCGGCCATGGCCACGTAAACCCGCTCCTGAGGCTCGGCAGACTCCTTGCTTCAAAGGGTTTCTTTCTCACCTTGACCACACCTGAAAGCTTTGGCAAACAAATGAGAAAAGCGGGTAACTTCACCTACGAGCCTACTCCAGTTGGCGACGGCTTCATTCGCTTCGAATTCTTCGAGGATGGATGGGACGAAGACGATCCAAGACGCGGAGATCTTGACCAATACATGGCTCAACTTCAGCTTATTGGCAAACAAGTGATTCCAAAAATAATCAAGAAAAGCGCTGAAGAATATCGCCCCGTTTCTTGCCTGATCAATAACCCATTTATCCCTTGGGTCTCTGATGTTGCTGAATCCCTAGGGCTTCCGTCTGCTATGCTTTGGGTTCAATCTTGTGCTTGTTTTGCTGCTTATTACCATCACTTTCACGGTTTGGTTCCATTTCCTAGTGAAAAAGAACCCGAAATTGATGTTCAGTTGCCGTGCATGCCACTACTGAAGCATGATGAAGTGCCTAGCTTCTTGCATCCGTCAACTCCTTATCCTTTCTTGAGAAGAGCTATTTTGGGGCAGTACGAGAATCTTGGCAAGCCGTTTTGCATATTGTTGGACACTTTCTATGAGCTTGAGAAAGAGATTATCGATTACATGGCAAAAATTTGCCCTATTAAACCCGTCGGCCCTCTGTTCAAAAACCCTAAAGCTCCAACCTTAACCGTCCGCGATGACTGCATGAAACCCGATGAATGCATAGACTGGCTCGACAAAAAGCCACCATCATCCGTTGTGTACATCTCTTTCGGCACGGTTGTCTACTTGAAGCAAGAACAAGTTGAAGAAATTGGCTATGCATTGTTGAACTCGGAGATTTCGTTCTTGTGGGTGATGAAGCCGCCGCCTGAAGACTCTGGCGTTAAAATTGTTGACCTGCCAGATGGGTTCTTGGAGAAAGTTGGAGATAAGGGCAAAGTTGTGCAATGGAGTCCACAAGAAAAGGTGTTGGCTCACCCTAGTGTTGCTTGCTTTGTGACTCACTGCGGCTGGAACTCAACCATGGAGTCGTTGGCATCGGGGGTGCCGGTGATCACCTTCCCGCAATGGGGTGATCAAGTAACTGATGCCATGTATTTGTGTGATGTGTTCAAGACCGGTTTAAGATTGTGCCGTGGACAGGCAGAGAACAGGATAATTTCAAGGGATGAAGTGGAGAAGTGCTTGCTCGAGGCCACGGCCGGACCTAAGGCGGCGGAGCTGAAGGAGAACGCGCTGAAGTGGAAGAAGGAGGCGGAGGAAGCTGTGGCCGATGGTGGCTCGTCGGATAGGAACATTCAGGCTTTCGTTGATGAAGTAAGAAGGAGAAGTGTCGAGATCTTAACCAGCAGCAAGTCGAAGTCAATCCACAGAGTTAAGGAATTAGTGGAGAAGACGGCAACGGCAACTGCAAATGACAAGGTAGAATTGGTGGAGTCACGACGGACACGTGTACAGTATTGA

	HS44-15 Limonin consensus
ATGGGAACTGAATCTCTTGTTCATGTCTTACTAGTTTCATTCCCCGGCCATGGCCACGTAAACCCGCTCCTGAGGCTCGGCAGACTCCTTGCTTCAAAGGGTTTCTTTCTCACCTTGACCACACCTGAAAGCTTTGGCAAACAAATGAGAAAAGCGCGGGTAACTTCACCTACGAGCCTACTCCAGTTGGCGACGGCTTCATTCGCTTCGAATTCTTCGAGGATGGATGGGACGAAGACGATCCAAGACGCGGAGATCTTGACCAATACATGGCTCACACTTGAGCTTATTGGCAAACAAGTGATTCCAAAAATAATCAAGAAAAGCGCTGAAGAATATCGCCCCGTTTCTTGCCTGATCAATAACCCATTTATCCCTTGGGTCTCTGATGTTGCTGAATCCCTAGGGCTTCCGTCTGCTATGCTTTGGGTTCAATCTTGTGCTTGTTTTGCTGCTTATTACCATCACTTTCACGGTTTGGTTCCATTTCCTAGTGAAAAAGAACCCGAAATCGATGTTCAGTTGCCGTGCATGCCACTACTGAAGCATGATGAAGTGCCTAGCTTCTTGCATCCGTCAACTCCTTATCCTTTCTTGAGAAGAGCTATTTTGGGGCAGTACGAGAATCATGGCAAGCCGTTTTGCATATTGTTGGACACTTTCTATGAGCTTGAGAAAGAGATTATCGATTACATGGCAAAAATTTGCCCTATTAAACCCGTCGGCCCTCTGTTCAAAAACCCTAAAGCTCCAACCTTAACCGTCCGCGATGACTGCATGAAACCCGATGAATGCATAGACTGGCTCGACAAAAAGCCACCATCATCCGTTGTGTACATCTCTTTCGGCACGGTTGTCTACTTGAAGCAAGAACAAGTTGAAGAAATTGGCTATGCATTGTTGAACTCGGGGATTTCGTTCTTGTGGGTGATGAAGCCGCCGCCTGAAGACTCTGGCGTTAAAATTGTTGACCTGCCAGATGGGTTCTTGGAGAGAGTTGGAGATAAGGGCAAAGTTGTGCAATGGAGTCCACAAGAAAAGGTGTTGGCTCACCCTAGTGTTGCTTGCTTTGTGACTCACTGCGGCTGGAACTCAACCATGGAGTCGTTGGCATCGGGGGTGCCGGTGATCACCTTCCCGCAATGGGGTGATCAAGTAACTGATGCCATGTATTTGTGTGATGTGTTCAAGACCGGTTTAAGATTGTGCCGTGGAGAGGCAGAGAACAGGGTAATTTCAAGGGATGAAGTGGAGAAGTGCTTGCTCGAGGCCACGGCCGGACCTAAGGCGGCGGAGCTGAAGGAGAACGCGCTGAAGTGGAAGAAGGAGGCGAAGGAAGCTGTGGCCGATGGTGGCTCGTCGGATAGGAACATTCAGGCTTTCGTTGATGAAGTAAGAAGGAGAAGTGTCGAGATCTTAACCAGCAGCAAGTCGAAGTCAATCCACAGAGTTAAGGAATTAGTGGAGAAGACGGCAACGGCAACTGCAAATGACAAGGTAGAATTGGTGGAGTCACGACGGACACGTGTACAGTATTGA

	HS48-12 Limonin consensus
ATGGGAACTGAATCTCTTGTTCATGTCTTACTAGTTTCATTCCCCGGCCATGGCCACGTAAACCCGCTCCTGAGGCTCGGCAGACTCCTTGCTTCAAAGGGTTTCTTTCTCACCTTGACCACACCTGAAAGCTTTGGCAAACAAATGAGAAAAGCGGGTAACTTCACCTACGAGCCTACTCCAGTTGGCGACGGCTTCATTCGCTTCGAATTCTTCGAGGATGGATGGGACGAAGACGATCCAAGACGCGGAGATCTTGACCAATACATGGCTCAACTTGAGCTTATTGGCAAACAAGTGATTCCAAAAATAATCAAGAAAAGCGCTGAAGAATATCGCCCCGTTTCTTGCCTGATCAATAACCCATTTATCCCTTGGGTCTCTGATGTTGCTGAATCCCTAGGGCTTCCGTCTGCTATGCTTTGGGTTCAATCTTGTGCTTGTTTTGCTGCTTATTACCATCACTTTCACGGTTTGGTTCCATTTCCTAGTGAAAAAGAACCCGAAATCGATGTTCAGTTGCCGTGCATGCCACTACTGAAGCATGATGAAGTGCCTAGCTTCTTGCATCCGTCAACTCCTTATCCTTTCTTGAGAAGAGCTATTTTGGGGCAGTACGAGAATCATGGCAAGCCGTTTTGCATATTGTTGGACACTTTCTATGAGCTTGAGAAAGAGATTATCGATTACATGGCAAAAATTTGCCCTATTAAACCCGTCGGCCCTCTGTTCAAAAACCCTAAAGCTCCAACCTTAACCGTCCGCGATGACTGCATGAAACCCGATGAATGCATAGACTGGCTCGACAAAAAGCCACCATCATCCGTTGTGTACATCTCTTTCGGCACGGTTGTCTACTTGAAGCAAGAACAAGTTGAAGAAATTGGCTATGCATTGTTGAACTCGGGGATTTCGTTCTTGTGGGTGATGAAGCCGCCGCCTGAAGACTCTGGCGTTAAAATTGTTGACCTGCCAGATGGGTTCTTGGAGAGAGTTGGAGATAAGGGCAAAGTTGTGCAATGGAGTCCACAAGAAAAGGTGTTGGCTCACCCTAGTGTTGCTTGCTTTGTGACTCACTGCGGCTGGAACTCAACCATGGAGTCGTTGGCATCGGGGGTGCCGGTGATCACCTTCCCGCAATGGGGTGATCAAGTAACTGATGCCATGTATTTGTGTGATGTGTTCAAGACCGGTTTAAGATTGTGCCGTGGAGAGGCAGAGAACAGGGTAATTTCAAGGGATGAAGTGGAGAAGTGCTTGCTCGAGGCCACGGCCGGACCTAAGGCGGCGGAGCTGAAGGAGAACGCGCTGAAGTGGAAGAAGGAGGCGAAGGAAGCTGTGGCCGATGGTGGCTCGTCGGATAGGAACATTCAGGCTTTCGTTGATGAAGTAAGAAGGAGAAGTGTCGAGATCTTAACCAGCAGCAAGTCGAAGTCAATCCACAGAGTTAAGGAATTAGTGGAGAAGACGGCAACGGCAACTGCAAATGACAAGGTAGAATTGGTGGAGTCACGACGGACACGTGTACAGTATTGA
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Supplementary Figure S1: Naringin nucleotide sequence of H17-5
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[bookmark: _GoBack] Supplementary Figure S2: Limonin nucleotide sequence of H17-5
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