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Supplementary Figure 1: Characterisation of the positive hits from the cell-based screening.
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Supplementary Figure 4: CDA biodegraders effect on cells that do not express CDA.
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Supplementary Figure 5: Characterisation of CDA biodegrader effect on cell proliferation and apoptosis
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Supplementary Figure 7: Characterisation of BxPC-3 and H441 clones and effect of the Ctl biodegrader on 
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Supplementary figure 8: In vitro characterisation of CDA biodegrader mRNA delivery via VLPs in pancreatic

and lung cancer cell lines.
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Supplementary figure 9: In vivo characterisation of CDA biodegrader mRNA delivery via VLPs in a lung CDX 

model.
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