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Supplementary Fig. S1. Representative bright-field images of control Ctl1 myoblasts seeded in impedance uncoated plates.
(a) Images from cells seeded at 10,000 (10k), 20,000 (20k), and 40,000 (40k) cells per well 2 hours post-seeding. (b) Images
from cells seeded at 10k cells/well 2-, 24-, and 48-hours post-seeding. Scale bar: 100 µm.
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Supplementary Fig. S2. Representative bright-field images of myotubes formed in impedance plates from control Ctl1 cells
at 5 days in differentiation. (a) Images from cells seeded at 10,000 (10k), 20,000 (20k), and 40,000 (40k) cells per well in
uncoated plates. (b) Images from cells seeded at 40k cells/well in uncoated plates or plates coated with gelatin, ECM-Gel,
FATRIX, or MATRIX. Scale bar: 100 µm.
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Supplementary Fig. S3. Protein expression of dystrophin in myotubes assessed by capillary western blot. (a) Left:
Representative artificial lane view images showing Dystrophin (top) and Total protein (bottom) signals in myotubes derived
from control (Ctl), Duchenne (DMD), and Becker (BMD) cell lines. Right: Quantification of dystrophin levels normalized to
total protein and represented as fold change versus control. n=6 Ctl lines (black dots), n=5 DMD lines (red dots), and n=1
BMD line (pink dot). Data are expressed as mean ± SEM. ****p<0.0001, Unpaired T test. (b) Representative
electropherograms showing dystrophin (left) and total protein (right) signals for one control line (Ctl2, blue), one DMD line
(DMD1, green), and one BMD line (BMD1, pink).
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Supplementary Fig. S4. Fusion index and myosin expression in control and dystrophic myotubes. (a) Fusion index at 5
days in differentiation. Left: representative immunofluorescence images stained for Myosin (green) and DAPI (blue). Scale bar:
50 µm. Right: quantification of fusion index (%). (b) Protein expression of myosin heavy chain (MyHC) analyzed by capillary
western blot. Left: artificial lane view images of MyHC (top) and Total protein signals (bottom) in myotubes derived from
control (Ctl), Duchenne (DMD), and Becker (BMD) cell lines. Right: quantification of MyHC levels normalized to total protein
and represented as fold change versus control. (c) Representative electropherograms of MyHC (left) and total protein (right)
signals for one control line (Ctl2, blue) and one DMD line (DMD1, green). Data in (a) and (b) are expressed as mean ± SEM.
n=6 Ctl lines (black dots), n=5 DMD lines (red dots), and n=1 BMD line (pink dot). n.s., non significant, Unpaired T Test.
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Supplementary Fig. S5. Myogenic features of control and dystrophic myoblasts cultured in impedance plates. (a) Left:
Impedance values (Ω) at confluence. Right: Time to reach confluence measured by impedance. (b) Raw impedance values (Ω)
from 0 to 4 days in differentiation. (c) Representative bright-field images of myotubes formed in impedance plates from control
(Ctl), Duchenne (DMD), and Becker (BMD) cell lines. Scale bar: 100 µm. All data expressed as mean ± SEM. Data are from
n=6 Ctl and n=6 dystrophic cell lines from 3 independent experiments performed in 6 replicates. n.s., non significant, Unpaired
T Test.

Supplementary Table S1. General data on the control and dystrophic cell lines. Ctl, control; BMD, Becker muscular
dystrophy; DMD, Duchenne muscular dystrophy; y, year; m, month; del, deletion.

Sample Pathology Origin Age Sex Mutation
Ctl1 Control Paraspinal 12 y Female
Ctl2 Control Paraspinal 13 y Female
Ctl3 Control Quadriceps 53 y Male
Ctl4 Control Quadriceps 38 y Male
Ctl5 Control Paraspinal 16 y Male
Ctl6 Control Triceps 40 y Male

BMD1 BMD Gastrocnemius 19 y Male del 3-7
DMD1 DMD Quadriceps 2 y Male del 44-50
DMD2 DMD Biceps 6 y Male del 48-50
DMD3 DMD Quadriceps 20 m Male del 48-50
DMD4 DMD Tensor fascia latae 10 y Male del 52
DMD5 DMD Paravertebral 16 y Male del 52
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