
Supplementary Table 2. sgRNA spacers and primers used in this study (Off-target sites)
site# Spacer sequence PAM Forward primer Reverse primer
site 3-OT1 GAAcTCAGAGGAGGAgAAGT AGG agaaacatgatgtgctgaagtgt attactggccatgccttccc
site 3-OT2 GAgATCAGAGGAGGAAAgGT GGG ggtccctgttctcatggagc cccagccacatggaactatga
site 3-OT3 GAgATCAGAGGAGGAAAAaT TGG ccgtgaagctcatggtgagg gggccaaatcaaggagtgaaa
site 4-OT1 GGGGCTCAACgTCGaAAGAa AGG tggaaacatttcggacccgt gaggggaaggtcctttgtgg
site 4-OT2 GGGGCTCAAaATaGGAAGAc TGG ggcaggaaaactatgaaagtgatg catagcagaatacgagacggg
site 4-OT3 GGGcCTCAACATtGaAAGAG TGG acctccaacaattctccaatctt ctctttgcacagtaacaatgagatg
site 4-OT4 GaGGCTCAACATCGGctGAG CGG ctcgccctcagaactgcttt attggctagaaggacacggg
site 9-OT1 aaACTCCACCCTCAAAGAGA TGG cagcagccccagataaaataaatttcggattgaagtcaccatgcacag
site 9-OT2 TGAgTCCACCCTCAAAaAGA GGG ccctttccattgtatattgtggcag gaacccaagatgcaagctgtg
site 9-OT3 TGcCTCCACCCTCAAAcAGc AGG gaacaggaaggaccccatgc ggcaggacacagtgactacaa
site 9-OT4 aGAaTCCACaCTCAAAGAGA TGG ggaagacaatattgtgcatagcaca gcaaaggaaattcaatggagaaagga
site 9-OT5 TGACTCCAtCCcCAcAGAGA TGG agttggagtgacagaggggat ctcttgcggtttctcccaca
site 16-OT1 GCTAACTTgCTGTGTgACCC AGG aagatcatctgggaaaacatttcat aaacagcacaggatatggtggt
site 16-OT2 cCTAACTTACTGTGTAAgCC AGG tgatctctgagcccttgagc cttcagtgactcacccctgc
site 16-OT3 GCTAtCTTgCTGTGTcACCC AGG gcagacagttagctaaagggc cagggtttattagccaggcc
site 16-OT4 GCTAACaTgCTGTGgAACCC TGG aacatcacctctggcaggat gtagatggagcaaccaaggc
site 16-OT5 GCTAACcTACTGTGTgACCa GGG cgggaggaaacagtaccagt agagcaggtatcaacgccct
site 18-OT1 TTcCTAtAAACCAAACAGcC AGG ttttgcttgccaagagtcactg aggaaaaacaaggcagggaaaa
site 18-OT2 TTGgTAGAAACtAAAgAGAC TGG tcactggccttggagaacac gctgttaggccagaagagca
site 18-OT3 TTcCTAaAAACCAAAgAGAC AGG tgcgtcttaacattgctttcct cagctggagacccatctgta
site 18-OT4 TTGCTAGAAACCAtAgAGAa TGG tggttctgtggccttgcttt tgcaatctgaaccaggaaattctta
site 18-OT5 TTtCTAGAAACtAAACAGAa TGG tgccatgaactagactgggg actaaccctgtttgtgccct
site 21-OT1 TCAaGGGCTTaCCTTGtTCC AGG cccaagtgagtggatgtccc ctgtcacccactcctttgaaatg
site 21-OT2 gCAGGGGCTTGtCTgGATCC TGG agagtctggtctagagtctggg tcaggctccaggcaggtc
site 21-OT3 agAGGGGCTTGCCaTGATCC AGG caccttacctctaccgacacc ctgcagagtagcggggagat
site 21-OT4 cCtGGGGCTTGCCTgGATCC TGG atagggggagtgaaggctct gggctgggtaccactttgt
site 25-OT1 CcAGGAtATACACaTCCACC AGG cttttcagcgctgcagatgg ttaaacagggaactcactggg
site 25-OT2 CcAGGAtATACACCaCCACC AGG aggctgcaacctataccatg cctcactgctccctaaatcag
site 25-OT3 CcAGGAaATACACCcCCACC AGG ggggaacctcctgaaggttc gactcttaccactccctctcc
site 25-OT4 CTcGGgGATACACCTCCcCC TGG gagataactgggctgtgggt tcacgaggcagatggactga
site 25-OT5 CTAGGAGATAaAatTCCACC GGG ggggttaaaggtttgtctacca cctggctctaggtgtatgagac
site 30-OT1 GGTGGgGGAGAgGaGACGCCGGG tgctctgggagctttgctta ccaagggaggagccaagtg
site 30-OT2 GGTGGCtGAGATGaGACaCC TGG atcatgagagccaccttgctt tttccagacagctgaactcaca
site 30-OT3 GGTGGCGGAGcTGCGgtGCC TGG tggacccatggagaccgag atcagcctgctaatggcttc
site 30-OT4 GGTGGaGGAGtTcCGACGCC GGG ttctgcctgagctgttccat ctgaggggcaacaccgag
site 31-OT1 GATGGCaGcTAgTCTCCCTT AGG tttcatcagagaaatggttacagtc tctgggctgagagctagtga
site 31-OT2 GATGGCGGAgACTgTgCCTT TGG tgagcactttgaattcttgctt ccatttgggaaagacctgct
site 31-OT3 GATGGCGGtTcCTCTaCCTT AGG caatgaggacaggaaagcagac gtgatctggaacccctctcc
R-loop 1 gtggtagacagcatgtgtccta AAGGGT tgatagggttagaaggacccct ttagggggatgctaggttgct
R-loop 2 gtgtcaggtaatgtgctaaaca GAGAGT agtgttcagctgcttttctttcatt tctttgctccagatttcccttcata
R-loop 3 ggtggaggagggtgcatggggt CAGAAT ggcctcaggggaataaatcat tgtgagcccatcaggtattcaa
R-loop 4 tttctgcttctccagccctggc CTGGGT gggaaacgcccatgcaattagt tctaggaaaagctgtcctgcg
R-loop 5 cggatgttccaatcagtacgca GAGAGT gaacacggataaagacgctgg gcagaagggattccatgaggt


