1. Table S1: The evaluation criteria of the IELSG prognostic index

	Risk factors
	Score
	Points
	Risk stratification

	Age > 60 years old 
	1
	0-1
	Low risk

	LDH serum level 
	1
	2-3
	Intermediate risk

	ECOG score ≥ 2 
	1
	4-5
	High risk

	CSF protein concentration
	1
	
	

	Involvement of deep structures of the brain
	1
	
	


Note: IELSG (International Chronic Lymphocytic Leukemia/Small Lymphocytic Lymphoma Study Group); LDH (Lactate Dehydrogenase); ECOG (Eastern Cooperative Oncology Group); CSF (Cerebrospinal Fluid).
Table S2: MRI Protocol and Parameters of MRI sequences
	MR scanners
	Images
	Slice Thickness(mm)
	Slice Gap(mm)
	TR(ms)
	TE(ms)
	FOV
	Matrix

	GE Discovery MR750 3.0T
	T2WI
	5.0
	1.5
	5033
	119.2
	240*240
	320*320

	
	T2 Flair
	5.0
	1.5
	8400
	130.6
	240*240
	288*192

	
	T1-CE
	5.0
	1.5
	8.35
	3.23
	375*500
	154*256

	GE Signa HDxt 1.5T
	T2WI
	5.0
	1.5
	3660
	108.8
	240*240
	320*192

	
	T2 Flair
	5.0
	1.5
	8004
	134
	240*240
	288*160

	
	T1-CE
	5.0
	1.5
	2258.6
	8.7
	240*240
	320*192

	Siemens Magnetom Prisma 3.0T
	T2WI
	5.0
	1.5
	4160
	123
	240*240
	384*256

	
	T2 Flair
	5.0
	1.5
	8002
	170.6
	240*180
	288*224

	
	T1-CE
	5.0
	1.0
	2140
	2.7
	240*240
	256*192

	GE Signa HDxt 3.0T
	T2WI
	5.0
	1.5
	3960
	116.9
	240*240
	384*256

	
	T2 Flair
	5.0
	1.5
	8002
	167.2
	240*240
	288*224

	
	T1-CE
	5.0
	1.0
	6.82
	2.5
	240*240
	256*224


Note: The imaging data of the two centers were acquired by 4 different MRI machines, including Siemens 3.0T and GE 1.5T/3.0T. The scanning sequences included axial T2WI, T2 Flair, and T1-CE. Patients were intravenously injected with Gd-DTPA at a dose of 0.1 mmol/kg to obtain T1-CE images.
Fig S1. The extracted radiomics features of 6 models in this study 
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Note: Figure S1 shows the features included in different models:(a) 16 optimal features were selected in T2 model; (b) 13 optimal features were selected in Flair model; (c) 13 optimal features were selected in T1-CE model; (d) 12 optimal features were selected in T1-CE Habitat model; (e) 13 optimal features were selected in Combine radiomics model; (f) 14 optimal features were selected in Combine all model.

Table S3：The results of constructing models by four classifiers  
	Model
	classifier
	AUC
	Sensitivity
	Specificity
	Accuracy
	Precision

	
	
	train
	test
	train
	test
	train
	test
	train
	test
	train
	test

	T1CE_radiomics
	KNN
	0.6471(0.5461-0.753)
	0.5782(0.3428-0.8136)
	0.3184
	0.3641
	0.8662
	0.6494
	0.6791
	0.6097
	0.6675
	0.4185

	
	DT
	0.8336(0.7614-0.9058)
	0.3957(0.1717-0.6197)
	0.7955
	0.4545
	0.7313
	0.4118
	0.7568
	0.4286
	0.6604
	0.3333

	
	LR
	0.8857(0.8262-0.9452)
	0.6791(0.441-0.9173)
	0.7273
	0.5455
	0.8657
	0.7059
	0.8108
	0.6429
	0.7805
	0.5455

	
	SVM
	0.8528(0.7798-0.9258)
	0.6524(0.4301-0.8747)
	0.6818
	0.5455
	0.8657
	0.7059
	0.7928
	0.6429
	0.7692
	0.5455

	FLAIR_radiomics
	KNN
	0.98(0.9607-0.9992)
	0.492(0.2554-0.7286)
	0.6136
	0.5455
	1
	0.5882
	0.8468
	0.5714
	1
	0.4615

	
	DT
	0.7196(0.6384-0.8009)
	0.623(0.4118-0.8342)
	0.8409
	0.7273
	0.4925
	0.4706
	0.6306
	0.5714
	0.5211
	0.4706

	
	LR
	0.7646(0.6758-0.8534)
	0.4813(0.2121-0.7505)
	0.6364
	0.5455
	0.6418
	0.2941
	0.6396
	0.3929
	0.5385
	0.3333

	
	SVM
	0.8911(0.8311-0.9511)
	0.3824(0.1442-0.6205)
	0.7955
	0.3636
	0.8209
	0.4118
	0.8108
	0.3929
	0.7447
	0.2857

	T2_radiomics
	KNN
	0.7241(0.6315-0.8166)
	0.3824(0.1613-0.6034)
	0.7955
	0.3636
	0.5224
	0.3529
	0.6306
	0.3571
	0.5224
	0.2667

	
	DT
	0.9203(0.8694-0.9711)
	0.5535(0.3246-0.7824)
	0.6364
	0.1818
	0.9552
	0.8824
	0.8288
	0.6071
	0.9032
	0.5

	
	LR
	0.8935(0.8322-0.9547)
	0.6043(0.371-0.8375)
	0.8182
	0.6364
	0.806
	0.5882
	0.8108
	0.6071
	0.7347
	0.5

	
	SVM
	0.9813(0.9628-0.9999)
	0.492(0.2675-0.7165)
	0.9545
	0.1818
	0.8955
	0.5882
	0.9189
	0.4286
	0.8571
	0.2222

	T1CE habitat
	KNN
	0.894(0.8379-0.9501)
	0.6631(0.4284-0.8978)
	0.75
	0.5455
	0.8209
	0.5294
	0.7928
	0.5357
	0.7333
	0.4286

	
	DT
	1(1-1)
	0.6738(0.4602-0.8873)
	1
	0.5455
	1
	0.8235
	1
	0.7143
	1
	0.6667

	
	LR
	0.9807(0.9506-1)
	0.7112(0.5134-0.909)
	0.8864
	0.5455
	0.9851
	0.7647
	0.9459
	0.6786
	0.975
	0.6

	
	SVM
	0.7446(0.6503-0.8388)
	0.7433(0.5322-0.9545)
	0.7273
	0.7273
	0.6418
	0.5294
	0.6757
	0.6071
	0.5714
	0.5

	Combined radiomics
	KNN
	0.8723(0.8071-0.9375)
	0.4626(0.2502-0.6749)
	0.5682
	0.1818
	0.9104
	0.7059
	0.7748
	0.5
	0.8065
	0.2857

	
	DT
	0.9495(0.9125-0.9864)
	0.6417(0.427-0.8564)
	0.8182
	0.3636
	0.9254
	0.7647
	0.8829
	0.6071
	0.878
	0.5

	
	LR
	0.8779(0.8171-0.9386)
	0.7166(0.497-0.9361)
	0.7273
	0.7273
	0.791
	0.7059
	0.7658
	0.7143
	0.6957
	0.6154

	
	SVM
	0.7378(0.6415-0.8341)
	0.7005(0.4847-0.9164)
	0.0227
	0
	0.9851
	1
	0.6036
	0.6071
	0.5
	0

	Combined all
	KNN
	0.9914(0.9814-1)
	0.6364(0.4227-0.85)
	0.9545
	0.5455
	0.9403
	0.6471
	0.9459
	0.6071
	0.913
	0.5

	
	DT
	0.9936(0.9852-1)
	0.7273(0.5286-0.926)
	0.8864
	0.6364
	0.9851
	0.7647
	0.9459
	0.7143
	0.975
	0.6364

	
	LR
	0.8962(0.8299-0.9625)
	0.8289(0.6785-0.9793)
	0.7273
	0.5455
	0.9254
	0.8235
	0.8468
	0.7143
	0.8649
	0.6667

	
	SVM
	0.8938(0.8232-0.9645)
	0.7968(0.6317-0.9618)
	0.7955
	0.4545
	0.9104
	0.7647
	0.8649
	0.6429
	0.8537
	0.5556


Note: LR (logistic regression); SVM (support vector machine); KNN (K-nearest neighbors); DT (decision tree); AUC (Area Under the Curve).
Fig S2: Delong test
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Note: Comparison of the performance differences of various models in training set(a) and test set(b). In the Delong test, significant differences in prediction rates among models were observed when the Value ＞2.3 (P＜0.05). 
