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Figure S1: Silencing of IGF-1R in HCT116, HT29, LoVo and SK-CO-1. 
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Figure S1: Protein expression analysis of IGF-1R protein expression in IGF-1R-silenced cells (upper panel) and fold changes of the immunoblot band (lower panel) in CRC cells: (A) HCT116, (B) HT29, (C) LoVo, and (D) SK-CO-1. The values were compared using independent student’s t-test between each two groups. ∗∗∗ p < 0.001 and ∗∗∗∗ p < 0.0001. Bars represent mean ± SD.  












Figure S2: Full blots of Figure 1E
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Figure S2: Original uncropped western blot of Figure 1E. The figure shows the uncropped western blot of LC3BI-LC3BII and P62, normalized to β-actin proteins bands, after treatment with IGF-1 in comparison to control untreated cells. 
Lanes descriptions:
1: HCT116-control 
2: HCT116-IGF-1 treated 
3: HT29-control 
4: HT29-IGF-1 treated 
5: LoVo-control 
6: LoVo-IGF-1 treated 
7: SK-CO-1- control 
8: SK-CO-1-IGF-1 treated 




Figure S3: Full blots of Figure 1F
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Figure S2: Original uncropped western blot of Figure 1F. The figure shows the uncropped western blot of LC3BI-LC3BII and P62, normalized to β-actin proteins bands, comparing transfected cells with siIGF-1R vs siScramble.
Lanes descriptions:
1: HCT116-siScramble
2: HCT116-siIGF-1R
3: HT29-siScramble
4: HT29-siIGF-1R
5: LoVo-siScramble
6: LoVo-siIGF-1R 
7: SK-CO-1- siScramble 
8: SK-CO-1-siIGF-1R 



Figure S4: Target sequence of CRISPR-Cas9 gene editing of ATG5 and ATG7 genes. 


ATG5
CRISPR677527_SGM
Target DNA Sequence	TCCGATTGATGGCCCAAAAC
PAM Sequence	TGG
Target locus	Chr.6: 106248212 - 106248234 on GRCh38
Strand	Forward
Application	Gene Knockout

ATG7
CRISPR1032813_SGM
Target DNA Sequence	CTTGAAAGACTCGAGTGTGT
PAM Sequence	TGG
Target locus	Chr.3: 11306996 - 11307018 on GRCh38
Strand	Forward
Application	Gene Knockout

Figure S4: CRISPR-Cas9 target sequences to knockout ATG5 and ATG7 genes in HCT116 cell line. 














Figure S5: Full blots of Figure 2A
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Figure S4: Original uncropped western blot of Figure 2A. The figure shows the uncropped western blot of (A) ATG5, (B) ATG7 and (C) LC3BI-LC3BII, each normalized to β-actin proteins bands, in HCT116, ATG5-/-, ATG7-/- and NC cells. 
Lanes descriptions:
1: HCT116 cells
2: ATG5-/- cells
3: ATG7-/- cells 
4: NC cells
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