Extended Data Figure 9
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d Description — Signaling by Interleukins

pualue  p.adjust

Signaling by Interleukins 0.0008313 0.004038

Running Enrichment Score

3000 a0 s000
Descrpton | Signaing by itrieukins

100
075
050
025
000 L A I
3000 6000 000
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