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	Chr
	SSR type
	SSR
	size
	start
	end

	mtChr1
	p3
	(GCA)5
	15
	8669
	8683

	mtChr1
	p1
	(A)12
	12
	109828
	109839

	mtChr1
	p1
	(A)10
	10
	136855
	136864

	mtChr1
	p2
	(AT)6
	12
	139845
	139856

	mtChr1
	p2
	(AT)7
	14
	169801
	169814

	mtChr1
	p3
	(ATT)5
	15
	188986
	189000

	mtChr1
	c
	(T)12gaattcacatgatatttgaaattctttttgttacacttctatcctagaatatttcttcctagtttgttt
gattaattaatcaaacattcctcggctttcattcgaaaagggggaagtt(A)13
	143
	235395
	235537

	mtChr1
	p1
	(A)13
	13
	244087
	244099

	mtChr1
	p2
	(CT)7
	14
	472339
	472352



