Table S1 Quality indicators of unigenes
	Sample
	Raw reads (Mb)
	Clean reads (Mb)
	Clean bases (Gb)
	Total length (Mb) 
	Mean length (bp)
	N50 (bp)
	GC (%)
	Clean Reads Q20 (%)
	[bookmark: _GoBack]Clean Reads Q30 (%)

	CK1
	71.88
	68.94
	6.89
	47.65
	1134
	1725
	42.09
	98.19
	91.25

	CK2
	71.90
	69.17
	6.92
	46.57
	1096
	1696
	41.98
	98.34
	91.75

	CK3
	71.92
	69.43
	6.94
	50.12
	1215
	1824
	41.93
	98.15
	91.01

	GH1
	71.90
	69.47
	6.95
	47.08
	1214
	1787
	42.39
	98.11
	90.91

	GH2
	71.86
	69.49
	6.95
	47.77
	1172
	1745
	42.11
	98.27
	91.49

	GH3
	76.92
	69.67
	6.97
	47.87
	1170
	1764
	42.00
	98.36
	91.86

	M1
	71.87
	69.78
	6.98
	47.13
	1109
	1680
	42.12
	98.31
	91.73

	M2
	71.89
	69.17
	6.92
	50.54
	1141
	1751
	41.94
	98.27
	91.51

	M3
	71.87
	69.10
	6.91
	51.54
	1166
	1769
	41.75
	98.31
	91.68

	All-unigene
	-
	-
	-
	109.90
	1567
	2222
	41.68
	-
	-


CK1, CK2 and CK3 indicate normal P. simonii × P. nigra treatment; GH1, GH2 and GH3 indicate P. simonii × P. nigra attack by L. dispar herbivory; M1, M2 and M3 indicate P. simonii × P. nigra treatment by mechanical wounding.

