Fig.S1 KOG annotations of putative proteins. All putative proteins were aligned to the KOG database and were classified functionally into at least 25 molecular families.


[image: ]Fig.S2 GO annotation of non-redundant consensus sequences. The best hits were aligned to the GO database, and 47802 transcripts were assigned to at least one GO term. The majority of the consensus sequences were grouped into three major functional categories, i.e., biological processes, cellular components, and molecular function.


[bookmark: _GoBack][image: ]Fig.S3 KEGG annotation of non-redundant consensus sequences. The 42250 putative proteins grouped into five major functional categories including organismal systems, metabolism, genetic information processing, environmental information processing and cellular processes.
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