Supplementary material
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Figure S1. Comparison of differences in the abundance of microbial taxa between the NPO and PO groups. (A) Top genua with significant differences. (B) Top phyla with significant differences.
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Figure S2. Comparison of differences in the abundance of microbial taxa among NPO, PO and CON groups. (A) Top 10 species with significant differences. (B) Differential species annotated branching plots represent the taxonomic hierarchy of the discriminatory biomarkers identified with LEfSe. (C) Differential species score plots present the species with relatively high abundances in each of the three groups.
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Figure S3. (A) Indicator species diagram of the three groups. (B) Species correlation network diagram depicting species correlations among the three groups. (C) Species importance point diagram. Mean decreases in Gini and accuracy are important measures.
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