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Communication
probability
max

l min
P value

© 0.01<P<0.05
@ P<0.01

Inhibitory.PV —> Excitatory.DG (Control)
Inhibitory.PV —> Excitatory.DG (PND)
Inhibitory.PV —> Excitatory.CA1 (Control)
Inhibitory.PV —> Excitatory.CA1 (PND)
Inhibitory.PV —> Excitatory.CA3 (Control)
nhibitory.PV —> Excitatory.CA3 (PND)
nhibitory.PV —> Excitatory.Sub (Control)
nhibitory.PV —> Excitatory.Sub (PND)
nhibitory.PV —> Excitatory.CA2+3 (Control)
nhibitory.PV —> Excitatory.CA2+3 (PND)
nhibitory.PV —> Excitatory.others (Control)
nhibitory.PV —> Excitatory.others (PND)
nhibitory.SST —> Excitatory.DG (Control)
nhibitory.SST —> Excitatory.DG (PND)
nhibitory.SST —> Excitatory.CA1 (Control)
nhibitory.SST —> Excitatory.CA1 (PND)

nhibitory.SST —> Excitatory.CA3 (Control)
nhibitory.SST —> Excitatory.CA3 (PND)

nhibitory.SST —> Excitatory.Sub (Control)
nhibitory.SST —> Excitatory.Sub (PND)

nhibitory.SST —> Excitatory.CA2+3 (Control)
nhibitory.SST —> Excitatory.CA2+3 (PND)
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