Extended Data Fig. 1
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Extended Data Fig. 2
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Extended Data Fig. 3

a

N YT / SCC9 wt coculture Coculture b
time
YT acquired Vimentin rate
100
> 0.19%| Oh "
y 0
A § 80
0.5h
& 91.7% > 60
. <l 220 1h *
(=
o £
) 82.4%| 2h € 40
3 £
0,
81.3% 6h S 50-
53.9% 12h &
g 0 ) g T T T T T
3 . . 0.22% Isotype Coculture time (h) 0.00 0.50 1.00 2.00 6.00 12.00
O 1% 10" 102 10% 10%
Vimentin >
YT / SCC9 wt coculture d
A Coculture
0 time SCC9 lost Vimentin rate
/NQQ/O 0h 100
I 7] 2
8 0 J—% 0.5h E 80 -
« 95.2% 1h 8
g MKWT ,Ui 60 <
2 mwjﬁ% 2h :
© 87.4% £ 40+
P Bh S
£
@ 702% 12 h s 20 -
€ R
5 0.19%
8 100 101 102 103 1(:4 Isotype 0 T T T T T T
Vimentin > Coculture time (h) 0.00 0.50 1.00 2.00 6.00 12.00
Primary NK / SCC9 wt coculture
Coculture
A time
f
SCC9 lost Vimentin rate
4. 0sh 100
(]
I NI 2
@ _,/\\\ o 807
‘ 2h
el 8
o J”\\ » 60
[ . 4h T
© ~
(&) c -
1© .| 8h g 40
Q
A0 12 h £ .
. | a N E 20
[= o
5 Isotype BN
8 0 1 53 4 0 T T T T T T
1010 10 1010 Coculture time (h) 0.5 1 2 4 8 12
Vimentin »
NK-92 / SCC9 wt coculture
Coculture h
A time SCC9 lost Vimentin rate
100+
//\ 0.5h %
o o 80+
B L 2
7] » 60
%JA 2h T
k) £ 404
8 ead =
© £
B e -2 S 20+
) e sl X
o [ ™ 12h 0 T T T T T T
£ Coculture time (h) 0.50 1 2 4 8 12
o 57 i g Isotype
© 10 10 10° 10”10

Vimentin >




Extended Data Fig. 4
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Extended Data Fig. 5

a b
Primary NK NK-92 YT
A T T T
1 1 1
1 1 1
< ' | | Primary NK NK-92 YT
> | ~ | | K%} 80
] O 7T17% || S ! ! =
g : x‘ 1 1 o
& ] zZ i & i ¥ 60
.. | . 1 - 1 Z
5 ' + a NKp46 | © I 5 l T
o | PR e ' o < 401
© W 474%] | ® \ © @
s i © : © i :% 20 - *kk *k%k J,
" ! Isotype i Isotype i Isotype z
-t 1 1 1 °\°
% : 0.45% ! 0.71% ! 1.45% 0 T 'T‘ T 'ﬁ
O 100 10" 102 105 104 100 10' 102 10% 10¢10° 10' 102 10° 10* G NKpd6 = + = + = +
NKp46 >
c d YT / SCC9 VIM-GFP coculture e
YT / CellMask labeled SCC9 VIM-GFP y ;
coculture for 60 min r ! YT
—_— | K]
' g 80 .
' -
Dic R | > 60|
- |_ 1 E |
e ! g 40_
VIM-GFP o i @
EVOR £ 2 -
o : Isotype s
g | A = o
0.49%
CellMask - g ! ° aNKp46 = +
1 2 3 4
Vimaotin o 1% 1919 sccoVIM-GFP coculture 4 +
+ a NKp46
Coculture with SCC9 VIM-GFP for 60min
f Primary NK NK-92 YT

DIC

merge
CellVue/VIM-GFP

o NKp46 - + - + - +
g Gate on:YT h i Coculture with SCC9 VIM-GFP for 60 min
Q
A =
% w 100 NKp46 (+) YT  NKp46 (-) YT
2 3 1.1 N
NKp46 (+)YT| | o ° 80+ >
pae () i & 1|+ DIC s,g_cs:
Q@ T 60 2 A i
843 % = X
> £ 40 - Cellv
c -
A | NKp46 () YT § g ] ellVue
‘P\—-_____4;7i - (f % 20 *kk
' 1 VIM-GFP
* Isotype R 0 : l':T:'I
§ 0.7 % NKp46 (+) YT + - merge
© 100 100 102 105 10¢ NKpd6 () YT =  + ol

Vimentin » SCC9 VIM-GFP coculture + +




Extended Data Fig. 6 b |3
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Extended Data Fig. 7
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