Table 2: Results of MR Analysis of Gut Microbiota Associated with Causal Links to Hyperlipidemia GWAS in Korean National Biobank.
	Outcome
	Exposure
	Method
	nSNPs
	β
	Se
	P val

	Hyperlipidemia
	Streptococcus
	MR Egger
	12
	0.043
	0.050
	0.382

	Hyperlipidemia
	Streptococcus
	Weighted median
	12
	-0.042
	0.013
	0.001**

	Hyperlipidemia
	Streptococcus
	Inverse variance weighted
	12
	-0.040
	0.010
	0.004**

	Hyperlipidemia
	Streptococcus
	Simple mode
	12
	-0.120
	0.038
	0.002**

	Hyperlipidemia
	Streptococcaceae
	MR Egger
	12
	0.029
	0.043
	0.511

	Hyperlipidemia
	Streptococcaceae
	Weighted median
	10
	-0.037
	0.014
	0.008**

	Hyperlipidemia
	Streptococcaceae
	Inverse variance weighted
	10
	-0.044
	0.009
	0.043*

	Hyperlipidemia
	Streptococcaceae
	Simple mode
	10
	-0.117
	0.041
	0.005**

	Hyperlipidemia
	Streptococcaceae
	Weighted mode
	10
	-0.024
	0.032
	0.454

	Hyperlipidemia
	Streptococcaceae
	MR Egger
	10
	-0.089
	0.031
	0.005**



