SLC11A1
— KEGG_ANTIGEN_PROCESSING_AND_PRESENTATION

— KEGG_CYTOKINE_CYTOKINE_REGEPTOR_INTERACTION
— KEGG_JAK_STAT_SIGNALING_PATHWAY

— KEGG_LEISHMANIA_INFECTION

— KEGG_SYSTEMIC_LUPUS_ERYTHEMATOSUS
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MRAS
— KEGG_ANTIGEN_PROCESSING_AND_PRESEMNTATION
— KEGG CALCIUM SIGNALING PATHWAY
— KEGG_GLYCOSAMINOGLYCAN_DEGRADATION
— KEGG_PROXIMAL_TUBULE_BICARBONATE_RECLAMATION
® — KEGG_SPLICEOSOME
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— KEGG_CALCIUM_SIGNALING_PATHWAY

— KEGG_LONG_TERM_DEPRESSION

— KEGG_LONG_TERM_POTENTIATION

— KEGG_NATURAL_KILLER_CELL_MEDIATED_CYTOTOXICITY
— KEGG_NEUROACTIVE_LIGAND_RECEPTOR_INTERACTION
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PDIA3
— KEGG_ANTIGEN_PROCESSING_AND_PRESENTATION
— KEGG_FOCAL_ADHESION
— KEGG_OXIDATIVE PHOSF’HORYLATION
— KEGG_PARKINSONS_DISEASE
— KEGG_PATHOGENIC_| ESCHERICHIA COLI_INFECTION
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