Supplementary tables
	Supplementary table S1 Spearman correlations between phenotypes in the MM cohort

	
	
	Type I
	Type IIA
	Type IIX
	Capillary density

	Type I
	Correlation coefficient
	1.00
	-0.29
	-0.61
	0.32

	
	p-value
	0.000
	0.001
	0.000
	0.000

	
	n
	128
	128
	128
	121

	Type IIA
	Correlation coefficient
	-0.29
	1.00
	-0.52
	-0.04

	
	p-value
	0.001
	0.000
	0.000
	0.695

	
	n
	128
	128
	128
	121

	Type IIX
	Correlation coefficient
	-0.61
	-0.52
	1.00
	-0.27

	
	p-value
	0.000
	0.000
	0.000
	0.006

	
	n
	128
	128
	128
	121

	Capillary density
	Correlation coefficient
	0.32
	-0.04
	-0.27
	1.00

	
	p-value
	0.000
	0.695
	0.006
	0.000

	
	n
	121
	121
	121
	121


	Supplementary table S2. Spearman correlations between phenotypes in the MEI cohort

	
	
	Type I
	Type IIA
	Type IIX

	Type I
	Correlation coefficient
	1.00
	-0.25
	-0.67

	
	p-value
	0.000
	0.110
	0.000

	
	n
	46
	43
	43

	Type IIA
	Correlation coefficient
	-0.25
	1.00
	-0.50

	
	p-value
	0.110
	0.000
	0.001

	
	n
	43
	43
	43

	Type IIX
	Correlation coefficient
	-0.67
	-0.50
	1.00

	
	p-value
	0.000
	0.001
	0.000

	
	n
	43
	43
	43


	Supplementary table S3. Spearman correlations between phenotypes in the ULSAM cohort

	
	
	Type I
	Type IIA
	Type IIX
	Capillary density

	Type I
	Correlation coefficient
	1.00
	-0.66
	-0.60
	0.35

	
	p-value
	0.000
	0.000
	0.000
	0.000

	
	n
	515
	515
	515
	515

	Type IIA
	Correlation coefficient
	-0.66
	1.00
	-0.22
	-0.22

	
	p-value
	0.000
	0.000
	0.000
	0.000

	
	n
	515
	515
	515
	515

	Type IIX
	Correlation coefficient
	-0.60
	-0.22
	1.00
	-0.22

	
	p-value
	0.000
	0.000
	0.000
	0.000

	
	n
	515
	515
	515
	515

	Capillary density
	Correlation coefficient
	0.35
	-0.22
	-0.22
	1.00

	
	p-value
	0.000
	0.000
	0.000
	0.000

	
	n
	515
	515
	515
	515


	Supplementary table S4. Skeletal muscle eQTLs from the meta-analysis of the Malmö Men (MM) and Malmö Exercise Intervention (MEI) cohorts.

	SNP
	Gene symbol
	Effect Allele
	t-stat (MEI)
	p-value
(MEI)
	t-stat (MM)
	p-value
(MM)
	p-value
(meta-analysis)
	FDR
(meta-analysis)

	rs115660502
	RAB3GAP2
	G
	-3.4
	0.002
	-2.9
	0.006
	6.04E-05
	0.007

	rs191465330
	RAB3GAP2
	A
	1.9
	0.069
	-1.7
	0.098
	0.025
	0.547

	rs145631867
	CUL3
	A
	-1.1
	0.299
	2.3
	0.028
	0.043
	0.547

	rs115660502
	IARS2
	G
	-1.8
	0.077
	1.4
	0.177
	0.048
	0.547


Supplement table S5: RNAseq of HMEC cells with or without knockdown of RAB3GAP2. Please see provided excel file.
	Supplementary table S6. Concentration of secreted proteins in the medium of HMECs with or without knockdown of RAB3GAP2

	Gene symbol
	Uniprot ID
	Olink Assay
	mean     fold change
	SD
	p-value

	CD70
	P32970
	CD70
	2.05
	0.38
	0.03

	TNC
	P24821
	TNC
	1.97
	0.32
	0.03

	TNXB
	P22105
	TNXB
	0.53
	0.11
	0.03

	TFPI2
	P48307
	TFPI-2
	0.59
	0.13
	0.03

	TNFRSF10C
	O14798
	TNFRSF10C
	0.62
	0.19
	0.03

	VIM
	P08670
	VIM
	1.76
	0.73
	0.03

	PLXNB2
	O15031
	PLXNB2
	1.67
	0.55
	0.03

	TFF3
	Q07654
	TFF3
	0.66
	0.12
	0.03

	NPPB
	P16860
	NT-proBNP
	0.66
	0.11
	0.03

	IL1RL1
	Q01638
	ST2
	0.71
	0.15
	0.03

	COL1A1
	P02452
	COL1A1
	0.70
	0.07
	0.03

	IL17R
	Q96F46
	IL-17RA
	1.43
	0.36
	0.03

	PAM
	P19021
	PAM
	1.30
	0.15
	0.03

	IGFBP3
	P17936
	IGFBP3
	1.30
	0.18
	0.03

	TNFRSF11B
	O00300
	OPG
	0.80
	0.09
	0.03

	TREML2
	Q5T2D2
	TLT-2
	1.26
	0.27
	0.03

	CCL2
	P13500
	MCP-1
	1.25
	0.23
	0.03

	SPP1
	P10451
	OPN
	0.82
	0.10
	0.03

	TNFRSF6B
	O95407
	TNFRSF6B
	0.81
	0.08
	0.03

	PTPRS
	Q13332
	PTPRS
	1.23
	0.16
	0.03

	PLAT
	P00750
	t-PA
	1.13
	0.17
	0.03

	TNFSF10
	P50591
	TRAIL
	0.68
	0.22
	0.06

	MMP12
	P39900
	MMP12
	0.69
	0.21
	0.06

	IGFBP1
	P08833
	IGFBP-1
	0.72
	0.16
	0.06

	PRCP
	P42785
	PRCP
	1.44
	0.58
	0.06

	KIT
	P10721
	KIT
	1.36
	0.34
	0.06

	VEGFA
	P15692
	VEGFA
	1.35
	0.28
	0.06

	CXCL5
	P42830
	CXCL5
	1.30
	0.26
	0.06

	CXCL16
	Q9H2A7
	CXCL16
	1.29
	0.26
	0.06

	PLAU
	P00749
	uPA
	1.28
	0.22
	0.06

	NRP1
	O14786
	NRP1
	1.27
	0.26
	0.06

	ANG
	P03950
	ANG
	1.21
	0.19
	0.06

	MMP2
	P08253
	MMP-2
	0.84
	0.12
	0.06

	CTSZ
	Q9UBR2
	CTSZ
	1.20
	0.21
	0.06

	TGFA
	P01135
	TGF-alpha
	0.91
	0.12
	0.06

	NID1
	P14543
	NID1
	1.10
	0.12
	0.06

	LYVE1
	Q9Y5Y7
	LYVE1
	0.95
	0.03
	0.06

	ICAM1
	P05362
	ICAM1
	1.95
	1.03
	0.09

	CD46
	P15529
	CD46
	1.51
	0.52
	0.09

	NOTCH1
	P46531
	NOTCH1
	1.46
	0.50
	0.09

	ENG
	P17813
	ENG
	1.45
	0.61
	0.09

	GDF15
	Q99988
	GDF-15
	1.41
	0.51
	0.09

	GAS6
	Q14393
	GAS6
	1.32
	0.36
	0.09

	AREG
	P15514
	AREG
	0.83
	0.18
	0.09

	CTSV
	O60911
	CTSV
	1.22
	0.18
	0.09

	TNFRSF1B
	P20333
	TNF-R2
	0.88
	0.14
	0.09

	LTBP2
	Q14767
	LTBP2
	1.11
	0.16
	0.09

	LDLR
	P01130
	LDL receptor
	1.29
	0.36
	0.13

	FGF2
	P09038
	FGF2
	1.21
	0.31
	0.13

	SDC1
	P18827
	SYND1
	1.10
	0.14
	0.13

	MEGF9
	Q9H1U4
	MEGF9
	1.51
	0.51
	0.16

	DPP4
	P27487
	DPP4
	1.43
	0.57
	0.16

	TXLNA
	P40222
	TXLNA
	1.38
	0.57
	0.16

	CD274
	Q9NZQ7
	PD-L1
	1.24
	0.51
	0.16

	TGFBR3
	Q03167
	TGFBR3
	1.21
	0.34
	0.16

	C1QTNF1
	Q9BXJ1
	C1QTNF1
	0.87
	0.22
	0.16

	ITGAV
	P06756
	ITGAV
	1.19
	0.24
	0.16

	TNFSF12
	O43508
	TWEAK
	0.86
	0.13
	0.16

	SIRPA
	P78324
	SHPS-1
	1.17
	0.28
	0.16

	ICAM2
	P13598
	ICAM-2
	0.89
	0.15
	0.16

	TNFRSF1A
	P19438
	TNF-R1
	0.88
	0.11
	0.16

	TGFB1
	P01137
	LAP TGF-beta-1
	1.12
	0.21
	0.16

	FABP4
	P15090
	FABP4
	1.33
	0.36
	0.19

	ABL1
	P00519
	ABL1
	1.27
	0.40
	0.19

	MICA / MICB
	Q29983.Q29980
	MIC-A/B
	0.90
	0.17
	0.19

	FAS
	P25445
	FAS
	1.67
	0.85
	0.22

	F11R
	Q9Y624
	JAM-A
	1.47
	0.69
	0.22

	LTBR
	P36941
	LTBR
	1.35
	0.51
	0.22

	EPCAM
	P16422
	Ep-CAM
	1.32
	0.44
	0.22

	LGALS3
	P17931
	GAL-3
	1.30
	0.49
	0.22

	EPHA2
	P29317
	EPHA2
	1.20
	0.29
	0.22

	CCL5
	P13501
	CCL5
	1.18
	0.27
	0.22

	MET
	P08581
	MET
	1.15
	0.28
	0.22

	CCL15
	Q16663
	CCL15
	0.92
	0.11
	0.22

	PLAUR
	Q03405
	U-PAR
	1.11
	0.17
	0.22

	ANPEP
	P15144
	AP-N
	1.37
	0.63
	0.25

	CDKN1A
	P38936
	CDKN1A
	1.26
	0.41
	0.25

	IGF1R
	P08069
	IGF1R
	1.19
	0.26
	0.25

	GPC1
	P35052
	GPC1
	1.16
	0.22
	0.25

	FOLR3
	P41439
	FR-gamma
	0.91
	0.13
	0.25

	TNFRSF14
	Q92956
	TNFRSF14
	0.96
	0.13
	0.25

	SCAMP3
	O14828
	SCAMP3
	1.45
	0.69
	0.31

	CD40
	P25942
	CD40
	1.30
	0.69
	0.31

	CSTB
	P04080
	CSTB
	1.25
	0.49
	0.31

	CXCL8
	P10145
	IL8
	1.21
	0.26
	0.31

	CCL20
	P78556
	CCL20
	1.18
	0.26
	0.31

	ST6GAL1
	P15907
	ST6GAL1
	1.17
	0.35
	0.31

	METAP2
	P50579
	MetAP 2
	1.15
	0.26
	0.31

	OSMR
	Q99650
	OSMR
	1.13
	0.17
	0.31

	PDGFA
	P04085
	PDGF subunit A
	0.94
	0.15
	0.31

	CDH5
	P33151
	CDH5
	0.93
	0.09
	0.31

	IGFBP6
	P24592
	IGFBP6
	0.96
	0.18
	0.31

	HSPG2
	P98160
	PLC
	1.06
	0.14
	0.31

	IL18BP
	O95998
	IL-18BP
	1.07
	0.12
	0.34

	TNFRSF9
	Q07011
	TNFRSF9
	1.17
	0.30
	0.38

	EGFR
	P00533
	EGFR
	1.17
	0.25
	0.38

	COMP
	P49747
	COMP
	0.80
	0.16
	0.44

	CTSD
	P07339
	CTSD
	1.24
	0.35
	0.44

	ITGB5
	P18084
	ITGB5
	1.21
	0.30
	0.44

	ESM1
	Q9NQ30
	ESM-1
	1.19
	0.28
	0.44

	CD163
	Q86VB7
	CD163
	1.15
	0.35
	0.44

	IFNGR1
	P15260
	IFN-gamma-R1
	1.14
	0.30
	0.44

	CCL14
	Q16627
	CCL14
	1.11
	0.29
	0.44

	IL6R
	P08887
	IL-6RA
	1.11
	0.20
	0.44

	CD59
	P13987
	CD59
	0.95
	0.15
	0.44

	TIMP1
	P01033
	TIMP1
	0.97
	0.07
	0.44

	TGFBI
	Q15582
	TGFBI
	1.02
	0.06
	0.44

	NOTCH3
	Q9UM47
	Notch 3
	1.15
	0.37
	0.50

	TNFRSF19
	Q9NS68
	TNFRSF19
	0.94
	0.23
	0.50

	AXL
	P30530
	AXL
	1.03
	0.19
	0.56

	PECAM1
	P16284
	PECAM-1
	1.22
	0.51
	0.56

	TFRC
	P02786
	TR
	1.26
	0.48
	0.56

	TLR3
	O15455
	TLR3
	1.17
	0.30
	0.56

	LGALS1
	P09382
	GAL-1
	1.12
	0.23
	0.56

	CD93
	Q9NPY3
	CD93
	1.10
	0.22
	0.56

	TFPI
	P10646
	TFPI
	1.08
	0.16
	0.56

	ALCAM
	Q13740
	ALCAM
	1.05
	0.19
	0.56

	SOD1
	P00441
	SOD1
	1.01
	0.06
	0.56

	IL7R
	P16871
	IL7R
	1.00
	0.35
	0.56

	ADA
	P00813
	ADA
	1.03
	0.28
	0.59

	CASP8
	Q14790
	CASP-8
	1.24
	0.51
	0.63

	PDGFB
	P01127
	PDGF subunit B
	1.06
	0.14
	0.63

	TIMP4
	Q99727
	TIMP4
	1.05
	0.13
	0.63

	PCSK9
	Q8NBP7
	PCSK9
	0.97
	0.11
	0.63

	PCOLCE
	Q15113
	PCOLCE
	1.04
	0.09
	0.63

	TEK
	Q02763
	TIE2
	1.02
	0.24
	0.63

	NT5E
	P21589
	5'-NT
	0.97
	1.09
	0.66

	CASP3
	P42574
	CASP-3
	1.20
	0.40
	0.69

	BLMH
	Q13867
	BLM hydrolase
	1.11
	0.31
	0.69

	IGFBP2
	P18065
	IGFBP-2
	1.08
	0.15
	0.69

	GRN
	P28799
	GRN
	1.08
	0.23
	0.69

	CCL7
	P80098
	MCP-3
	0.98
	0.20
	0.69

	TNFRSF12A
	Q9NP84
	TNFRSF12A
	1.03
	0.12
	0.69

	CCN1
	O00622
	CYR61
	1.01
	0.10
	0.69

	PGF
	P49763
	PGF
	1.00
	0.23
	0.69

	ANXA1
	P04083
	ANXA1
	1.10
	 
	0.72

	LYN
	P07948
	LYN
	1.02
	0.14
	0.75

	COL18A1
	P39060
	COL18A1
	1.08
	0.27
	0.84

	EFEMP1
	Q12805
	EFEMP1
	1.07
	0.20
	0.84

	CSF1
	P09603
	CSF-1
	1.06
	0.28
	0.84

	S100A11
	P31949
	S100A11
	1.06
	0.34
	0.84

	CXCL1
	P09341
	CXCL1
	1.05
	0.23
	0.84

	IGFBP7
	Q16270
	IGFBP-7
	1.01
	0.15
	0.84

	SERPINE1
	P05121
	PAI
	1.00
	0.11
	0.84

	TCN2
	P20062
	TCN2
	1.01
	0.18
	0.84

	MMP9
	P14780
	MMP-9
	1.05
	0.16
	0.88

	VASN
	Q6EMK4
	VASN
	1.08
	0.24
	0.91

	SERPINA5
	P05154
	SERPINA5
	1.06
	0.20
	1.00

	MMP7
	P09237
	MMP7
	1.06
	0.35
	1.00

	FCRLB
	Q6BAA4
	FCRLB
	0.98
	0.12
	1.00

	TIE1
	P35590
	TIE1
	1.03
	0.15
	1.00

	EPHB4
	P54760
	EPHB4
	1.03
	0.19
	1.00

	IL6
	P05231
	IL6
	1.02
	0.21
	1.00

	CST3
	P01034
	CST3
	1.01
	0.06
	1.00


	Supplementary table S7. Description of the Wingate test cohort. Muscle SATellite cell study (MSAT)

	
	N
	Minimum
	Maximum
	Mean
	SD

	Age (yrs)
	39
	21
	54
	36
	8

	Weight (kgBW)
	39
	70
	97
	79
	6

	BMI (kgBW /m2)
	39
	19
	31
	24
	3

	VO2peak (ml / kgBW per min)
	39
	31
	70
	52
	8

	Peak power (W/ kgBW)
	39
	11
	16
	13
	1

	Average power (W/ kgBW
	39
	8
	10
	9
	1

	Type I (%)
	35
	40
	81
	62
	10

	Type II (%)
	35
	19
	60
	38
	10

	Capillary Density (nr / fiber)
	N/A
	N/A
	N/A
	N/A
	N/A

	Note: Type II fiber types were not separated and are given as Type II = Type IIa + Type IIx


	Supplementary table S8 Description of the Uppsala Longitudinal Study of Adult Men cohort. (ULSAM).

	
	N
	Minimum
	Maximum
	Mean
	SD

	Age (yrs)
	482
	69
	74
	71
	1

	Weight (kgBW)
	482
	46
	138
	80
	11

	BMI (kgBW /m2)
	482
	17
	40
	26
	3

	Waist-to-hip ratio
	482
	0.78
	1.12
	0.95
	0.05

	VO2peak (ml / kgBW per min)
	N/A
	N/A
	N/A
	N/A
	N/A

	Type I (%)
	482
	3
	90
	49
	16

	Type IIa (%)
	482
	5
	69
	31
	13

	Type IIX (%)
	482
	0
	59
	21
	12

	Capillary Density (nr / fiber)
	482
	0.8
	3
	1.5
	0.3


	Supplementary table S9. Description of the Malmö Men (MM) cohort

	
	N
	Minimum
	Maximum
	Mean
	SD

	Age (yrs)
	128
	56
	70
	66
	2

	Weight (kgBW)
	127
	54
	114
	82
	12

	BMI (kgBW /m2)
	127
	19
	36
	26
	3

	Waist-to-hip ratio
	125
	0.84
	1.14
	0.97
	0.05

	VO2peak (ml / kgBW per min)
	116
	15
	51
	28
	6

	Type I (%)
	128
	10
	79
	39
	13

	Type IIa (%)
	128
	3
	73
	31
	13

	Type IIX (%)
	126
	1
	68
	29
	15

	Capillary Density (nr / fiber)
	121
	0.91
	5.35
	2.10
	0.92


	Supplementary table S10. Description of the Malmö Exercise Intervention (MEI) cohort

	
	N
	Minimum
	Maximum
	Mean
	SD

	Age (yrs)
	46
	30
	46
	38
	4

	Weight (kgBW)
	46
	64
	129
	91
	13

	BMI (kgBW /m2)
	46
	23
	35
	28
	3

	Waist-to-hip ratio
	46
	0.78
	1.03
	0.93
	0.05

	VO2peak (ml / kgBW per min)
	46
	21
	44
	32
	5

	Type I (%)
	46
	7
	73
	40
	13

	Type IIa (%)
	43
	7
	48
	28
	10

	Type IIX (%)
	43
	8
	64
	33
	14

	Capillary Density (nr / fiber)
	N/A
	N/A
	N/A
	N/A
	N/A


