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S1 Table. Variation sites and annotations of SARS-CoV-2 strains from 2019nCoVR.
S2 Table. Primer and probe targeting sequence position and variation annotation. 
S3 Table. Variation sites and variation annotations in the target sequences of primers and probes.
S4 Table. Details of the 21 nucleic acid testing kits and variation statistics.
[bookmark: _Hlk40376168][bookmark: _Hlk40030621][bookmark: _GoBack]Figure S1: Isolates distribution of common variant loci. The number of isolates and the statistic date of ORF1ab: 490 (A), ORF1ab: 514 (B), N: 28311 (C), and N: 28688 (D). The countries and regions with the most isolates are marked
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