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Fig. S1 Molecular characterization of CoHSP70. (A) Nucleotide sequence of CoHsp70. (B) Amino acid sequence of CoHSP70. (C) The secondary structure of CoHSP70. Start codon (ATG) and the stop codon (TAA) was in grey. The three family signature sequences are underlined. The cytosolic HSP70-specific motif is boxed.
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Fig. S2 Phylogenetic tree of CoHsp70 across 61 species from six taxonomic classes, constructed using the neighbor-joining (NJ) method in MEGA-11.
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