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CTR shRNA P4HA2 shRNA1 P4HA2 shRNA3 CTR shRNA P4HA2 shRNA1 P4HA2 shRNA3

Col1a1 GSQGAP(1)GLQGM(1)P(1)GERGAA
Col1a1 GIAGAP(1)GFP(1)GAR

Col1a2 GPAGARGSDGSVGPV

Col5a1 GP(0.0105)VGLQGLP(0.9895)
Col3a1 GPLGIAGITGARGLA

Col1a2 GM(1)TGFP(1)GAAGRT

Col1a1 GSP(1)GEAGRP(1)GEAGLP(1)

Col3a1 KP(0.9894)GP(0.0319)P(0.9894)GSQGESGRP(0.9894)
Col5a1 GRP(1)GLP(1)GADGLP(1)

Col1a1 GPAGERGEQGPA
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Supplemental Figure 3
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