[bookmark: _Hlk159837612]The Baladi Cattle are a genetic sieve for Indicine and African-taurine genomic loci with positive effects on adaptation to harsh Mediterranean environments 

Supplement tables
Table S1. Significant chromosomal regions (marker local deviation ≥ |0.25|), by location (regions sorted by ancestor are presented in Table S2). Anc, ancestor: IND, indicine; ET, European taurine; AT, African taurine; Re, region serial number within ancestor (Table S2); C, chromosome; Start, End, locations in bp of the first and the last marker of the region (ARS-UCD1.2 genome built); Length, length of the region in bp; Distance, distance in bp between the first marker of a region and the last markers of the previous region on the same chromosome: yellow background, negative distance marks an overlap between regions (i.e., the end of the previous region is downstream the start of the current region); Ms, number of markers in the region; Top D, maximum deviation in the region, positive or negative; T. Ms, number of markers with the top deviation.
	Anc
	Re
	C
	Start
	End
	Length
	Distance
	Ms
	Top D
	T. Ms

	ET
	1
	1
	15,553,080
	15,951,798
	398,719
	
	36
	0.266
	6

	AT
	1
	1
	56,076,584
	56,651,272
	574,689
	40,124,787
	61
	0.272
	61

	AT
	2
	1
	61,672,660
	63,885,906
	2,213,247
	5,021,389
	153
	0.357
	3

	AT
	3
	1
	84,971,360
	85,731,139
	759,780
	21,085,455
	37
	0.257
	37

	IND
	1
	1
	147,862,996
	149,355,679
	1,492,684
	62,131,858
	91
	0.312
	24

	IND
	2
	1
	152,836,482
	156,575,528
	3,739,047
	3,480,804
	258
	0.441
	62

	IND
	3
	2
	2,089,626
	3,176,841
	1,087,216
	
	64
	0.283
	4

	AT
	4
	2
	29,758,133
	30,067,947
	309,815
	26,581,293
	19
	0.257
	19

	AT
	5
	2
	31,284,994
	31,984,675
	699,682
	1,217,048
	45
	0.300
	2

	ET
	2
	2
	41,871,660
	43,124,109
	1,252,450
	9,886,986
	87
	-0.322
	8

	AT
	6
	2
	48,703,727
	50,279,672
	1,575,946
	5,579,619
	121
	0.286
	71

	IND
	4
	2
	62,586,894
	65,284,862
	2,697,969
	12,307,223
	237
	0.441
	30

	ET
	3
	2
	62,622,363
	65,284,862
	2,662,500
	-2,662,498
	232
	-0.322
	30

	IND
	5
	2
	70,571,420
	70,882,748
	311,329
	5,286,559
	17
	0.269
	17

	IND
	6
	2
	104,825,157
	107,932,404
	3,107,248
	33,942,410
	200
	0.283
	49

	ET
	4
	2
	104,886,722
	107,194,177
	2,307,456
	-3,045,681
	148
	-0.425
	15

	IND
	7
	2
	118,957,388
	119,039,435
	82,048
	11,763,212
	9
	0.269
	4

	IND
	8
	2
	121,391,182
	121,393,886
	2,705
	2,351,748
	2
	0.341
	2

	ET
	5
	2
	121,391,182
	121,393,886
	2,705
	-2,703
	2
	-0.292
	2

	IND
	9
	2
	124,181,264
	125,639,877
	1,458,614
	2,787,379
	71
	0.283
	2

	IND
	10
	2
	128,544,006
	129,771,693
	1,227,688
	2,904,130
	68
	0.312
	8

	IND
	11
	3
	12,221,940
	14,465,307
	2,243,368
	
	160
	0.455
	0

	ET
	6
	3
	12,570,277
	16,400,926
	3,830,650
	-1,895,029
	245
	-0.351
	57

	AT
	7
	3
	17,549,904
	18,574,820
	1,024,917
	1,148,979
	94
	0.300
	34

	IND
	12
	3
	50,979,540
	52,808,856
	1,829,317
	32,404,721
	97
	0.326
	18

	AT
	8
	3
	118,447,425
	120,811,745
	2,364,321
	65,638,570
	127
	0.257
	117

	ET
	7
	4
	8,788,322
	14,201,402
	5,413,081
	
	286
	-0.366
	39

	IND
	13
	4
	12,643,065
	14,374,527
	1,731,463
	-1,558,336
	116
	0.283
	25

	ET
	8
	4
	27,587,323
	27,698,255
	110,933
	13,212,797
	11
	-0.263
	11

	IND
	14
	4
	44,835,312
	45,965,156
	1,129,845
	17,137,058
	79
	0.341
	28

	ET
	9
	4
	44,835,312
	46,389,181
	1,553,870
	-1,129,843
	103
	-0.292
	43

	IND
	15
	4
	53,543,667
	55,740,690
	2,197,024
	7,154,487
	90
	0.355
	33

	ET
	10
	4
	54,724,637
	55,740,690
	1,016,054
	-1,016,052
	55
	-0.307
	33

	IND
	16
	4
	78,614,593
	78,637,123
	22,531
	22,873,904
	2
	0.255
	2

	IND
	17
	4
	103,260,223
	103,485,582
	225,360
	24,623,101
	32
	0.269
	31

	IND
	18
	4
	105,064,459
	105,088,495
	24,037
	1,578,878
	5
	0.255
	5

	ET
	11
	4
	119,015,338
	119,814,992
	799,655
	13,926,844
	47
	-0.292
	44

	ET
	12
	5
	2,309,735
	3,142,134
	832,400
	
	46
	0.252
	46

	IND
	19
	5
	70,127,326
	71,041,333
	914,008
	66,985,193
	70
	0.312
	25

	AT
	9
	5
	75,127,273
	77,074,319
	1,947,047
	4,085,941
	125
	0.272
	72

	AT
	10
	6
	53,763,861
	54,870,099
	1,106,239
	
	69
	0.272
	6

	AT
	11
	6
	80,109,487
	81,179,871
	1,070,385
	25,239,389
	64
	0.272
	55

	IND
	20
	6
	89,097,644
	92,202,639
	3,104,996
	7,917,774
	236
	0.298
	63

	AT
	12
	7
	14,819,017
	15,194,760
	375,744
	
	31
	0.300
	14

	ET
	13
	7
	38,708,301
	51,747,295
	13,038,995
	23,513,542
	454
	-0.351
	2

	AT
	13
	7
	40,589,906
	50,280,340
	9,690,435
	-11,157,388
	313
	0.386
	54

	AT
	14
	7
	67,660,783
	68,106,196
	445,414
	17,380,444
	51
	0.286
	29

	AT
	15
	7
	74,318,657
	80,251,074
	5,932,418
	6,212,462
	416
	0.357
	129

	IND
	21
	7
	77,017,218
	78,628,665
	1,611,448
	-3,233,855
	105
	-0.259
	105

	AT
	16
	7
	109,122,056
	109,999,314
	877,259
	30,493,392
	66
	0.257
	66

	AT
	17
	8
	8,626,516
	8,692,280
	65,765
	
	7
	0.257
	7

	IND
	22
	8
	33,568,412
	33,960,147
	391,736
	24,876,133
	11
	0.269
	1

	ET
	14
	9
	10,794,461
	11,229,787
	435,327
	
	45
	0.252
	42

	AT
	18
	9
	43,479,689
	43,646,813
	167,125
	32,249,903
	29
	0.272
	25

	ET
	15
	9
	93,211,812
	94,077,190
	865,379
	49,565,000
	69
	-0.366
	37

	IND
	23
	9
	93,211,812
	94,254,183
	1,042,372
	-865,377
	94
	0.526
	13

	ET
	16
	9
	104,226,633
	104,279,417
	52,785
	9,972,451
	5
	-0.322
	5

	AT
	19
	9
	104,226,633
	104,279,417
	52,785
	-52,783
	5
	0.329
	5

	ET
	17
	10
	29,439,720
	33,127,265
	3,687,546
	
	149
	0.340
	8

	AT
	20
	10
	89,987,624
	90,944,725
	957,102
	56,860,360
	129
	0.272
	129

	AT
	21
	11
	32,465,658
	35,045,255
	2,579,598
	
	145
	0.300
	47

	IND
	24
	11
	50,922,174
	55,417,517
	4,495,344
	15,876,920
	252
	0.298
	74

	ET
	18
	11
	55,451,953
	56,086,435
	634,483
	34,437
	66
	-0.292
	29

	AT
	22
	11
	58,288,844
	58,728,631
	439,788
	2,202,410
	26
	0.286
	7

	IND
	25
	11
	61,050,785
	61,810,984
	760,200
	2,322,155
	34
	0.283
	2

	IND
	26
	11
	63,345,445
	63,564,302
	218,858
	1,534,462
	23
	0.269
	23

	ET
	19
	11
	77,078,511
	80,425,011
	3,346,501
	13,514,210
	190
	0.325
	13

	ET
	20
	11
	94,330,862
	95,488,048
	1,157,187
	13,905,852
	39
	-0.278
	38

	ET
	21
	12
	16,359,443
	18,267,618
	1,908,176
	
	140
	0.266
	41

	ET
	22
	14
	58,030,414
	61,383,707
	3,353,294
	
	174
	0.310
	6

	ET
	23
	15
	70,773
	6,524,003
	6,453,231
	
	371
	-0.366
	113

	IND
	27
	15
	4,673,363
	6,630,698
	1,957,336
	-1,850,639
	142
	0.298
	96

	ET
	24
	15
	9,301,669
	12,166,565
	2,864,897
	2,670,972
	186
	-0.322
	15

	AT
	23
	15
	10,706,274
	12,522,704
	1,816,431
	-1,460,290
	118
	0.329
	99

	AT
	24
	15
	80,721,985
	83,864,395
	3,142,411
	68,199,282
	198
	0.286
	75

	ET
	25
	15
	84,031,569
	84,124,500
	92,932
	167,175
	8
	-0.366
	8

	AT
	25
	16
	28,071,735
	29,730,687
	1,658,953
	
	131
	0.314
	32

	AT
	26
	16
	57,088,465
	57,949,462
	860,998
	27,357,779
	49
	0.272
	25

	ET
	26
	17
	37,679,446
	40,493,382
	2,813,937
	
	234
	0.310
	27

	AT
	27
	17
	47,312,236
	48,042,363
	730,128
	6,818,855
	96
	0.272
	12

	IND
	28
	17
	50,099,253
	50,858,698
	759,446
	2,056,891
	116
	0.283
	7

	ET
	27
	17
	68,088,263
	68,198,848
	110,586
	17,229,566
	12
	0.281
	11

	AT
	28
	18
	9,308,342
	9,355,337
	46,996
	
	4
	0.257
	4

	ET
	28
	19
	22,249,834
	23,938,808
	1,688,975
	
	136
	-0.322
	32

	AT
	29
	20
	31,890,580
	37,163,846
	5,273,267
	
	243
	0.372
	23

	ET
	29
	20
	33,275,529
	37,514,982
	4,239,454
	-3,888,316
	202
	-0.292
	22

	ET
	30
	21
	53,194,795
	53,623,462
	428,668
	
	30
	0.252
	30

	AT
	30
	21
	59,302,243
	62,942,584
	3,640,342
	5,678,782
	344
	0.386
	35

	ET
	31
	22
	10,968,793
	14,342,721
	3,373,929
	
	241
	0.296
	71

	ET
	32
	23
	21,532,793
	21,592,388
	59,596
	
	3
	-0.366
	3

	IND
	29
	23
	22,140,098
	30,649,506
	8,509,409
	547,711
	978
	0.398
	24

	ET
	33
	23
	24,794,179
	31,123,096
	6,328,918
	-5,855,326
	728
	-0.366
	123

	AT
	31
	24
	43,293,164
	44,501,286
	1,208,123
	
	55
	0.257
	37

	IND
	30
	26
	109,933
	1,326,699
	1,216,767
	
	40
	0.255
	40

	ET
	34
	26
	5,826,495
	8,093,821
	2,267,327
	4,499,797
	203
	0.266
	41

	ET
	35
	26
	25,201,152
	26,169,541
	968,390
	17,107,332
	94
	0.281
	5

	ET
	36
	26
	39,245,239
	39,659,515
	414,277
	13,075,699
	55
	0.266
	40

	ET
	37
	26
	42,978,887
	44,238,502
	1,259,616
	3,319,373
	151
	0.296
	51

	ET
	38
	26
	46,900,872
	50,558,999
	3,658,128
	2,662,371
	254
	0.266
	52

	AT
	32
	27
	187,811
	576,973
	389,163
	
	18
	0.272
	18

	AT
	33
	27
	3,856,104
	5,454,062
	1,597,959
	3,279,132
	112
	0.357
	34

	ET
	39
	27
	4,452,647
	5,106,935
	654,289
	-1,001,414
	41
	-0.278
	28

	ET
	40
	29
	32,506,809
	33,864,919
	1,358,111
	
	108
	0.325
	15




[bookmark: _Hlk159913234][bookmark: _Hlk181783668][bookmark: _Hlk181783681]Table S2. Significant chromosomal regions (marker Local deviation ≥ |0.25|), by ancestor (marker local deviations sorted by location are presented in Table S1). Anc, ancestor: IND, indicine; ET, European taurine; AT, African taurine; Re, region serial number within ancestor (Table S1); C, chromosome; Start, End, locations in bp of the first and the last marker of the region (ARS-UCD1.2 genome built); Length, length of the region in bp; Distance, distance in bp between the first marker of a region and the last markers of the previous region on the same chromosome; Ms, number of markers in the region; Top D, maximum deviation in the region, positive or negative; T. Ms, number of markers with the top deviation.
	Anc
	Re
	C
	Start
	End
	Length
	Distance
	Ms
	Top D
	T. Ms

	IND
	1
	1
	147,862,996
	149,355,679
	1,492,684
	
	91
	0.312
	24

	IND
	2
	1
	152,836,482
	156,575,528
	3,739,047
	3,480,804
	258
	0.441
	62

	IND
	3
	2
	2,089,626
	3,176,841
	1,087,216
	
	64
	0.283
	4

	IND
	4
	2
	62,586,894
	65,284,862
	2,697,969
	59,410,054
	237
	0.441
	30

	IND
	5
	2
	70,571,420
	70,882,748
	311,329
	
	17
	0.269
	17

	IND
	6
	2
	104,825,157
	107,932,404
	3,107,248
	33,942,410
	200
	0.283
	49

	IND
	7
	2
	118,957,388
	119,039,435
	82,048
	11,024,985
	9
	0.269
	4

	IND
	8
	2
	121,391,182
	121,393,886
	2,705
	2,351,748
	2
	0.341
	2

	IND
	9
	2
	124,181,264
	125,639,877
	1,458,614
	
	71
	0.283
	2

	IND
	10
	2
	128,544,006
	129,771,693
	1,227,688
	2,904,130
	68
	0.312
	8

	IND
	11
	3
	12,221,940
	14,465,307
	2,243,368
	
	160
	0.455
	0

	IND
	12
	3
	50,979,540
	52,808,856
	1,829,317
	36,514,234
	97
	0.326
	18

	IND
	13
	4
	12,643,065
	14,374,527
	1,731,463
	
	116
	0.283
	25

	IND
	14
	4
	44,835,312
	45,965,156
	1,129,845
	30,460,786
	79
	0.341
	28

	IND
	15
	4
	53,543,667
	55,740,690
	2,197,024
	7,578,512
	90
	0.355
	33

	IND
	16
	4
	78,614,593
	78,637,123
	22,531
	22,873,904
	2
	0.255
	2

	IND
	17
	4
	103,260,223
	103,485,582
	225,360
	
	32
	0.269
	31

	IND
	18
	4
	105,064,459
	105,088,495
	24,037
	1,578,878
	5
	0.255
	5

	IND
	19
	5
	70,127,326
	71,041,333
	914,008
	
	70
	0.312
	25

	IND
	20
	6
	89,097,644
	92,202,639
	3,104,996
	
	236
	0.298
	63

	IND
	21
	7
	77,017,218
	78,628,665
	1,611,448
	
	105
	-0.259
	105

	IND
	22
	8
	33,568,412
	33,960,147
	391,736
	
	11
	0.269
	1

	IND
	23
	9
	93,211,812
	94,254,183
	1,042,372
	
	94
	0.526
	13

	IND
	24
	11
	50,922,174
	55,417,517
	4,495,344
	
	252
	0.298
	74

	IND
	25
	11
	61,050,785
	61,810,984
	760,200
	
	34
	0.283
	2

	IND
	26
	11
	63,345,445
	63,564,302
	218,858
	1,534,462
	23
	0.269
	23

	IND
	27
	15
	4,673,363
	6,630,698
	1,957,336
	
	142
	0.298
	96

	IND
	28
	17
	50,099,253
	50,858,698
	759,446
	
	116
	0.283
	7

	IND
	29
	23
	22,140,098
	30,649,506
	8,509,409
	
	978
	0.398
	24

	IND
	30
	26
	109,933
	1,326,699
	1,216,767
	
	40
	0.255
	40

	ET
	1
	1
	15,553,080
	15,951,798
	398,719
	
	36
	0.266
	6

	ET
	2
	2
	41,871,660
	43,124,109
	1,252,450
	
	87
	-0.322
	8

	ET
	3
	2
	62,622,363
	65,284,862
	2,662,500
	19,498,255
	232
	-0.322
	30

	ET
	4
	2
	104,886,722
	107,194,177
	2,307,456
	39,601,861
	148
	-0.425
	15

	ET
	5
	2
	121,391,182
	121,393,886
	2,705
	14,197,006
	2
	-0.292
	2

	ET
	6
	3
	12,570,277
	16,400,926
	3,830,650
	
	245
	-0.351
	57

	ET
	7
	4
	8,788,322
	14,201,402
	5,413,081
	
	286
	-0.366
	39

	ET
	8
	4
	27,587,323
	27,698,255
	110,933
	13,385,922
	11
	-0.263
	11

	ET
	9
	4
	44,835,312
	46,389,181
	1,553,870
	17,137,058
	103
	-0.292
	43

	ET
	10
	4
	54,724,637
	55,740,690
	1,016,054
	8,335,457
	55
	-0.307
	33

	ET
	11
	4
	119,015,338
	119,814,992
	799,655
	63,274,649
	47
	-0.292
	44

	ET
	12
	5
	2,309,735
	3,142,134
	832,400
	
	46
	0.252
	46

	ET
	13
	7
	38,708,301
	51,747,295
	13,038,995
	
	454
	-0.351
	2

	ET
	14
	9
	10,794,461
	11,229,787
	435,327
	
	45
	0.252
	42

	ET
	15
	9
	93,211,812
	94,077,190
	865,379
	81,982,026
	69
	-0.366
	37

	ET
	16
	9
	104,226,633
	104,279,417
	52,785
	10,149,444
	5
	-0.322
	5

	ET
	17
	10
	29,439,720
	33,127,265
	3,687,546
	
	149
	0.340
	8

	ET
	18
	11
	55,451,953
	56,086,435
	634,483
	
	66
	-0.292
	29

	ET
	19
	11
	77,078,511
	80,425,011
	3,346,501
	20,992,077
	190
	0.325
	13

	ET
	20
	11
	94,330,862
	95,488,048
	1,157,187
	13,905,852
	39
	-0.278
	38

	ET
	21
	12
	16,359,443
	18,267,618
	1,908,176
	
	140
	0.266
	41

	ET
	22
	14
	58,030,414
	61,383,707
	3,353,294
	
	174
	0.310
	6

	ET
	23
	15
	70,773
	6,524,003
	6,453,231
	
	371
	-0.366
	113

	ET
	24
	15
	9,301,669
	12,166,565
	2,864,897
	2,777,667
	186
	-0.322
	15

	ET
	25
	15
	84,031,569
	84,124,500
	92,932
	71,865,005
	8
	-0.366
	8

	ET
	26
	17
	37,679,446
	40,493,382
	2,813,937
	
	234
	0.310
	27

	ET
	27
	17
	68,088,263
	68,198,848
	110,586
	27,594,882
	12
	0.281
	11

	ET
	28
	19
	22,249,834
	23,938,808
	1,688,975
	
	136
	-0.322
	32

	ET
	29
	20
	33,275,529
	37,514,982
	4,239,454
	
	202
	-0.292
	22

	ET
	30
	21
	53,194,795
	53,623,462
	428,668
	
	30
	0.252
	30

	ET
	31
	22
	10,968,793
	14,342,721
	3,373,929
	
	241
	0.296
	71

	ET
	32
	23
	21,532,793
	21,592,388
	59,596
	
	3
	-0.366
	3

	ET
	33
	23
	24,794,179
	31,123,096
	6,328,918
	3,201,792
	728
	-0.366
	123

	ET
	34
	26
	5,826,495
	8,093,821
	2,267,327
	
	203
	0.266
	41

	ET
	35
	26
	25,201,152
	26,169,541
	968,390
	17,107,332
	94
	0.281
	5

	ET
	36
	26
	39,245,239
	39,659,515
	414,277
	13,075,699
	55
	0.266
	40

	ET
	37
	26
	42,978,887
	44,238,502
	1,259,616
	3,319,373
	151
	0.296
	51

	ET
	38
	26
	46,900,872
	50,558,999
	3,658,128
	2,662,371
	254
	0.266
	52

	ET
	39
	27
	4,452,647
	5,106,935
	654,289
	
	41
	-0.278
	28

	ET
	40
	29
	32,506,809
	33,864,919
	1,358,111
	
	108
	0.325
	15

	AT
	1
	1
	56,076,584
	56,651,272
	574,689
	
	61
	0.272
	61

	AT
	2
	1
	61,672,660
	63,885,906
	2,213,247
	5,021,389
	153
	0.357
	3

	AT
	3
	1
	84,971,360
	85,731,139
	759,780
	21,085,455
	37
	0.257
	37

	AT
	4
	2
	29,758,133
	30,067,947
	309,815
	
	19
	0.257
	19

	AT
	5
	2
	31,284,994
	31,984,675
	699,682
	1,217,048
	45
	0.300
	2

	AT
	6
	2
	48,703,727
	50,279,672
	1,575,946
	16,719,053
	121
	0.286
	71

	AT
	7
	3
	17,549,904
	18,574,820
	1,024,917
	
	94
	0.300
	34

	AT
	8
	3
	118,447,425
	120,811,745
	2,364,321
	99,872,606
	127
	0.257
	117

	AT
	9
	5
	75,127,273
	77,074,319
	1,947,047
	
	125
	0.272
	72

	AT
	10
	6
	53,763,861
	54,870,099
	1,106,239
	
	69
	0.272
	6

	AT
	11
	6
	80,109,487
	81,179,871
	1,070,385
	25,239,389
	64
	0.272
	55

	AT
	12
	7
	14,819,017
	15,194,760
	375,744
	
	31
	0.300
	14

	AT
	13
	7
	40,589,906
	50,280,340
	9,690,435
	25,395,147
	313
	0.386
	54

	AT
	14
	7
	67,660,783
	68,106,196
	445,414
	17,380,444
	51
	0.286
	29

	AT
	15
	7
	74,318,657
	80,251,074
	5,932,418
	6,212,462
	416
	0.357
	129

	AT
	16
	7
	109,122,056
	109,999,314
	877,259
	28,870,983
	66
	0.257
	66

	AT
	17
	8
	8,626,516
	8,692,280
	65,765
	
	7
	0.257
	7

	AT
	18
	9
	43,479,689
	43,646,813
	167,125
	
	29
	0.272
	25

	AT
	19
	9
	104,226,633
	104,279,417
	52,785
	60,579,821
	5
	0.329
	5

	AT
	20
	10
	89,987,624
	90,944,725
	957,102
	
	129
	0.272
	129

	AT
	21
	11
	32,465,658
	35,045,255
	2,579,598
	
	145
	0.300
	47

	AT
	22
	11
	58,288,844
	58,728,631
	439,788
	23,243,590
	26
	0.286
	7

	AT
	23
	15
	10,706,274
	12,522,704
	1,816,431
	
	118
	0.329
	99

	AT
	24
	15
	80,721,985
	83,864,395
	3,142,411
	68,199,282
	198
	0.286
	75

	AT
	25
	16
	28,071,735
	29,730,687
	1,658,953
	
	131
	0.314
	32

	AT
	26
	16
	57,088,465
	57,949,462
	860,998
	27,357,779
	49
	0.272
	25

	AT
	27
	17
	47,312,236
	48,042,363
	730,128
	
	96
	0.272
	12

	AT
	28
	18
	9,308,342
	9,355,337
	46,996
	
	4
	0.257
	4

	AT
	29
	20
	31,890,580
	37,163,846
	5,273,267
	
	243
	0.372
	23

	AT
	30
	21
	59,302,243
	62,942,584
	3,640,342
	
	344
	0.386
	35

	AT
	31
	24
	43,293,164
	44,501,286
	1,208,123
	
	55
	0.257
	37

	AT
	32
	27
	187,811
	576,973
	389,163
	
	18
	0.272
	18

	AT
	33
	27
	3,856,104
	5,454,062
	1,597,959
	3,279,132
	112
	0.357
	34





Additional Excel Table Files
WS, Worksheet; Ancestors: IND, Indicus; ET, European taurus; AT, African taurus; Lines 1:4, summery values: count, average, minimum, maximum; Sig. region no., the number of the significant region within ancestor (Table S2).
Additional Excel Table S1: ‘Baladi SNP and Genes 2.xlsx’


WS ‘Genes in region’. All genes found in the significant regions (including genes without any SNP tested in the present study). Anc, ancestor: red ET, negative ET deviation (Top D < 0, column I, below); Re, number of the significant region within ancestor (Table S2); Chr, chromosome; Start, End, location of the start and end SNPs; Length, bps between the first and the last SNPs; Distance, bps between the first SNP and the last SNP of the previous region on the same chromosome: negative and colored distances, overlapping regions (the region start before the end of the previous region); SNPs, number of SNPs in the region; Top D, the larger deviation; T. SNPs, number of SNPs with the larger deviation; Genes, genes found in the region: bolded, genes with SNPs tested in the present study (WSs ‘IND’ to ‘NR SNPs’).
WS ‘NR genes’ list’. Non-redundant lists of genes in all ancestors. SNPs, number of SNPs tested in the gene; DAVID, number of categories the gene was found in by the DAVID analysis (Additional File ‘Baladi bioinformatics 2.xlsx’, WAS ‘All’); NR All, a non-redundant list of genes found in all ancestors combined. Columns M:S, genes’ sharing among ancestors.
WSs ‘IND SNPs’, ‘ET SNPs’, ‘AT SNPs’. SNPs and genes found by the BEDTools software [Quinlan and Hall, 2010] in the significant regions of the 3 ancestors, sorted by genomic location (ARS-UCD1.2 genome built). Chr, chromosome; bp, location of the SNP in base pairs; Distance, bps from the previous SNP on the same chromosome’; SNP_gene, location of the SNP relative to the gene: Variant, codon variant; Gene, gene’ initials; Variant, coding alleles; Sig. region no.	, the number of the significant region within ancestor.
WS ‘NR SNPS’. A combined non-redundant list of SNPs found in all ancestors. Columns Column A:H as in the previous 3 WSs; AA, alternative amino acids of the coding SNP; Feature, characteristics of amino acid 1 (AA1) and 2 (AA2); Sig. region no., the number of the significant region within ancestor; Anc unique, a SNP found in one ancestor only; Shared, the SNP was found in more than one ancestor.
WS ‘Region Overlap’. Overlap of significant regions among the ancestors. Anc, ancestor: red ET, negative deviation of ET; Re, number of a region within ancestor (Table S2); Start, End, Distance, as above; Shared, regions shared among ancestors presented in Lines 7:9; Anc unique, region unique to one ancestor; cells P1:T5, matrix of regions sharing.

Additional Excel Table S2: ‘Baladi bioinformatics 2.xlsx’


WS ‘ALL’. DAVID results. Categories found in the significant regions of all ancestors combined, sorted by FDR. Line 1, categories details; Category, GO terms and KEGG pathways, found in the significant regions of the ancestors Indicus (IND), European taurus (ET) and African taurus (AT), sorted by FDR; Count, number of genes in the category; PValue, p-value; FDR; False Discovery Rate [1]; Bolded, categories significant at FDR ≤ 0.05.
WSs ‘IND’, ‘ET’, ‘AT’. DAVID results. Legend as for WAS AT columns B:G.
WS ‘NR lists’
Columns A:W. Non-redundant list of all genes (col A:K) or only genes annotated in the regions significant at FDR ≤ 0.05 (col M:W), by ancestor. Total, total number of categories where a gene was found; Unique, the gene was found only in this ancestor; Shared, the gene was shared by more than one ancestor. Line 1, title of dataset; line 2, count of all genes; line 3, count of gene presented in at least 1 category; line 4, average number of categories where the gene was found; lines 5 and 6, minimum and maximum number of categories where the gene was found.
Columns Y:Z. Non-redundant list of categories found in the significant regions of all three ancestors pooled together.



Supplement Figure S1. Global admixture analyses assuming k = 4 ancestral populations. One column, one animal; Different colors, different ancestral contributions; Black lines separate different populations: Br, Brahman; Gi, Gir, Ne, Nellore; A, Angus; Ba, Baladi; BS, Brown Swiss; Ga, Galloway; SH, Scotch Highland; H, Holstein; SA, South Anatolian; N’d, N’dama; P, Pinzgauer; Si, Simmental; Tu, Turkish Gray; EA, East Anatolian; Ty, Tyrol Grey.
[image: ]
Supplemental Figures File S1. Marker Local admixture deviations of the three presumed ancestral components in each SNP plotted against chromosomal location of the SNP. IND, indicine; ET, European taurine; AT, African taurine.

 


Appendix I. Estimation of n0 and n1, calculation of FDR and power by bins, for IND and AT
We now apply the argument presented in the section "Estimating the proportion of IND or AT genome with positive effects on adaptation", to the data for the IND and AT ancestors. Appendix Figure 1, based on Figure 2 in the text, shows local admixture histogram for the Indicus ancestor. Right hand skewness is clearly evident, indicating positive selection for alleles derived from this ancestor. There is a single modal bin at Bin(>-0.050 to -0.025) (black bar), and the remaining bins are roughly symmetrically spaced about it. Therefore, for the IND ancestor this bin was taken as the axial bin of P0, and the origin (zero point) for assigning ordinal numbers to the bins to either side (Appendix Table 1). To continue the argument, Bins on the left-hand side of the axial bin (green bars) will be denoted N(‑i); bins on the right-hand side (red) will be denoted N(i).


Appendix Figure 1. Local admixture histogram for the IND ancestor. Black, modal bin; red, right-hand bins; green, left-hand bins (Appendix Table 1).
[image: ]


Appendix Figure 2, based on Figure 4 in the text, shows histogram of local admixture for the AT ancestor. Right hand skewness is again clearly evident, indicating positive selection for alleles derived from the AT ancestor. There is a very broad ragged mode extending across the central 7 bins, without a clear modal bin. However, there is a clear axis of symmetry centered on the single Bin(>-0.025 to 0). Hence, this bin (black) is taken as B(0), the central bin of the histogram. Green bar, left hand bins; red bar, right hand bins.

Appendix Figure 2. Local admixture histogram for AT ancestor. Black, modal (axial) bin; red, right-hand bins; green, left-hand bins (Appendix Table 1).
[image: ]

Appendix Table 1 shows the actual frequency distribution of local deviations for the two ancestors. Reading from top to bottom of Appendix Table 1 corresponds to reading from left to right on the histogram. Reading out in both directions from the modal bin (yellow) the approximate symmetry of the two sides of the histogram about the axial bin is evident.

Appendix Table 1. Frequency distribution of local deviations for the Indicine and AT ancestors, showing number of markers in each bin for each ancestor. Yellow highlight, the modal bin (black in Appendix Figures 1-2); green highlight, the left-hand bins; red highlight, the right-hand bins.
	Bin boundaries
	SNPs

	
	IND
	AT

	>-0.300 - -0.275
	0
	0

	>-0.275 - -0.250
	105
	0

	>-0.250 - -0.225
	676
	1,054

	>-0.225 - -0.200
	3,469
	1,788

	>-0.200 - -0.175
	2,526
	4,860

	>-0.175 - -0.150
	4,934
	6,857

	>-0.150 - -0.125
	10,122
	9,837

	>-0.125 - -0.100
	11,688
	6,958

	>-0.100 - -0.075
	6,808
	13,204

	>-0.075 - -0.050
	14,658
	11,916

	>-0.050 - -0.025
	15,447
	13,151

	>-0.025 - 0.000
	15,182
	6,711

	>0.000 - 0.025
	6,870
	13,251

	>0.025 - 0.050
	12,334
	13,587

	>0.050 - 0.075
	11,142
	11,007

	>0.075 - 0.100
	9,189
	5,857

	>0.100 - 0.125
	4,229
	9,210

	>0.125 - 0.150
	6,712
	7,535

	>0.150 - 0.175
	5,466
	5,935

	>0.175 - 0.200
	4,699
	2,915

	>0.200 - 0.225
	1,762
	2,473

	>0.225 - 0.250
	2,263
	2,199

	>0.250 - 0.275
	965
	1,510

	>0.275 - 0.300
	865
	325

	>0.300 - 0.325
	127
	346

	>0.325 - 0.350
	365
	790

	>0.350 - 0.375
	394
	353

	>0.375 - 0.400
	370
	89

	>0.400 - 0.425
	77
	0

	>0.425 - 0.450
	176
	0

	>0.450 - 0.475
	57
	0

	>0.475 - 0.500
	4
	0

	>0.500 - 0.525
	24
	0

	>0.525 - 0.550
	13
	0

	Total
	153,718
	153,718

	SD
	0.116
	0.117

	Skewness
	0.526
	0.339

	≤0
	85,615
	76,336



In Appendix Table 2 we apply this argument to the data for IND ancestor. Details in the legend to the table. In Appendix Table 3 we apply the argument to the data for the AT ancestor. 
Appendix Table 2. IND. Estimation of n0 and n1 and calculation of FDR and power by bins. Details in the text below. Bold, values used in the text below.
	Left hand (H0)
	 Right hand (H1)
	FDR and Power

	Bin
	N(-i)
	n(-i)
	n(-i)
	Bin
	N(i)
	n(i)
	n(i)
	n1(i)
	n1(i)
	FDR(i)
	FDR
	Power(i)

	 >-0.075 - -0.050
	-1
	14,658
	54,986
	>-0.025 - 0.000
	1
	15,182
	83,285
	524
	28,299
	0.965
	0.660
	1.000

	>-0.100 - -0.075
	-2
	6,808
	40,328
	>0.000 - 0.025
	2
	6,870
	68,103
	62
	27,775
	0.991
	0.592
	0.981

	>-0.125 - -0.100
	-3
	11,688
	33,520
	>0.025 - 0.050
	3
	12,334
	61,233
	646
	27,713
	0.948
	0.547
	0.979

	>-0.150 - -0.125
	-4
	10,122
	21,832
	>0.050 - 0.075
	4
	11,142
	48,899
	1,020
	27,067
	0.908
	0.446
	0.956

	>-0.175 - -0.150
	-5
	4,934
	11,710
	>0.075 - 0.100
	5
	9,189
	37,757
	4,255
	26,047
	0.537
	0.310
	0.920

	>-0.200 - -0.175
	-6
	2,526
	6,776
	>0.100 - 0.125
	6
	4,229
	28,568
	1,703
	21,792
	0.597
	0.237
	0.770

	>-0.225 - -0.200
	-7
	3,469
	4,250
	>0.125 - 0.150
	7
	6,712
	24,339
	3,243
	20,089
	0.517
	0.175
	0.710

	>-0.250 - -0.225
	-8
	676
	781
	>0.150 - 0.175
	8
	5,466
	17,627
	4,790
	16,846
	0.124
	0.044
	0.595

	>-0.275 - -0.250
	-9
	105
	105
	>0.175 - 0.200
	9
	4,699
	12,161
	4,594
	12,056
	0.022
	0.009
	0.426

	
	-10
	
	
	>0.200 - 0.225
	10
	1,762
	7,462
	1,762
	7,462
	0.000
	0.000
	0.264

	
	-11
	
	
	>0.225 - 0.250
	11
	2,263
	5,700
	2,263
	5,700
	0.000
	0.000
	0.201

	
	-12
	
	
	>0.250 - 0.275
	12
	965
	3,437
	965
	3,437
	0.000
	0.000
	0.121

	
	-13
	
	
	>0.275 - 0.300
	13
	865
	2,472
	865
	2,472
	0.000
	0.000
	0.087

	
	-14
	
	
	>0.30 - 0.325
	14
	127
	1,607
	127
	1,607
	0.000
	0.000
	0.057

	
	-15
	
	
	>0.325 - 0.350
	15
	365
	1,480
	365
	1,480
	0.000
	0.000
	0.052

	
	-16
	
	
	>0.35 0- 0.375
	16
	394
	1,115
	394
	1,115
	0.000
	0.000
	0.039

	
	-17
	
	
	>0.375 - 0.400
	17
	370
	721
	370
	721
	0.000
	0.000
	0.025

	
	-18
	
	
	>0.400 - 0.425
	18
	77
	351
	77
	351
	0.000
	0.000
	0.012

	
	-19
	
	
	>0.425 - 0.450
	19
	176
	274
	176
	274
	0.000
	0.000
	0.010

	
	-20
	
	
	>0.450 - 0.475
	20
	57
	98
	57
	98
	0.000
	0.000
	0.003

	
	-21
	
	
	>0.475 - 0.500
	21
	4
	41
	4
	41
	0.000
	0.000
	0.001

	
	-22
	
	
	>0.500 - 0.525
	22
	24
	37
	24
	37
	0.000
	0.000
	0.001

	
	-23
	
	
	>0.525 - 0.550
	23
	13
	13
	13
	13
	0.000
	0.000
	0.000



Left hand side of the table: N(-i), ordinal number of left-hand bin, counting down from the modal bin in Appendix Figure 1 and Appendix Table 1; n(-i) number of SNPs in N(-i); n(-i), cumulative number of SNPs summing from the most left hand bin in Figure 1 to the ith bin. n0 =n(-i), i = -1.
Right hand side (central part of the table): N(i), ordinal number of right-hand bin, counting down from the modal bin; n(i), number of SNPs in N(i); n(i), cumulative number of SNPs summing from the most right hand bin in Figure 1 to the ith bin. n1 = n1(i), i = 1.
Calculation of FDR and Power: n1(i), number of SNPs derived from IND ancestor in N(i) (= n(i) – (n(-i)). n1(i), cumulative number of SNPs derived from IND summing up from the most right-hand bin. FDR(i), proportion of false discoveries in bin N(i) = n(-i)/n(i);FDR, cumulative FDR(i) = (n(-i))/(n(i)) summing up from most right-hand bin; Power(i) = n1(i)/maximum value of n1(i), summing from most right-hand bin.
Examining Appendix Table 2, we see that any value > 0.15 for local admixture of IND genome will be significant at FDR = sum of bins N(-8 to end)/sum of bins N(8 to end) = 781/17,627 = 0.044. Power at this FDR = n1(8)/maximum(n1(i)) = 16,846/28,299 = 0.595.
Total number of markers under positive selection, n1(i) = 28,299. Total proportion of markers under positive selection = 28,299/153,718 = 0.184. Thus, almost 20% of Indicus genome is under positive selection.




Appendix Table 3. AT. Estimation of n0 and n1 and calculation of FDR and power by bins. Legend as Appendix Table 2. Modal (axial) bin was B(>-0.025 - 0.000)1; bolded, numbers used in, and results of, the FDR and power calculations below.
	Left side (H0)
	 Right side (H1)
	FDR and Power

	Bin
	N(-i)
	n(-i)
	n(-i)
	Bin
	N(i)
	n(i)
	n(i)
	n1(i)
	n1(i)
	FDR(i)
	FDR
	Power(i)

	>-0.050 - -0.025
	-1
	13,151
	69,625
	>0.000 - 0.025
	1
	13,251
	77,382
	100
	7,757
	0.992
	0.900
	0.783

	>-0.075 - -0.050
	-2
	11,916
	56,474
	>0.025 - 0.050
	2
	13,587
	64,131
	1,671
	7,657
	0.877
	0.881
	0.773

	>-0.100 - -0.075
	-3
	13,204
	44,558
	>0.050 - 0.075
	3
	11,007
	50,544
	-2,197
	5,986
	1.200
	0.882
	0.604

	>-0.125 - -0.100
	-4
	6,958
	31,354
	>0.075 - 0.100
	4
	5,857
	39,537
	-1,101
	8,183
	1.188
	0.793
	0.826

	>-0.150 - -0.125
	-5
	9,837
	24,396
	>0.100 - 0.125
	5
	9,210
	33,680
	-627
	9,284
	1.068
	0.724
	0.937

	>-0.175 - -0.150
	-6
	6,857
	14,559
	>0.125 - 0.150
	6
	7,535
	24,470
	678
	9,911
	0.910
	0.595
	1.000

	>-0.200 - -0.175
	-7
	4,860
	7,702
	>0.150 - 0.175
	7
	5,935
	16,935
	1,075
	9,233
	0.819
	0.455
	0.932

	>-0.225 - -0.200
	-8
	1,788
	2,842
	>0.175 - 0.200
	8
	2,915
	11,000
	1,127
	8,158
	0.613
	0.258
	0.823

	>-0.250 - -0.225
	-9
	1,054
	1,054
	>0.200 - 0.225
	9
	2,473
	8,085
	1,419
	7,031
	0.426
	0.130
	0.709

	
	-10
	
	
	>0.225 - 0.250
	10
	2,199
	5,612
	2,199
	5,612
	0.000
	0.000
	0.566

	
	-11
	
	
	>0.250 - 0.275
	11
	1,510
	3,413
	1,510
	3,413
	0.000
	0.000
	0.344

	
	-12
	
	
	>0.275 - 0.300
	12
	325
	1903
	325
	1,903
	0.000
	0.000
	0.192

	
	-13
	
	
	>0.300 - 0.325
	13
	346
	1578
	346
	1,578
	0.000
	0.000
	0.159

	
	-14
	
	
	>0.325 - 0.350
	14
	790
	1232
	790
	1,232
	0.000
	0.000
	0.124

	
	-15
	
	
	>0.350 - 0.375
	15
	353
	442
	353
	442
	0.000
	0.000
	0.045

	
	-16
	
	
	>0.375 - 0.400
	16
	89
	89
	89
	89
	0.000
	0.000
	0.009


1This is not the modal bin, but it is the central bin of the proposed P0 distribution.
Thus, any value of local admixture > 0.225 will be significant at FDR = 0, Power will be 0.566.
If we go up one bin, to P > 0.2, we will be at FDR 0.13, and power 0.709.
Total number of markers under positive selection 9,911.
Total proportion of AT markers under positive selection, 9,911/153,718 = 0.064.

Appendix II. Bioinformatics
The bioinformatic investigation revealed that several candidate genes identified within significant genomic regions were functionally related to immune modulation, particularly inflammatory response and may contribute to traits of adaptive relevance (e. g., trypanotolerance).
[bookmark: _Hlk192576770]For example, the IND region 29 and ET region 33 on chromosome 23 include the MHC (major histocompatibility complex), a major factor in immunity and thus the animal health. The complex includes all the BOLA genes (bovine leukocyte antigen) (Additional Excel Table S1: file ‘Baladi SNPs and genes 2.xlsx’, WS ‘Genes in regions’). Its genes are central to antigen presentation and immune recognition [2], underscoring this region’s involvement in adaptive immunity (additional genes in these regions are discussed below).
Key players in immune regulation and inflammation, potentially influencing an organism's resistance to parasitic infections such as Trypanosoma, are genes like IL2RB [3] (AT region 9 on chromosome 5, DAVID significant AT category molecular function), NLRP3 (ET region 13 with negative deviation and AT region 13 with positive deviation on chromosome 7; various ET and AT non-significant categories), SERPINA3 (AT region 30 on chromosome 21; various AT non-significant categories), and ELANE [4] (the same ET and AT regions 13 on chromosome 7 with opposite directions as NLRP3; 1 each ET and AT significant categories, and various non-significant ET and AT categories) [5–7].
There were two significant AT DAVID categories, including genes from chromosome 3 (IL3RA, CSF2RA [8]), chromosome 5 (IL2RB  [3], CSF2RB [8]), chromosome 7 (ELANE [4]), and chromosome 20 (GHR [9], LIFR [10], OSMR [11]). Generally, all these genes play a crucial role in immunity, with potential effects on defense and survival.
Moreover, evidence of positive selection in IND-specific regions including genes that play a role in heat stress responses, suggests a strong contribution to adaptation to dry climates and high temperatures. On chromosome 23, the same regions of MHC (the above IND region 29 with positive deviation and ET region 33 with negative deviation), again appear to be of a prime interest, as it harbor four genes related to heat response: HSPA1A (2 each significant KEGG categories of IND and ET, and more non-significant categories of both ancestors), HSPA1L (same categories as HSPA1A), the GSTA1-5 genes (4 significant KEGG categories: 3 and 1 of IND and ET; various non-significant CC, BP, MF and KEGG categories of IND and ET), IER3 (few IND and ET non-significant categories), and NFKBIL1 (few IND and ET non-significant categories). Yet another heat response gene was SESN2 (IND region 9 on chromosome 2; few IND non-significant categories). These genes are responsible for cellular protection, oxidative stress management, and general resilience in stressful environmental conditions.
Heat shock proteins (HSPs) protect cells from stress by stabilizing proteins and refolding misfolded ones, crucial for adaptation to high temperatures [7]. The same above two interesting regions on chromosome 23 also appeared here: Glutathione S-transferases (GSTA; 3 and 1 significant KEGG categories of IND and ET, and more non-significant categories of both ancestors) help manage oxidative stress induced by high temperatures, contributing to cellular resilience in hot environments [12]; Immediate Early Response 3 (IER3; few IND and ET non-significant categories) is a stress-inducible gene, which responds to various stressors, including radiation, inflammation, and oxidative stress, through pathways crucial in modulating apoptosis and cell survival [13,14]; and NF-κB Inhibitor-like 1 (NFKBIL1; few IND and ET non-significant categories) is involved in regulating the NF-κB pathway, a key mediator of the immune and stress response [15,16]. Another heat shock protein, Sestrin 2 (SESN2; IND region 9 on chromosome 2, few IND non-significant categories), is involved in cellular response to stress and regulating oxidative stress, and helps in activating AMPK, which plays a role in cellular metabolism under stress conditions [17].
Thus, 7 numerous genes candidate by function to affect the adaptation of the Baladi, appeared in the same IND region 29 and ET region 33 on chromosome 23, making it a prime target for future exploration.
To conclude, the bioinformatics analysis highlights the significant contribution of both AT and IND genomic elements to the Baladi cattle’s resilience, at the expense of the ET components. AT genes component enhance immune response and parasitic resistance, and IND genes component fortify health, heat tolerance and stress adaptation, collectively enabling the breed to thrive in the challenging Mediterranean environment.
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		Ancestor		Category		GO Term/pathway		Count		PValue		Genes		FDR

		IND		KEGG		bta04940:Type I diabetes mellitus		14		5.96E-12		BOLA-NC1, PTPRN, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, LTA, BOLA-DQB, BOLA-DRA, BOLA		1.37E-09

		IND		KEGG		bta05330:Allograft rejection		12		1.20E-09		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		1.38E-07

		IND		KEGG		bta04612:Antigen processing and presentation		14		2.47E-09		BOLA-NC1, HSPA1L, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, BOLA-DQB, BOLA-DRA, BOLA, HSPA1A		1.90E-07

		IND		KEGG		bta04145:Phagosome		18		4.74E-09		DYNC2H1, BOLA-NC1, ATP6V1G2, TUBB, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TUBA4A, MGC126945, TUBA1D, MARCO, JSP.1, BOLA-DQB, BOLA-DRA, BOLA, DYNC1I1		2.29E-07

		IND		KEGG		bta05332:Graft-versus-host disease		12		4.99E-09		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		2.29E-07

		IND		MF		GO:0042605~peptide antigen binding		12		6.33E-09		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MIC1, MGC126945		2.78E-06

		IND		MF		GO:0042605~peptide antigen binding		12		6.33E-09		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MIC1, MGC126945		2.78E-06

		ET		KEGG		bta04940:Type I diabetes mellitus		14		3.69E-08		BOLA-NC1, PTPRN2, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, LTA, BOLA-DQB, BOLA-DRA, BOLA		9.92E-06

		IND		KEGG		bta05323:Rheumatoid arthritis		13		2.60E-07		ATP6V1G2, MMP1, MMP3, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, BOLA-DQB, BOLA-DRA, LTB, IL17A		9.96E-06

		IND		KEGG		bta05320:Autoimmune thyroid disease		11		3.09E-07		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		1.02E-05

		IND		BP		GO:0030574~collagen catabolic process		9		1.95E-08		MMP12, MMP7, MMP13, MMP27, MMP1, MMP3, MMP8, RETREG2, MMP20		2.32E-05

		IND		KEGG		bta05416:Viral myocarditis		11		1.79E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.14E-05

		IND		KEGG		bta05321:Inflammatory bowel disease		10		3.05E-06		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, IL17F, BOLA-DRA, BOLA-DQA5, TNF, IL17A		7.10E-05

		IND		KEGG		bta05310:Asthma		8		3.09E-06		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		7.10E-05

		IND		KEGG		bta05145:Toxoplasmosis		12		6.39E-06		HSPA1L, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF, BIRC2, BIRC3, HSPA1A		1.34E-04

		ET		KEGG		bta04612:Antigen processing and presentation		15		1.64E-06		BOLA-NC1, HSPA1L, HSPA4, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, BOLA-DQB, BOLA-DRA, BOLA, HSPA1A		1.52E-04

		ET		KEGG		bta05330:Allograft rejection		12		1.70E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		1.52E-04

		ET		KEGG		bta05330:Allograft rejection		12		1.70E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		1.52E-04

		IND		BP		GO:0006955~immune response		23		2.97E-07		BOLA-NC1, FCRL5, FCRL3, LST1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MIC1, MGC126945, TGFBR3, CXCL10, NCR3, JSP.1, CXCR1, CXCR2, LTA, BOLA-DQB, BOLA-DRA, LTB, BOLA		1.77E-04

		IND		KEGG		bta05150:Staphylococcus aureus infection		11		1.52E-05		C4A, PTAFR, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, CFB, C2		2.91E-04

		IND		KEGG		bta05166:Human T-cell leukemia virus 1 infection		16		1.92E-05		BOLA-NC1, MMP7, ATF6B, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, LTA, E2F2, BOLA-DQB, BOLA-DRA, BOLA		3.39E-04

		IND		BP		GO:0002504~antigen processing and presentation of peptide or polysaccharide antigen via MHC class II		7		8.98E-07		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.56E-04

		ET		KEGG		bta05332:Graft-versus-host disease		12		6.28E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		4.22E-04

		ET		KEGG		bta05332:Graft-versus-host disease		12		6.28E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		4.22E-04

		IND		BP		GO:0019882~antigen processing and presentation		7		2.94E-06		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		8.74E-04

		IND		BP		GO:0002381~immunoglobulin production involved in immunoglobulin-mediated immune response		7		3.81E-06		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		9.07E-04

		IND		KEGG		bta05169:Epstein-Barr virus infection		15		7.10E-05		BOLA-NC1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, SEM1, CXCL10, JSP.1, E2F2, BOLA-DQB, BOLA-DRA, BOLA		1.17E-03

		IND		BP		GO:0002503~peptide antigen assembly with MHC class II protein complex		7		1.19E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		2.02E-03

		IND		BP		GO:0050778~positive regulation of immune response		7		1.19E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		2.02E-03

		ET		KEGG		bta05310:Asthma		9		3.85E-05		IL9, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		2.07E-03

		ET		MF		GO:0042605~peptide antigen binding		12		3.54E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MIC1, MGC126945		2.50E-03

		ET		MF		GO:0042605~peptide antigen binding		12		3.54E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MIC1, MGC126945		2.50E-03

		AT		MF		GO:0004896~cytokine receptor activity		8		6.58E-06		GHR, IL2RB, IL3RA, LIFR, CSF2RB, OSMR, CSF2RA		2.6E-03

		IND		KEGG		bta00980:Metabolism of xenobiotics by cytochrome P450		8		1.84E-04		CBR1, GSTA5, GSTA4, GSTA3, MGC127133, GSTA2, GSTA1, CBR3		2.77E-03

		IND		KEGG		bta04514:Cell adhesion molecules		12		1.93E-04		BOLA-NC1, JSP.1, CLDN14, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		2.77E-03

		IND		MF		GO:0023026~MHC class II protein complex binding		7		1.39E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.05E-03

		ET		KEGG		bta04145:Phagosome		18		8.98E-05		DYNC2H1, BOLA-NC1, ATP6V1G2, TUBB, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, THBS3, MGC126945, JSP.1, BOLA-DQB, BOLA-DRA, RILP, BOLA, DYNC1I1, MBL2		4.03E-03

		IND		BP		GO:0019886~antigen processing and presentation of exogenous peptide antigen via MHC class II		7		3.01E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		4.48E-03

		ET		BP		GO:0030574~collagen catabolic process		9		2.36E-06		MMP12, MMP7, MMP13, MMP27, MMP1, MMP3, MMP8, RETREG2, MMP20		4.78E-03

		AT		MF		GO:0019955~cytokine binding		7		2.46E-05		GHR, IL3RA, LIFR, OSMR, CSF2RA, ELANE		4.9E-03

		ET		KEGG		bta05320:Autoimmune thyroid disease		11		1.56E-04		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.65E-03

		ET		KEGG		bta05320:Autoimmune thyroid disease		11		1.56E-04		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.65E-03

		ET		KEGG		bta05416:Viral myocarditis		12		1.68E-04		SGCE, BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.65E-03

		ET		KEGG		bta05416:Viral myocarditis		12		1.68E-04		SGCE, BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.65E-03

		IND		KEGG		bta04672:Intestinal immune network for IgA production		7		4.30E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		5.82E-03

		IND		KEGG		bta05140:Leishmaniasis		8		4.67E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		5.97E-03

		IND		KEGG		bta05168:Herpes simplex virus 1 infection		19		4.93E-04		BOLA-NC1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, ZFP57, LTA, BOLA-DQB, SRSF4, ZNF436, BOLA-DRA, BOLA, ZNF311, BIRC2, BIRC3		5.97E-03

		ET		KEGG		bta05323:Rheumatoid arthritis		13		3.25E-04		ATP6V1G2, MMP1, MMP3, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, BOLA-DQB, BOLA-DRA, LTB, IL17A		9.09E-03

		ET		KEGG		bta05166:Human T-cell leukemia virus 1 infection		21		3.38E-04		RB1, FDPS, EGR1, BOLA-NC1, MMP7, ATF6B, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, CDC23, LTA, BOLA-DQB, VDAC1, BOLA-DRA, TCF3, BOLA		9.09E-03

		IND		CC		GO:0042613~MHC class II protein complex		7		3.65E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		9.64E-03

		IND		KEGG		bta04659:Th17 cell differentiation		9		8.92E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, IL17F, BOLA-DRA, BOLA-DQA5, IL17A		1.03E-02

		ET		BP		GO:0030198~extracellular matrix organization		17		1.48E-05		MMP7, TNXB, MMP1, COL23A1, MMP3, MMP8, C23H6ORF15, TNF, RXFP1, MMP20, MMP12, COL1A2, MMP13, MMP27, ADAMTSL5, TGFBI, MATN3		1.11E-02

		ET		BP		GO:0006955~immune response		29		1.65E-05		CX3CR1, LST1, RXFP4, BOLA-DQA2, BLA-DQB, BOLA-DQA5, TNF, MIC1, MGC126945, JSP.1, C6, CXCR1, C7, C9, CXCR2, CCR8, BOLA-DRA, BOLA, BOLA-NC1, FCRL5, FCRL3, BOLA-DRB2, IFI47, BOLA-DRB3, NCR3, IL9, LTA, BOLA-DQB, LTB		1.11E-02

		IND		KEGG		bta05204:Chemical carcinogenesis - DNA adducts		7		1.04E-03		CBR1, GSTA5, GSTA4, GSTA3, MGC127133, GSTA2, GSTA1		1.14E-02

		IND		BP		GO:0050870~positive regulation of T cell activation		7		8.77E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.16E-02

		IND		BP		GO:0045741~positive regulation of epidermal growth factor-activated receptor activity		4		1.04E-04		BTC, EPGN, AREG, EREG		1.24E-02

		ET		KEGG		bta04390:Hippo signaling pathway		16		5.25E-04		APC2, YWHAE, YAP1, CRB2, WNT10A, TCF7, FZD6, WNT8A, GDF7, PPP2CA, WNT6, CTNNA1, CTNNB1, CTNNA2, BIRC2, BIRC3		1.26E-02

		ET		KEGG		bta05225:Hepatocellular carcinoma		17		5.60E-04		APC2, RB1, SHC2, WNT10A, SHC1, TCF7, FZD6, WNT8A, ARID1B, WNT6, CDK6, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, CTNNB1		1.26E-02

		IND		KEGG		bta04061:Viral protein interaction with cytokine and cytokine receptor		8		1.32E-03		IL22RA1, CXCL10, CXCL9, CXCL11, CXCR1, CXCR2, LTA, TNF		1.38E-02

		ET		KEGG		bta05321:Inflammatory bowel disease		10		7.36E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, IL17F, BOLA-DRA, BOLA-DQA5, TNF, IL17A		1.52E-02

		ET		BP		GO:0002504~antigen processing and presentation of peptide or polysaccharide antigen via MHC class II		7		3.32E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.68E-02

		ET		BP		GO:0050778~positive regulation of immune response		8		4.38E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, ELANE		1.77E-02

		ET		KEGG		bta05145:Toxoplasmosis		13		9.50E-04		HSPA1L, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, BOLA-DQB, BOLA-DRA, MYD88, BIRC2, HSPA1A, BIRC3		1.83E-02

		ET		KEGG		bta04514:Cell adhesion molecules		16		1.06E-03		BOLA-NC1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, MGC126945, JSP.1, SDC1, BOLA-DQB, MADCAM1, BOLA-DRA, NCAM2, BOLA, JAM3, ITGA9		1.90E-02

		IND		BP		GO:0030198~extracellular matrix organization		11		1.80E-04		MMP12, TNXB, MMP7, MMP13, MMP27, MMP1, MMP3, MMP8, C23H6ORF15, TNF, MMP20		1.95E-02

		ET		KEGG		bta05150:Staphylococcus aureus infection		12		1.29E-03		CFD, C4A, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, CFB, MBL2, C2		2.17E-02

		IND		CC		GO:0031902~late endosome membrane		10		1.94E-04		SLC11A1, ATG9A, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TMEM163		2.57E-02

		IND		KEGG		bta01524:Platinum drug resistance		7		3.19E-03		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, BIRC2, BIRC3		3.12E-02

		IND		KEGG		bta04640:Hematopoietic cell lineage		8		3.25E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		3.12E-02

		ET		BP		GO:0019882~antigen processing and presentation		7		1.03E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.48E-02

		ET		BP		GO:0002381~immunoglobulin production involved in immunoglobulin-mediated immune response		7		1.32E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.80E-02

		ET		BP		GO:0009636~response to toxic substance		7		1.67E-04		PON3, SCN11A, SLC23A1, PON2, AQP10, PON1		3.80E-02

		ET		BP		GO:0030154~cell differentiation		30		1.69E-04		RB1, NOTCH4, FOXI2, ECSCR, SRA1, DDX41, FSTL4, FSTL3, BAG6, NKX1-2, CTNNA2, CCHCR1, MEF2D, AAMP, PDLIM7, FGF22, NTRK1, ANKRD49, STRBP, ETV3, SMAD5, RHOB, PRRC2A, DAB2, ETV3L, FEV, RAPGEF2, ARHGEF2, ZFPM2, SPATA19		3.80E-02

		ET		CC		GO:0031902~late endosome membrane		14		9.05E-05		SLC11A1, ATG9A, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TMEM163, RHOB, LAPTM4A, WDR81, BOLA-DQB, LAMTOR2, BOLA-DRA		3.90E-02

		IND		CC		GO:0005634~nucleus		111		7.54E-04		MDC1, CCNI, KDM1A, EHMT2, ZSCAN9, UBE2D1, HNRNPR, PWP1, JSP.1, ZSCAN31, SESN2, IER3, CDKL2, ZNF165, MORC3, HFM1, FKBPL, NFKBIL1, IPMK, FOXP2, MSH5, ZNF436, DXO, TRIM15, SRSF4, ZSCAN26, PPEF2, ZNF311, GCM1, DCUN1D5, CRABP2, EPB41, ISG20L2, RPAP2, NKAPL, PGBD1, BAG6, ORC5, ZFP57, STK36, UBD, ZKSCAN8, DPH3, OTX1, ZSCAN16, ZNF389, NHEJ1, TFAP2B, ZNF142, TFAP2D, PBX2, CDC7, PARP12, SEM1, ARPC2, FEV, ID3, SETD4, BARHL2, USP37, GMEB1, PPP1R11, PPP1R10, PTPRN, AREG, PRKAG3, CHAF1B, CATIP, ELOA, ZNF644, CCHCR1, CNPPD1, STPG1, TCF19, EN1, TRNAU1AP, ETV3, POU5F1, MMP12, RIPPLY3, ETV3L, CRY1, MCM3, DNAJC8, BIRC2, BIRC3, YAP1, LUZP1, ATF6B, PRCC, RCHY1, AIF1, MEF2D, YTHDF2, HSPA1L, RNF25, EYA3, RPA2, GRHL3, PNRC2, DES, THEMIS2, PITHD1, CCNG2, TCEA3, HDGF, TNP1, PLCD4, CENPQ, HSPA1A, BRDT		5.55E-02

		IND		CC		GO:0031012~extracellular matrix		11		8.41E-04		MMP12, WNT6, MMP7, MMP13, MMP27, MMP1, MMP3, IHH, MMP8, C23H6ORF15, MMP20		5.55E-02

		ET		KEGG		bta04672:Intestinal immune network for IgA production		8		3.62E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, MADCAM1, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		5.73E-02

		IND		KEGG		bta05322:Systemic lupus erythematosus		10		6.43E-03		C4A, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF, C2		5.80E-02

		IND		KEGG		bta04657:IL-17 signaling pathway		7		6.56E-03		CXCL10, MMP13, MMP1, MMP3, IL17F, TNF, IL17A		5.80E-02

		IND		KEGG		bta04658:Th1 and Th2 cell differentiation		7		7.25E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		6.17E-02

		ET		BP		GO:0002503~peptide antigen assembly with MHC class II protein complex		7		3.84E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		7.78E-02

		IND		CC		GO:0009897~external side of plasma membrane		18		1.49E-03		BOLA-NC1, FCRL5, MOG, FCRL3, BTNL2, SLC4A3, TNF, MIC1, MGC126945, TGFBR3, JSP.1, CXCR1, CXCR2, LY6G6C, LY6G5B, LY6G5C, BOLA, IL17A		7.85E-02

		ET		KEGG		bta04550:Signaling pathways regulating pluripotency of stem cells		13		5.75E-03		APC2, WNT10A, TCF7, FZD6, WNT8A, LIFR, ACVR2B, SMAD5, POU5F1, WNT6, CTNNB1, TCF3, NEUROG1		8.37E-02

		ET		KEGG		bta04610:Complement and coagulation cascades		10		5.91E-03		CFD, C4A, C6, C7, F12, C9, SERPINF2, CFB, MBL2, C2		8.37E-02

		ET		BP		GO:0030218~erythrocyte differentiation		7		4.63E-04		SLC25A38, HSPA9, KMT2E, MPIG6B, NCAPG2, SMAD5, TRIM10		8.52E-02

		ET		KEGG		bta05140:Leishmaniasis		9		7.07E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF, MYD88		9.51E-02

		ET		KEGG		bta05224:Breast cancer		13		7.88E-03		APC2, RB1, SHC2, WNT10A, SHC1, NOTCH4, TCF7, FZD6, WNT8A, WNT6, CDK6, CTNNB1, FGF22		1.01E-01

		ET		KEGG		bta05165:Human papillomavirus infection		23		8.23E-03		APC2, RB1, PTGER4, BOLA-NC1, WNT10A, ATP6V1G2, TNXB, NOTCH4, TCF7, FZD6, WNT8A, TNF, THBS3, MGC126945, PPP2CA, WNT6, JSP.1, COL1A2, CDK6, RELN, CTNNB1, BOLA, ITGA9		1.01E-01

		ET		KEGG		bta05226:Gastric cancer		13		9.16E-03		APC2, RB1, SHC2, WNT10A, SHC1, TCF7, FZD6, WNT8A, WNT6, CTNNA1, CTNNB1, CTNNA2, FGF22		1.03E-01

		ET		KEGG		bta05200:Pathways in cancer		32		9.17E-03		PTGER4, RB1, NOTCH4, TCF7, WNT8A, CKS1B, GNGT1, WNT6, CTNNA1, CTNNA2, IL6R, FGF22, SKP1, NTRK1, APC2, ARHGEF11, WNT10A, MMP1, TPM3, FZD6, GNG11, CDK6, GSTA5, GSTA4, GSTA3, LPAR6, GSTA2, GSTA1, CTNNB1, CRK, BIRC2, BIRC3		1.03E-01

		IND		KEGG		bta05225:Hepatocellular carcinoma		9		1.26E-02		WNT6, WNT10A, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, E2F2, ARID1B		1.04E-01

		ET		KEGG		bta05171:Coronavirus disease - COVID-19		21		9.84E-03		CFD, MMP1, MMP3, ADAR, RPSA, TNF, C2, RPS15, C4A, C6, C7, C9, CASP1, RPL14, NLRP3, RPL37, IL6R, MYD88, CFB, HBEGF, MBL2		1.06E-01

		ET		KEGG		bta05169:Epstein-Barr virus infection		17		1.06E-02		RB1, BOLA-NC1, ENTPD3, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, SEM1, JSP.1, CDK6, BOLA-DQB, BOLA-DRA, BOLA, MYD88		1.06E-01

		ET		KEGG		bta05164:Influenza A		15		1.07E-02		FDPS, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, ADAR, BOLA-DQA5, TNF, CDK6, CASP1, NLRP3, BOLA-DQB, VDAC1, BOLA-DRA, MYD88		1.06E-01

		ET		CC		GO:0015629~actin cytoskeleton		15		7.00E-04		PPP1R9A, BARX2, VIL1, CNN2, ARHGAP32, HAX1, CATIP, MYO1C, ARPC2, CTNNA1, CTNNA2, VILL, CENPQ, CRK, APBB3		1.07E-01

		ET		CC		GO:0042613~MHC class II protein complex		7		1.00E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.07E-01

		ET		CC		GO:0005615~extracellular space		74		1.15E-03		CRISP1, CRISP2, CPXM2, CRISP3, IHH, CXCL14, TNF, MGC126945, MMP20, HAPLN2, C4A, JSP.1, MMP27, LRRTM2, BOLA, MBL2, BOLA-NC1, MMP7, MMP1, SERPINF1, SERPINF2, MMP3, COL23A1, NRG2, DEFB110, MMP8, DKK1, MMP12, GREM1, BCAN, NCR3, MMP13, ADAM15, LTA, PRTN3, LTB, HBEGF, PON3, TNXB, NAXE, PON1, WNT8A, TRHDE, FSTL4, MIC1, FSTL3, LYPD8, WNT6, MUC1, C6, RELN, C7, C9, LMAN2, PDGFD, SPOCK1, ELANE, JAM3, SEMA4A, WNT10A, F12, TFPI2, IFI47, AZU1, GDF7, GDF9, COL1A2, GDNF, IL9, HDGF, IL17F, TGFBI, ITM2B, IL17A		1.07E-01

		ET		CC		GO:0009897~external side of plasma membrane		27		1.61E-03		CX3CR1, RXFP4, TNF, MIC1, MGC126945, JSP.1, CXCR1, CXCR2, CCR8, LY6G6C, IL6R, BOLA, BTNL9, BOLA-NC1, FCRL5, MOG, FCRL3, IFI47, IZUMO1R, LIFR, BTNL2, GFRA3, OSMR, LY6G5B, LY6G5C, ITGA9, IL17A		1.07E-01

		ET		CC		GO:0030424~axon		18		1.70E-03		NTRK1, HCN3, CNTN5, INSRR, MRPS18B, HTR2A, C4A, SCN10A, CALCR, SYT11, MYOT, SCN11A, BSG, PALM, SCN5A, CTNNA2, NCAM2, HCN2		1.07E-01

		ET		CC		GO:0070062~extracellular exosome		12		1.93E-03		PKHD1, GSTA5, ABCB6, ADAM15, HSPA4, GSTA2, GSTA1, CYSTM1, PGK2, ITM2B, CFB, C2		1.07E-01

		ET		CC		GO:0005634~nucleus		187		2.12E-03		RB1, MDC1, MIDN, ZNF692, MRE11, EHMT2, UBE2D2, PITPNA, ZSCAN9, FOXI2, JADE2, MSANTD4, MKI67, STK11, JSP.1, ZSCAN31, SPATA24, NKX1-2, FAM53C, UBAP2L, PITX1, SKP1, IER3, GAMT, ZNF165, CDKL3, ANKRD49, FKBPL, OSR1, NFKBIL1, EBF3, RPSA, CDC25C, HIC1, PYGO2, RNF126, TCERG1L, MSH5, SCG5, DXO, MATR3, TRIM15, ZSCAN26, KIF20A, ZFPM2, PPID, ZNF311, PFN3, CSNK1G2, ZNF672, GCM1, DCUN1D5, CRABP2, ISG20L2, PMF1, NKAPL, PRDX3, PGBD1, BAG6, ORC5, SBNO2, ZFP57, WDR70, GRK5, DPH1, STK36, UBD, ZKSCAN8, NLRP3, INPP5K, KHDC4, SMYD4, ZSCAN16, ZNF389, NHEJ1, LHPP, SRPK2, HSPA9, EGR1, TFAP2B, ZNF142, TFAP2D, PLK5, UBE2B, HSPA4, PBX2, MEX3D, CLK4, CLK2, SEM1, PTPRE, CDK6, GON4L, MEX3A, ARPC2, ZFP62, LHX2, FEV, TDRD10, TCF3, MXD3, MYD88, YWHAE, ZNF496, CSRNP1, ZNF770, DAZAP1, USP37, WDR48, PPP1R11, DDX46, ONECUT3, PPP1R10, NCAPG2, SRA1, FMN1, AFF4, PRKAG3, PTBP1, CATIP, TRIM7, UBE2Q1, GATAD1, RACK1, METTL16, CCHCR1, CNPPD1, TCF19, REXO1, PROP1, GLRX3, GPX4, ASH1L, ETV3, POU5F1, KLF16, RHOB, MMP12, ETV3L, MCM3, FAM193B, BIRC2, BIRC3, YAP1, PRKAA1, RGS14, ATF6B, PRCC, PBXIP1, OVCA2, CXXC5, AIF1, BARX2, FSTL3, PPP2CA, RMND5B, FBXL21, PURA, PSMB7, MNT, MUC1, NSD1, POLR2E, CTNNA2, MEF2D, APBB3, HNRNPA0, MBD3, HSPA1L, RNF25, MGMT, RPA1, ARID3A, KLHL3, EXOG, MEIS2, OXR1, RGS10, R3HDM4, TSR1, CTNNB1, HDGF, ZNF354A, PLCD4, NEUROG1, CENPQ, HSPA1A		1.07E-01

		ET		CC		GO:0098552~side of membrane		8		2.23E-03		EFNA1, EFNA3, EFNA2, CNTN5, LYPD1, EFNA4, OPCML, LYPD8		1.07E-01

		IND		CC		GO:0005615~extracellular space		44		2.45E-03		CRISP1, CRISP2, CXCL9, TNXB, NAXE, CRISP3, CD5L, IHH, TNF, AREG, MIC1, HAPLN2, MGC126945, MMP20, C4A, WNT6, JSP.1, RELN, MMP27, BOLA, BOLA-NC1, WNT10A, MMP7, MMP1, MMP3, MMP8, DEFB110, EREG, MMP12, BTC, TGFBR3, CXCL10, BCAN, CXCL11, EPGN, NCR3, MMP13, LTA, HDGF, IL17F, LTB, INHA, SMPDL3B, IL17A		1.08E-01

		IND		CC		GO:0005765~lysosomal membrane		12		3.12E-03		SCARB2, SLC11A1, TMBIM1, NEU1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TMEM163		1.18E-01

		IND		BP		GO:0007275~multicellular organism development		10		1.20E-03		NTRK1, DDR1, WNT6, WNT10A, NOTCH4, EYA3, INSRR, IHH, EN1, OTX1		1.19E-01

		ET		CC		GO:0005576~extracellular region		52		3.49E-03		SFTA2, CRISP1, CRISP2, LEAP2, CRISP3, LECT2, CXCL14, C4A, ADAMTSL5, CASP4, CASP1, IL6R, SERPINF1, DEFB114, DEFB113, NME5, DEFB110, DKK1, MZB1, SCG5, EGFL8, CFB, VWA7, CFD, NAXE, PON2, PON1, WNT8A, FSTL4, THBS3, C2, BAG6, NPS, WNT6, BGLAP, STK36, MGAT5, NLRP3, WNT10A, CDSN, F12, TFPI2, IGIP, GDF7, EFNA1, GDF9, EFNA2, IL9, SDC1, IL17F, LY6G5C, IL17A		1.28E-01

		ET		CC		GO:0045202~synapse		21		3.54E-03		CHRNB2, RPH3AL, PTPRN2, LYPD1, MYRIP, DOC2B, TPGS1, HAPLN2, NPS, PPP2CA, GJD2, C4A, BCAN, ARPC2, SYT11, RPL14, RGS10, RAPGEF2, CTNNB1, VDAC1, LY6G6E		1.28E-01

		ET		CC		GO:0031012~extracellular matrix+B70:B91		14		3.58E-03		MMP7, MMP1, MMP3, IHH, MMP8, C23H6ORF15, MMP20, MMP12, WNT6, MMP13, MMP27, ADAMTSL5, LRRTM2, TGFBI		1.28E-01

		ET		KEGG		bta04151:PI3K-Akt signaling pathway		24		1.34E-02		YWHAE, NTRK1, PRKAA1, TNXB, ATF6B, OSMR, GNG11, EFNA4, THBS3, GNGT1, EFNA1, PPP2CA, EFNA3, STK11, COL1A2, CDK6, RELN, EFNA2, GDNF, LPAR6, PDGFD, IL6R, FGF22, ITGA9		1.29E-01

		IND		KEGG		bta04060:Cytokine-cytokine receptor interaction		13		1.67E-02		CXCL9, IFNLR1, TNF, IL22RA1, CXCL10, CXCL11, CXCR1, CXCR2, LTA, IL17F, LTB, INHA, IL17A		1.33E-01

		ET		BP		GO:0006956~complement activation		6		7.97E-04		C4A, C6, C7, C9, CFB, C2		1.34E-01

		ET		CC		GO:0001891~phagocytic cup		5		4.34E-03		SYT11, RACK1, PEAR1, AIF1, TNF		1.39E-01

		ET		CC		GO:0005765~lysosomal membrane		17		4.52E-03		SLC11A1, GLMP, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TMEM163, LAPTM4A, WDR81, TMBIM1, NEU1, TMEM79, BOLA-DQB, LAMTOR2, BOLA-DRA, FNIP2		1.39E-01

		ET		BP		GO:0019886~antigen processing and presentation of exogenous peptide antigen via MHC class II		7		9.13E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.42E-01

		ET		CC		GO:0030864~cortical actin cytoskeleton		7		5.04E-03		MOBP, MYRIP, SHROOM1, PPP1R9A, MISP, PDLIM7, DBN1		1.45E-01

		ET		MF		GO:0023026~MHC class II protein complex binding		7		4.51E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.59E-01

		ET		KEGG		bta05134:Legionellosis		7		1.84E-02		HSPA1L, SAR1B, CASP1, CLK4, TNF, MYD88, HSPA1A		1.63E-01

		ET		KEGG		bta05100:Bacterial invasion of epithelial cells		8		1.86E-02		SHC2, ARPC2, SHC1, CTNNA1, CTNNB1, CTNNA2, DOCK1, CRK		1.63E-01

		ET		KEGG		bta05322:Systemic lupus erythematosus		14		1.88E-02		BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, C2, C4A, C6, C7, C9, BOLA-DQB, BOLA-DRA, ELANE		1.63E-01

		IND		CC		GO:0070062~extracellular exosome		8		5.52E-03		PKHD1, GSTA5, ABCB6, GSTA2, GSTA1, PGK2, CFB, C2		1.69E-01

		IND		CC		GO:0042612~MHC class I protein complex		4		5.76E-03		BOLA-NC1, JSP.1, BOLA, MGC126945		1.69E-01

		IND		KEGG		bta05164:Influenza A		9		2.25E-02		CXCL10, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		1.73E-01

		ET		KEGG		bta04659:Th17 cell differentiation		10		2.08E-02		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, IL17F, BOLA-DRA, BOLA-DQA5, IL6R, IL17A		1.75E-01

		ET		KEGG		bta04928:Parathyroid hormone synthesis, secretion and action		10		2.19E-02		ARHGEF11, EGR1, GCM1, MMP13, ATF6B, BGLAP, SLC34A1, OXSR1, MEF2D, HBEGF		1.79E-01

		ET		MF		GO:0046875~ephrin receptor binding		6		7.79E-04		EFNA1, EFNA3, EFNA2, SHC1, CRK, EFNA4		1.83E-01

		IND		KEGG		bta00982:Drug metabolism - cytochrome P450		5		2.48E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		1.84E-01

		ET		KEGG		bta05020:Prion disease		19		2.40E-02		EGR1, ATF6B, HSPA1L, TUBB, UQCR11, ATP5F1D, TNF, SEM1, PSMB7, GRIN3B, C6, C7, NDUFS7, UQCRQ, C9, CSNK2B, VDAC1, NCAM2, HSPA1A		1.89E-01

		ET		KEGG		bta05217:Basal cell carcinoma		7		2.46E-02		APC2, WNT6, WNT10A, TCF7, FZD6, WNT8A, CTNNB1		1.89E-01

		ET		KEGG		bta05217:Basal cell carcinoma		7		2.46E-02		APC2, WNT6, WNT10A, TCF7, FZD6, WNT8A, CTNNB1		1.89E-01

		IND		CC		GO:0098553~lumenal side of endoplasmic reticulum membrane		4		7.47E-03		BOLA-NC1, JSP.1, BOLA, MGC126945		1.94E-01

		IND		CC		GO:0030670~phagocytic vesicle membrane		5		8.09E-03		BOLA-NC1, JSP.1, SLC11A1, BOLA, MGC126945		1.94E-01

		IND		KEGG		bta00480:Glutathione metabolism		5		2.75E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		1.97E-01

		IND		BP		GO:0006805~xenobiotic metabolic process		6		2.17E-03		CBR1, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		1.99E-01

		ET		KEGG		bta05132:Salmonella infection		17		2.84E-02		DYNC2H1, TUBB, TCF7, TNF, RHOB, ARPC2, CASP4, CASP1, NLRP3, CTNNB1, RILP, PFN3, DYNC1I1, MYD88, BIRC2, SKP1, BIRC3		2.12E-01

		IND		MF		GO:0008157~protein phosphatase 1 binding		4		2.50E-03		PPP1R11, PPP1R10, PPP1R3A, PHACTR4		2.15E-01

		IND		MF		GO:0004364~glutathione transferase activity		5		2.51E-03		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		2.15E-01

		IND		MF		GO:0005200~structural constituent of cytoskeleton		6		2.92E-03		TUBA1D, DES, ARPC2, EPB41, TUBB, TUBA4A		2.15E-01

		IND		MF		GO:0048248~CXCR3 chemokine receptor binding		3		2.94E-03		CXCL10, CXCL9, CXCL11		2.15E-01

		IND		KEGG		bta04668:TNF signaling pathway		7		3.11E-02		CXCL10, ATF6B, MMP3, LTA, TNF, BIRC2, BIRC3		2.17E-01

		IND		KEGG		bta04144:Endocytosis		10		3.21E-02		BOLA-NC1, JSP.1, CXCR1, HSPA1L, ARPC2, CXCR2, ASAP3, BOLA, HSPA1A, MGC126945		2.17E-01

		IND		BP		GO:0007173~epidermal growth factor receptor signaling pathway		5		2.58E-03		VIL1, BTC, EPGN, AREG, EREG		2.19E-01

		ET		CC		GO:0005829~cytosol		112		8.24E-03		MIDN, STK11, FLAD1, RUSC1, PEG10, TRIM27, NUDT15, XYLB, SKP1, SLC34A1, DLEC1, RNF126, WDR81, DXO, PRTN3, ZSCAN26, PPID, ABCB6, CRABP2, ECSCR, C3H1ORF43, C2CD4C, PRDX3, STK36, ESD, BTBD2, PMVK, INPP5K, RDH14, PGK2, APOB, VARS2, LHPP, SRPK2, RAP1GAP2, FDPS, MPIG6B, ATP8B2, HSPA4, NEK6, SMAD5, PUM2, PRRC2A, CDK6, MEX3A, ARPC2, TDRD10, NES, MYD88, YWHAE, PRR7, DAZAP1, USP37, DDX46, DPYS, DENND1A, SRA1, PRKAG3, SMG6, NIPBL, RACK1, PRKG1, APC2, GLRX3, GPX4, MMP3, OXSR1, PEX1, GFRA3, ARID1B, RHOB, TRIM58, RAPGEF2, PFDN1, ETF1, DOCK1, BIRC3, PAFAH1B1, YAP1, PBXIP1, AIF1, BARX2, PPP2CA, FBXL21, PSMB7, MSTO1, VPS50, VPS53, RAB24, UBQLN4, FNIP2, AAMP, APBB3, DCAF13, AASDHPPT, HNRNPA0, ABCF1, SEC24A, HSPA1L, RNF25, ARID3A, KLHL3, SUCLA2, GSTA5, GSTA2, NT5C1B, GSTA1, RGS10, CTNNB1, ZNF354A, PLCD4, HSPA1A		2.22E-01

		IND		BP		GO:0045840~positive regulation of mitotic nuclear division		4		3.06E-03		BTC, EPGN, AREG, EREG		2.43E-01

		ET		CC		GO:0072559~NLRP3 inflammasome complex		3		9.98E-03		CASP4, CASP1, NLRP3		2.53E-01

		ET		KEGG		bta05163:Human cytomegalovirus infection		16		3.57E-02		RB1, ARHGEF11, PTGER4, BOLA-NC1, ATF6B, GNG11, TNF, MGC126945, GNGT1, JSP.1, CDK6, CXCR2, CTNNB1, CRK, BOLA, IL6R		2.60E-01

		ET		CC		GO:0032991~protein-containing complex		16		1.11E-02		CRB2, PRELID1, NOTCH4, NEK6, EXOG, PRDX3, DPH1, CASP4, CASP1, KRIT1, RAPGEF2, LY6G6C, LY6G5B, LY6G5C, CRK, RILP		2.67E-01

		ET		KEGG		bta05418:Fluid shear stress and atherosclerosis		11		4.27E-02		PRKAA1, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, CTNNB1, SDC1, ARHGEF2, ACVR2B, TNF		2.98E-01

		ET		KEGG		bta04640:Hematopoietic cell lineage		9		4.32E-02		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, IL6R, TNF		2.98E-01

		ET		KEGG		bta04926:Relaxin signaling pathway		10		4.70E-02		GNGT1, SHC2, COL1A2, MMP13, ATF6B, MMP1, SHC1, RXFP4, GNG11, RXFP1		3.16E-01

		IND		KEGG		bta04064:NF-kappa B signaling pathway		6		4.93E-02		CSNK2B, LTA, LTB, TNF, BIRC2, BIRC3		3.23E-01

		IND		KEGG		bta00983:Drug metabolism - other enzymes		5		5.06E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		3.23E-01

		ET		KEGG		bta04141:Protein processing in endoplasmic reticulum		12		4.94E-02		SEC24A, HSPA1L, ATF6B, SAR1B, UBE2D2, SSR2, LMAN2, RNF5, UBQLN4, SIL1, SKP1, HSPA1A		3.24E-01

		ET		KEGG		bta04061:Viral protein interaction with cytokine and cytokine receptor		8		5.10E-02		CX3CR1, CXCR1, CXCR2, LTA, CCR8, IL6R, TNF, CXCL14		3.27E-01

		ET		CC		GO:0005737~cytoplasm		163		1.48E-02		MROH2B, SLC23A1, PITPNA, RCBTB2, STK11, PALM, SPATA24, BAALC, UBAP2L, TRIM27, SLBP2, SKP1, FBXO9, TNS1, GAMT, CDKL3, TPM3, MRPS18B, CIRBP, RPSA, DLEC1, CDC25C, RNF126, DOK3, DDX39B, CSNK2B, TRIM15, KIF20A, ZFPM2, TRIM10, PPID, PFN3, CSNK1G2, DCUN1D5, TSACC, CRABP2, SHC1, SH2D2A, IQGAP3, TRHDE, GRK5, DPH1, STK36, GRK6, NEU1, PMVK, NLRP3, INPP5K, KHDC4, SMYD4, EIF4EBP3, VILL, KCNN3, APOB, ANKZF1, FGF22, SRPK2, HSPA9, RAP1GAP2, FDPS, EGR1, PLK5, ANKHD1, PUM2, VIL1, PTPRE, GDF9, DAB2, CDK6, SH3BP5L, LRCH1, TCF3, MYD88, LDHAL6B, YWHAE, DAZAP1, USP37, DPYS, ZFAND2B, ADAR, FMN1, DOC2B, PPP1R9A, SMG5, PRKAG3, SGCE, CATIP, TRIM7, CASP4, RACK1, DHX16, METTL16, CCHCR1, CLIC1, PRKG1, ARHGEF11, CLUH, TUBB, STRBP, OXSR1, LRRD1, WDR35, POU5F1, MMP12, TRIM58, RAPGEF2, PFDN1, FAM193B, ETF1, CRK, DOCK1, BIRC2, BIRC3, YAP1, CRB2, PRKAA1, TRIM52, OAT, RGS14, SAMD9, PBXIP1, OVCA2, CXXC5, AIF1, RMND5B, PSMB7, SRR, MUC1, RELN, MSTO1, BGLAP, CTNNA1, RNF39, KRIT1, SPOCK1, CTNNA2, PAIP2, RILP, FNIP2, MEF2D, APBB3, DYNC1I1, TRIM40, GABBR1, TRIM41, ANKIB1, HSPA1L, MTX1, PKLR, RFLNB, MYO1C, ACTC1, GSTA4, TNIP3, NT5C1B, CTNNB1, HDGF, TRIM31, PLCD1, CDK5R2, C17H4ORF46, HSPA1A		3.36E-01

		ET		CC		GO:0031941~filamentous actin		5		1.58E-02		APC2, MYO1C, PDLIM7, DBN1, JAM3		3.40E-01

		ET		BP		GO:0050870~positive regulation of T cell activation		7		2.43E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.51E-01

		ET		KEGG		bta04310:Wnt signaling pathway		12		5.64E-02		APC2, WNT6, WNT10A, MMP7, SERPINF1, TCF7, CSNK2B, FZD6, WNT8A, CTNNB1, DKK1, SKP1		3.53E-01

		IND		MF		GO:0008270~zinc ion binding		24		6.03E-03		GCM1, MORC3, TRIM40, MMP7, MMP1, EHMT2, ZFAND2B, MMP3, MMP8, RCHY1, TMEM163, MMP20, MMP12, DNPEP, MMP13, MMP27, TCEA3, TRIM15, TRIM27, TRIM31, SMPDL3B, NES, TRIM10, BIRC2		3.78E-01

		ET		KEGG		bta04510:Focal adhesion		13		6.21E-02		SHC2, TNXB, SHC1, THBS3, COL1A2, RELN, PDGFD, CTNNB1, CRK, DOCK1, BIRC2, BIRC3, ITGA9		3.80E-01

		IND		MF		GO:0005154~epidermal growth factor receptor binding		4		7.23E-03		BTC, EPGN, AREG, EREG		3.87E-01

		IND		MF		GO:0004222~metalloendopeptidase activity		8		7.93E-03		MMP12, MMP7, MMP13, MMP27, MMP1, MMP3, MMP8, MMP20		3.87E-01

		AT		KEGG		bta04610:Complement and coagulation cascades		8		1.67E-03		CFD, C6, C7, C9, BDKRB2, BDKRB1, SERPING1, SERPINA5		3.9E-01

		ET		KEGG		bta05206:MicroRNAs in cancer		17		6.54E-02		APC2, MIR26A-1, TNXB, SHC1, NOTCH4, MIR26B, MIR133B, CDC25C, MIR206, EFNA4, EFNA1, EFNA3, CDK6, EFNA2, MIR375, ZFPM2, CRK		3.91E-01

		ET		CC		GO:0005579~membrane attack complex		3		2.01E-02		C6, C7, C9		4.12E-01

		ET		KEGG		bta04150:mTOR signaling pathway		11		7.19E-02		WNT6, WNT10A, STK11, PRKAA1, ATP6V1G2, FZD6, WNT8A, RICTOR, LAMTOR2, FNIP2, TNF		4.17E-01

		ET		KEGG		bta01524:Platinum drug resistance		7		7.29E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, BIRC2, BIRC3		4.17E-01

		ET		KEGG		bta05410:Hypertrophic cardiomyopathy		8		7.57E-02		SGCE, PRKAA1, ACTC1, TPM3, LMNA, TNF, PRKAG3, ITGA9		4.24E-01

		IND		BP		GO:0006749~glutathione metabolic process		5		5.72E-03		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		4.26E-01

		ET		BP		GO:0032731~positive regulation of interleukin-1 beta production		6		3.24E-03		EGR1, CASP1, NLRP3, TNF, MYD88, IL17A		4.37E-01

		ET		BP		GO:0032731~positive regulation of interleukin-1 beta production		6		3.24E-03		EGR1, CASP1, NLRP3, TNF, MYD88, IL17A		4.37E-01

		ET		KEGG		bta04062:Chemokine signaling pathway		12		8.12E-02		GNGT1, CX3CR1, SHC2, CXCR1, GRK5, SHC1, GRK6, CXCR2, CCR8, GNG11, CXCL14, CRK		4.43E-01

		ET		KEGG		bta00480:Glutathione metabolism		6		8.24E-02		GSTA5, GSTA4, GPX4, GSTA3, GSTA2, GSTA1		4.43E-01

		ET		KEGG		bta04015:Rap1 signaling pathway		13		8.66E-02		FYB1, RGS14, EFNA4, EFNA1, EFNA3, EFNA2, PDGFD, KRIT1, RAPGEF2, CTNNB1, CRK, PFN3, FGF22		4.51E-01

		ET		KEGG		bta05412:Arrhythmogenic right ventricular cardiomyopathy		7		8.72E-02		SGCE, LMNA, TCF7, CTNNA1, CTNNB1, CTNNA2, ITGA9		4.51E-01

		IND		BP		GO:0009880~embryonic pattern specification		4		6.50E-03		RIPPLY3, DOP1B, IHH, SIM2		4.55E-01

		AT		MF		GO:0005127~ciliary neurotrophic factor receptor binding		3		3.48E-03		CNTF, LIFR, OSMR		4.6E-01

		IND		KEGG		bta05163:Human cytomegalovirus infection		9		7.61E-02		ARHGEF11, BOLA-NC1, JSP.1, ATF6B, CXCR2, E2F2, BOLA, TNF, MGC126945		4.72E-01

		IND		KEGG		bta05152:Tuberculosis		8		7.80E-02		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		4.72E-01

		IND		MF		GO:0000981~DNA-binding transcription factor activity, RNA polymerase II-specific		31		1.08E-02		GCM1, BARHL2, ATF6B, SATB1, ZSCAN9, ZFP57, ZSCAN31, ZKSCAN8, E2F2, ZSCAN12, ZNF644, OTX1, ZKSCAN4, MEF2D, ZNF389, ZSCAN16, TFAP2B, ZNF165, TFAP2D, FKBPL, EN1, PBX2, ZBTB12, ETV3, POU5F1, ETV3L, FEV, ZNF436, ZSCAN26, SIM2, ZNF311		4.75E-01

		AT		CC		GO:0042583~chromaffin granule		4		1.77E-03		SERPINA3, SERPINA3-3, SERPINA3-1, SERPINA3-8		4.9E-01

		IND		MF		GO:0004090~carbonyl reductase (NADPH) activity		3		1.25E-02		CBR1, MGC127133, CBR3		4.98E-01

		IND		KEGG		bta05134:Legionellosis		4		8.56E-02		RAB1A, HSPA1L, TNF, HSPA1A		5.05E-01

		ET		CC		GO:0070971~endoplasmic reticulum exit site		4		2.62E-02		SEC24A, SAR1B, APOB, NES		5.13E-01

		IND		KEGG		bta05207:Chemical carcinogenesis - receptor activation		8		9.06E-02		PAQR8, GSTA5, GSTA4, ATF6B, GSTA3, GSTA2, GSTA1, EPHX4		5.16E-01

		IND		KEGG		bta00062:Fatty acid elongation		3		9.20E-02		MECR, ELOVL5, PPT2		5.16E-01

		IND		BP		GO:0001916~positive regulation of T cell mediated cytotoxicity		6		7.82E-03		BOLA-NC1, JSP.1, BOLA-DRA, BOLA, MIC1, MGC126945		5.17E-01

		IND		KEGG		bta05165:Human papillomavirus infection		11		9.56E-02		WNT6, BOLA-NC1, WNT10A, JSP.1, ATP6V1G2, TNXB, RELN, NOTCH4, BOLA, TNF, MGC126945		5.17E-01

		IND		KEGG		bta05132:Salmonella infection		9		9.66E-02		DYNC2H1, TUBA1D, ARPC2, TUBB, TNF, TUBA4A, DYNC1I1, BIRC2, BIRC3		5.17E-01

		ET		BP		GO:0007411~axon guidance		13		4.20E-03		SEMA4A, CNTN5, EFNA4, GDF7, EFNA1, EFNA3, RELN, EFNA2, MYOT, RTN4RL1, LHX2, BSG, CDK5R2		5.32E-01

		ET		CC		GO:0016604~nuclear body		13		2.89E-02		KMT2E, MDC1, TRIM40, TRIM41, TRIM52, REXO1, PPP1R10, TCF7, CLK2, MYO1C, RGS10, NCAM2, APBB3		5.35E-01

		ET		CC		GO:0042612~MHC class I protein complex		4		2.98E-02		BOLA-NC1, JSP.1, BOLA, MGC126945		5.35E-01

		ET		BP		GO:0006957~complement activation, alternative pathway		4		4.86E-03		CFD, C7, C9, CFB		5.48E-01

		ET		BP		GO:0045087~innate immune response		22		4.87E-03		CX3CR1, TRIM40, MMP3, DEFB114, DEFB113, DEFB110, ANKHD1, C2, C4A, C6, C7, ADAM15, CASP4, NLRP3, TRIM58, EIF4EBP3, TRIM27, ARHGEF2, TRIM31, TRIM10, MYD88, IL17A		5.48E-01

		ET		MF		GO:0102007~acyl-L-homoserine-lactone lactonohydrolase activity		3		3.17E-03		PON3, PON2, PON1		5.59E-01

		ET		KEGG		bta04934:Cushing syndrome		10		1.13E-01		RB1, APC2, WNT6, WNT10A, CDK6, ATF6B, TCF7, FZD6, WNT8A, CTNNB1		5.75E-01

		ET		CC		GO:0005789~endoplasmic reticulum membrane		33		3.39E-02		ATF6B, ABCB6, SAR1B, IHH, FMN1, AGPAT1, TRAM2, RNF5, KRTCAP2, MMP27, LMAN2, BSG, CASP4, TMEM14A, TMED9, SEC24A, FKBPL, CAMLG, ELOVL5, SSR2, ATG9A, CYP51A1, FZD6, IFI47, DNAJC18, DCSTAMP, DPM3, REEP2, ESYT2, REEP6, NES, PLPP2, BET1		5.76E-01

		ET		CC		GO:0031410~cytoplasmic vesicle		13		3.63E-02		FDPS, HTR2A, TMEM123, MYO1C, RAB25, RUSC1, ESD, NEU1, SGSM2, RUBCNL, FLOT1, ARHGEF2, N4BP3		5.76E-01

		ET		CC		GO:0098553~lumenal side of endoplasmic reticulum membrane		4		3.78E-02		BOLA-NC1, JSP.1, BOLA, MGC126945		5.76E-01

		ET		CC		GO:0030425~dendrite		14		3.85E-02		HCN3, ELOVL5, HTR2A, PPP1R9A, SGCE, C4A, PSD2, SYT11, PALM, RACK1, N4BP3, HCN2, PDLIM7, DBN1		5.76E-01

		ET		CC		GO:0005884~actin filament		7		4.00E-02		ACTC1, TPM3, FMN1, MISP, AIF1, PDLIM7, DBN1		5.76E-01

		ET		CC		GO:0009986~cell surface		19		4.01E-02		FCRL1, NTRK1, NOTCH4, FZD6, TNF, DCSTAMP, WNT6, ADAM15, RTN4RL1, LMAN2, SDC1, BOLA-DRA, SCN5A, AAMP, EGFL8, ELANE, MYD88, TNS1, HBEGF		5.76E-01

		IND		MF		GO:0005164~tumor necrosis factor receptor binding		4		1.66E-02		NCR3, LTA, LTB, TNF		6.06E-01

		IND		KEGG		bta04210:Apoptosis		6		1.18E-01		NTRK1, TUBA1D, TNF, TUBA4A, BIRC2, BIRC3		6.17E-01

		AT		MF		GO:0047961~glycine N-acyltransferase activity		3		6.36E-03		GLYATL2, GAT, GLYAT		6.3E-01

		ET		KEGG		bta04810:Regulation of actin cytoskeleton		13		1.27E-01		APC2, INSRR, IQGAP3, C6, C7, ARPC2, PDGFD, C9, CRK, DOCK1, PFN3, FGF22, ITGA9		6.35E-01

		IND		KEGG		bta05418:Fluid shear stress and atherosclerosis		6		1.26E-01		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, TNF		6.42E-01

		ET		KEGG		bta04110:Cell cycle		10		1.34E-01		RB1, PPP2CA, ORC5, YWHAE, NIPBL, CDC23, CDK6, MCM3, CDC25C, SKP1		6.42E-01

		ET		KEGG		bta04658:Th1 and Th2 cell differentiation		7		1.34E-01		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		6.42E-01

		ET		KEGG		bta04710:Circadian rhythm		4		1.37E-01		FBXL21, PRKAA1, PRKAG3, SKP1		6.45E-01

		AT		KEGG		bta04550:Signaling pathways regulating pluripotency of stem cells		9		5.53E-03		APC2, SOX2, TCF7, WNT8A, LIFR, TCF3, NEUROG1, SMAD5, LEFTY2		6.5E-01

		IND		BP		GO:0006357~regulation of transcription by RNA polymerase II		36		1.12E-02		GCM1, BARHL2, GMEB1, ATF6B, SATB1, ZSCAN9, MED18, ZFP57, ZSCAN31, ZKSCAN8, E2F2, ZSCAN12, ZNF644, OTX1, ZKSCAN4, ZNF389, ZSCAN16, TFAP2B, ZNF165, TFAP2D, FKBPL, EN1, PBX2, GRHL3, ZBTB12, ETV3, ARID1B, POU5F1, FOXP2, ETV3L, FEV, ZNF436, HDGF, ZSCAN26, SIM2, ZNF311		6.52E-01

		IND		BP		GO:0002476~antigen processing and presentation of endogenous peptide antigen via MHC class Ib		5		1.15E-02		BOLA-NC1, JSP.1, BOLA, MIC1, MGC126945		6.52E-01

		IND		BP		GO:0002486~antigen processing and presentation of endogenous peptide antigen via MHC class I via ER pathway, TAP-independent		5		1.15E-02		BOLA-NC1, JSP.1, BOLA, MIC1, MGC126945		6.52E-01

		ET		CC		GO:0043025~neuronal cell body		10		4.70E-02		PURA, GRIN3B, PSD2, ELOVL5, SCN11A, RACK1, RAPGEF2, KCNN3, APOB, PAFAH1B1		6.54E-01

		ET		CC		GO:0005819~spindle		7		4.92E-02		RB1, DCUN1D5, HEPACAM2, MRPS18B, ARHGEF2, KIF20A, PAFAH1B1		6.63E-01

		AT		CC		GO:0005579~membrane attack complex		3		4.75E-03		C6, C7, C9		6.6E-01

		ET		BP		GO:0061154~endothelial tube morphogenesis		3		6.26E-03		BSG, CTNNB1, RHOB		6.67E-01

		AT		BP		GO:0050911~detection of chemical stimulus involved in sensory perception of smell		13		7.32E-04		OR2T27, OR2G6, OR2G3, OR2M4, OR2T11, OR2T4, OR2T2, OR2W3, OR2L13, OR4D11, OR2B11, OR4D9, OR4D6		6.7E-01

		ET		KEGG		bta05133:Pertussis		6		1.47E-01		C4A, CASP1, NLRP3, TNF, MYD88, C2		6.80E-01

		ET		KEGG		bta00983:Drug metabolism - other enzymes		6		1.52E-01		GSTA5, GSTA4, GSTA3, GSTA2, DPYS, GSTA1		6.94E-01

		ET		KEGG		bta04060:Cytokine-cytokine receptor interaction		17		1.57E-01		CX3CR1, LIFR, OSMR, TNF, ACVR2B, CXCL14, GDF7, GDF9, CXCR1, CXCR2, IL9, LTA, CCR8, IL17F, LTB, IL6R, IL17A		7.02E-01

		ET		MF		GO:0051015~actin filament binding		16		5.15E-03		TPM3, SHROOM1, PPP1R9A, IQGAP3, AIF1, VIL1, CNN2, MYO1C, ARPC2, XIRP1, CTNNA1, CTNNA2, VILL, MISP, PDLIM7, DBN1		7.09E-01

		ET		MF		GO:0140297~DNA-binding transcription factor binding		8		6.89E-03		RB1, YAP1, PURA, NEK6, CTNNB1, NLRP3, PBXIP1, CXXC5		7.09E-01

		ET		MF		GO:0046872~metal ion binding		80		7.04E-03		ZNF496, ZNF692, PPP1R10, PRR3, LECT2, JADE2, RIMS2, RIMS1, RPL37, TNS1, PAQR8, GPR39, PAQR6, GLRX3, TUBB, OSR1, EBF3, ASH1L, KLF16, ARHGAP45, PYGO2, RNF126, NDUFS7, ADAM15, RUFY4, CSNK2B, RPP21, DXO, ZSCAN26, ARHGEF2, ZFPM2, B4GALT7, DBN1, BIRC2, ZNF311, BIRC3, KMT2E, PON3, KDM3B, NAXE, SAR1B, PON2, PON1, ETFDH, DCST1, RNF5, HDAC9, C2, PPP2CA, RMND5B, ZFP57, RELN, DPH1, ZKSCAN8, RNF39, ZSCAN12, SMYD4, ZKSCAN4, ZNF621, ZNF389, PDLIM7, ANKZF1, LHPP, FDPS, RPH3AL, ZNF142, ATP8B3, MGMT, RNF25, RPA1, EXOG, MEX3D, ACVR2B, SMAD5, PNKD, MEX3A, COL1A2, SUCLA2, LHX2, ZNF354A		7.09E-01

		ET		BP		GO:0001764~neuron migration		9		7.03E-03		YWHAE, RELN, TRIM46, RAPGEF2, SPOCK1, GFRA3, CRK, PRKG1, LRP12		7.12E-01

		IND		KEGG		bta04928:Parathyroid hormone synthesis, secretion and action		5		1.45E-01		ARHGEF11, GCM1, MMP13, ATF6B, MEF2D		7.18E-01

		IND		KEGG		bta04390:Hippo signaling pathway		6		1.47E-01		YAP1, WNT6, WNT10A, AREG, BIRC2, BIRC3		7.18E-01

		IND		CC		GO:0005576~extracellular region		28		3.57E-02		CRISP1, SFTA2, CRISP2, CXCL9, NAXE, PON2, CRISP3, C2, BAG6, C4A, WNT6, STK36, MGAT5, WNT10A, CDSN, PRSS37, DEFB114, DEFB113, DEFB110, CXCL10, CXCL11, IL17F, INHA, LY6G5C, EGFL8, CFB, VWA7, IL17A		7.24E-01

		ET		KEGG		bta05213:Endometrial cancer		5		1.67E-01		APC2, TCF7, CTNNA1, CTNNB1, CTNNA2		7.29E-01

		ET		KEGG		bta05213:Endometrial cancer		5		1.67E-01		APC2, TCF7, CTNNA1, CTNNB1, CTNNA2		7.29E-01

		ET		KEGG		bta05167:Kaposi sarcoma-associated herpesvirus infection		12		1.68E-01		RB1, GNGT1, BOLA-NC1, JSP.1, CDK6, TCF7, CTNNB1, CCR8, BOLA, GNG11, MIC1, MGC126945		7.29E-01

		AT		CC		GO:0031941~filamentous actin		4		1.09E-02		APC2, RAC2, LPXN, SMTNL1		7.4E-01

		AT		CC		GO:0031463~Cul3-RING ubiquitin ligase complex		4		1.30E-02		KEAP1, KLHL3, KCTD17, HNRNPA0		7.4E-01

		AT		CC		GO:0031463~Cul3-RING ubiquitin ligase complex		4		1.30E-02		KEAP1, KLHL3, KCTD17, HNRNPA0		7.4E-01

		AT		CC		GO:0009897~external side of plasma membrane		14		1.48E-02		RTN4RL2, LIFR, CSF2RB, GFRA3, OSMR, CSF2RA, GHR, IL2RB, IL3RA, BDKRB2, BDKRB1, MS4A2, MS4A1		7.4E-01

		AT		CC		GO:0031012~extracellular matrix		8		1.60E-02		SNED1, ADAMTSL5, LRRTM4, GPC1, LRRTM2, RTN4RL2, TGFBI, ELFN2		7.4E-01

		ET		BP		GO:0006958~complement activation, classical pathway		6		7.91E-03		C4A, C6, C7, C9, MBL2, C2		7.63E-01

		ET		CC		GO:0030670~phagocytic vesicle membrane		5		5.87E-02		BOLA-NC1, JSP.1, SLC11A1, BOLA, MGC126945		7.66E-01

		ET		KEGG		bta04144:Endocytosis		13		1.81E-01		BOLA-NC1, HSPA1L, MGC126945, DAB2, JSP.1, PSD2, CXCR1, GRK5, ARPC2, GRK6, CXCR2, BOLA, HSPA1A		7.71E-01

		ET		KEGG		bta05168:Herpes simplex virus 1 infection		20		1.84E-01		BOLA-NC1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, ZFP57, LTA, BOLA-DQB, BOLA-DRA, ZNF621, ZNF354A, BOLA, ZNF311, MYD88, BIRC2, BIRC3		7.71E-01

		ET		KEGG		bta00982:Drug metabolism - cytochrome P450		5		1.88E-01		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		7.71E-01

		ET		KEGG		bta05216:Thyroid cancer		4		1.89E-01		NTRK1, TPM3, TCF7, CTNNB1		7.71E-01

		ET		KEGG		bta04350:TGF-beta signaling pathway		7		1.95E-01		PPP2CA, GREM1, ACVR2B, SMAD5, TNF, SKP1, GDF7		7.84E-01

		ET		KEGG		bta04929:GnRH secretion		5		2.03E-01		HCN3, GABBR1, KISS1R, KCNN3, HCN2		7.85E-01

		ET		KEGG		bta04936:Alcoholic liver disease		9		2.05E-01		C4A, PRKAA1, TCF7, CTNNB1, TNF, MYD88, PRKAG3, C2, IL17A		7.85E-01

		ET		KEGG		bta03015:mRNA surveillance pathway		7		2.06E-01		PPP2CA, DAZAP1, DDX39B, CSTF2T, ETF1, SMG5, SMG6		7.85E-01

		ET		KEGG		bta05204:Chemical carcinogenesis - DNA adducts		5		2.10E-01		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		7.85E-01

		ET		KEGG		bta00310:Lysine degradation		5		2.10E-01		KMT2E, PHYKPL, EHMT2, NSD1, ASH1L		7.85E-01

		ET		KEGG		bta04512:ECM-receptor interaction		6		2.13E-01		COL1A2, TNXB, RELN, SDC1, THBS3, ITGA9		7.85E-01

		ET		KEGG		bta04064:NF-kappa B signaling pathway		7		2.18E-01		CSNK2B, LTA, LTB, TNF, MYD88, BIRC2, BIRC3		7.91E-01

		ET		MF		GO:0005515~protein binding		96		9.92E-03		MDC1, MIDN, TTC24, LRRC71, PEAR1, MKI67, MED16, RXFP1, SMG5, SMG6, RCBTB2, C4A, CDC23, TRIM7, TIFAB, PSD2, ADAMTSL5, RUSC1, DDI1, LRRTM2, UBAP2L, TRIM27, IL6R, FBXO9, TNS1, TCF19, TRPC7, ANKRD49, CLUH, FKBPL, TTC32, TTC33, NFKBIL1, TTC21A, ASH1L, OSMR, LRRD1, POLRMT, SORCS3, WDR35, HIC1, GPANK1, WDR81, RTN4RL1, GORASP1, TRIM58, RAPGEF2, TRIM15, SOWAHA, TRIM10, CRK, PPID, PAFAH1B1, YAP1, KMT2E, TNXB, SAMD9, NOTCH4, PRPF8, FSTL4, FSTL3, RMND5B, FBXL21, EGFLAM, C6, WDR70, C7, C9, UBD, NSD1, BTBD2, KRIT1, TRIM46, SPOCK1, SMYD4, NCAM2, BRD8, ZBTB7B, AAMP, ANKZF1, DCAF13, FYB1, TRIM41, NUP155, RNF25, WDR18, CPLANE1, ZBTB12, KLHL3, ANKHD1, KBTBD3, ARHGAP32, LRCH1, ASB4, IGSF9B, TRIM31		7.92E-01

		ET		MF		GO:0004064~arylesterase activity		3		1.01E-02		PON3, PON2, PON1		7.92E-01

		IND		KEGG		bta05020:Prion disease		9		1.66E-01		SEM1, TUBA1D, HSPA1L, ATF6B, TUBB, CSNK2B, TNF, TUBA4A, HSPA1A		7.98E-01

		AT		CC		GO:0005912~adherens junction		7		2.18E-02		CTNND1, PKP2, CTNNA1, LPXN, CDH13, SHROOM1, NECTIN3		8.1E-01

		AT		CC		GO:0016020~membrane		84		2.54E-02		OR11L1, TENM2, MS4A3, SLC44A2, MS4A7, OR2M4, ICAM3, ICAM4, ICAM5, PKD2L2, TXNDC15, PCSK4, OR2T11, ICAM1, GHR, C21H14ORF132, MGC137030, SLC25A48, STK11, LRRTM4, PALM, OSBP, BDKRB2, RAC2, BDKRB1, OR4D9, MS4A14, MADCAM1, MS4A13, GAL3ST2, OR4D6, OR5B2, STUM, EPHA5, TRPC7, CD96, GPR35, LIFR, TYK2, OSMR, ALG10, SSTR3, ARHGAP45, OR2T4, FAM210A, OR2T2, OR10V1, OR2L13, TMEM259, OR2B11, VDAC1, OR5A1, PLPP2, OR2G6, CATSPER3, OR2G3, NRXN1, CSF2RB, SLC38A11, HMMR, CSF2RA, LYPD8, MC2R, OR2W3, KISS1R, NLRP3, SMIM32, S1PR5, CSMD1, TMEM132D, OR2T27, OR6F1, PLK5, DNAH14, ABCA7, IGSF11, EFNA2, SYT10, IL2RB, MC5R, OR4D11, C7H5ORF15, NECTIN3, HCN2		8.1E-01

		AT		CC		GO:0016342~catenin complex		4		3.22E-02		APC2, CTNND1, CTNNA1, CDH13		8.1E-01

		AT		CC		GO:0005739~mitochondrion		24		3.42E-02		ACAD8, MPST, HSPA9, DTYMK, GLYATL2, PARP1, GPX4, HSPA4, MTERF4, PYCR2, GLYAT, FAM210A, SLC25A48, STK11, ILF3, TST, OXCT1, FDX2, ATG4B, NLRP3, D2HGDH, VDAC1, GAT, ATG4D		8.1E-01

		AT		CC		GO:0042995~cell projection		6		3.54E-02		ENAH, EGFLAM, NRXN1, RAC2, NRXN3, LPXN		8.1E-01

		AT		CC		GO:0043235~receptor complex		7		3.94E-02		RNMT, IL3RA, LIFR, GFRA3, OSMR, CSF2RA		8.1E-01

		AT		CC		GO:0031410~cytoplasmic vesicle		8		3.99E-02		SERPINA3, SERPINA3-3, SERPINA3-1, RAC2, ATG4B, KIF1A, SERPINA3-8, MPEG1		8.1E-01

		AT		CC		GO:0005615~extracellular space		34		4.04E-02		SERPINA3, CNTF, TMPRSS6, WNT8A, ELFN2, CXCL14, FSTL4, SERPINA5, LYPD8, FSTL3, GHR, C6, C7, LRRTM4, C9, C1QTNF6, LRRTM2, SPOCK1, LEFTY2, ELANE, SERPINA3-3, SERPINA3-1, RTN4RL2, AZU1, CRNN, GDF9, GDNF, TCN1, IL9, SERPING1, PRTN3, TGFBI, SERPINA3-8, PAPPA2		8.1E-01

		ET		CC		GO:0016327~apicolateral plasma membrane		3		6.55E-02		CRB2, PALM, FZD6		8.07E-01

		ET		KEGG		bta00980:Metabolism of xenobiotics by cytochrome P450		5		2.25E-01		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		8.08E-01

		ET		MF		GO:0042826~histone deacetylase binding		8		1.16E-02		YWHAE, GCM1, NIPBL, MIER2, SMYD4, MEF2D, HIC1, SMG5		8.18E-01

		ET		KEGG		bta04218:Cellular senescence		9		2.34E-01		RB1, BOLA-NC1, JSP.1, MRE11, CDK6, VDAC1, BOLA, PPID, MGC126945		8.27E-01

		ET		KEGG		bta04520:Adherens junction		6		2.39E-01		TCF7, CSNK2B, CTNNA1, KRIT1, CTNNB1, CTNNA2		8.36E-01

		AT		KEGG		bta05020:Prion disease		13		1.08E-02		EGR1, NDUFA10, NCF4, UQCR11, ATP5F1D, GRIN3B, C6, C7, NDUFS7, UQCRQ, C9, RAC2, VDAC1		8.4E-01

		IND		KEGG		bta05200:Pathways in cancer		14		1.82E-01		NTRK1, ARHGEF11, WNT10A, MMP1, NOTCH4, WNT6, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, E2F2, BIRC2, BIRC3		8.40E-01

		IND		KEGG		bta05208:Chemical carcinogenesis - reactive oxygen species		8		1.83E-01		CBR1, GSTA5, GSTA4, GSTA3, MGC127133, GSTA2, GSTA1, EPHX4		8.40E-01

		IND		KEGG		bta00590:Arachidonic acid metabolism		4		1.89E-01		CBR1, MGC127133, TBXAS1, CBR3		8.53E-01

		ET		BP		GO:0007420~brain development		12		9.27E-03		CX3CR1, NIPBL, RELN, ABCB6, CNTN5, BGLAP, STK36, SLC23A1, PBX2, MEIS2, CDK5R2		8.53E-01

		ET		KEGG		bta05203:Viral carcinogenesis		12		2.48E-01		RB1, YWHAE, BOLA-NC1, JSP.1, CDK6, ATF6B, MRPS18B, CCR8, BOLA, GTF2H4, HDAC9, MGC126945		8.55E-01

		ET		BP		GO:0007275~multicellular organism development		12		9.73E-03		NTRK1, DDR1, WNT6, WNT10A, NOTCH4, INSRR, IHH, WNT8A, DKK1, FSTL4, FSTL3, LENEP		8.57E-01

		ET		KEGG		bta04657:IL-17 signaling pathway		6		2.53E-01		MMP13, MMP1, MMP3, IL17F, TNF, IL17A		8.61E-01

		ET		KEGG		bta05010:Alzheimer disease		19		2.59E-01		APC2, WNT10A, TUBB, FZD6, WNT8A, UQCR11, ATP5F1D, TNF, DKK1, AGER, SEM1, PSMB7, WNT6, NDUFS7, UQCRQ, CSNK2B, CTNNB1, VDAC1, PPID		8.71E-01

		IND		KEGG		bta04141:Protein processing in endoplasmic reticulum		6		1.97E-01		DNAJB2, HSPA1L, ATF6B, UBE2D1, RNF5, HSPA1A		8.73E-01

		ET		CC		GO:0030127~COPII vesicle coat		3		7.48E-02		SEC24A, SAR1B, NES		8.75E-01

		ET		CC		GO:0005667~transcription regulator complex		10		7.51E-02		GCM1, PROP1, HAX1, TFAP2D, ONECUT3, CTNNB1, ZSCAN12, PBXIP1, TCF3, BARX2		8.75E-01

		IND		BP		GO:0042127~regulation of cell population proliferation		6		1.64E-02		CXCL10, TFAP2B, CXCL9, CXCL11, MMP7, TFAP2D		8.85E-01

		ET		MF		GO:0019957~C-C chemokine binding		5		1.43E-02		CX3CR1, CXCR1, CXCR2, RXFP4, CCR8		8.96E-01

		ET		MF		GO:0043027~cysteine-type endopeptidase inhibitor activity involved in apoptotic process		4		1.71E-02		VIL1, PRDX3, BIRC2, BIRC3		8.96E-01

		ET		MF		GO:0005102~signaling receptor binding		13		1.96E-02		BTNL9, BOLA-NC1, MOG, BTNL2, NRG2, MIC1, MGC126945, JSP.1, MYO1C, PRTN3, EGFL8, BOLA, MBL2		8.96E-01

		ET		MF		GO:0016493~C-C chemokine receptor activity		5		2.23E-02		CX3CR1, CXCR1, CXCR2, RXFP4, CCR8		8.96E-01

		ET		MF		GO:0004364~glutathione transferase activity		5		2.23E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		8.96E-01

		ET		MF		GO:0005248~voltage-gated sodium channel activity		4		2.32E-02		HCN3, SCN11A, SCN5A, HCN2		8.96E-01

		ET		MF		GO:0031625~ubiquitin protein ligase binding		13		2.36E-02		YWHAE, RB1, CAMLG, HSPA1L, UBE2D2, NEK6, FZD6, SMAD5, SMG5, SYT11, SCN5A, CRK, HSPA1A		8.96E-01

		ET		MF		GO:0061630~ubiquitin protein ligase activity		19		2.63E-02		TRIM40, TRIM41, TRIM52, ANKIB1, RNF25, JADE2, DCST1, RNF5, RMND5B, RNF126, TRIM7, RNF39, TRIM58, TRIM15, TRIM27, TRIM31, TRIM10, BIRC2, BIRC3		8.96E-01

		ET		MF		GO:0030552~cAMP binding		4		2.66E-02		HCN3, RAPGEF2, PRKG1, HCN2		8.96E-01

		ET		MF		GO:0035591~signaling adaptor activity		5		2.71E-02		YWHAE, HAX1, NLRP3, CRK, MYD88		8.96E-01

		ET		MF		GO:0044325~transmembrane transporter binding		8		2.73E-02		RIMS2, YWHAE, RIMS1, SCN10A, AKAP9, VDAC1, SCN5A, CBARP		8.96E-01

		ET		MF		GO:0004222~metalloendopeptidase activity		10		2.79E-02		MMP12, MMP7, MMP13, MMP27, ADAM15, ADAMTSL5, MMP1, MMP3, MMP8, MMP20		8.96E-01

		IND		MF		GO:0045236~CXCR chemokine receptor binding		3		2.75E-02		CXCL10, CXCL9, CXCL11		9.00E-01

		IND		MF		GO:0005125~cytokine activity		9		2.88E-02		WNT6, WNT10A, NCR3, LTA, IL17F, LTB, INHA, TNF, IL17A		9.00E-01

		IND		MF		GO:0000978~RNA polymerase II cis-regulatory region sequence-specific DNA binding		29		3.25E-02		YAP1, GCM1, GMEB1, ATF6B, SATB1, ZSCAN9, ZSCAN31, ZKSCAN8, E2F2, ZSCAN12, ZNF644, OTX1, ZKSCAN4, MEF2D, ZNF389, ZSCAN16, TFAP2B, ZNF165, ZNF142, FKBPL, EN1, PBX2, GRHL3, ZBTB12, POU5F1, FOXP2, ZNF436, ZSCAN26, ZNF311		9.00E-01

		IND		MF		GO:0043027~cysteine-type endopeptidase inhibitor activity involved in apoptotic process		3		3.48E-02		VIL1, BIRC2, BIRC3		9.00E-01

		IND		CC		GO:0009986~cell surface		12		4.78E-02		FCRL1, NTRK1, TGFBR3, ATP5IF1, WNT6, NOTCH4, BOLA-DRA, AAMP, AREG, TNF, EGFL8, TNS1		9.01E-01

		ET		KEGG		bta04010:MAPK signaling pathway		14		2.76E-01		NTRK1, HSPA1L, TNF, EFNA4, EFNA1, EFNA3, EFNA2, GDNF, PDGFD, RAPGEF2, CRK, FGF22, MYD88, HSPA1A		9.08E-01

		ET		KEGG		bta04621:NOD-like receptor signaling pathway		10		2.78E-01		YWHAE, CASP4, CASP1, CARD6, NLRP3, VDAC1, TNF, MYD88, BIRC2, BIRC3		9.08E-01

		ET		KEGG		bta05215:Prostate cancer		6		2.80E-01		RB1, PDGFD, INSRR, TCF7, MMP3, CTNNB1		9.08E-01

		IND		KEGG		bta04211:Longevity regulating pathway		4		2.12E-01		ATF6B, EHMT2, SESN2, PRKAG3		9.09E-01

		IND		KEGG		bta04142:Lysosome		5		2.34E-01		SCARB2, SLC11A1, FUCA1, NEU1, PPT2		9.09E-01

		IND		KEGG		bta04550:Signaling pathways regulating pluripotency of stem cells		5		2.53E-01		WNT6, WNT10A, ID3, OTX1, POU5F1		9.09E-01

		IND		KEGG		bta05203:Viral carcinogenesis		7		2.55E-01		BOLA-NC1, JSP.1, ATF6B, MRPS18B, BOLA, GTF2H4, MGC126945		9.09E-01

		IND		KEGG		bta05202:Transcriptional misregulation in cancer		6		2.74E-01		NTRK1, FEV, PRCC, MMP3, BIRC2, BIRC3		9.09E-01

		IND		KEGG		bta01212:Fatty acid metabolism		3		2.79E-01		MECR, ELOVL5, PPT2		9.09E-01

		IND		KEGG		bta04213:Longevity regulating pathway - multiple species		3		2.92E-01		HSPA1L, PRKAG3, HSPA1A		9.09E-01

		IND		KEGG		bta04936:Alcoholic liver disease		5		3.04E-01		C4A, TNF, PRKAG3, C2, IL17A		9.09E-01

		IND		KEGG		bta05171:Coronavirus disease - COVID-19		8		3.26E-01		C4A, CXCL10, MMP1, MMP3, RPL11, TNF, CFB, C2		9.09E-01

		IND		KEGG		bta04218:Cellular senescence		5		3.28E-01		BOLA-NC1, JSP.1, E2F2, BOLA, MGC126945		9.09E-01

		IND		KEGG		bta04150:mTOR signaling pathway		5		3.32E-01		WNT6, WNT10A, ATP6V1G2, SESN2, TNF		9.09E-01

		IND		KEGG		bta05167:Kaposi sarcoma-associated herpesvirus infection		6		3.49E-01		BOLA-NC1, JSP.1, E2F2, BOLA, MIC1, MGC126945		9.09E-01

		IND		KEGG		bta01100:Metabolic pathways		32		3.67E-01		CHPF, GALNT15, EHMT2, MGC127133, PIGP, AGPAT1, AACS, HMGCL, ABHD16A, HLCS, MGAT5, NEU1, GMPPA, PGK2, CBR3, CBR1, ATP6V1G2, MECR, ELOVL5, IPMK, CYP27A1, GALE, GSTA5, GSTA4, GSTA3, GSTA2, MTHFD2L, TBXAS1, GSTA1, PPT2, PLCD4, LDHAL6B		9.09E-01

		IND		KEGG		bta04620:Toll-like receptor signaling pathway		4		3.69E-01		CXCL10, CXCL9, CXCL11, TNF		9.09E-01

		IND		KEGG		bta04530:Tight junction		5		3.91E-01		TUBA1D, ARPC2, CLDN14, TUBA4A, PRKAG3		9.09E-01

		IND		KEGG		bta05133:Pertussis		3		4.01E-01		C4A, TNF, C2		9.09E-01

		IND		KEGG		bta05417:Lipid and atherosclerosis		6		4.21E-01		HSPA1L, MMP1, MMP3, TNF, AGER, HSPA1A		9.09E-01

		IND		KEGG		bta05206:MicroRNAs in cancer		7		4.23E-01		TNXB, MIR375, NOTCH4, MIR26B, E2F2, MIR133B, MIR206		9.09E-01

		IND		KEGG		bta03040:Spliceosome		7		4.33E-01		HSPA1L, DDX39B, DHX16, SRSF4, SRSF10, HSPA1A, LSM2		9.09E-01

		IND		KEGG		bta04062:Chemokine signaling pathway		5		4.35E-01		CXCL10, CXCL9, CXCL11, CXCR1, CXCR2		9.09E-01

		IND		KEGG		bta04915:Estrogen signaling pathway		4		4.45E-01		GABBR1, HSPA1L, ATF6B, HSPA1A		9.09E-01

		IND		KEGG		bta04012:ErbB signaling pathway		3		4.50E-01		BTC, AREG, EREG		9.09E-01

		IND		KEGG		bta04115:p53 signaling pathway		3		4.56E-01		CCNG2, SESN2, RCHY1		9.09E-01

		IND		KEGG		bta05010:Alzheimer disease		9		4.74E-01		SEM1, TUBA1D, WNT6, WNT10A, TUBB, CSNK2B, TNF, AGER, TUBA4A		9.09E-01

		IND		KEGG		bta04540:Gap junction		3		4.85E-01		TUBA1D, TUBB, TUBA4A		9.09E-01

		IND		KEGG		bta04610:Complement and coagulation cascades		3		4.90E-01		C4A, CFB, C2		9.09E-01

		IND		KEGG		bta04814:Motor proteins		5		4.92E-01		DYNC2H1, TUBA1D, TUBB, TUBA4A, DYNC1I1		9.09E-01

		IND		KEGG		bta05224:Breast cancer		4		5.00E-01		WNT6, WNT10A, NOTCH4, E2F2		9.09E-01

		IND		KEGG		bta05222:Small cell lung cancer		3		5.24E-01		E2F2, BIRC2, BIRC3		9.09E-01

		IND		KEGG		bta05215:Prostate cancer		3		5.24E-01		INSRR, MMP3, E2F2		9.09E-01

		IND		KEGG		bta04934:Cushing syndrome		4		5.30E-01		WNT6, WNT10A, ATF6B, E2F2		9.09E-01

		IND		KEGG		bta04933:AGE-RAGE signaling pathway in diabetic complications		3		5.40E-01		PLCD4, TNF, AGER		9.09E-01

		IND		KEGG		bta04120:Ubiquitin mediated proteolysis		4		5.43E-01		UBE2D1, RCHY1, BIRC2, BIRC3		9.09E-01

		IND		KEGG		bta05410:Hypertrophic cardiomyopathy		3		5.45E-01		DES, TNF, PRKAG3		9.09E-01

		IND		KEGG		bta05162:Measles		4		5.49E-01		HSPA1L, CSNK2B, RCHY1, HSPA1A		9.09E-01

		IND		KEGG		bta04110:Cell cycle		4		5.55E-01		ORC5, MCM3, E2F2, CDC7		9.09E-01

		IND		KEGG		bta05022:Pathways of neurodegeneration - multiple diseases		10		5.57E-01		SEM1, TUBA1D, RAB1A, WNT6, WNT10A, TUBB, CSNK2B, TNF, AGER, TUBA4A		9.09E-01

		IND		KEGG		bta04931:Insulin resistance		3		5.81E-01		PPP1R3A, TNF, PRKAG3		9.09E-01

		IND		KEGG		bta04010:MAPK signaling pathway		6		6.14E-01		NTRK1, HSPA1L, AREG, TNF, HSPA1A, EREG		9.09E-01

		IND		KEGG		bta04310:Wnt signaling pathway		4		6.15E-01		WNT6, WNT10A, MMP7, CSNK2B		9.09E-01

		IND		KEGG		bta05160:Hepatitis C		4		6.26E-01		CXCL10, CLDN14, E2F2, TNF		9.09E-01

		IND		KEGG		bta05170:Human immunodeficiency virus 1 infection		5		6.31E-01		BOLA-NC1, JSP.1, BOLA, TNF, MGC126945		9.09E-01

		IND		KEGG		bta04926:Relaxin signaling pathway		3		6.80E-01		MMP13, ATF6B, MMP1		9.09E-01

		IND		KEGG		bta04510:Focal adhesion		4		7.02E-01		TNXB, RELN, BIRC2, BIRC3		9.09E-01

		IND		KEGG		bta05205:Proteoglycans in cancer		4		7.05E-01		WNT6, WNT10A, IHH, TNF		9.09E-01

		IND		KEGG		bta04910:Insulin signaling pathway		3		7.11E-01		FLOT1, PPP1R3A, PRKAG3		9.09E-01

		IND		KEGG		bta05014:Amyotrophic lateral sclerosis		7		7.35E-01		SEM1, TUBA1D, RAB1A, TUBB, NUP54, TNF, TUBA4A		9.09E-01

		IND		KEGG		bta05226:Gastric cancer		3		7.59E-01		WNT6, WNT10A, E2F2		9.09E-01

		IND		KEGG		bta04072:Phospholipase D signaling pathway		3		7.59E-01		CXCR1, CXCR2, AGPAT1		9.09E-01

		IND		KEGG		bta04650:Natural killer cell mediated cytotoxicity		3		7.95E-01		NCR3, TNF, MIC1		9.09E-01

		IND		KEGG		bta04022:cGMP-PKG signaling pathway		3		8.11E-01		OPRD1, ATF6B, MEF2D		9.09E-01

		IND		KEGG		bta04151:PI3K-Akt signaling pathway		6		8.27E-01		NTRK1, TNXB, RELN, ATF6B, AREG, EREG		9.09E-01

		IND		KEGG		bta05161:Hepatitis B		3		8.37E-01		ATF6B, E2F2, TNF		9.09E-01

		IND		KEGG		bta04217:Necroptosis		3		8.46E-01		TNF, BIRC2, BIRC3		9.09E-01

		IND		KEGG		bta04621:NOD-like receptor signaling pathway		3		8.68E-01		TNF, BIRC2, BIRC3		9.09E-01

		IND		KEGG		bta05012:Parkinson disease		4		9.08E-01		SEM1, TUBA1D, TUBB, TUBA4A		9.09E-01

		IND		KEGG		bta04810:Regulation of actin cytoskeleton		3		9.19E-01		ARPC2, INSRR, IQGAP3		9.19E-01

		IND		KEGG		bta04080:Neuroactive ligand-receptor interaction		5		9.20E-01		OPRD1, GABBR1, CNR2, HTR1D, PTAFR		9.20E-01

		IND		CC		GO:0001891~phagocytic cup		3		5.25E-02		PEAR1, AIF1, TNF		9.24E-01

		ET		KEGG		bta04933:AGE-RAGE signaling pathway in diabetic complications		6		3.01E-01		EGR1, COL1A2, PLCD4, TNF, AGER, PLCD1		9.24E-01

		ET		KEGG		bta04916:Melanogenesis		6		3.08E-01		WNT6, WNT10A, TCF7, FZD6, WNT8A, CTNNB1		9.24E-01

		ET		KEGG		bta05205:Proteoglycans in cancer		10		3.11E-01		WNT6, WNT10A, COL1A2, FZD6, IHH, WNT8A, CTNNB1, SDC1, TNF, HBEGF		9.24E-01

		ET		KEGG		bta05220:Chronic myeloid leukemia		5		3.13E-01		RB1, SHC2, CDK6, SHC1, CRK		9.24E-01

		ET		KEGG		bta04072:Phospholipase D signaling pathway		8		3.13E-01		SHC2, CXCR1, SHC1, LPAR6, PDGFD, CXCR2, AGPAT1, PLPP2		9.24E-01

		ET		KEGG		bta04530:Tight junction		9		3.16E-01		PPP2CA, STK11, PRKAA1, ARPC2, HSPA4, RAPGEF2, ARHGEF2, PRKAG3, JAM3		9.24E-01

		ET		KEGG		bta04820:Cytoskeleton in muscle cells		11		3.16E-01		SGCE, COL1A2, ACTC1, MYOT, TPM3, LMNA, XIRP1, SDC1, PDLIM7, THBS3, ITGA9		9.24E-01

		ET		KEGG		bta05135:Yersinia infection		8		3.25E-01		FYB1, ARPC2, CASP1, NLRP3, TNF, DOCK1, CRK, MYD88		9.24E-01

		ET		KEGG		bta05144:Malaria		4		3.34E-01		SDC1, TNF, MYD88, THBS3		9.24E-01

		ET		KEGG		bta05152:Tuberculosis		10		3.36E-01		HSPA9, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF, MYD88		9.24E-01

		ET		KEGG		bta01521:EGFR tyrosine kinase inhibitor resistance		5		3.37E-01		SHC2, SHC1, PDGFD, NRG2, IL6R		9.24E-01

		ET		KEGG		bta04668:TNF signaling pathway		7		3.47E-01		ATF6B, MMP3, LTA, IFI47, TNF, BIRC2, BIRC3		9.24E-01

		ET		KEGG		bta04120:Ubiquitin mediated proteolysis		8		3.54E-01		CDC34, CDC23, UBE2B, UBE2Q1, UBE2D2, BIRC2, BIRC3, SKP1		9.24E-01

		ET		KEGG		bta05414:Dilated cardiomyopathy		6		3.58E-01		SGCE, ACTC1, TPM3, LMNA, TNF, ITGA9		9.24E-01

		ET		KEGG		bta05417:Lipid and atherosclerosis		11		3.58E-01		HSPA1L, HSPA4, MMP1, MMP3, CASP1, NLRP3, APOB, TNF, AGER, MYD88, HSPA1A		9.24E-01

		ET		KEGG		bta04012:ErbB signaling pathway		5		3.70E-01		SHC2, SHC1, NRG2, CRK, HBEGF		9.24E-01

		ET		KEGG		bta04213:Longevity regulating pathway - multiple species		4		3.73E-01		PRKAA1, HSPA1L, PRKAG3, HSPA1A		9.24E-01

		ET		KEGG		bta05207:Chemical carcinogenesis - receptor activation		10		3.77E-01		RB1, PAQR8, CHRNB2, GSTA5, GSTA4, ATF6B, GSTA3, GSTA2, GSTA1, FGF22		9.24E-01

		ET		KEGG		bta05170:Human immunodeficiency virus 1 infection		11		3.78E-01		GNGT1, BOLA-NC1, JSP.1, CDC25C, BOLA, GNG11, TNF, CRK, MYD88, SKP1, MGC126945		9.24E-01

		ET		KEGG		bta04915:Estrogen signaling pathway		7		3.79E-01		SHC2, GABBR1, HSPA1L, ATF6B, SHC1, HSPA1A, HBEGF		9.24E-01

		ET		KEGG		bta04910:Insulin signaling pathway		7		3.85E-01		SHC2, PRKAA1, PKLR, SHC1, FLOT1, CRK, PRKAG3		9.24E-01

		ET		KEGG		bta04014:Ras signaling pathway		11		3.88E-01		GNGT1, EFNA1, NTRK1, EFNA3, SHC2, EFNA2, SHC1, PDGFD, GNG11, EFNA4, FGF22		9.24E-01

		ET		KEGG		bta04148:Efferocytosis		8		3.89E-01		CX3CR1, PTGER4, BSG, CASP1, DOCK1, AGER, CRK, SCARF1		9.24E-01

		ET		KEGG		bta04211:Longevity regulating pathway		5		4.03E-01		STK11, PRKAA1, ATF6B, EHMT2, PRKAG3		9.24E-01

		ET		KEGG		bta04540:Gap junction		5		4.19E-01		GJD2, PDGFD, TUBB, HTR2A, PRKG1		9.24E-01

		ET		KEGG		bta05032:Morphine addiction		5		4.19E-01		GNGT1, GABBR1, GRK5, GRK6, GNG11		9.24E-01

		ET		KEGG		bta05033:Nicotine addiction		3		4.22E-01		CHRNB2, GRIN3B, GRIA4		9.24E-01

		ET		KEGG		bta04623:Cytosolic DNA-sensing pathway		5		4.35E-01		CASP1, POLR2E, NLRP3, ADAR, DDX41		9.24E-01

		ET		KEGG		bta01522:Endocrine resistance		5		4.43E-01		RB1, SHC2, SHC1, NOTCH4, HBEGF		9.24E-01

		ET		KEGG		bta04919:Thyroid hormone signaling pathway		6		4.44E-01		NOTCH4, CTNNB1, MED4, MED16, PLCD4, PLCD1		9.24E-01

		ET		KEGG		bta03440:Homologous recombination		3		4.46E-01		SEM1, MRE11, RPA1		9.24E-01

		ET		KEGG		bta05219:Bladder cancer		3		4.58E-01		RB1, MMP1, HBEGF		9.24E-01

		ET		KEGG		bta04932:Non-alcoholic fatty liver disease		8		4.60E-01		PRKAA1, PKLR, NDUFS7, UQCRQ, UQCR11, IL6R, TNF, PRKAG3		9.24E-01

		ET		KEGG		bta05222:Small cell lung cancer		5		4.75E-01		RB1, CDK6, BIRC2, BIRC3, CKS1B		9.24E-01

		ET		KEGG		bta05022:Pathways of neurodegeneration - multiple diseases		20		4.86E-01		APC2, WNT10A, TUBB, FZD6, WNT8A, UQCR11, ATP5F1D, TNF, DKK1, AGER, SEM1, PSMB7, WNT6, NDUFS7, UQCRQ, CSNK2B, CTNNB1, VDAC1, PPID, GRIA4		9.24E-01

		ET		KEGG		bta04920:Adipocytokine signaling pathway		4		4.88E-01		STK11, PRKAA1, TNF, PRKAG3		9.24E-01

		ET		KEGG		bta04920:Adipocytokine signaling pathway		4		4.88E-01		STK11, PRKAA1, TNF, PRKAG3		9.24E-01

		ET		KEGG		bta05218:Melanoma		4		4.97E-01		RB1, CDK6, PDGFD, FGF22		9.24E-01

		ET		KEGG		bta05014:Amyotrophic lateral sclerosis		16		4.98E-01		NUP155, TUBB, UQCR11, NRG2, ATP5F1D, TNF, SEM1, PSMB7, NUP210L, NDUFS7, UQCRQ, CASP1, VDAC1, MATR3, UBQLN4, PFN3		9.24E-01

		ET		KEGG		bta05162:Measles		7		5.24E-01		CDK6, HSPA1L, CSNK2B, RACK1, ADAR, MYD88, HSPA1A		9.24E-01

		ET		KEGG		bta04979:Cholesterol metabolism		3		5.28E-01		CYP27A1, VDAC1, APOB		9.24E-01

		ET		KEGG		bta05214:Glioma		4		5.32E-01		RB1, SHC2, CDK6, SHC1		9.24E-01

		ET		KEGG		bta04080:Neuroactive ligand-receptor interaction		15		5.42E-01		CHRNB2, PTGER4, PAQR6, GABBR1, VIPR2, RXFP4, GPR83, HTR2A, RXFP1, NPS, GRIN3B, CALCR, LPAR6, KISS1R, GRIA4		9.24E-01

		ET		KEGG		bta04975:Fat digestion and absorption		3		5.49E-01		APOB, AGPAT1, PLPP2		9.24E-01

		ET		KEGG		bta05202:Transcriptional misregulation in cancer		8		5.72E-01		NTRK1, FEV, PRCC, MMP3, TCF3, ELANE, BIRC2, BIRC3		9.24E-01

		ET		KEGG		bta04371:Apelin signaling pathway		6		5.84E-01		GNGT1, EGR1, PRKAA1, MEF2D, GNG11, PRKAG3		9.24E-01

		ET		KEGG		bta00510:N-Glycan biosynthesis		3		5.91E-01		DPM3, MGAT5, MGAT1		9.24E-01

		ET		KEGG		bta05208:Chemical carcinogenesis - reactive oxygen species		10		6.02E-01		GSTA5, GSTA4, NDUFS7, UQCRQ, GSTA3, GSTA2, GSTA1, VDAC1, UQCR11, ATP5F1D		9.24E-01

		ET		KEGG		bta05208:Chemical carcinogenesis - reactive oxygen species		10		6.02E-01		GSTA5, GSTA4, NDUFS7, UQCRQ, GSTA3, GSTA2, GSTA1, VDAC1, UQCR11, ATP5F1D		9.24E-01

		ET		KEGG		bta03420:Nucleotide excision repair		3		6.29E-01		RPA1, POLR2E, GTF2H4		9.24E-01

		ET		KEGG		bta01212:Fatty acid metabolism		3		6.29E-01		ELOVL5, PPT2, ACAA1		9.24E-01

		ET		KEGG		bta00240:Pyrimidine metabolism		3		6.29E-01		ENTPD3, DPYS, NT5C1B		9.24E-01

		ET		KEGG		bta05017:Spinocerebellar ataxia		6		6.33E-01		SEM1, PSMB7, GRIN3B, RELN, VDAC1, PUM2		9.24E-01

		ET		KEGG		bta04722:Neurotrophin signaling pathway		5		6.59E-01		NTRK1, YWHAE, SHC2, SHC1, CRK		9.24E-01

		ET		KEGG		bta04217:Necroptosis		7		6.64E-01		CASP1, NLRP3, VDAC1, TNF, PPID, BIRC2, BIRC3		9.24E-01

		ET		KEGG		bta00010:Glycolysis / Gluconeogenesis		3		6.73E-01		PKLR, PGK2, LDHAL6B		9.24E-01

		ET		KEGG		bta04114:Oocyte meiosis		5		6.77E-01		PPP2CA, YWHAE, CDC23, CDC25C, SKP1		9.24E-01

		ET		KEGG		bta04666:Fc gamma R-mediated phagocytosis		4		6.87E-01		ARPC2, PLPP2, DOCK1, CRK		9.24E-01

		ET		KEGG		bta00561:Glycerolipid metabolism		3		7.05E-01		ABHD16A, AGPAT1, PLPP2		9.24E-01

		ET		KEGG		bta04713:Circadian entrainment		4		7.06E-01		GNGT1, GNG11, PRKG1, GRIA4		9.24E-01

		ET		KEGG		bta00190:Oxidative phosphorylation		6		7.09E-01		ATP6V1G2, NDUFS7, UQCRQ, UQCR11, ATP5F1D, LHPP		9.24E-01

		ET		KEGG		bta05031:Amphetamine addiction		3		7.13E-01		GRIN3B, ATF6B, GRIA4		9.24E-01

		ET		KEGG		bta04714:Thermogenesis		9		7.22E-01		PRKAA1, KDM3B, NDUFS7, UQCRQ, UQCR11, ATP5F1D, ARID1B, PRKG1, PRKAG3		9.24E-01

		ET		KEGG		bta04728:Dopaminergic synapse		5		7.22E-01		GNGT1, PPP2CA, ATF6B, GNG11, GRIA4		9.24E-01

		ET		KEGG		bta04020:Calcium signaling pathway		9		7.34E-01		NTRK1, GRIN3B, GDNF, PDGFD, VDAC1, HTR2A, PLCD4, PLCD1, FGF22		9.24E-01

		ET		KEGG		bta04260:Cardiac muscle contraction		4		7.37E-01		ACTC1, UQCRQ, TPM3, UQCR11		9.24E-01

		ET		KEGG		bta05415:Diabetic cardiomyopathy		8		7.38E-01		COL1A2, NDUFS7, UQCRQ, PDK4, VDAC1, UQCR11, ATP5F1D, AGER		9.24E-01

		ET		KEGG		bta00562:Inositol phosphate metabolism		3		7.42E-01		INPP5K, PLCD4, PLCD1		9.24E-01

		ET		KEGG		bta04814:Motor proteins		7		7.48E-01		DYNC2H1, MYO1C, ACTC1, TPM3, TUBB, KIF20A, DYNC1I1		9.24E-01

		ET		KEGG		bta04210:Apoptosis		5		7.77E-01		NTRK1, LMNA, TNF, BIRC2, BIRC3		9.24E-01

		ET		KEGG		bta04724:Glutamatergic synapse		4		7.80E-01		GNGT1, GRIN3B, GNG11, GRIA4		9.24E-01

		ET		KEGG		bta04360:Axon guidance		6		7.81E-01		EFNA1, SEMA4A, EFNA3, EFNA2, EFNA4, GDF7		9.24E-01

		ET		KEGG		bta01200:Carbon metabolism		4		7.85E-01		SUCLA2, PKLR, ESD, PGK2		9.24E-01

		ET		KEGG		bta05160:Hepatitis C		6		7.85E-01		RB1, PPP2CA, YWHAE, CDK6, CTNNB1, TNF		9.24E-01

		ET		KEGG		bta04670:Leukocyte transendothelial migration		4		8.00E-01		CTNNA1, CTNNB1, CTNNA2, JAM3		9.24E-01

		ET		KEGG		bta04146:Peroxisome		3		8.03E-01		PMVK, PEX1, ACAA1		9.24E-01

		ET		KEGG		bta03083:Polycomb repressive complex		3		8.03E-01		UBE2D2, CSNK2B, SKP1		9.24E-01

		ET		KEGG		bta04723:Retrograde endocannabinoid signaling		5		8.07E-01		GNGT1, RIMS1, NDUFS7, GNG11, GRIA4		9.24E-01

		ET		KEGG		bta03320:PPAR signaling pathway		3		8.08E-01		CYP27A1, MMP1, ACAA1		9.24E-01

		ET		KEGG		bta04935:Growth hormone synthesis, secretion and action		4		8.09E-01		SHC2, ATF6B, SHC1, CRK		9.24E-01

		ET		KEGG		bta04911:Insulin secretion		3		8.13E-01		RIMS2, ATF6B, KCNN3		9.24E-01

		ET		KEGG		bta04261:Adrenergic signaling in cardiomyocytes		5		8.22E-01		PPP2CA, ACTC1, ATF6B, TPM3, SCN5A		9.24E-01

		ET		KEGG		bta04152:AMPK signaling pathway		4		8.34E-01		PPP2CA, STK11, PRKAA1, PRKAG3		9.24E-01

		ET		KEGG		bta04727:GABAergic synapse		3		8.42E-01		GNGT1, GABBR1, GNG11		9.24E-01

		ET		KEGG		bta05034:Alcoholism		7		8.46E-01		GNGT1, SHC2, GRIN3B, ATF6B, SHC1, GNG11, HDAC9		9.24E-01

		ET		KEGG		bta05210:Colorectal cancer		3		8.47E-01		APC2, TCF7, CTNNB1		9.24E-01

		ET		KEGG		bta04650:Natural killer cell mediated cytotoxicity		5		8.50E-01		SHC2, NCR3, SHC1, TNF, MIC1		9.24E-01

		ET		KEGG		bta05016:Huntington disease		10		8.64E-01		SEM1, PSMB7, NDUFS7, UQCRQ, TUBB, POLR2E, VDAC1, UQCR11, ATP5F1D, GRIA4		9.24E-01

		ET		KEGG		bta04613:Neutrophil extracellular trap formation		7		8.70E-01		CASP4, CASP1, VDAC1, AZU1, AGER, HDAC9, ELANE		9.24E-01

		ET		KEGG		bta04140:Autophagy - animal		5		8.75E-01		PPP2CA, STK11, PRKAA1, GORASP1, ATG9A		9.24E-01

		ET		KEGG		bta03008:Ribosome biogenesis in eukaryotes		3		8.78E-01		REXO1, CSNK2B, NHP2		9.24E-01

		ET		KEGG		bta05231:Choline metabolism in cancer		3		8.78E-01		SLC44A4, PDGFD, PLPP2		9.24E-01

		ET		KEGG		bta04142:Lysosome		4		8.82E-01		LAPTM4A, SLC11A1, NEU1, PPT2		9.24E-01

		ET		KEGG		bta04922:Glucagon signaling pathway		3		8.88E-01		PRKAA1, PRKAG3, LDHAL6B		9.24E-01

		ET		KEGG		bta04625:C-type lectin receptor signaling pathway		3		8.97E-01		CASP1, NLRP3, TNF		9.24E-01

		ET		KEGG		bta04931:Insulin resistance		3		9.09E-01		PRKAA1, TNF, PRKAG3		9.24E-01

		ET		KEGG		bta04137:Mitophagy - animal		3		9.09E-01		MTX1, ATG9A, CSNK2B		9.24E-01

		ET		KEGG		bta04750:Inflammatory mediator regulation of TRP channels		3		9.09E-01		NTRK1, PTGER4, HTR2A		9.24E-01

		ET		KEGG		bta01100:Metabolic pathways		51		9.13E-01		GALNT13, EHMT2, DPYS, ABHD16A, FLAD1, ACAA1, XYLB, GAMT, ATP6V1G2, GPX4, ENTPD3, PHYKPL, ELOVL5, ASH1L, CYP27A1, DPM3, NDUFS7, B4GALT7, PLPP2, PAFAH1B1, KMT2E, OAT, UQCR11, AGPAT1, SRR, NSD1, MGAT5, NEU1, ESD, PMVK, INPP5K, MGAT1, PCBD2, PGK2, AASDHPPT, FDPS, PKLR, CYP51A1, ATP5F1D, GSTA5, SUCLA2, GSTA4, UQCRQ, GSTA3, GSTA2, NT5C1B, GSTA1, PPT2, PLCD4, PLCD1, LDHAL6B		9.24E-01

		ET		KEGG		bta04066:HIF-1 signaling pathway		3		9.14E-01		PGK2, IL6R, LDHAL6B		9.24E-01

		ET		KEGG		bta03040:Spliceosome		8		9.15E-01		AQR, DDX46, HSPA1L, DDX39B, DHX16, PRPF8, HSPA1A, LSM2		9.24E-01

		ET		KEGG		bta04725:Cholinergic synapse		3		9.21E-01		GNGT1, CHRNB2, GNG11		9.24E-01

		ET		KEGG		bta05012:Parkinson disease		8		9.23E-01		SEM1, PSMB7, NDUFS7, UQCRQ, TUBB, VDAC1, UQCR11, ATP5F1D		9.24E-01

		ET		KEGG		bta05146:Amoebiasis		3		9.30E-01		COL1A2, C9, TNF		9.30E-01

		ET		KEGG		bta05142:Chagas disease		3		9.34E-01		PPP2CA, TNF, MYD88		9.34E-01

		ET		BP		GO:0050729~positive regulation of inflammatory response		7		1.11E-02		PTGER4, CASP4, CASP1, DEFB114, PBX2, NLRP3, TNF		9.35E-01

		ET		KEGG		bta03010:Ribosome		5		9.35E-01		RPS15, RPL14, RPSA, RPL37, MRPL24		9.35E-01

		ET		CC		GO:0016328~lateral plasma membrane		6		8.24E-02		SLC4A9, MYO1C, BSG, PALM, RHBG, IQGAP3		9.35E-01

		ET		KEGG		bta04726:Serotonergic synapse		3		9.36E-01		GNGT1, HTR2A, GNG11		9.36E-01

		ET		KEGG		bta03082:ATP-dependent chromatin remodeling		3		9.38E-01		MBD3, BRD8, ARID1B		9.38E-01

		ET		KEGG		bta03013:Nucleocytoplasmic transport		3		9.42E-01		NUP210L, NUP155, DDX39B		9.42E-01

		IND		KEGG		bta05016:Huntington disease		4		9.42E-01		SEM1, TUBA1D, TUBB, TUBA4A		9.42E-01

		IND		KEGG		bta04714:Thermogenesis		3		9.47E-01		KDM1A, ARID1B, PRKAG3		9.47E-01

		ET		KEGG		bta04022:cGMP-PKG signaling pathway		4		9.49E-01		ATF6B, VDAC1, MEF2D, PRKG1		9.49E-01

		IND		KEGG		bta04020:Calcium signaling pathway		3		9.50E-01		NTRK1, PTAFR, PLCD4		9.50E-01

		ET		KEGG		bta04068:FoxO signaling pathway		3		9.56E-01		STK11, PRKAA1, PRKAG3		9.56E-01

		ET		KEGG		bta05161:Hepatitis B		4		9.62E-01		RB1, ATF6B, TNF, MYD88		9.62E-01

		AT		MF		GO:0097602~cullin family protein binding		4		1.22E-02		KLHL3, KCTD17, SKP1, HNRNPA0		9.6E-01

		AT		CC		GO:0036126~sperm flagellum		4		5.33E-02		TEX33, IFT27, CEP192, NME5		9.7E-01

		AT		CC		GO:0098552~side of membrane		4		5.57E-02		EFNA2, GPC1, CDH13, LYPD8		9.7E-01

		ET		CC		GO:0005654~nucleoplasm		63		1.01E-01		PRR7, ZNF692, DAZAP1, SRA1, JADE2, NIPBL, STK11, GATAD1, PALM, DHX16, TRIM27, SCN5A, ARHGEF11, AQR, NFKBIL1, MRPS18B, CIRBP, ASH1L, MED4, ETV3, ARID1B, RNF126, CTDSP1, TRIM58, ZSCAN26, ZFPM2, DBN1, PPID, BIRC3, YAP1, RBM48, OAT, ABCB6, CRABP2, NOTCH4, PBXIP1, BARX2, PRDX3, MNT, MIER2, KHDC4, RDH14, ZKSCAN4, MEF2D, PDLIM7, DCAF13, MBD3, FDPS, EGR1, MPIG6B, NEK6, ARID3A, ZBTB12, HNRNPAB, SMAD5, PRRC2A, ARHGAP32, PROB1, CDK6, MYO1C, TCF3, ZNF354A, CENPQ		9.77E-01

		ET		CC		GO:0005697~telomerase holoenzyme complex		3		1.05E-01		NHP2, SMG5, SMG6		9.77E-01

		ET		CC		GO:0005794~Golgi apparatus		30		1.11E-01		SFTA2, GALNT13, HEPACAM2, C3H1ORF43, BARX2, PKHD1, SGCE, LAPTM4A, RAB25, RUSC1, MGAT5, RAB24, MGAT1, PRKG1, JAM3, APC2, TMED9, MPIG6B, ATG9A, ASH1L, CASD1, ZDHHC14, ARHGAP32, GORASP1, TMBIM1, ARHGEF2, KIF20A, B4GALT7, ITM2B, BET1		9.77E-01

		ET		CC		GO:0031965~nuclear membrane		9		1.13E-01		RAP1GAP2, TMEM168, HAX1, NUP155, NRM, TRIM27, CLIC1, PUM2, PAFAH1B1		9.77E-01

		ET		CC		GO:0071013~catalytic step 2 spliceosome		7		1.17E-01		AQR, DHX16, KLHL3, DDX41, PRPF8, LSM2, HNRNPA0		9.77E-01

		ET		CC		GO:0005938~cell cortex		7		1.17E-01		ARHGAP32, MYO1C, HAX1, GLRX3, CTNNB1, IQGAP3, PAFAH1B1		9.77E-01

		ET		CC		GO:0030027~lamellipodium		8		1.19E-01		VIL1, HAX1, ACTC1, CTNNA1, PEAR1, AIF1, PDLIM7, DBN1		9.77E-01

		ET		CC		GO:0001726~ruffle		5		1.21E-01		VIL1, CDK6, INPP5K, PDLIM7, DBN1		9.77E-01

		ET		CC		GO:0001518~voltage-gated sodium channel complex		3		1.27E-01		SCN10A, SCN11A, SCN5A		9.77E-01

		ET		CC		GO:0005925~focal adhesion		9		1.32E-01		CNN2, MDC1, SHC1, XIRP1, MRPS18B, MISP, PDLIM7, DBN1, TNS1		9.77E-01

		ET		CC		GO:0030141~secretory granule		5		1.57E-01		PTPRN2, SCG5, FSTL4, ELANE, CBARP		9.77E-01

		ET		CC		GO:0032587~ruffle membrane		5		1.57E-01		MYO1C, PSD2, INPP5K, ARHGEF2, AIF1		9.77E-01

		ET		CC		GO:0016324~apical plasma membrane		13		1.67E-01		PKHD1, CRB2, MUC1, HAX1, SLC44A4, SLC23A1, SLC34A1, FZD6, RAPGEF2, SHROOM1, OSMR, IL6R		9.77E-01

		ET		CC		GO:0000922~spindle pole		6		1.72E-01		PPP2CA, PLK5, NEK6, EFHC1, CTNNB1, DYNC1I1		9.77E-01

		ET		CC		GO:0032993~protein-DNA complex		3		1.72E-01		FKBPL, ATF6B, CTNNB1		9.77E-01

		ET		CC		GO:0010008~endosome membrane		7		1.79E-01		DCSTAMP, ABHD17A, SLC11A1, VPS53, TMBIM1, RILP, ITM2B		9.77E-01

		ET		CC		GO:0016342~catenin complex		4		1.81E-01		APC2, CTNNA1, CTNNB1, CTNNA2		9.77E-01

		ET		CC		GO:0005881~cytoplasmic microtubule		4		1.81E-01		APC2, ODF3L2, REEP2, PAFAH1B1		9.77E-01

		ET		CC		GO:0031982~vesicle		5		1.82E-01		MYO1C, HSPA1L, SLC34A1, DYNC1I1, HSPA1A		9.77E-01

		ET		CC		GO:0042470~melanosome		5		2.16E-01		YWHAE, ATP6V1G2, SERPINF1, FLOT1, MYRIP		9.77E-01

		ET		CC		GO:0042645~mitochondrial nucleoid		3		2.20E-01		VDAC1, MTERF1, POLRMT		9.77E-01

		ET		CC		GO:0005783~endoplasmic reticulum		28		2.22E-01		YWHAE, CATSPER3, CRABP2, NOTCH4, ZFAND2B, GPR85, AGPAT1, RNF5, PKHD1, NLRP3, INPP5K, HS1BP3, RDH14, SCN5A, SIL1, CLIC1, TMED9, MPIG6B, ELOVL5, SSR2, ZDHHC14, TMEM259, REEP2, TMBIM1, REEP6, RETREG2, PLPP2, PLCD4		9.77E-01

		ET		CC		GO:0000307~cyclin-dependent protein kinase holoenzyme complex		3		2.69E-01		CDK6, CNPPD1, CKS1B		9.77E-01

		ET		CC		GO:0043235~receptor complex		8		2.74E-01		NTRK1, DDR1, PTPRN2, FCRL5, LIFR, GFRA3, OSMR, IL6R		9.77E-01

		ET		CC		GO:0005739~mitochondrion		37		2.79E-01		NAXE, ETFDH, C3H1ORF43, PRDX3, SLC25A48, STK11, MSTO1, CASP4, PDK4, CASP1, NLRP3, HS1BP3, VARS2, SLC25A44, IER3, HSPA9, GLYATL3, GPX4, PHYKPL, HSPA4, ATG9A, MMP3, MRPS18B, OXR1, MRPL24, SLC25A38, CYP27A1, PNKD, HAX1, SUCLA2, WDR81, DDAH2, SFXN4, VDAC1, SLC25A32, DAP3, LDHAL6B		9.77E-01

		ET		CC		GO:0035861~site of double-strand break		5		2.80E-01		MDC1, MRE11, WDR70, ARPC2, RPA1		9.77E-01

		ET		CC		GO:0005743~mitochondrial inner membrane		15		2.82E-01		ETFDH, MRPS18B, UQCR11, EXOG, BCS1L, MRPL24, TMEM242, SLC25A38, CYP27A1, SLC25A48, SLC22A14, NDUFS7, SFXN4, DAP3, SLC25A13		9.77E-01

		ET		CC		GO:0030426~growth cone		4		3.03E-01		PDLIM7, DBN1, CDK5R2, CBARP		9.77E-01

		ET		CC		GO:0045121~membrane raft		6		3.04E-01		PPP2CA, MYO1C, FLOT1, VDAC1, ARID3A, TNF		9.77E-01

		ET		CC		GO:0005681~spliceosomal complex		5		3.17E-01		RBM48, DDX39B, CIRBP, KHDC4, DDX41		9.77E-01

		ET		CC		GO:0098982~GABA-ergic synapse		3		3.18E-01		GABBR1, CNTN5, LRRTM2		9.77E-01

		ET		CC		GO:0005903~brush border		3		3.18E-01		VIL1, MYO1C, SLC34A1		9.77E-01

		ET		CC		GO:0000421~autophagosome membrane		3		3.30E-01		WDR81, ATG9A, RUBCNL		9.77E-01

		ET		CC		GO:0016607~nuclear speck		12		3.36E-01		SRPK2, DDX46, DDX39B, ABHD17A, SLC34A1, EHMT2, FEV, PRCC, NCAPG2, FAM193B, DOCK1, GTF2H4		9.77E-01

		ET		CC		GO:0098839~postsynaptic density membrane		4		3.48E-01		GRIN3B, ABHD17A, SORCS3, GRIA4		9.77E-01

		ET		CC		GO:0032588~trans-Golgi network membrane		3		3.66E-01		SCAMP4, TMEM79, SCAMP3		9.77E-01

		ET		CC		GO:0001725~stress fiber		4		3.66E-01		ACTC1, XIRP1, PDLIM7, DBN1		9.77E-01

		ET		CC		GO:0000139~Golgi membrane		15		3.92E-01		TMED9, GALNT13, ABCB6, ATG9A, HEPACAM2, IHH, SLC50A1, CASD1, PCSK4, MGAT5, LMAN2, NLRP3, MGAT1, B4GALT7, ITM2B		9.77E-01

		ET		CC		GO:0005770~late endosome		5		4.06E-01		NTRK1, WDR48, RAPGEF2, LAMTOR2, RILP		9.77E-01

		ET		CC		GO:0030054~cell junction		4		4.11E-01		NEU1, MRPS18B, CTNNB1, DCAF13		9.77E-01

		ET		CC		GO:0005802~trans-Golgi network		7		4.25E-01		ATP8B3, ATP8B2, SYT11, VPS53, ATG9A, INPP5K, PCSK4		9.77E-01

		ET		CC		GO:0005911~cell-cell junction		6		4.27E-01		YAP1, BSG, KRIT1, CTNNB1, RAPGEF2, IQGAP3		9.77E-01

		ET		CC		GO:0019005~SCF ubiquitin ligase complex		4		4.28E-01		FBXL21, FBXO9, SKP1, CKS1B		9.77E-01

		ET		CC		GO:0005902~microvillus		3		4.35E-01		VIL1, MYO1C, JAM3		9.77E-01

		ET		CC		GO:0030136~clathrin-coated vesicle		3		4.57E-01		DAB2, HAX1, DENND1A		9.77E-01

		ET		CC		GO:0045211~postsynaptic membrane		6		4.78E-01		CHRNB2, GRIN3B, GABBR1, PDLIM7, DBN1, GRIA4		9.77E-01

		ET		CC		GO:0030175~filopodium		3		4.79E-01		VIL1, ACTC1, PPP1R9A		9.77E-01

		ET		CC		GO:0042734~presynaptic membrane		4		4.80E-01		RIMS2, RIMS1, GABBR1, CNTN5		9.77E-01

		ET		CC		GO:0005912~adherens junction		6		4.84E-01		CTNNA1, CTNNB1, CTNNA2, SHROOM1, PDLIM7, DBN1		9.77E-01

		ET		CC		GO:0005905~clathrin-coated pit		3		4.89E-01		DAB2, MRPS18B, LRP12		9.77E-01

		ET		CC		GO:0098685~Schaffer collateral - CA1 synapse		3		5.00E-01		GABBR1, PAFAH1B1, RHOB		9.77E-01

		ET		CC		GO:0000932~P-body		4		5.21E-01		MEX3A, HAX1, BTBD2, LSM2		9.77E-01

		ET		CC		GO:0005730~nucleolus		20		5.29E-01		HSPA9, SRPK2, ZNF692, MIDN, TRIM41, ATP8B2, WDR18, ISG20L2, ADAR, GPATCH4, OXR1, SMG6, MYO1C, NHP2, TSR1, FAM193B, SCN5A, ZNF354A, PPID, DCAF13		9.77E-01

		ET		CC		GO:0005776~autophagosome		3		5.31E-01		RUFY4, RAB24, ATG9A		9.77E-01

		ET		CC		GO:0000151~ubiquitin ligase complex		3		5.41E-01		ANKIB1, DCUN1D5, UBE2D2		9.77E-01

		ET		CC		GO:0014069~postsynaptic density		5		5.41E-01		SYT11, PALM, PPP1R9A, PDLIM7, DBN1		9.77E-01

		ET		CC		GO:0016020~membrane		144		5.42E-01		SLC23A3, SLC23A1, LST1, RXFP4, OR2M4, BLA-DQB, PKD2L2, RXFP1, TNF, TXNDC15, OR2T11, SLC25A48, STK11, KRTCAP2, PALM, SLC25A44, IL6R, PAQR6, RPSA, LIFR, CASD1, ARHGAP45, OR2T4, OR2T2, NUP210L, ADAM15, TMEM259, OR2L13, VDAC1, PLPP2, ABCB6, GPR83, C3H1ORF43, TRHDE, LYPD8, PKHD1, TMEM123, PDGFD, NEU1, CHST15, NLRP3, INPP5K, OR2B6, GRIA4, PRRT1, PTPRN2, PLK5, OR2J3, GLMP, ABCA7, EFNA2, LRCH1, LPAR6, OR10C1, SDC1, CYSTM1, IGSF9B, RETREG2, C7H5ORF15, DDR1, OR11L1, GPR26, OR14J1, ZFAND2B, HEPACAM2, DOC2B, PEAR1, TRAM2, PCSK4, SGCE, MGC137030, SLC22A13, SLC22A14, ABHD16A, CCR8, MADCAM1, CLIC1, CNPPD1, SCARF1, FCRL1, TRPC7, ARHGEF11, GPR39, SSR2, OR2H1, INSRR, GPBAR1, NRG2, OSMR, SORCS3, ZDHHC14, DCSTAMP, NCR3, OR5V1, TMBIM1, LTA, TMBIM7, OR2B11, LTB, CLRN3, B4GALT7, YAP1, CX3CR1, OR2G6, HCN3, CATSPER3, OR2G3, PON2, BOLA-DQA2, PBXIP1, AGPAT1, DCST1, BOLA-DQA5, TMEM163, DCST2, CXCR1, OR2W3, OR2W1, CXCR2, KISS1R, OR12D3, NCAM2, BOLA-DRA, OR12D2, SMIM32, APBB3, CSMD1, OR2T27, SEMA4A, OR6F1, GABBR1, MOG, SLC50A1, PNKD, OR2V2, GSTA4, OR2V1, SYT11, ADGRD2, CTNNB1, BOLA-DQB, SLC25A32, RHAG, HCN2		9.77E-01

		ET		CC		GO:0005929~cilium		6		5.51E-01		TTLL4, NAXE, DLEC1, NME5, TXNDC15, LRP12		9.77E-01

		ET		CC		GO:0098978~glutamatergic synapse		8		5.57E-01		PURA, BCAN, ACTC1, PSD2, AKAP9, PDLIM7, DBN1, PAFAH1B1		9.77E-01

		ET		CC		GO:0005901~caveola		3		5.60E-01		HTR2A, SCN5A, PLPP2		9.77E-01

		ET		CC		GO:0055038~recycling endosome membrane		3		5.79E-01		SCAMP4, ATG9A, SCAMP3		9.77E-01

		ET		CC		GO:0030018~Z disc		4		5.82E-01		GLRX3, SCN5A, PDLIM7, DBN1		9.77E-01

		ET		CC		GO:0001650~fibrillar center		4		5.97E-01		ARHGAP32, DAB2, DDX46, TRIM27		9.77E-01

		ET		CC		GO:0098793~presynapse		4		6.04E-01		RPH3AL, SYT11, HTR2A, DOC2B		9.77E-01

		ET		CC		GO:0005694~chromosome		5		6.06E-01		ZNF692, USP37, MCM3, MKI67, NELFE		9.77E-01

		ET		CC		GO:0043005~neuron projection		9		6.18E-01		CHRNB2, RELN, ARPC2, RAPGEF2, INPP5K, KCNN3, IGSF9B, OPCML, PAFAH1B1		9.77E-01

		ET		CC		GO:0005758~mitochondrial intermembrane space		3		6.23E-01		PRELID1, HAX1, CDC25C		9.77E-01

		ET		CC		GO:0005581~collagen trimer		3		6.48E-01		COL1A2, CTHRC1, MBL2		9.77E-01

		ET		CC		GO:0005813~centrosome		15		6.54E-01		RAP1GAP2, PLK5, HSPA1L, HEPACAM2, TPGS1, WDR35, PKHD1, CDK6, AKAP9, EFHC1, MCM3, CTNNB1, DCAF13, HSPA1A, PAFAH1B1		9.77E-01

		ET		CC		GO:0031901~early endosome membrane		4		6.65E-01		ABCB6, WDR81, PLPP2, TMEM163		9.77E-01

		ET		CC		GO:0016323~basolateral plasma membrane		6		7.00E-01		SLC4A9, SLC43A2, AQP10, BSG, PALM, RHBG		9.77E-01

		ET		CC		GO:0090575~RNA polymerase II transcription regulator complex		3		7.08E-01		FKBPL, ATF6B, TCF3		9.77E-01

		ET		CC		GO:0005874~microtubule		7		7.20E-01		TUBB, MRPS18B, PBXIP1, KIF20A, SHROOM1, DYNC1I1, LRP12		9.77E-01

		ET		CC		GO:0031090~organelle membrane		4		7.24E-01		MCM3, RPL14, RPA1, ITM2B		9.77E-01

		ET		CC		GO:0043197~dendritic spine		3		7.41E-01		ABHD17A, PPP1R9A, GRIA4		9.77E-01

		ET		CC		GO:0030496~midbody		4		7.51E-01		APC2, HEPACAM2, RACK1, KIF20A		9.77E-01

		ET		CC		GO:0000785~chromatin		11		7.52E-01		RB1, SRPK2, EGR1, NIPBL, KDM3B, PPP1R10, EHMT2, NSD1, PBXIP1, ETV3, HIC1		9.77E-01

		ET		CC		GO:0031966~mitochondrial membrane		3		7.53E-01		ATG9A, RNF5, TMEM14A		9.77E-01

		ET		CC		GO:0005741~mitochondrial outer membrane		5		7.58E-01		HAX1, ABCB6, MSTO1, VDAC1, SPATA19		9.77E-01

		ET		CC		GO:0000776~kinetochore		4		7.61E-01		ZNF692, PLK5, DYNC1I1, PAFAH1B1		9.77E-01

		ET		CC		GO:0072686~mitotic spindle		3		7.65E-01		PKHD1, SLC34A1, EFHC1		9.77E-01

		ET		CC		GO:0005840~ribosome		7		7.73E-01		RPS15, RPL14, RACK1, MRPS18B, RPSA, RPL37, MRPL24		9.77E-01

		ET		CC		GO:0048471~perinuclear region of cytoplasm		12		7.77E-01		APC2, PKHD1, PRR7, VPS53, MCM3, RACK1, CTNNB1, RAPGEF2, INPP5K, MEX3D, PUM2, PAFAH1B1		9.77E-01

		ET		CC		GO:0062023~collagen-containing extracellular matrix		5		7.80E-01		COL1A2, TNXB, RELN, MATN3, THBS3		9.77E-01

		ET		CC		GO:0036064~ciliary basal body		4		7.84E-01		PKHD1, TTLL4, RILP, WDR35		9.77E-01

		ET		CC		GO:0055037~recycling endosome		3		8.07E-01		RAB25, SYT11, TNF		9.77E-01

		ET		CC		GO:0005930~axoneme		3		8.17E-01		DYNC2H1, EFHC1, WDR35		9.77E-01

		ET		CC		GO:0005764~lysosome		6		8.23E-01		WDR48, SYT11, NEU1, GLMP, PPT2, RILP		9.77E-01

		ET		CC		GO:0005635~nuclear envelope		3		8.34E-01		LMNA, NRM, PAFAH1B1		9.77E-01

		ET		CC		GO:0005856~cytoskeleton		9		8.39E-01		SGCE, ODF3L2, TRIM46, KRIT1, KLHL3, ARHGEF2, PFN3, TNS1, HNRNPA0		9.77E-01

		ET		CC		GO:0005759~mitochondrial matrix		5		8.50E-01		PRDX3, HAX1, OAT, PDK4, MTERF1		9.77E-01

		ET		CC		GO:1990904~ribonucleoprotein complex		4		8.80E-01		DAZAP1, RACK1, SRA1, HNRNPAB		9.77E-01

		ET		CC		GO:0005769~early endosome		5		8.98E-01		NTRK1, PRDX3, RUSC1, PLPP2, RHOB		9.77E-01

		ET		CC		GO:0043231~intracellular membrane-bounded organelle		6		9.31E-01		DAB2, AQP10, CTNNA1, RUBCNL, ABCA7, MISP		9.77E-01

		ET		CC		GO:0022625~cytosolic large ribosomal subunit		3		9.64E-01		RPL14, NHP2, RPL37		9.77E-01

		IND		MF		GO:0046872~metal ion binding		43		4.01E-02		GMEB1, NAXE, PPP1R10, PON2, PRR3, ASAP3, CISD1, RPAP2, RNF5, C2, TUBA1D, HMGCL, ZFP57, RELN, DPH3, ZKSCAN8, RNF39, ZSCAN12, ZNF644, ZKSCAN4, ZNF389, ANKZF1, TNS1, PAQR8, GPR39, ZNF142, RNF25, TUBB, EYA3, FOXP2, TUBA4A, PARP12, PNKD, RUFY4, TTC3, CSNK2B, RPP21, ZNF436, DXO, ZSCAN26, ZNF311, BIRC2, BIRC3		9.78E-01

		ET		KEGG		bta04024:cAMP signaling pathway		5		9.81E-01		GRIN3B, GABBR1, VIPR2, HCN2, GRIA4		9.81E-01

		ET		MF		GO:0140662~ATP-dependent protein folding chaperone		5		3.25E-02		CCT3, HSPA9, HSPA1L, HSPA4, HSPA1A		9.83E-01

		ET		MF		GO:0008270~zinc ion binding		35		3.35E-02		GCM1, TRIM52, ZCCHC10, CPXM2, EHMT2, ZFAND2B, CXXC5, TRHDE, TMEM163, MMP20, TRIM7, MMP27, PEG10, NSD1, GATAD1, TRIM46, TRIM27, EGR1, TRIM40, SEC24A, MMP7, TRIM41, ANKIB1, MMP1, MMP3, MMP8, MMP12, MMP13, TRIM58, TRIM15, MATR3, TRIM31, NES, TRIM10, BIRC2		9.83E-01

		ET		KEGG		bta04630:JAK-STAT signaling pathway		4		9.86E-01		IL9, LIFR, OSMR, IL6R		9.86E-01

		ET		CC		GO:0005768~endosome		3		9.87E-01		RAB24, FLOT1, TRIM27		9.87E-01

		IND		BP		GO:0030041~actin filament polymerization		4		2.00E-02		VIL1, CATIP, ARPC2, AIF1		9.93E-01

		IND		BP		GO:0048666~neuron development		4		2.34E-02		IHH, MRPS18B, EN1, PBX2		9.93E-01

		IND		BP		GO:0002250~adaptive immune response		8		2.41E-02		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, IL17A		9.93E-01

		IND		BP		GO:0071222~cellular response to lipopolysaccharide		6		2.74E-02		CXCL10, CXCL9, CXCL11, NFKBIL1, MMP8, TNF		9.93E-01

		IND		BP		GO:2000377~regulation of reactive oxygen species metabolic process		3		2.79E-02		TNF, BIRC2, IER3		9.93E-01

		IND		BP		GO:0030593~neutrophil chemotaxis		5		2.90E-02		CXCL10, CXCL9, CXCL11, CXCR1, CXCR2		9.93E-01

		IND		BP		GO:0031398~positive regulation of protein ubiquitination		4		3.52E-02		KDM1A, RCHY1, BIRC2, BIRC3		9.93E-01

		IND		BP		GO:0051281~positive regulation of release of sequestered calcium ion into cytosol		3		3.53E-02		CXCL10, CXCL9, CXCL11		9.93E-01

		IND		BP		GO:0030154~cell differentiation		14		3.64E-02		NTRK1, NOTCH4, EYA3, ETV3, PRRC2A, DAZL, BAG6, ETV3L, FEV, ID3, CCHCR1, MEF2D, AAMP, SIM2		9.93E-01

		IND		BP		GO:0045087~innate immune response		12		3.97E-02		C4A, TRIM40, YTHDF2, MMP3, DEFB114, DEFB113, TRIM27, TRIM31, DEFB110, TRIM10, C2, IL17A		9.93E-01

		IND		BP		GO:0050829~defense response to Gram-negative bacterium		5		4.33E-02		IL22RA1, MMP7, SLC11A1, DEFB114, IL17A		9.93E-01

		IND		BP		GO:0010001~glial cell differentiation		3		4.77E-02		BCAN, RELN, HAPLN2		9.93E-01

		IND		BP		GO:0032755~positive regulation of interleukin-6 production		4		6.07E-02		SETD4, TNF, IL17A, EREG		9.93E-01

		IND		BP		GO:0006956~complement activation		3		6.13E-02		C4A, CFB, C2		9.93E-01

		IND		BP		GO:0007417~central nervous system development		5		6.76E-02		BCAN, RELN, ZSCAN31, ZNF436, HAPLN2		9.93E-01

		IND		BP		GO:0006935~chemotaxis		4		6.96E-02		CXCL10, CXCL9, CXCL11, PTAFR		9.93E-01

		IND		BP		GO:0072344~rescue of stalled ribosome		3		7.11E-02		RNF25, RCHY1, ANKZF1		9.93E-01

		IND		BP		GO:0045880~positive regulation of smoothened signaling pathway		3		7.11E-02		STK36, ARMC9, IHH		9.93E-01

		IND		BP		GO:0016567~protein ubiquitination		11		7.14E-02		TRIM40, RNF25, UBD, TTC3, RNF39, TRIM15, RCHY1, TRIM31, RNF5, TRIM10, FBXO9		9.93E-01

		IND		BP		GO:0008285~negative regulation of cell population proliferation		7		7.21E-02		NTRK1, DDR1, DNAJB2, PTPRU, TFAP2B, ETV3, EREG		9.93E-01

		IND		BP		GO:0050729~positive regulation of inflammatory response		4		7.90E-02		SETD4, DEFB114, PBX2, TNF		9.93E-01

		IND		BP		GO:0002052~positive regulation of neuroblast proliferation		3		8.13E-02		BCAN, KDM1A, HAPLN2		9.93E-01

		IND		BP		GO:0000079~regulation of cyclin-dependent protein serine/threonine kinase activity		3		9.19E-02		CCNI, CCNG2, CNPPD1		9.93E-01

		IND		BP		GO:0042026~protein refolding		3		9.19E-02		DNAJB2, HSPA1L, HSPA1A		9.93E-01

		IND		BP		GO:0000122~negative regulation of transcription by RNA polymerase II		18		9.47E-02		YAP1, TFAP2B, MORC3, KDM1A, NOTCH4, EHMT2, ZBTB12, TNF, MMP12, RIPPLY3, ZFP57, ID3, ZSCAN12, TRIM27, ZNF389, SIM2, ZNF311, HSPA1A		9.93E-01

		IND		BP		GO:0050890~cognition		3		9.74E-02		DOP1B, BOLA-DRA, CBR3		9.93E-01

		IND		BP		GO:0009617~response to bacterium		4		9.95E-02		VIL1, RNF5, CFB, C2		9.93E-01

		IND		BP		GO:0030218~erythrocyte differentiation		3		1.03E-01		ATP5IF1, MPIG6B, TRIM10		9.93E-01

		IND		BP		GO:0032436~positive regulation of proteasomal ubiquitin-dependent protein catabolic process		4		1.03E-01		DNAJB2, HSPA1L, RCHY1, HSPA1A		9.93E-01

		IND		BP		GO:0007420~brain development		6		1.16E-01		RELN, ABCB6, STK36, DHX37, PBX2, CDK5R2		9.93E-01

		IND		BP		GO:0140374~antiviral innate immune response		3		1.26E-01		MORC3, DHX16, TNF		9.93E-01

		IND		BP		GO:0006508~proteolysis		14		1.27E-01		USP37, MMP7, MMP1, MMP3, PRSS37, MMP8, C2, MMP20, MMP12, DNPEP, RELN, MMP13, MMP27, CFB		9.93E-01

		IND		BP		GO:0043524~negative regulation of neuron apoptotic process		4		1.30E-01		NTRK1, TFAP2B, TFAP2D, EN1		9.93E-01

		IND		BP		GO:0000082~G1/S transition of mitotic cell cycle		3		1.38E-01		USP37, RCC1, IQGAP3		9.93E-01

		IND		BP		GO:0032720~negative regulation of tumor necrosis factor production		3		1.50E-01		NFKBIL1, DEFB114, TRIM27		9.93E-01

		IND		BP		GO:0006096~glycolytic process		3		1.50E-01		PGK2, PRKAG3, IER3		9.93E-01

		IND		BP		GO:0000226~microtubule cytoskeleton organization		5		1.62E-01		TUBA1D, TTLL4, TUBB, OBSL1, TUBA4A		9.93E-01

		IND		BP		GO:0048856~anatomical structure development		3		1.62E-01		TFAP2B, TFAP2D, EGFL8		9.93E-01

		IND		BP		GO:0036503~ERAD pathway		4		1.63E-01		BAG6, DNAJB2, RNF5, ANKZF1		9.93E-01

		IND		BP		GO:0070098~chemokine-mediated signaling pathway		3		1.69E-01		CXCL10, CXCL9, CXCL11		9.93E-01

		IND		BP		GO:0010628~positive regulation of gene expression		8		1.72E-01		TGFBR3, YAP1, WNT6, WNT10A, FEV, RPL11, IQGAP3, BRDT		9.93E-01

		IND		BP		GO:0051092~positive regulation of NF-kappaB transcription factor activity		3		1.75E-01		RNF25, TRIM15, TNF		9.93E-01

		IND		BP		GO:0006338~chromatin remodeling		5		1.86E-01		SATB1, HDGF, TNP1, ARID1B, BRDT		9.93E-01

		IND		BP		GO:0033674~positive regulation of kinase activity		3		1.88E-01		NTRK1, DDR1, INSRR		9.93E-01

		IND		BP		GO:0045944~positive regulation of transcription by RNA polymerase II		15		2.13E-01		YAP1, SETD4, TFAP2B, ZNF142, GMEB1, TFAP2D, KDM1A, SLC11A1, PTPRN, IHH, EN1, TNF, MMP12, MEF2D, IL17A		9.93E-01

		IND		BP		GO:0032729~positive regulation of type II interferon production		3		2.20E-01		SLC11A1, TRIM27, TNF		9.93E-01

		IND		BP		GO:0006511~ubiquitin-dependent protein catabolic process		6		2.51E-01		RNF25, UBD, TTC3, UBE2D1, RCHY1, RNF5		9.93E-01

		IND		BP		GO:0061844~antimicrobial humoral immune response mediated by antimicrobial peptide		3		2.52E-01		CXCL10, CXCL9, CXCL11		9.93E-01

		IND		BP		GO:0006631~fatty acid metabolic process		3		2.52E-01		MECR, NAAA, AACS		9.93E-01

		IND		BP		GO:0032760~positive regulation of tumor necrosis factor production		3		2.59E-01		SETD4, MMP8, IL17A		9.93E-01

		IND		BP		GO:0007166~cell surface receptor signaling pathway		5		2.60E-01		FCRL1, FCRL5, FCRL3, GLMN, FCRL4		9.93E-01

		IND		BP		GO:0001822~kidney development		3		2.72E-01		PKHD1, TFAP2B, WDPCP		9.93E-01

		IND		BP		GO:0000045~autophagosome assembly		3		2.79E-01		RAB1A, RUFY4, ATG9A		9.93E-01

		IND		BP		GO:0007224~smoothened signaling pathway		3		2.98E-01		STK36, IHH, WDPCP		9.93E-01

		IND		BP		GO:0006974~DNA damage response		5		2.99E-01		YAP1, MDC1, DCUN1D5, GNL1, IER3		9.93E-01

		IND		BP		GO:0051726~regulation of cell cycle		4		3.06E-01		PRCC, BIRC2, PHACTR4, BIRC3		9.93E-01

		IND		BP		GO:0050830~defense response to Gram-positive bacterium		4		3.11E-01		MMP7, DEFB114, TNF, IL17A		9.93E-01

		IND		BP		GO:0050852~T cell receptor signaling pathway		3		3.24E-01		THEMIS2, MOG, BTNL2		9.93E-01

		IND		BP		GO:0050728~negative regulation of inflammatory response		3		3.56E-01		IL22RA1, SMPDL3B, IER3		9.93E-01

		IND		BP		GO:0006260~DNA replication		3		3.56E-01		ORC5, MCM3, RPA2		9.93E-01

		IND		BP		GO:0060070~canonical Wnt signaling pathway		3		3.82E-01		YAP1, WNT6, WNT10A		9.93E-01

		IND		BP		GO:0000398~mRNA splicing, via spliceosome		5		3.88E-01		DDX39B, PPP1R8, DHX16, SRSF10, LSM2		9.93E-01

		IND		BP		GO:0008284~positive regulation of cell population proliferation		7		3.94E-01		BTC, TFAP2B, EPGN, TNXB, CDC7, AREG, EREG		9.93E-01

		IND		BP		GO:0006629~lipid metabolic process		4		3.97E-01		CBR1, PLCL2, PLCD4, AACS		9.93E-01

		IND		BP		GO:0016042~lipid catabolic process		3		4.19E-01		NAAA, PLCL2, PLCD4		9.93E-01

		IND		BP		GO:0000902~cell morphogenesis		3		4.25E-01		YAP1, RELN, LST1		9.93E-01

		IND		BP		GO:0007155~cell adhesion		6		4.28E-01		BCAN, TNXB, RELN, MOG, CLDN14, HAPLN2		9.93E-01

		IND		BP		GO:0030036~actin cytoskeleton organization		4		4.39E-01		TNXB, INSRR, EHBP1, PHACTR4		9.93E-01

		IND		BP		GO:0001817~regulation of cytokine production		3		4.49E-01		MOG, ZBTB12, BTNL2		9.93E-01

		IND		BP		GO:0043123~positive regulation of canonical NF-kappaB signal transduction		4		4.80E-01		NCR3, UBD, TNF, BIRC2		9.93E-01

		IND		BP		GO:0006468~protein phosphorylation		9		4.94E-01		CDKL2, NTRK1, DDR1, STK36, STK16, PDK4, SPEG, STK19, CDC7		9.93E-01

		IND		BP		GO:0043410~positive regulation of MAPK cascade		3		4.95E-01		FCRL3, INSRR, IQGAP3		9.93E-01

		IND		BP		GO:0010468~regulation of gene expression		4		5.03E-01		TCF19, ZNF142, IHH, NKAPL		9.93E-01

		IND		BP		GO:0000278~mitotic cell cycle		3		5.33E-01		TUBA1D, TUBB, TUBA4A		9.93E-01

		IND		BP		GO:0030182~neuron differentiation		3		5.49E-01		WNT6, WNT10A, EN1		9.93E-01

		IND		BP		GO:0007049~cell cycle		4		5.62E-01		MDC1, USP37, YTHDF2, EPB41		9.93E-01

		IND		BP		GO:0016310~phosphorylation		9		5.71E-01		CDKL2, STK36, INSRR, STK16, IPMK, CSNK2B, PDK4, PGK2, PRKAG3		9.93E-01

		IND		BP		GO:0006366~transcription by RNA polymerase II		3		5.84E-01		GCM1, TFAP2B, TFAP2D		9.93E-01

		IND		BP		GO:0016477~cell migration		4		6.05E-01		TGFBR3, RAB1A, ASAP3, PRSS37		9.93E-01

		IND		BP		GO:0060271~cilium assembly		4		6.09E-01		DYNC2H1, PKHD1, ARMC9, WDPCP		9.93E-01

		IND		BP		GO:0050821~protein stabilization		3		6.18E-01		MORC3, RPL11, BTBD11		9.93E-01

		IND		BP		GO:0010629~negative regulation of gene expression		3		6.58E-01		YAP1, OPRD1, IQGAP3		9.93E-01

		IND		BP		GO:0030335~positive regulation of cell migration		3		6.86E-01		VIL1, MMP7, MGAT5		9.93E-01

		IND		BP		GO:0007399~nervous system development		3		6.94E-01		NTRK1, WDPCP, SIM2		9.93E-01

		IND		BP		GO:0042742~defense response to bacterium		3		6.98E-01		RAB1A, DEFB113, DEFB110		9.93E-01

		IND		BP		GO:0045892~negative regulation of DNA-templated transcription		5		7.24E-01		TFAP2B, CRY1, ID3, TNP1, EREG		9.93E-01

		IND		BP		GO:0043066~negative regulation of apoptotic process		5		7.27E-01		TFAP2B, TMEM14A, BIRC2, BIRC3, IER3		9.93E-01

		IND		BP		GO:0019221~cytokine-mediated signaling pathway		3		8.24E-01		IL22RA1, IFNLR1, EREG		9.93E-01

		IND		BP		GO:0035556~intracellular signal transduction		5		8.37E-01		ARHGEF11, TGFBR3, PLCL2, ASB4, PLCD4		9.93E-01

		IND		BP		GO:0051301~cell division		3		8.66E-01		USP37, EPB41, CDC7		9.93E-01

		IND		BP		GO:0007283~spermatogenesis		3		9.02E-01		BAG6, DAZL, TNP1		9.93E-01

		IND		BP		GO:0006886~intracellular protein transport		3		9.17E-01		RAB1A, USO1, NES		9.93E-01

		IND		BP		GO:0045893~positive regulation of DNA-templated transcription		3		9.46E-01		ARHGEF11, WNT6, ARID1B		9.93E-01

		IND		BP		GO:0007186~G protein-coupled receptor signaling pathway		20		9.56E-01		ARHGEF11, GPR39, GABBR1, OR14J1, OR2J3, OR2H1, PTAFR, GPR85, GPBAR1, AREG, CXCL10, OR5D18, OR5V1, RIC8B, CXCR1, OR2W1, CXCR2, OR10C1, OR12D3, OR12D2		9.93E-01

		IND		BP		GO:0055085~transmembrane transport		3		9.86E-01		SLC23A3, ABCB6, SLC4A3		9.93E-01

		IND		BP		GO:0006355~regulation of DNA-templated transcription		4		9.96E-01		KDM1A, MTERF2, NOTCH4, BRDT		9.96E-01

		ET		BP		GO:0048791~calcium ion-regulated exocytosis of neurotransmitter		4		1.46E-02		RIMS2, RIMS1, SYT11, DOC2B		9.97E-01

		ET		BP		GO:0016567~protein ubiquitination		20		1.53E-02		TRIM40, TRIM41, TRIM52, RNF25, KLHL3, RNF5, FBXL21, RNF126, CDC23, TRIM7, UBD, RACK1, RNF39, TRIM15, TRIM31, TRIM10, DCAF13, SKP1, FBXO9, HNRNPA0		9.97E-01

		ET		BP		GO:0048013~ephrin receptor signaling pathway		5		1.64E-02		EFNA1, EFNA3, EFNA2, CRK, EFNA4		9.97E-01

		ET		BP		GO:0048661~positive regulation of smooth muscle cell proliferation		4		1.73E-02		IL6R, AIF1, ELANE, HBEGF		9.97E-01

		ET		BP		GO:0042593~glucose homeostasis		7		1.76E-02		RPH3AL, STK11, BGLAP, INSRR, PDK4, INPP5K, CSMD1		9.97E-01

		ET		BP		GO:0016540~protein autoprocessing		4		2.03E-02		F12, CASP4, CASP1, IHH		9.97E-01

		ET		BP		GO:0006357~regulation of transcription by RNA polymerase II		58		2.61E-02		ZNF496, RB1, CSRNP1, ZNF770, ZNF692, ONECUT3, FOXI2, ZSCAN9, SRA1, JADE2, ZSCAN31, NKX1-2, PITX1, ZNF165, PROP1, FKBPL, OSR1, EBF3, MED4, ETV3, ARID1B, HIC1, POU5F1, KLF16, ETV3L, ZSCAN26, ZNF311, ZNF672, GCM1, KDM3B, ATF6B, TCF7, BARX2, PURA, MNT, ZFP57, ZKSCAN8, ZSCAN12, ZKSCAN4, ZNF621, ZBTB7B, ZSCAN16, ZNF389, TFAP2B, EGR1, TFAP2D, PBX2, ARID3A, ZBTB12, SMAD5, LHX2, ZFP62, FEV, TNIP3, HDGF, TCF3, ZNF354A, MXD3		9.97E-01

		ET		BP		GO:0048485~sympathetic nervous system development		3		2.68E-02		NTRK1, TFAP2B, GFRA3		9.97E-01

		ET		BP		GO:0050765~negative regulation of phagocytosis		3		2.68E-02		SYT11, RACK1, PRTN3		9.97E-01

		ET		BP		GO:0045595~regulation of cell differentiation		4		3.07E-02		APC2, PTBP1, TFAP2B, TNXB		9.97E-01

		ET		BP		GO:0006366~transcription by RNA polymerase II		9		3.09E-02		RB1, GCM1, TFAP2B, TFAP2D, NCAPG2, POLR2E, ASH1L, MED4, BARX2		9.97E-01

		ET		BP		GO:0007155~cell adhesion		15		3.17E-02		CX3CR1, TNXB, MOG, PBXIP1, IZUMO1R, HAPLN2, THBS3, RHOB, BCAN, RELN, CTNNB1, TGFBI, NCAM2, OPCML, JAM3		9.97E-01

		ET		BP		GO:0016525~negative regulation of angiogenesis		6		3.25E-02		SEMA4A, EFNA3, NAXE, SERPINF1, ECSCR, KRIT1		9.97E-01

		ET		BP		GO:0071492~cellular response to UV-A		3		3.37E-02		MMP1, MMP3, PPID		9.97E-01

		ET		BP		GO:0030510~regulation of BMP signaling pathway		3		3.37E-02		TFAP2B, FSTL4, FSTL3		9.97E-01

		ET		BP		GO:0043588~skin development		4		3.47E-02		TFAP2B, WDR48, ABCB6, MYD88		9.97E-01

		ET		BP		GO:0070936~protein K48-linked ubiquitination		6		3.48E-02		RNF126, UBE2B, UBE2D2, KLHL3, RNF5, HNRNPA0		9.97E-01

		ET		BP		GO:0019722~calcium-mediated signaling		6		3.72E-02		CX3CR1, CXCR1, CXCR2, RXFP4, CCR8, PPP1R9A		9.97E-01

		ET		BP		GO:0060070~canonical Wnt signaling pathway		7		3.76E-02		YAP1, WNT6, WNT10A, TCF7, FZD6, WNT8A, CTNNB1		9.97E-01

		ET		BP		GO:0006508~proteolysis		26		3.80E-02		CFD, USP37, CPXM2, TRHDE, C2, MMP20, RELN, MMP27, ADAMTSL5, DDI1, CASP4, CASP1, ELANE, MBL2, MMP7, MMP1, MMP3, PRSS57, AZU1, MMP8, MMP12, GZMM, MMP13, ADAM15, PRTN3, CFB		9.97E-01

		ET		BP		GO:0001558~regulation of cell growth		4		3.89E-02		DDR1, STK11, DCUN1D5, LAMTOR2		9.97E-01

		ET		BP		GO:0006096~glycolytic process		5		3.90E-02		PKLR, HTR2A, PGK2, PRKAG3, IER3		9.97E-01

		ET		BP		GO:0050727~regulation of inflammatory response		6		3.97E-02		SBNO2, CASP4, CASP1, PBX2, AGER, MYD88		9.97E-01

		ET		BP		GO:0007015~actin filament organization		10		4.46E-02		CNN2, MYO1C, ACTC1, TPM3, XIRP1, ARHGEF2, PPP1R9A, PDLIM7, DBN1, RHOB		9.97E-01

		ET		BP		GO:0050911~detection of chemical stimulus involved in sensory perception of smell		15		4.47E-02		OR2T27, OR2G6, OR2G3, OR2H1, OR2M4, OR2T11, OR2T4, OR2T2, OR2V2, OR2W3, OR2V1, OR2L13, OR10C1, OR2B11, OR2B6		9.97E-01

		ET		BP		GO:0043066~negative regulation of apoptotic process		16		4.49E-02		TFAP2B, PRELID1, SHC1, OSR1, SMAD5, PRDX3, DAB2, HAX1, ACTC1, GRK5, TMBIM7, VDAC1, TMEM14A, BIRC2, IER3, BIRC3		9.97E-01

		ET		BP		GO:0006749~glutathione metabolic process		5		4.57E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		9.97E-01

		ET		BP		GO:0000122~negative regulation of transcription by RNA polymerase II		32		4.59E-02		YAP1, RB1, NOTCH4, EHMT2, CXXC5, TNF, BARX2, HDAC9, PURA, NIPBL, ZFP57, MIER2, ZSCAN12, TRIM27, ZNF621, FNIP2, ZNF389, ELANE, MBD3, TFAP2B, EGR1, OSR1, ZBTB12, DKK1, MMP12, DAB2, CDK6, ZFP62, ZFPM2, PPID, ZNF311, HSPA1A		9.97E-01

		ET		BP		GO:0061003~positive regulation of dendritic spine morphogenesis		3		4.92E-02		PDLIM7, DBN1, PAFAH1B1		9.97E-01

		ET		BP		GO:0060074~synapse maturation		3		4.92E-02		CX3CR1, BCAN, PALM		9.97E-01

		ET		BP		GO:0045947~negative regulation of translational initiation		3		4.92E-02		EIF4EBP3, PAIP2, ANKHD1		9.97E-01

		ET		BP		GO:0006695~cholesterol biosynthetic process		4		5.32E-02		FDPS, PRKAA1, CYP51A1, PMVK		9.97E-01

		ET		BP		GO:0006511~ubiquitin-dependent protein catabolic process		12		5.46E-02		RNF126, ANKIB1, CDC34, WDR81, RNF25, UBE2D2, UBD, KLHL3, DCST1, RNF5, UBQLN4, HNRNPA0		9.97E-01

		ET		BP		GO:0050806~positive regulation of synaptic transmission		3		5.78E-02		RIMS2, RIMS1, TNF		9.97E-01

		ET		BP		GO:0022617~extracellular matrix disassembly		3		5.78E-02		MMP13, PBXIP1, MMP20		9.97E-01

		ET		BP		GO:0070935~3'-UTR-mediated mRNA stabilization		3		5.78E-02		KLHL3, MYD88, HNRNPA0		9.97E-01

		ET		BP		GO:0042127~regulation of cell population proliferation		7		5.95E-02		TFAP2B, RNF126, CDK6, MMP7, TFAP2D, SHC1, MZB1		9.97E-01

		ET		BP		GO:0032496~response to lipopolysaccharide		5		6.07E-02		PRDX3, PTGER4, SLC11A1, CASP1, ELANE		9.97E-01

		ET		BP		GO:0030308~negative regulation of cell growth		6		6.69E-02		RB1, DCSTAMP, GDF9, STK11, ADAM15, RACK1		9.97E-01

		ET		BP		GO:0071363~cellular response to growth factor stimulus		4		6.96E-02		SHC1, RACK1, CTNNB1, ACVR2B		9.97E-01

		ET		BP		GO:0021766~hippocampus development		4		6.96E-02		YWHAE, BCAN, CRK, PAFAH1B1		9.97E-01

		ET		BP		GO:0071320~cellular response to cAMP		4		6.96E-02		AKAP9, RAPGEF2, INPP5K, HCN2		9.97E-01

		ET		BP		GO:0045165~cell fate commitment		5		7.35E-02		WNT6, WNT10A, WNT8A, NEUROG1, GDF7		9.97E-01

		ET		BP		GO:0060326~cell chemotaxis		7		7.43E-02		CX3CR1, RXFP4, CCR8, DEFB110, CXCL14, CRK, HBEGF		9.97E-01

		ET		BP		GO:0016358~dendrite development		4		7.55E-02		LST1, CRK, SCARF1, PRKG1		9.97E-01

		ET		BP		GO:0071353~cellular response to interleukin-4		3		7.64E-02		DCSTAMP, RUFY4, TCF7		9.97E-01

		ET		BP		GO:0051085~chaperone cofactor-dependent protein refolding		4		8.16E-02		HSPA9, HSPA1L, DNAJC18, HSPA1A		9.97E-01

		ET		BP		GO:0030833~regulation of actin filament polymerization		4		8.16E-02		HAX1, PDLIM7, PFN3, DBN1		9.97E-01

		ET		BP		GO:0001916~positive regulation of T cell mediated cytotoxicity		6		8.16E-02		BOLA-NC1, JSP.1, BOLA-DRA, BOLA, MIC1, MGC126945		9.97E-01

		ET		BP		GO:0002476~antigen processing and presentation of endogenous peptide antigen via MHC class Ib		5		8.27E-02		BOLA-NC1, JSP.1, BOLA, MIC1, MGC126945		9.97E-01

		ET		BP		GO:0002486~antigen processing and presentation of endogenous peptide antigen via MHC class I via ER pathway, TAP-independent		5		8.27E-02		BOLA-NC1, JSP.1, BOLA, MIC1, MGC126945		9.97E-01

		ET		BP		GO:0001525~angiogenesis		9		8.47E-02		EFNA1, SEMA4A, SHC1, BSG, ECSCR, KRIT1, AAMP, JAM3, RHOB		9.97E-01

		ET		BP		GO:0007229~integrin-mediated signaling pathway		6		8.56E-02		MPIG6B, FYB1, ADAM15, CTNNA1, MADCAM1, ITGA9		9.97E-01

		ET		BP		GO:0090110~COPII-coated vesicle cargo loading		3		8.62E-02		SEC24A, SAR1B, NES		9.97E-01

		ET		BP		GO:2000377~regulation of reactive oxygen species metabolic process		3		8.62E-02		TNF, BIRC2, IER3		9.97E-01

		ET		BP		GO:0050901~leukocyte tethering or rolling		3		8.62E-02		CX3CR1, MADCAM1, TNF		9.97E-01

		ET		BP		GO:0002250~adaptive immune response		10		8.67E-02		CX3CR1, SEMA4A, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, IL17A		9.97E-01

		ET		BP		GO:0030036~actin cytoskeleton organization		9		8.75E-02		TNXB, SHC1, INSRR, XIRP1, CRK, PDLIM7, PFN3, DBN1, PAFAH1B1		9.97E-01

		ET		BP		GO:0006805~xenobiotic metabolic process		5		9.24E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		9.97E-01

		ET		BP		GO:0035914~skeletal muscle cell differentiation		4		9.45E-02		RB1, EGR1, BARX2, MEF2D		9.97E-01

		ET		BP		GO:0030041~actin filament polymerization		4		9.45E-02		VIL1, CATIP, ARPC2, AIF1		9.97E-01

		ET		BP		GO:0008284~positive regulation of cell population proliferation		15		9.49E-02		SRPK2, TFAP2B, TNXB, LIFR, OSMR, MEIS2, PRDX3, GDF9, PURA, RAB25, PDGFD, MZB1, IL6R, FGF22, HBEGF		9.97E-01

		ET		BP		GO:0086010~membrane depolarization during action potential		3		9.65E-02		SCN10A, SCN11A, SCN5A		9.97E-01

		ET		BP		GO:0006268~DNA unwinding involved in DNA replication		3		9.65E-02		PURA, MCM3, RPA1		9.97E-01

		ET		BP		GO:0048568~embryonic organ development		3		9.65E-02		WDR48, PBX2, ZFPM2		9.97E-01

		ET		BP		GO:0035721~intraciliary retrograde transport		3		9.65E-02		DYNC2H1, TTC21A, WDR35		9.97E-01

		ET		BP		GO:0070534~protein K63-linked ubiquitination		5		9.75E-02		RNF126, UBE2B, UBE2D2, TRIM27, RNF5		9.97E-01

		ET		BP		GO:0050829~defense response to Gram-negative bacterium		6		1.02E-01		MMP7, SLC11A1, CASP1, DEFB114, LYPD8, IL17A		9.97E-01

		ET		BP		GO:0001894~tissue homeostasis		3		1.07E-01		RB1, YAP1, STK11		9.97E-01

		ET		BP		GO:0030010~establishment of cell polarity		3		1.07E-01		CRB2, STK11, CRK		9.97E-01

		ET		BP		GO:1990138~neuron projection extension		3		1.07E-01		DDR1, CTNNB1, JADE2		9.97E-01

		ET		BP		GO:0007005~mitochondrion organization		5		1.08E-01		PRDX3, MTX1, MSTO1, WDR81, PUM2		9.97E-01

		ET		BP		GO:0140374~antiviral innate immune response		4		1.08E-01		TRIM7, DHX16, TNF, MBL2		9.97E-01

		ET		BP		GO:0095500~acetylcholine receptor signaling pathway		3		1.18E-01		CHRNB2, LYPD1, LY6G6E		9.97E-01

		ET		BP		GO:0050769~positive regulation of neurogenesis		3		1.18E-01		CX3CR1, SERPINF1, JADE2		9.97E-01

		ET		BP		GO:0000082~G1/S transition of mitotic cell cycle		4		1.22E-01		RB1, USP37, CDK6, IQGAP3		9.97E-01

		ET		BP		GO:0071230~cellular response to amino acid stimulus		4		1.22E-01		PDGFD, MMP3, LAMTOR2, TNF		9.97E-01

		ET		BP		GO:1900017~positive regulation of cytokine production involved in inflammatory response		3		1.29E-01		TNF, MYD88, IL17A		9.97E-01

		ET		BP		GO:0034620~cellular response to unfolded protein		3		1.29E-01		HSPA9, HSPA1L, HSPA1A		9.97E-01

		ET		BP		GO:0051898~negative regulation of phosphatidylinositol 3-kinase/protein kinase B signal transduction		4		1.30E-01		PPP2CA, PKHD1, MMP3, INPP5K		9.97E-01

		ET		BP		GO:0006468~protein phosphorylation		20		1.31E-01		DDR1, NTRK1, SRPK2, CDKL3, PRKAA1, PLK5, NEK6, ULK4, STK19, OXSR1, CLK4, ACVR2B, CLK2, STK11, CDK6, GRK5, STK36, GRK6, PDK4, PRKG1		9.97E-01

		ET		BP		GO:0000902~cell morphogenesis		6		1.35E-01		YAP1, RELN, LST1, WNT8A, ARHGEF2, SHROOM1		9.97E-01

		ET		BP		GO:0016310~phosphorylation		21		1.36E-01		SRPK2, CDKL3, PLK5, PKLR, INSRR, OXSR1, CLK4, ACVR2B, PRKAG3, CLK2, STK11, CDK6, GRK5, STK36, GRK6, CSNK2B, PMVK, PDK4, PGK2, XYLB, PRKG1		9.97E-01

		ET		BP		GO:0035725~sodium ion transmembrane transport		5		1.36E-01		HCN3, SCN10A, SCN11A, OSR1, SCN5A		9.97E-01

		ET		BP		GO:0032720~negative regulation of tumor necrosis factor production		4		1.37E-01		SYT11, NFKBIL1, DEFB114, TRIM27		9.97E-01

		ET		BP		GO:0050679~positive regulation of epithelial cell proliferation		4		1.37E-01		YAP1, PKHD1, WDR48, OSR1		9.97E-01

		ET		BP		GO:0032722~positive regulation of chemokine production		3		1.40E-01		EGR1, IL6R, MYD88		9.97E-01

		ET		BP		GO:0010001~glial cell differentiation		3		1.40E-01		BCAN, RELN, HAPLN2		9.97E-01

		ET		BP		GO:0098609~cell-cell adhesion		9		1.46E-01		CDSN, CNTN5, SHC1, BSG, CTNNA1, CTNNB1, CTNNA2, IGSF9B, ITGA9		9.97E-01

		ET		BP		GO:0010628~positive regulation of gene expression		13		1.48E-01		YAP1, WNT10A, OSR1, IQGAP3, DKK1, GDF7, WNT6, ACTC1, CDK6, FEV, APOB, ZBTB7B, FGF22		9.97E-01

		ET		BP		GO:0000209~protein polyubiquitination		8		1.52E-01		ANKIB1, CDC34, UBE2B, UBE2Q1, RUSC1, TRIM58, JADE2, BIRC2		9.97E-01

		ET		BP		GO:0017158~regulation of calcium ion-dependent exocytosis		3		1.52E-01		RPH3AL, SYT11, DOC2B		9.97E-01

		ET		BP		GO:0032436~positive regulation of proteasomal ubiquitin-dependent protein catabolic process		5		1.61E-01		DAB2, ANKIB1, HSPA1L, RACK1, HSPA1A		9.97E-01

		ET		BP		GO:0050804~modulation of chemical synaptic transmission		5		1.61E-01		CX3CR1, GRIN3B, PPP1R9A, PAFAH1B1, GRIA4		9.97E-01

		ET		BP		GO:0007265~Ras protein signal transduction		5		1.61E-01		RB1, RIT1, DOK3, RAPGEF2, IQGAP3		9.97E-01

		ET		BP		GO:0050830~defense response to Gram-positive bacterium		7		1.62E-01		MMP7, CASP4, DEFB114, TNF, MYD88, MBL2, IL17A		9.97E-01

		ET		BP		GO:0001942~hair follicle development		3		1.64E-01		LHX2, FZD6, PUM2		9.97E-01

		ET		BP		GO:0048705~skeletal system morphogenesis		3		1.64E-01		WDR48, RFLNB, FMN1		9.97E-01

		ET		BP		GO:0007399~nervous system development		8		1.64E-01		NTRK1, APC2, PURA, RAPGEF2, ARHGEF2, NRG2, GFRA3, APOB		9.97E-01

		ET		BP		GO:0001701~in utero embryonic development		8		1.64E-01		C6, IHH, INPP5K, C3H1ORF43, ZFPM2, APOB, PDLIM7, DBN1		9.97E-01

		ET		BP		GO:0006909~phagocytosis		4		1.69E-01		SLC11A1, C3H1ORF43, ELANE, MYD88		9.97E-01

		ET		BP		GO:0006915~apoptotic process		13		1.72E-01		PRELID1, ECSCR, RHOB, VIL1, BAG6, GZMM, GRK5, CASP4, RACK1, VDAC1, PPID, MYD88, DAP3		9.97E-01

		ET		BP		GO:0050852~T cell receptor signaling pathway		5		1.74E-01		BTNL9, STK11, FYB1, MOG, BTNL2		9.97E-01

		ET		BP		GO:0006487~protein N-linked glycosylation		4		1.77E-01		MGAT5, GORASP1, MGAT1, B4GALT7		9.97E-01

		ET		BP		GO:0001501~skeletal system development		4		1.86E-01		BCAN, ASH1L, HAPLN2, PUM2		9.97E-01

		ET		BP		GO:0007613~memory		4		1.86E-01		CHRNB2, SYT11, PAIP2, CSMD1		9.97E-01

		ET		BP		GO:0009410~response to xenobiotic stimulus		4		1.86E-01		MMP7, SCN11A, RPP21, HTR2A		9.97E-01

		ET		BP		GO:0045944~positive regulation of transcription by RNA polymerase II		26		1.87E-01		YAP1, RB1, IHH, TNF, NIPBL, SBNO2, NLRP3, MEF2D, TFAP2B, EGR1, ZNF142, TFAP2D, SLC11A1, OSR1, ARID3A, ASH1L, SMAD5, MEIS2, MMP12, DAB2, HAX1, CTNNB1, ZFPM2, NEUROG1, MYD88, IL17A		9.97E-01

		ET		BP		GO:0008542~visual learning		3		1.87E-01		NPS, CHRNB2, MEIS2		9.97E-01

		ET		BP		GO:0060261~positive regulation of transcription initiation by RNA polymerase II		3		1.87E-01		MDC1, MED4, MED16		9.97E-01

		ET		BP		GO:0007283~spermatogenesis		11		1.93E-01		BAG6, THEG, DAZAP1, WDR48, ANKRD49, GPX4, STRBP, PAIP2, APOB, TDRD15, SPATA19		9.97E-01

		ET		BP		GO:0001578~microtubule bundle formation		3		2.00E-01		TRIM46, KIF20A, NCKAP5		9.97E-01

		ET		BP		GO:0031334~positive regulation of protein-containing complex assembly		3		2.00E-01		MMP3, RACK1, FNIP2		9.97E-01

		ET		BP		GO:0035115~embryonic forelimb morphogenesis		3		2.00E-01		NIPBL, CRABP2, OSR1		9.97E-01

		ET		BP		GO:0072344~rescue of stalled ribosome		3		2.00E-01		RNF25, RACK1, ANKZF1		9.97E-01

		ET		BP		GO:0045880~positive regulation of smoothened signaling pathway		3		2.00E-01		STK36, CTNNA1, IHH		9.97E-01

		ET		BP		GO:0016055~Wnt signaling pathway		6		2.00E-01		APC2, PYGO2, PRKAA1, GRK5, CSNK2B, CSNK1G2		9.97E-01

		ET		BP		GO:0042981~regulation of apoptotic process		7		2.01E-01		EGR1, CASP4, CASP1, CARD6, SRA1, HS1BP3, BIRC3		9.97E-01

		ET		BP		GO:0043524~negative regulation of neuron apoptotic process		5		2.08E-01		NTRK1, TFAP2B, TFAP2D, GDNF, OXR1		9.97E-01

		ET		BP		GO:0051301~cell division		10		2.10E-01		RB1, USP37, CDC23, RGS14, HEPACAM2, ARHGEF2, CDC25C, PMF1, PAFAH1B1, CKS1B		9.97E-01

		ET		BP		GO:0071222~cellular response to lipopolysaccharide		6		2.12E-01		CX3CR1, TRIM41, NFKBIL1, TNIP3, MMP8, TNF		9.97E-01

		ET		BP		GO:0010718~positive regulation of epithelial to mesenchymal transition		3		2.12E-01		CRB2, DAB2, TNXB		9.97E-01

		ET		BP		GO:0070979~protein K11-linked ubiquitination		3		2.12E-01		CDC23, UBE2B, UBE2D2		9.97E-01

		ET		BP		GO:0043123~positive regulation of canonical NF-kappaB signal transduction		8		2.14E-01		NCR3, UBD, NEK6, CASP1, TRIM58, TNF, MYD88, BIRC2		9.97E-01

		ET		BP		GO:0002052~positive regulation of neuroblast proliferation		3		2.24E-01		BCAN, CTNNB1, HAPLN2		9.97E-01

		ET		BP		GO:0050673~epithelial cell proliferation		3		2.24E-01		RB1, YAP1, PURA		9.97E-01

		ET		BP		GO:0030316~osteoclast differentiation		3		2.24E-01		SBNO2, EFNA2, TNF		9.97E-01

		ET		BP		GO:0051402~neuron apoptotic process		4		2.29E-01		RB1, NTRK1, TFAP2B, OXR1		9.97E-01

		ET		BP		GO:0019228~neuronal action potential		3		2.36E-01		SCN10A, SCN11A, SCN5A		9.97E-01

		ET		BP		GO:0032755~positive regulation of interleukin-6 production		4		2.37E-01		IL6R, TNF, MYD88, IL17A		9.97E-01

		ET		BP		GO:0032880~regulation of protein localization		4		2.37E-01		TRIM46, RACK1, WNT8A, TRIM58		9.97E-01

		ET		BP		GO:0010468~regulation of gene expression		8		2.38E-01		TCF19, ZNF142, NIPBL, CDK6, IHH, AFF4, HNRNPAB, NKAPL		9.97E-01

		ET		BP		GO:0006886~intracellular protein transport		11		2.40E-01		RIMS2, RIMS1, RPH3AL, TMED9, SEC24A, SAR1B, RAB24, SCG5, MYRIP, NES, RHOB		9.97E-01

		ET		BP		GO:0000398~mRNA splicing, via spliceosome		9		2.41E-01		AQR, DDX46, DDX39B, DHX16, KLHL3, DDX41, PRPF8, LSM2, HNRNPA0		9.97E-01

		ET		BP		GO:0090090~negative regulation of canonical Wnt signaling pathway		6		2.42E-01		APC2, EGR1, DAB2, STK11, FZD6, DKK1		9.97E-01

		ET		BP		GO:0031175~neuron projection development		5		2.43E-01		RB1, TNXB, RAPGEF2, PPP1R9A, LRP12		9.97E-01

		ET		BP		GO:0007218~neuropeptide signaling pathway		5		2.43E-01		NPS, KISS1R, SCG5, RAPGEF2, GPR83		9.97E-01

		ET		BP		GO:0032869~cellular response to insulin stimulus		4		2.46E-01		RB1, PKLR, BGLAP, INPP5K		9.97E-01

		ET		BP		GO:0042026~protein refolding		3		2.49E-01		HSPA9, HSPA1L, HSPA1A		9.97E-01

		ET		BP		GO:0009566~fertilization		3		2.49E-01		UBE2Q1, EHMT2, APOB		9.97E-01

		ET		BP		GO:0051897~positive regulation of phosphatidylinositol 3-kinase/protein kinase B signal transduction		6		2.54E-01		HAX1, PDGFD, INSRR, RICTOR, TNF, HBEGF		9.97E-01

		ET		BP		GO:0043161~proteasome-mediated ubiquitin-dependent protein catabolic process		9		2.55E-01		RMND5B, PSMB7, RNF126, UBE2B, ZFAND2B, KLHL3, BIRC2, DCAF13, HNRNPA0		9.97E-01

		ET		BP		GO:0050890~cognition		3		2.61E-01		NIPBL, BGLAP, BOLA-DRA		9.97E-01

		ET		BP		GO:0043525~positive regulation of neuron apoptotic process		3		2.61E-01		TFAP2B, CASP4, TNF		9.97E-01

		ET		BP		GO:0006974~DNA damage response		8		2.63E-01		YAP1, MDC1, STK11, PLK5, WDR48, DCUN1D5, GNL1, IER3		9.97E-01

		ET		BP		GO:0006935~chemotaxis		4		2.64E-01		CX3CR1, LECT2, ECSCR, CCR8		9.97E-01

		ET		BP		GO:0000132~establishment of mitotic spindle orientation		3		2.73E-01		PKHD1, MISP, PAFAH1B1		9.97E-01

		ET		BP		GO:0010976~positive regulation of neuron projection development		4		2.82E-01		NTRK1, DDR1, RAPGEF2, SCARF1		9.97E-01

		ET		BP		GO:0030335~positive regulation of cell migration		7		2.83E-01		VIL1, SEMA4A, DAB2, MMP7, MGAT5, PDGFD, RACK1		9.97E-01

		ET		BP		GO:0007346~regulation of mitotic cell cycle		3		2.86E-01		YWHAE, SRA1, CKS1B		9.97E-01

		ET		BP		GO:0007409~axonogenesis		4		2.91E-01		STK11, SCN11A, PITPNA, TRIM46		9.97E-01

		ET		BP		GO:0051649~establishment of localization in cell		4		2.91E-01		CATSPER3, SLC11A1, NME5, APOB		9.97E-01

		ET		BP		GO:0007173~epidermal growth factor receptor signaling pathway		3		2.98E-01		VIL1, SHC1, HBEGF		9.97E-01

		ET		BP		GO:0007254~JNK cascade		3		2.98E-01		TNF, MYD88, PAFAH1B1		9.97E-01

		ET		BP		GO:0051726~regulation of cell cycle		6		2.99E-01		FBXL21, MNT, PRCC, RACK1, BIRC2, BIRC3		9.97E-01

		ET		BP		GO:0001822~kidney development		4		3.00E-01		PKHD1, PYGO2, TFAP2B, CPLANE1		9.97E-01

		ET		BP		GO:0010595~positive regulation of endothelial cell migration		3		3.10E-01		BSG, AAMP, RHOB		9.97E-01

		ET		BP		GO:0021987~cerebral cortex development		3		3.10E-01		YWHAE, LHX2, CRK		9.97E-01

		ET		BP		GO:0050885~neuromuscular process controlling balance		3		3.10E-01		TIFAB, NEUROG1, PAFAH1B1		9.97E-01

		ET		BP		GO:0000184~nuclear-transcribed mRNA catabolic process, nonsense-mediated decay		3		3.10E-01		ETF1, SMG5, SMG6		9.97E-01

		ET		BP		GO:0051209~release of sequestered calcium ion into cytosol		3		3.10E-01		HTR2A, PLCD4, PLCD1		9.97E-01

		ET		BP		GO:0007030~Golgi organization		5		3.17E-01		TMED9, ATP8B3, ATP8B2, GORASP1, LMAN2		9.97E-01

		ET		BP		GO:0007507~heart development		6		3.18E-01		SHC1, OSR1, SMYD4, ZFPM2, PDLIM7, DBN1		9.97E-01

		ET		BP		GO:0006406~mRNA export from nucleus		3		3.23E-01		SEM1, NUP155, DDX39B		9.97E-01

		ET		BP		GO:0048666~neuron development		3		3.23E-01		IHH, MRPS18B, PBX2		9.97E-01

		ET		BP		GO:0065003~protein-containing complex assembly		3		3.23E-01		YAP1, RIMS1, PPID		9.97E-01

		ET		BP		GO:0007417~central nervous system development		5		3.24E-01		BCAN, DAZAP1, RELN, ZSCAN31, HAPLN2		9.97E-01

		ET		BP		GO:0006811~monoatomic ion transport		4		3.28E-01		GRIN3B, CATSPER3, SFXN4, GRIA4		9.97E-01

		ET		BP		GO:0007169~cell surface receptor protein tyrosine kinase signaling pathway		5		3.32E-01		NTRK1, DDR1, SHC2, DOK3, SHC1		9.97E-01

		ET		BP		GO:0048511~rhythmic process		3		3.35E-01		FBXL21, PRKAA1, RACK1		9.97E-01

		ET		BP		GO:0035249~synaptic transmission, glutamatergic		3		3.35E-01		NPS, GRIN3B, GRIA4		9.97E-01

		ET		BP		GO:0007224~smoothened signaling pathway		4		3.37E-01		RB1, STK36, CTNNA1, IHH		9.97E-01

		ET		BP		GO:0009617~response to bacterium		4		3.46E-01		VIL1, RNF5, CFB, C2		9.97E-01

		ET		BP		GO:0072659~protein localization to plasma membrane		6		3.51E-01		FYB1, BSG, PALM, FLOT1, INPP5K, TNF		9.97E-01

		ET		BP		GO:0007166~cell surface receptor signaling pathway		7		3.59E-01		FCRL1, VIPR2, CALCR, FCRL5, ADGRD2, FCRL3, FCRL4		9.97E-01

		ET		BP		GO:0002062~chondrocyte differentiation		3		3.59E-01		RB1, OSR1, MEF2D		9.97E-01

		ET		BP		GO:0042733~embryonic digit morphogenesis		3		3.59E-01		OSR1, IHH, CPLANE1		9.97E-01

		ET		BP		GO:0045893~positive regulation of DNA-templated transcription		11		3.60E-01		ARHGEF11, EGR1, WNT6, ANKRD49, SHC1, NSD1, CTNNB1, INPP5K, MED16, ARID1B, GDF7		9.97E-01

		ET		BP		GO:0016477~cell migration		8		3.69E-01		APC2, CTNNA1, SDC1, PBXIP1, CTNNA2, MISP, DOCK1, CRK		9.97E-01

		ET		BP		GO:0050766~positive regulation of phagocytosis		3		3.71E-01		SLC11A1, LMAN2, MBL2		9.97E-01

		ET		BP		GO:0060271~cilium assembly		8		3.74E-01		DYNC2H1, PKHD1, CPLANE1, NME5, TXNDC15, RILP, WDR35, LRP12		9.97E-01

		ET		BP		GO:0043410~positive regulation of MAPK cascade		5		3.77E-01		DOK3, FCRL3, INSRR, LAMTOR2, IQGAP3		9.97E-01

		ET		BP		GO:0007200~phospholipase C-activating G protein-coupled receptor signaling pathway		4		3.82E-01		CX3CR1, LPAR6, GPR83, HTR2A		9.97E-01

		ET		BP		GO:0008630~intrinsic apoptotic signaling pathway in response to DNA damage		3		3.83E-01		TNF, HIC1, IER3		9.97E-01

		ET		BP		GO:0006979~response to oxidative stress		4		3.91E-01		PRDX3, GPX4, ETFDH, OXR1		9.97E-01

		ET		BP		GO:0031640~killing of cells of another organism		3		3.95E-01		C6, C7, C9		9.97E-01

		ET		BP		GO:0007338~single fertilization		3		3.95E-01		TRPC7, WDR48, ASH1L		9.97E-01

		ET		BP		GO:0001503~ossification		3		3.95E-01		SBNO2, PDLIM7, FSTL3		9.97E-01

		ET		BP		GO:0048856~anatomical structure development		3		3.95E-01		TFAP2B, TFAP2D, EGFL8		9.97E-01

		ET		BP		GO:0000281~mitotic cytokinesis		3		4.06E-01		EFHC1, KIF20A, RHOB		9.97E-01

		ET		BP		GO:0042147~retrograde transport, endosome to Golgi		4		4.09E-01		RNF126, VPS50, VPS53, TRIM27		9.97E-01

		ET		BP		GO:0006325~chromatin organization		5		4.15E-01		RB1, KMT2E, BAG6, GATAD1, HDAC9		9.97E-01

		ET		BP		GO:0009791~post-embryonic development		3		4.18E-01		STK36, ASH1L, APOB		9.97E-01

		ET		BP		GO:0006814~sodium ion transport		3		4.18E-01		CATSPER3, SLC23A1		9.97E-01

		ET		BP		GO:0051092~positive regulation of NF-kappaB transcription factor activity		3		4.18E-01		RNF25, TRIM15, TNF		9.97E-01

		ET		BP		GO:0009887~animal organ morphogenesis		4		4.27E-01		GREM1, PBX2, MEIS2, FGF22		9.97E-01

		ET		BP		GO:0045444~fat cell differentiation		3		4.29E-01		TFAP2B, NIPBL, ZFPM2		9.97E-01

		ET		BP		GO:0033138~positive regulation of peptidyl-serine phosphorylation		3		4.29E-01		AKAP9, FNIP2, TNF		9.97E-01

		ET		BP		GO:0007157~heterophilic cell-cell adhesion via plasma membrane cell adhesion molecules		3		4.29E-01		CRB2, NOTCH4, SCARF1		9.97E-01

		ET		BP		GO:0033674~positive regulation of kinase activity		3		4.41E-01		NTRK1, DDR1, INSRR		9.97E-01

		ET		BP		GO:0006888~endoplasmic reticulum to Golgi vesicle-mediated transport		5		4.52E-01		TMED9, SEC24A, SAR1B, LMAN2, BET1		9.97E-01

		ET		BP		GO:0060395~SMAD protein signal transduction		3		4.52E-01		GDF9, SMAD5, GDF7		9.97E-01

		ET		BP		GO:0032757~positive regulation of interleukin-8 production		3		4.52E-01		TNF, ELANE, MYD88		9.97E-01

		ET		BP		GO:0008285~negative regulation of cell population proliferation		7		4.65E-01		NTRK1, DDR1, TFAP2B, CTNNB1, RAPGEF2, DLEC1, ETV3		9.97E-01

		ET		BP		GO:0043065~positive regulation of apoptotic process		7		4.70E-01		PRR7, UBD, RACK1, CTNNB1, TNF, PPID, RHOB		9.97E-01

		ET		BP		GO:0007049~cell cycle		7		4.70E-01		RB1, MDC1, USP37, CDC23, RACK1, ARHGEF2, CKS1B		9.97E-01

		ET		BP		GO:0010467~gene expression		4		4.79E-01		FMN1, IQGAP3, MYD88, IL17A		9.97E-01

		ET		BP		GO:0007264~small GTPase-mediated signal transduction		4		4.79E-01		ARHGAP32, RAPGEF2, DOCK1, RHOB		9.97E-01

		ET		BP		GO:0055085~transmembrane transport		13		4.85E-01		SLC23A3, HCN3, CATSPER3, ABCB6, SLC43A2, SLC23A1, ABCA7, SLC25A48, SLC22A13, SLC4A9, SLC22A14, SLC25A44, HCN2		9.97E-01

		ET		BP		GO:1904263~positive regulation of TORC1 signaling		3		4.85E-01		BMT2, LAMTOR2, FNIP2		9.97E-01

		ET		BP		GO:0045666~positive regulation of neuron differentiation		3		4.85E-01		ARHGEF2, NEUROG1, GDF7		9.97E-01

		ET		BP		GO:0045732~positive regulation of protein catabolic process		3		4.85E-01		APC2, RILP, IER3		9.97E-01

		ET		BP		GO:0043484~regulation of RNA splicing		3		4.85E-01		PTBP1, CLK4, CLK2		9.97E-01

		ET		BP		GO:0001649~osteoblast differentiation		3		4.96E-01		BGLAP, IHH, MEF2D		9.97E-01

		ET		BP		GO:0050731~positive regulation of peptidyl-tyrosine phosphorylation		3		4.96E-01		HAX1, HTR2A, HBEGF		9.97E-01

		ET		BP		GO:0032729~positive regulation of type II interferon production		3		4.96E-01		SLC11A1, TRIM27, TNF		9.97E-01

		ET		BP		GO:0043491~phosphatidylinositol 3-kinase/protein kinase B signal transduction		3		4.96E-01		HTR2A, PEAR1, TNF		9.97E-01

		ET		BP		GO:0032456~endocytic recycling		3		5.06E-01		VPS50, DENND1A, VPS53		9.97E-01

		ET		BP		GO:0030509~BMP signaling pathway		4		5.12E-01		EGR1, GDF9, SMAD5, GDF7		9.97E-01

		ET		BP		GO:0000724~double-strand break repair via homologous recombination		4		5.20E-01		SEM1, WDR48, MRE11, RPA1		9.97E-01

		ET		BP		GO:0007596~blood coagulation		3		5.27E-01		MPIG6B, F12, TFPI2		9.97E-01

		ET		BP		GO:0035556~intracellular signal transduction		12		5.34E-01		ARHGEF11, SRPK2, CDKL3, SHC2, STK11, PRKAA1, SH3BP5L, SHC1, ASB4, NRG2, OXSR1, PLCD4		9.97E-01

		ET		BP		GO:0007605~sensory perception of sound		4		5.36E-01		NIPBL, CNTN5, LHFPL3, CLRN3		9.97E-01

		ET		BP		GO:0007268~chemical synaptic transmission		5		5.37E-01		GJD2, CHRNB2, HTR2A, TPGS1, PAFAH1B1		9.97E-01

		ET		BP		GO:0001817~regulation of cytokine production		4		5.44E-01		BTNL9, MOG, ZBTB12, BTNL2		9.97E-01

		ET		BP		GO:0030855~epithelial cell differentiation		3		5.57E-01		VIL1, VDAC1, GDF7		9.97E-01

		ET		BP		GO:0032760~positive regulation of tumor necrosis factor production		3		5.57E-01		MMP8, MYD88, IL17A		9.97E-01

		ET		BP		GO:0030317~flagellated sperm motility		3		5.57E-01		CATSPER3, ASH1L, APOB		9.97E-01

		ET		BP		GO:0001934~positive regulation of protein phosphorylation		5		5.64E-01		DAB2, RACK1, IQGAP3, TNF, FGF22		9.97E-01

		ET		BP		GO:0031146~SCF-dependent proteasomal ubiquitin-dependent protein catabolic process		3		5.76E-01		FBXL21, FBXO9, SKP1		9.97E-01

		ET		BP		GO:0015031~protein transport		9		5.87E-01		SCAMP4, RAB25, MTX1, KIF20A, RILP, SIL1, PPID, SCAMP3, BET1		9.97E-01

		ET		BP		GO:0009653~anatomical structure morphogenesis		3		5.94E-01		FOXI2, PITX1, SMAD5		9.97E-01

		ET		BP		GO:0070374~positive regulation of ERK1 and ERK2 cascade		5		5.96E-01		NTRK1, SHC1, PDGFD, RAPGEF2, HTR2A		9.97E-01

		ET		BP		GO:0010951~negative regulation of endopeptidase activity		3		6.03E-01		SERPINF1, SERPINF2, SPOCK1		9.97E-01

		ET		BP		GO:0071346~cellular response to type II interferon		3		6.30E-01		MYO1C, AIF1, TNF		9.97E-01

		ET		BP		GO:0000278~mitotic cell cycle		4		6.53E-01		PPP2CA, PLK5, TUBB, SKP1		9.97E-01

		ET		BP		GO:0007165~signal transduction		17		6.54E-01		CHRNB2, YWHAE, ARHGAP11A, FAM13B, RGS14, PLPPR3, LRRD1, RHOB, ARHGAP45, STK11, CDK6, GRK5, GRK6, AKAP9, PLPP2, CRK, CSNK1G2		9.97E-01

		ET		BP		GO:0042391~regulation of membrane potential		3		6.54E-01		RIMS2, CHRNB2, RIMS1		9.97E-01

		ET		BP		GO:0007010~cytoskeleton organization		3		6.62E-01		VIL1, PALM, VILL		9.97E-01

		ET		BP		GO:0042742~defense response to bacterium		5		6.68E-01		LEAP2, SHC1, CASP4, DEFB113, DEFB110		9.97E-01

		ET		BP		GO:0071356~cellular response to tumor necrosis factor		3		6.70E-01		DCSTAMP, INPP5K, BIRC2		9.97E-01

		ET		BP		GO:0006869~lipid transport		3		6.70E-01		NAXE, ESYT2, ABCA7		9.97E-01

		ET		BP		GO:0030182~neuron differentiation		4		6.73E-01		WNT6, WNT10A, LHX2, WNT8A		9.97E-01

		ET		BP		GO:0006260~DNA replication		3		6.85E-01		ORC5, MCM3, RPA1		9.97E-01

		ET		BP		GO:0050728~negative regulation of inflammatory response		3		6.85E-01		RB1, PTGER4, IER3		9.97E-01

		ET		BP		GO:0006457~protein folding		4		6.91E-01		CCT3, HSPA4, PFDN1, PPID		9.97E-01

		ET		BP		GO:0001666~response to hypoxia		3		7.00E-01		CHRNB2, EGR1, CASP1		9.97E-01

		ET		BP		GO:0046330~positive regulation of JNK cascade		3		7.00E-01		DKK1, TNF, MYD88		9.97E-01

		ET		BP		GO:0016311~dephosphorylation		4		7.03E-01		PTPRE, PTPRN2, INPP5K, LHPP		9.97E-01

		ET		BP		GO:0008360~regulation of cell shape		4		7.09E-01		VIL1, SEMA4A, PALM, CRK		9.97E-01

		ET		BP		GO:0008104~protein localization		3		7.28E-01		CTNNA1, LAMTOR2, DOC2B		9.97E-01

		ET		BP		GO:0006887~exocytosis		3		7.28E-01		RPH3AL, RAB25, DOC2B		9.97E-01

		ET		BP		GO:0036503~ERAD pathway		3		7.41E-01		BAG6, RNF5, ANKZF1		9.97E-01

		ET		BP		GO:0007219~Notch signaling pathway		3		7.41E-01		CDK6, NOTCH4, IL17A		9.97E-01

		ET		BP		GO:0008283~cell population proliferation		3		7.47E-01		DDR1, DDX41, CRK		9.97E-01

		ET		BP		GO:0008380~RNA splicing		3		7.47E-01		PTBP1, RBM48, DHX16		9.97E-01

		ET		BP		GO:0016042~lipid catabolic process		3		7.53E-01		PLCD4, PLCD1, PAFAH1B1		9.97E-01

		ET		BP		GO:0006606~protein import into nucleus		3		7.59E-01		MMP12, NUP155, FAM53C		9.97E-01

		ET		BP		GO:0006470~protein dephosphorylation		4		7.82E-01		PPP2CA, PTPRE, PTPRN2, CDC25C		9.97E-01

		ET		BP		GO:0006338~chromatin remodeling		4		7.95E-01		NIPBL, GATAD1, HDGF, ARID1B		9.97E-01

		ET		BP		GO:0006629~lipid metabolic process		4		8.04E-01		RUBCNL, PLCD4, CRK, PLCD1		9.97E-01

		ET		BP		GO:0030334~regulation of cell migration		3		8.08E-01		TNXB, MMP3, FGF22		9.97E-01

		ET		BP		GO:0043547~positive regulation of GTPase activity		3		8.17E-01		RACK1, RGS10, RAPGEF2		9.97E-01

		ET		BP		GO:0006397~mRNA processing		3		8.73E-01		PTBP1, RBM48, DHX16		9.97E-01

		ET		BP		GO:0032259~methylation		3		9.05E-01		GAMT, MGMT, BMT2		9.97E-01

		ET		BP		GO:0050821~protein stabilization		3		9.05E-01		CAMLG, WDR81, GLMP		9.97E-01

		ET		BP		GO:0006897~endocytosis		3		9.10E-01		MYO1C, DENND1A, CSNK1G2		9.97E-01

		ET		BP		GO:0000226~microtubule cytoskeleton organization		3		9.10E-01		APC2, TTLL4, TUBB		9.97E-01

		ET		BP		GO:0010629~negative regulation of gene expression		3		9.26E-01		YAP1, IQGAP3, SMAD5		9.97E-01

		ET		BP		GO:0006355~regulation of DNA-templated transcription		12		9.67E-01		ZNF496, KMT2E, SBNO2, GON4L, NOTCH4, NSD1, GATAD1, MTERF1, ASH1L, ZNF621, ZNF354A, APBB3		9.97E-01

		ET		BP		GO:0007186~G protein-coupled receptor signaling pathway		39		9.73E-01		CX3CR1, OR2G6, OR11L1, OR14J1, OR2G3, GPR85, RXFP4, OR2M4, RXFP1, OR2T11, GNGT1, CXCR1, OR2W3, OR2W1, CXCR2, INPP5K, CCR8, OR12D3, OR12D2, OR2B6, ARHGEF11, OR2T27, OR6F1, GPR39, RPH3AL, GABBR1, OR2J3, OR2H1, GPBAR1, GNG11, OR2T4, OR2T2, OR5V1, OR2V2, OR2V1, OR2L13, OR10C1, OR2B11, RAPGEF2		9.97E-01

		ET		BP		GO:0006412~translation		5		9.77E-01		RPS15, RPL14, RPL37, PAIP2, MRPL24		9.97E-01

		ET		BP		GO:0019221~cytokine-mediated signaling pathway		3		9.82E-01		LIFR, OSMR, IL6R		9.97E-01

		ET		BP		GO:0045892~negative regulation of DNA-templated transcription		5		9.83E-01		TFAP2B, SBNO2, SHC1, CTNNB1, INPP5K		9.97E-01

		ET		MF		GO:0005518~collagen binding		5		3.54E-02		DDR1, MMP12, MMP13, SPOCK1, FSTL3		9.98E-01

		ET		KEGG		bta04740:Olfactory transduction		24		1.00E+00		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR14J1, OR2J3, OR2H1, OR2M4, OR2T11, OR2T4, OR2T2, OR5V1, OR2V2, OR2W3, OR2V1, OR2L13, OR2W1, OR10C1, OR2B11, OR12D3, OR12D2, OR2B6, PRKG1		1.00E+00

		IND		KEGG		bta04740:Olfactory transduction		9		1.00E+00		OR5D18, OR5V1, OR14J1, OR2W1, OR2J3, OR2H1, OR10C1, OR12D3, OR12D2		1.00E+00

		ET		CC		GO:0005886~plasma membrane		140		1.00E+00		VIPR2, SLC23A1, IHH, OR2M4, RXFP1, TNF, OR2T11, FLAD1, SCN11A, BSG, PALM, PAQR8, CHRNB2, ENTPD3, SLC11A1, RPSA, DKK1, OR2T4, SCN10A, OR2T2, OR2L13, VDAC1, PLPP2, PPID, CSNK1G2, SHC2, ABCB6, SHC1, NOTCH4, ECSCR, GPR85, GPR83, AGER, EFNA4, CBARP, LYPD8, PRDX3, CALCR, GRK5, C9, GRK6, NEU1, INPP5K, KCNN3, OR2B6, GRIA4, RAP1GAP2, FYB1, ATP8B3, MPIG6B, ATP8B2, CNTN5, UBE2B, FZD6, PRRC2A, EFNA1, VIL1, PTPRE, DAB2, GRIN3B, EFNA3, EFNA2, OR10C1, LRP12, ITM2B, MYD88, YWHAE, DDR1, PRR7, SLC44A4, OR14J1, AQP10, SRA1, DOC2B, HTR2A, SGCE, CATIP, FLOT1, SCN5A, CLIC1, PRKG1, TRPC7, ARHGEF11, GPR39, OR2H1, GPBAR1, ARID1B, RHOB, NCR3, RTN4RL1, MYOT, RAPGEF2, OR2B11, TLCD2, CRK, DOCK1, DBN1, HBEGF, CRB2, PTGER4, OR2G6, OR2G3, RGS14, PLPPR3, PON2, DCST1, TMEM163, PPP2CA, MUC1, OR2W3, LMAN2, KRIT1, NCAM2, RHBG, AAMP, LY6G6E, MISP, LY6G6F, OPCML, JAM3, NTRK1, OR2T27, SEMA4A, OR6F1, HSPA1L, LHFPL3, ACVR2B, SLC4A9, RIT1, MYO1C, OR2V2, ABHD17A, OR2V1, SYT11, RGS10, CTNNB1, RHAG, PLCD4, HSPA1A		1.00E+00

		IND		BP		GO:0006954~inflammatory response		9		1.00E+00		C4A, CXCL10, CXCL9, CXCL11, SLC11A1, IL17F, AIF1, AGER, IL17A		1.00E+00

		IND		BP		GO:0007189~adenylate cyclase-activating G protein-coupled receptor signaling pathway		4		1.00E+00		CXCL10, CXCL9, CXCL11, CNR2		1.00E+00

		AT		BP		GO:0010951~negative regulation of endopeptidase activity		6		2.67E-03		SERPINA3, SERPINA3-3, SPOCK1, SERPING1, SERPINA3-8, SERPINA5		1.0E+00

		AT		BP		GO:0019221~cytokine-mediated signaling pathway		9		7.13E-03		GHR, IL2RB, IL3RA, LIFR, CSF2RB, TYK2, OSMR, CSF2RA		1.0E+00

		AT		BP		GO:0070936~protein K48-linked ubiquitination		5		1.08E-02		RNF126, UBE2B, KLHL3, DTX4, HNRNPA0		1.0E+00

		AT		BP		GO:0098609~cell-cell adhesion		8		1.17E-02		CTNND1, BSG, PKP2, CTNNA1, ICAM3, ICAM4, ICAM5, ICAM1		1.0E+00

		AT		BP		GO:0006957~complement activation, alternative pathway		3		1.23E-02		CFD, C7, C9		1.0E+00

		AT		KEGG		bta04630:JAK-STAT signaling pathway		10		2.02E-02		GHR, CNTF, IL2RB, IL9, IL3RA, LIFR, CSF2RB, TYK2, OSMR, CSF2RA		1.0E+00

		AT		KEGG		bta04136:Autophagy - other		4		2.28E-02		PPP2CA, ATG4B, ATG4D, ATG2B		1.0E+00

		AT		BP		GO:0007166~cell surface receptor signaling pathway		7		2.87E-02		MS4A5, MS4A7, MS4A14, MS4A13, MS4A2, MS4A1, PAPPA2		1.0E+00

		AT		KEGG		bta04520:Adherens junction		6		2.92E-02		FARP2, CTNND1, TCF7, RAC2, CTNNA1, NECTIN3		1.0E+00

		AT		MF		GO:0005515~protein binding		48		2.92E-02		MIDN, TMPRSS6, NCF4, CSF2RB, ELFN2, MED16, CSF2RA, FSTL4, FSTL3, GHR, FBXL21, COP1, CDC23, EGFLAM, C6, TIFAB, C7, WDR70, ADAMTSL5, LRRTM4, PPP1R7, C9, C1QTNF6, SCN9A, LRRTM2, BTBD2, FBXO4, SPOCK1, BRD8, ANKMY1, TRPC7, EPHA5, FYB1, NUP155, TTC33, WDR18, CPLANE1, RTN4RL2, KLHL3, DICER1, OSMR, POLRMT, IL2RB, IL3RA, TRIM58, SOWAHA, PAPPA2, SMTNL1		1.0E+00

		AT		KEGG		bta04120:Ubiquitin mediated proteolysis		8		3.02E-02		COP1, CDC34, CDC23, UBE2B, FBXO4, KEAP1, UBE2L6, SKP1		1.0E+00

		AT		MF		GO:0004550~nucleoside diphosphate kinase activity		3		3.14E-02		DTYMK, NME5, AK7		1.0E+00

		AT		BP		GO:0034727~piecemeal microautophagy of the nucleus		3		3.18E-02		ATG4B, ATG4D, ATG2B		1.0E+00

		AT		MF		GO:0005248~voltage-gated sodium channel activity		3		3.47E-02		SCN9A, SCN7A, HCN2		1.0E+00

		AT		BP		GO:2000045~regulation of G1/S transition of mitotic cell cycle		3		3.87E-02		CDKN2D, PPP2CA, PLK5		1.0E+00

		AT		MF		GO:0019901~protein kinase binding		10		3.87E-02		HDAC4, CDKN2D, TCL1A, PARP1, CDC37, RAC2, TRIM58, VDAC1, CEP192, CDC25C		1.0E+00

		AT		BP		GO:0030509~BMP signaling pathway		5		4.01E-02		EGR1, GDF9, TMPRSS6, SMAD5, LEFTY2		1.0E+00

		AT		BP		GO:0034599~cellular response to oxidative stress		4		4.15E-02		PARP1, GPX4, KEAP1, PYCR2		1.0E+00

		AT		MF		GO:0019838~growth factor binding		3		4.55E-02		GHR, LIFR, OSMR		1.0E+00

		AT		BP		GO:0019222~regulation of metabolic process		3		4.61E-02		MC2R, MC5R, S1PR5		1.0E+00

		AT		BP		GO:0006956~complement activation		3		5.00E-02		C6, C7, C9		1.0E+00

		AT		MF		GO:0004252~serine-type endopeptidase activity		8		5.30E-02		CFD, GZMM, TMPRSS6, PRTN3, PRSS57, AZU1, ELANE, PCSK4		1.0E+00

		AT		KEGG		bta03015:mRNA surveillance pathway		6		5.54E-02		PPP2CA, DAZAP1, RNMT, CLP1, PAPOLA, ETF1		1.0E+00

		AT		BP		GO:0000209~protein polyubiquitination		6		5.87E-02		CDC34, UBE2B, FBXO4, TRIM58, UBE2L6, JADE2		1.0E+00

		AT		KEGG		bta04151:PI3K-Akt signaling pathway		13		6.08E-02		PRKAA1, OSMR, GHR, PPP2CA, TCL1B, STK11, TCL1A, EFNA2, GDNF, CDC37, IL2RB, IL3RA, FGF22		1.0E+00

		AT		BP		GO:0009636~response to toxic substance		3		6.23E-02		SCN9A, EPHX1, GLYAT		1.0E+00

		AT		BP		GO:0043161~proteasome-mediated ubiquitin-dependent protein catabolic process		7		6.66E-02		RNF126, COP1, UBE2B, KLHL3, DTX4, KCTD17, HNRNPA0		1.0E+00

		AT		BP		GO:0030316~osteoclast differentiation		3		6.66E-02		FARP2, SBNO2, EFNA2		1.0E+00

		AT		KEGG		bta04810:Regulation of actin cytoskeleton		9		6.67E-02		ENAH, APC2, C6, C7, C9, RAC2, BDKRB2, BDKRB1, FGF22		1.0E+00

		AT		CC		GO:0030424~axon		8		6.98E-02		CNTF, MYOT, SCN9A, PALM, BSG, SCN7A, KIF1A, HCN2		1.0E+00

		AT		KEGG		bta05415:Diabetic cardiomyopathy		9		6.98E-02		PARP1, NDUFS7, UQCRQ, NCF4, NDUFA10, RAC2, VDAC1, UQCR11, ATP5F1D		1.0E+00

		AT		MF		GO:0008083~growth factor activity		6		7.31E-02		GDF9, CNTF, GDNF, IL9, LEFTY2, FGF22		1.0E+00

		AT		BP		GO:0090090~negative regulation of canonical Wnt signaling pathway		5		7.47E-02		APC2, EGR1, DAB2, STK11, CTNND1		1.0E+00

		AT		BP		GO:0034644~cellular response to UV		3		7.55E-02		PARP1, SDE2, COPS9		1.0E+00

		AT		BP		GO:1900182~positive regulation of protein localization to nucleus		3		7.55E-02		CARD10, STK11, TYK2		1.0E+00

		AT		MF		GO:0004867~serine-type endopeptidase inhibitor activity		6		7.66E-02		SERPINA3, SERPINA3-3, SERPINA3-1, SERPING1, SERPINA3-8, SERPINA5		1.0E+00

		AT		BP		GO:0006511~ubiquitin-dependent protein catabolic process		7		8.12E-02		RNF126, CDC34, FBXO4, KEAP1, UBE2L6, KLHL3, HNRNPA0		1.0E+00

		AT		MF		GO:0003712~transcription coregulator activity		5		8.61E-02		KDM3B, ZFP91, LPXN, MED19, ARID3A		1.0E+00

		AT		BP		GO:0007155~cell adhesion		8		8.76E-02		FARP2, NRXN1, NRXN3, ICAM3, LPXN, ICAM5, TGFBI, ICAM1		1.0E+00

		AT		MF		GO:0061631~ubiquitin conjugating enzyme activity		3		9.31E-02		CDC34, UBE2B, UBE2L6		1.0E+00

		AT		KEGG		bta04514:Cell adhesion molecules		7		9.44E-02		IGSF11, NRXN1, NRXN3, ICAM3, MADCAM1, NECTIN3, ICAM1		1.0E+00

		AT		BP		GO:0050885~neuromuscular process controlling balance		3		9.92E-02		TIFAB, RAC2, NEUROG1		1.0E+00

		AT		KEGG		bta04060:Cytokine-cytokine receptor interaction		11		9.94E-02		GHR, GDF9, CNTF, IL2RB, IL9, IL3RA, LIFR, CSF2RB, OSMR, CSF2RA, CXCL14		1.0E+00

		AT		BP		GO:0090307~mitotic spindle assembly		3		1.04E-01		CEP192, KIF20A, MISP		1.0E+00

		AT		BP		GO:0006508~proteolysis		13		1.16E-01		CFD, RNPEPL1, TMPRSS6, PRSS57, AZU1, USP18, GZMM, ADAMTSL5, CAPN10, PRTN3, ELANE, ATG4D, PAPPA2		1.0E+00

		AT		MF		GO:0043539~protein serine/threonine kinase activator activity		3		1.18E-01		TCL1B, TCL1A, RICTOR		1.0E+00

		AT		BP		GO:0006958~complement activation, classical pathway		3		1.19E-01		C6, C7, C9		1.0E+00

		AT		CC		GO:0005634~nucleus		83		1.26E-01		ZNF496, ZNF692, MIDN, DAZAP1, DDX46, ONECUT3, CTNND1, HDLBP, KEAP1, THYN1, UBE2L6, JADE2, AFF4, SOX2, PTBP1, ING5, STK11, RAVER1, CLP1, PAPOLA, FAM53C, PDE4A, PITX1, SKP1, BOK, GAMT, CDKL3, REXO1, PARP1, GPX4, ZFP91, VRK1, DICER1, TYK2, CDC25C, KLF16, QTRT1, ITPKB, THAP4, RNF126, SDE2, PKP2, KIF20A, CSNK1G2, PVALB, HDAC4, ZNF672, DTYMK, PRKAA1, TMEM63A, RNMT, GSKIP, USP18, FSTL3, PPP2CA, FBXL21, SBNO2, WDR70, GSC, PPP1R7, POLR2E, NLRP3, LPXN, HNRNPA0, MBD3, HSPA9, CDKN2D, EGR1, PLK5, UBE2B, HSPA4, MTERF4, ARID3A, KLHL3, MEX3D, FAM111B, ZGLP1, CCNG1, R3HDM4, TCF3, NCAPD3, NEUROG1, COPS9		1.0E+00

		AT		MF		GO:0030971~receptor tyrosine kinase binding		3		1.28E-01		SHC2, GRB14, GDNF		1.0E+00

		AT		BP		GO:0031640~killing of cells of another organism		3		1.35E-01		C6, C7, C9		1.0E+00

		AT		MF		GO:1990756~ubiquitin-like ligase-substrate adaptor activity		3		1.39E-01		KEAP1, KLHL3, HNRNPA0		1.0E+00

		AT		MF		GO:0045296~cadherin binding		4		1.39E-01		CTNND1, PKP2, CTNNA1, CDH13		1.0E+00

		AT		KEGG		bta04710:Circadian rhythm		3		1.43E-01		FBXL21, PRKAA1, SKP1		1.0E+00

		AT		MF		GO:0050839~cell adhesion molecule binding		3		1.44E-01		TENM2, BSG, TGFBI		1.0E+00

		AT		BP		GO:0007043~cell-cell junction assembly		3		1.46E-01		CTNND1, PKP2, CDH13		1.0E+00

		AT		BP		GO:0006909~phagocytosis		3		1.46E-01		NCF4, ICAM3, ELANE		1.0E+00

		AT		MF		GO:0061629~RNA polymerase II-specific DNA-binding transcription factor binding		4		1.47E-01		PARP1, KEAP1, TCF3, MIXL1		1.0E+00

		AT		CC		GO:0005829~cytosol		50		1.47E-01		MIDN, DAZAP1, DDX46, CTNND1, KEAP1, GHR, TCL1A, STK11, NUDCD2, RAVER1, OSBP, PDE4A, SKP1, APC2, PARP1, GPX4, TYK2, GFRA3, QTRT1, ENAH, RNF126, SETBP1, SDE2, TRIM58, ATG4B, ETF1, PRTN3, PHLDB2, HDAC4, DTYMK, C2CD4C, HMMR, MAT2B, VPS26B, AKAP17A, USP18, PPP2CA, FBXL21, CYTH4, GPC1, BTBD2, LPXN, AP1M2, HNRNPA0, SEC24A, HSPA4, MTERF4, ARID3A, KLHL3, SMAD5		1.0E+00

		AT		BP		GO:0007156~homophilic cell adhesion via plasma membrane adhesion molecules		5		1.48E-01		IGSF11, MYOT, BSG, CDH13, NECTIN3		1.0E+00

		AT		BP		GO:0035556~intracellular signal transduction		9		1.50E-01		RP1L1, CDKL3, SHC2, STK11, TCL1A, PRKAA1, SH3BP5L, MTERF4, TYK2		1.0E+00

		AT		KEGG		bta05200:Pathways in cancer		15		1.51E-01		APC2, PTGER4, TCF7, WNT8A, KEAP1, CSF2RB, CSF2RA, IL2RB, IL3RA, CTNNA1, RAC2, BDKRB2, BDKRB1, FGF22, SKP1		1.0E+00

		AT		BP		GO:0007157~heterophilic cell-cell adhesion via plasma membrane cell adhesion molecules		3		1.52E-01		SNED1, TENM2, NECTIN3		1.0E+00

		AT		CC		GO:0005881~cytoplasmic microtubule		3		1.53E-01		APC2, ODF3L2, REEP2		1.0E+00

		AT		BP		GO:0016567~protein ubiquitination		9		1.54E-01		FBXL21, RNF126, CDC23, SDE2, KEAP1, KLHL3, DTX4, SKP1, HNRNPA0		1.0E+00

		AT		KEGG		bta05226:Gastric cancer		6		1.58E-01		APC2, SHC2, TCF7, CTNNA1, WNT8A, FGF22		1.0E+00

		AT		BP		GO:0060395~SMAD protein signal transduction		3		1.63E-01		GDF9, SMAD5, LEFTY2		1.0E+00

		AT		BP		GO:0060326~cell chemotaxis		4		1.64E-01		RAC2, BDKRB2, BDKRB1, CXCL14		1.0E+00

		AT		CC		GO:0005737~cytoplasm		74		1.67E-01		DAZAP1, MROH2B, NDUFA10, NCF4, CTNND1, HDLBP, KEAP1, SYNE3, STK11, NUDCD2, GRB14, PALM, FBXO4, SLBP2, SKP1, GAMT, CARD10, CDKL3, SERPINA3-1, CIRBP, VRK1, DUSP28, DICER1, CDC25C, ENAH, ITPKB, THAP4, FAM210A, ILF3, RNF126, CDC37, SDE2, PKP2, TRIM58, ATG4B, ETF1, KIF20A, KCTD17, CSNK1G2, PVALB, IVL, ATG4D, DTYMK, PRKAA1, GSKIP, HMMR, DTX4, AK7, MC2R, CLMN, CTNNA1, NLRP3, SPOCK1, CEP192, S1PR5, FGF22, HSPA9, CDKN2D, FARP2, EGR1, PLK5, MTERF4, DNAH14, CRNN, GDF9, DAB2, SH3BP5L, STK25, CAPN10, CCNG1, MC5R, IFT27, TCF3, COPS9		1.0E+00

		AT		KEGG		bta04390:Hippo signaling pathway		6		1.70E-01		PPP2CA, APC2, SOX2, TCF7, CTNNA1, WNT8A		1.0E+00

		AT		BP		GO:0045165~cell fate commitment		3		1.74E-01		SOX2, WNT8A, NEUROG1		1.0E+00

		AT		KEGG		bta04670:Leukocyte transendothelial migration		5		1.76E-01		CTNND1, NCF4, RAC2, CTNNA1, ICAM1		1.0E+00

		AT		BP		GO:0016055~Wnt signaling pathway		4		1.84E-01		APC2, PRKAA1, RAC2, CSNK1G2		1.0E+00

		AT		MF		GO:0005524~ATP binding		28		1.90E-01		DTYMK, PRKAA1, DDX46, UBE2L6, AK7, STK11, CLP1, PAPOLA, NLRP3, KIF1A, HSPA9, EPHA5, CDKL3, ATP8B3, PLK5, UBE2B, HSPA4, MTERF4, DNAH14, VRK1, ABCA7, DICER1, TYK2, CDC34, STK25, CDC37, KIF20A, CSNK1G2		1.0E+00

		AT		MF		GO:0004674~protein serine/threonine kinase activity		8		1.90E-01		CDKL3, STK11, PRKAA1, PLK5, STK25, MTERF4, VRK1, CSNK1G2		1.0E+00

		AT		BP		GO:0032880~regulation of protein localization		3		1.91E-01		PARP1, WNT8A, TRIM58		1.0E+00

		AT		KEGG		bta04080:Neuroactive ligand-receptor interaction		11		1.92E-01		GHR, PTGER4, MC2R, GRIN3B, GPR35, MC5R, KISS1R, BDKRB2, BDKRB1, S1PR5, SSTR3		1.0E+00

		AT		MF		GO:0019843~rRNA binding		3		1.94E-01		MTERF4, MRPL16, RPL37		1.0E+00

		AT		BP		GO:0051301~cell division		6		1.97E-01		CDC23, CCNG1, SDE2, VRK1, NCAPD3, CDC25C		1.0E+00

		AT		BP		GO:0070534~protein K63-linked ubiquitination		3		2.02E-01		RNF126, UBE2B, ZFP91		1.0E+00

		AT		KEGG		bta04071:Sphingolipid signaling pathway		5		2.02E-01		PPP2CA, RAC2, BDKRB2, S1PR5, MS4A2		1.0E+00

		AT		BP		GO:0007411~axon guidance		5		2.10E-01		ENAH, EPHA5, EFNA2, MYOT, BSG		1.0E+00

		AT		KEGG		bta04015:Rap1 signaling pathway		7		2.13E-01		ENAH, FARP2, FYB1, EFNA2, CTNND1, RAC2, FGF22		1.0E+00

		AT		KEGG		bta05412:Arrhythmogenic right ventricular cardiomyopathy		4		2.14E-01		SGCD, TCF7, PKP2, CTNNA1		1.0E+00

		AT		CC		GO:0005925~focal adhesion		5		2.16E-01		ENAH, CNN2, LPXN, MISP, PHLDB2		1.0E+00

		AT		KEGG		bta05208:Chemical carcinogenesis - reactive oxygen species		8		2.17E-01		NDUFS7, UQCRQ, EPHX1, NDUFA10, KEAP1, VDAC1, UQCR11, ATP5F1D		1.0E+00

		AT		MF		GO:0003729~mRNA binding		7		2.18E-01		PTBP1, DAZAP1, RAVER1, HDLBP, KLHL3, SLBP2, HNRNPA0		1.0E+00

		AT		BP		GO:0019722~calcium-mediated signaling		3		2.19E-01		SGCD, BDKRB2, BDKRB1		1.0E+00

		AT		BP		GO:0016485~protein processing		3		2.19E-01		SDE2, ATG4B, ATG4D		1.0E+00

		AT		CC		GO:0005654~nucleoplasm		30		2.20E-01		ZNF692, DAZAP1, RNMT, KEAP1, LIN9, JADE2, DTX4, ING5, STK11, TCL1A, MIER2, GPC1, OSBP, PALM, MBD3, EGR1, CIRBP, ZFP91, ARID3A, SMAD5, ILF3, RNF126, SETBP1, PKP2, TRIM58, TCF3, MS4A1, MIXL1, ATG4D, COPS9		1.0E+00

		AT		KEGG		bta04140:Autophagy - animal		6		2.22E-01		PPP2CA, STK11, PRKAA1, ATG4B, ATG4D, ATG2B		1.0E+00

		AT		KEGG		bta04140:Autophagy - animal		6		2.22E-01		PPP2CA, STK11, PRKAA1, ATG4B, ATG4D, ATG2B		1.0E+00

		AT		CC		GO:0005741~mitochondrial outer membrane		5		2.25E-01		QTRT1, SLC44A2, VDAC1, BOK, SLC25A46		1.0E+00

		AT		BP		GO:0031146~SCF-dependent proteasomal ubiquitin-dependent protein catabolic process		3		2.31E-01		FBXL21, FBXO4, SKP1		1.0E+00

		AT		BP		GO:0000045~autophagosome assembly		3		2.37E-01		ATG4B, ATG4D, ATG2B		1.0E+00

		AT		BP		GO:0009653~anatomical structure morphogenesis		3		2.43E-01		SOX2, PITX1, SMAD5		1.0E+00

		AT		BP		GO:0007179~transforming growth factor beta receptor signaling pathway		3		2.43E-01		DAB2, LPXN, SMAD5		1.0E+00

		AT		MF		GO:0051015~actin filament binding		6		2.45E-01		CNN2, CLMN, CTNNA1, SHROOM1, MISP, SYNE3		1.0E+00

		AT		MF		GO:0005178~integrin binding		4		2.49E-01		ICAM3, ICAM4, ICAM5, ICAM1		1.0E+00

		AT		CC		GO:0045121~membrane raft		4		2.50E-01		PPP2CA, GPC1, VDAC1, ARID3A		1.0E+00

		AT		MF		GO:0004197~cysteine-type endopeptidase activity		3		2.51E-01		ATG4B, USP18, ATG4D		1.0E+00

		AT		CC		GO:0045171~intercellular bridge		3		2.55E-01		APC2, CYTH4, NUDCD2		1.0E+00

		AT		BP		GO:0009617~response to bacterium		3		2.60E-01		SCN7A, CEP192, MS4A1		1.0E+00

		AT		CC		GO:0030141~secretory granule		3		2.60E-01		FSTL4, ELANE, CBARP		1.0E+00

		AT		BP		GO:0007507~heart development		4		2.62E-01		MTERF4, PKP2, LPXN, MIXL1		1.0E+00

		AT		MF		GO:0003676~nucleic acid binding		6		2.62E-01		ZCCHC10, REXO1, TMEM63A, DDX46, RAC2, R3HDM4		1.0E+00

		AT		MF		GO:0008013~beta-catenin binding		3		2.63E-01		APC2, TCF7, CTNNA1		1.0E+00

		AT		KEGG		bta00270:Cysteine and methionine metabolism		3		2.65E-01		MPST, TST, MAT2B		1.0E+00

		AT		MF		GO:0003723~RNA binding		14		2.67E-01		DAZAP1, RNMT, HDLBP, CIRBP, DICER1, AKAP17A, MEX3D, PATL1, RPS15, RAVER1, SDE2, PAPOLA, RPL37, HNRNPA0		1.0E+00

		AT		MF		GO:0042803~protein homodimerization activity		10		2.77E-01		GHR, QTRT1, TENM2, PARP1, TRIM58, TCF3, AGXT, NEUROG1, MIXL1, BOK		1.0E+00

		AT		CC		GO:0030496~midbody		4		2.79E-01		APC2, CTNND1, KEAP1, KIF20A		1.0E+00

		AT		BP		GO:0072659~protein localization to plasma membrane		4		2.83E-01		FYB1, PALM, BSG, PKP2		1.0E+00

		AT		CC		GO:0016607~nuclear speck		7		2.86E-01		HDAC4, DDX46, ABHD17A, SDE2, LPXN, AKAP17A, PATL1		1.0E+00

		AT		BP		GO:0042981~regulation of apoptotic process		4		2.87E-01		EGR1, CARD10, CARD6, BOK		1.0E+00

		AT		BP		GO:0006886~intracellular protein transport		6		2.94E-01		SEC24A, SAR1B, IFT27, VPS26B, STX3, AP1M2		1.0E+00

		AT		BP		GO:0006869~lipid transport		3		2.95E-01		ZDHHC5, ABCA7, SERPINA5		1.0E+00

		AT		BP		GO:0016477~cell migration		5		2.96E-01		APC2, GPC1, CTNNA1, MISP, PHLDB2		1.0E+00

		AT		KEGG		bta05016:Huntington disease		9		2.96E-01		NDUFS7, UQCRQ, DNAH14, NDUFA10, POLR2E, VDAC1, UQCR11, ATP5F1D, ATG2B		1.0E+00

		AT		BP		GO:0007165~signal transduction		11		3.03E-01		STK11, TENM2, PLCXD3, FAM13B, PLPPR3, RAC2, PDE4A, VRK1, PLPP2, CSNK1G2, ARHGAP45		1.0E+00

		AT		KEGG		bta05418:Fluid shear stress and atherosclerosis		5		3.03E-01		PRKAA1, GPC1, RAC2, KEAP1, ICAM1		1.0E+00

		AT		KEGG		bta05213:Endometrial cancer		3		3.06E-01		APC2, TCF7, CTNNA1		1.0E+00

		AT		BP		GO:0043524~negative regulation of neuron apoptotic process		3		3.07E-01		CNTF, GDNF, BOK		1.0E+00

		AT		BP		GO:0007229~integrin-mediated signaling pathway		3		3.07E-01		FYB1, CTNNA1, MADCAM1		1.0E+00

		AT		KEGG		bta05224:Breast cancer		5		3.08E-01		APC2, SHC2, TCF7, WNT8A, FGF22		1.0E+00

		AT		CC		GO:0019005~SCF ubiquitin ligase complex		3		3.12E-01		FBXL21, FBXO4, SKP1		1.0E+00

		AT		MF		GO:0003779~actin binding		5		3.15E-01		ENAH, CNN2, LPXN, KLHL3, HNRNPA0		1.0E+00

		AT		KEGG		bta05217:Basal cell carcinoma		3		3.27E-01		APC2, TCF7, WNT8A		1.0E+00

		AT		KEGG		bta04350:TGF-beta signaling pathway		4		3.29E-01		PPP2CA, SMAD5, LEFTY2, SKP1		1.0E+00

		AT		MF		GO:0046872~metal ion binding		32		3.33E-01		ZNF496, HDAC4, ZNF692, KDM3B, SAR1B, NRXN1, LECT2, NRXN3, JADE2, PPP2CA, ING5, COP1, PAPOLA, PDE4A, LPXN, RPL37, ATP8B3, GLRX5, B3GAT1, ZFP91, DICER1, MEX3D, SMAD5, KLF16, ARHGAP45, QTRT1, THAP4, RNF126, NDUFS7, STK25, MFNG, FDX2		1.0E+00

		AT		KEGG		bta05012:Parkinson disease		8		3.34E-01		NDUFS7, UQCRQ, NDUFA10, KEAP1, VDAC1, UQCR11, UBE2L6, ATP5F1D		1.0E+00

		AT		KEGG		bta04714:Thermogenesis		7		3.55E-01		PRKAA1, KDM3B, NDUFS7, UQCRQ, NDUFA10, UQCR11, ATP5F1D		1.0E+00

		AT		KEGG		bta04110:Cell cycle		5		3.62E-01		CDKN2D, PPP2CA, CDC23, CDC25C, SKP1		1.0E+00

		AT		BP		GO:0006914~autophagy		3		3.64E-01		PRKAA1, ATG4B, ATG4D		1.0E+00

		AT		CC		GO:0005576~extracellular region		19		3.65E-01		CFD, LEAP2, LECT2, B3GAT1, NRXN3, WNT8A, OOSP2, NME5, CXCL14, FSTL4, GHR, GDF9, EFNA2, ADAMTSL5, GPC1, IL9, RAC2, NLRP3, LEFTY2		1.0E+00

		AT		KEGG		bta04020:Calcium signaling pathway		7		3.66E-01		ITPKB, GRIN3B, GDNF, BDKRB2, BDKRB1, VDAC1, FGF22		1.0E+00

		AT		KEGG		bta00190:Oxidative phosphorylation		5		3.67E-01		NDUFS7, UQCRQ, NDUFA10, UQCR11, ATP5F1D		1.0E+00

		AT		BP		GO:0000902~cell morphogenesis		3		3.69E-01		WNT8A, CDH13, SHROOM1		1.0E+00

		AT		MF		GO:0003730~mRNA 3'-UTR binding		3		3.71E-01		DAZAP1, KLHL3, HNRNPA0		1.0E+00

		AT		KEGG		bta05171:Coronavirus disease - COVID-19		8		3.74E-01		CFD, RPS15, C6, C7, C9, NLRP3, TYK2, RPL37		1.0E+00

		AT		CC		GO:0043231~intracellular membrane-bounded organelle		6		3.81E-01		DAB2, GRB14, OSBP, CTNNA1, ABCA7, MISP		1.0E+00

		AT		CC		GO:0005856~cytoskeleton		7		3.86E-01		ENAH, FARP2, ODF3L2, RAC2, KLHL3, TYK2, HNRNPA0		1.0E+00

		AT		CC		GO:0005789~endoplasmic reticulum membrane		13		3.89E-01		SEC24A, CAMLG, SAR1B, EPHX1, TMX2, BSG, OSBP, REEP2, REEP6, LBR, PLPP2, BOK, ATG2B		1.0E+00

		AT		BP		GO:0045944~positive regulation of transcription by RNA polymerase II		12		3.92E-01		HDAC4, SOX2, EGR1, DAB2, SBNO2, PARP1, TMPRSS6, NLRP3, MED19, ARID3A, NEUROG1, SMAD5		1.0E+00

		AT		CC		GO:0000139~Golgi membrane		8		3.97E-01		MFNG, B3GAT1, OSBP, IFT27, NLRP3, LDLRAD4, ACBD3, PCSK4		1.0E+00

		AT		MF		GO:0005125~cytokine activity		5		4.00E-01		GDF9, CNTF, IL9, WNT8A, LEFTY2		1.0E+00

		AT		BP		GO:0007018~microtubule-based movement		3		4.03E-01		DNAH14, KIF1A, KIF20A		1.0E+00

		AT		MF		GO:0044325~transmembrane transporter binding		3		4.04E-01		SCN7A, VDAC1, CBARP		1.0E+00

		AT		BP		GO:0007275~multicellular organism development		4		4.07E-01		WNT8A, CDH13, FSTL4, FSTL3		1.0E+00

		AT		KEGG		bta05225:Hepatocellular carcinoma		5		4.13E-01		APC2, SHC2, TCF7, WNT8A, KEAP1		1.0E+00

		AT		KEGG		bta04114:Oocyte meiosis		4		4.25E-01		PPP2CA, CDC23, CDC25C, SKP1		1.0E+00

		AT		KEGG		bta04932:Non-alcoholic fatty liver disease		5		4.25E-01		PRKAA1, NDUFS7, UQCRQ, NDUFA10, UQCR11		1.0E+00

		AT		KEGG		bta04310:Wnt signaling pathway		5		4.25E-01		APC2, TCF7, RAC2, WNT8A, SKP1		1.0E+00

		AT		CC		GO:0001650~fibrillar center		3		4.28E-01		DAB2, DDX46, RNMT		1.0E+00

		AT		BP		GO:0007283~spermatogenesis		5		4.43E-01		THEG, DAZAP1, GPX4, ZGLP1, IFT27		1.0E+00

		AT		BP		GO:0006974~DNA damage response		4		4.48E-01		STK11, PLK5, PARP1, VRK1		1.0E+00

		AT		CC		GO:0005802~trans-Golgi network		4		4.51E-01		ATP8B3, OSBP, MS4A7, PCSK4		1.0E+00

		AT		KEGG		bta05166:Human T-cell leukemia virus 1 infection		6		4.55E-01		EGR1, CDC23, IL2RB, VDAC1, TCF3, ICAM1		1.0E+00

		AT		BP		GO:0008284~positive regulation of cell population proliferation		6		4.57E-01		GDF9, CNTF, LIFR, OSMR, FGF22, COPS9		1.0E+00

		AT		KEGG		bta05416:Viral myocarditis		3		4.58E-01		SGCD, RAC2, ICAM1		1.0E+00

		AT		MF		GO:0051082~unfolded protein binding		3		4.68E-01		HSPA9, NUDCD2, CDC37		1.0E+00

		AT		KEGG		bta04613:Neutrophil extracellular trap formation		6		4.68E-01		HDAC4, NCF4, RAC2, VDAC1, AZU1, ELANE		1.0E+00

		AT		BP		GO:0000278~mitotic cell cycle		3		4.72E-01		PPP2CA, PLK5, SKP1		1.0E+00

		AT		BP		GO:0006955~immune response		7		4.72E-01		C6, C7, C9, IL9, BDKRB2, BDKRB1, MS4A2		1.0E+00

		AT		BP		GO:0007049~cell cycle		4		4.73E-01		CDKN2D, CDC23, SDE2, VRK1		1.0E+00

		AT		CC		GO:0031901~early endosome membrane		3		4.79E-01		LDLRAD4, PLPP2, BOK		1.0E+00

		AT		KEGG		bta05022:Pathways of neurodegeneration - multiple diseases		11		4.85E-01		APC2, NDUFS7, UQCRQ, DNAH14, NDUFA10, WNT8A, VDAC1, UQCR11, UBE2L6, ATP5F1D, ATG2B		1.0E+00

		AT		BP		GO:0051260~protein homooligomerization		3		4.87E-01		C9, NLRP3, KCTD17		1.0E+00

		AT		MF		GO:0043565~sequence-specific DNA binding		4		4.88E-01		PGBD2, EGR1, ZGLP1, NLRP3		1.0E+00

		AT		MF		GO:0038023~signaling receptor activity		3		4.88E-01		BSG, RTN4RL2, GFRA3		1.0E+00

		AT		BP		GO:0030154~cell differentiation		8		4.91E-01		SOX2, DAB2, IFT27, TYK2, SMAD5, FSTL4, FGF22, FSTL3		1.0E+00

		AT		KEGG		bta05014:Amyotrophic lateral sclerosis		9		4.93E-01		NUP155, NDUFS7, UQCRQ, DNAH14, NDUFA10, VDAC1, UQCR11, ATP5F1D, ATG2B		1.0E+00

		AT		MF		GO:0008017~microtubule binding		5		4.96E-01		APC2, REEP2, KIF1A, KIF20A, TPGS1		1.0E+00

		AT		BP		GO:0006457~protein folding		3		5.02E-01		NUDCD2, HSPA4, CDC37		1.0E+00

		AT		KEGG		bta05210:Colorectal cancer		3		5.12E-01		APC2, TCF7, RAC2		1.0E+00

		AT		BP		GO:0006468~protein phosphorylation		8		5.17E-01		EPHA5, CDKL3, STK11, PRKAA1, PLK5, STK25, MTERF4, VRK1		1.0E+00

		AT		BP		GO:0051726~regulation of cell cycle		3		5.17E-01		ING5, FBXL21, LIN9		1.0E+00

		AT		KEGG		bta05010:Alzheimer disease		9		5.32E-01		APC2, NDUFS7, UQCRQ, NDUFA10, WNT8A, VDAC1, UQCR11, ATP5F1D, ATG2B		1.0E+00

		AT		CC		GO:0005783~endoplasmic reticulum		12		5.33E-01		TCL1A, CATSPER3, GLYATL2, TMEM259, REEP2, ATG4B, NLRP3, KEAP1, SLC38A11, REEP6, ALG10, PLPP2		1.0E+00

		AT		CC		GO:0005759~mitochondrial matrix		4		5.37E-01		TST, GLRX5, NDUFA10, FDX2		1.0E+00

		AT		CC		GO:0045202~synapse		6		5.39E-01		PPP2CA, PLCXD3, GPC1, VDAC1, KIF1A, TPGS1		1.0E+00

		AT		BP		GO:0015031~protein transport		5		5.39E-01		SCAMP4, IFT27, ATG4B, KIF20A, ATG4D		1.0E+00

		AT		KEGG		bta04072:Phospholipase D signaling pathway		4		5.47E-01		SHC2, CYTH4, MS4A2, PLPP2		1.0E+00

		AT		BP		GO:0050821~protein stabilization		3		5.55E-01		CAMLG, CDC37, CTNND1		1.0E+00

		AT		MF		GO:0005509~calcium ion binding		11		5.56E-01		CRNN, SNED1, TENM2, EGFLAM, SYT10, CDH13, SPOCK1, PKD2L2, FSTL4, PVALB, FSTL3		1.0E+00

		AT		KEGG		bta05231:Choline metabolism in cancer		3		5.57E-01		SLC44A2, RAC2, PLPP2		1.0E+00

		AT		KEGG		bta04934:Cushing syndrome		4		5.65E-01		APC2, MC2R, TCF7, WNT8A		1.0E+00

		AT		MF		GO:0031625~ubiquitin protein ligase binding		4		5.72E-01		CAMLG, UBE2L6, SMAD5, BOK		1.0E+00

		AT		BP		GO:0006470~protein dephosphorylation		3		5.82E-01		PPP2CA, DUSP28, CDC25C		1.0E+00

		AT		CC		GO:0016604~nuclear body		4		5.90E-01		REXO1, PARP1, SETBP1, TCF7		1.0E+00

		AT		BP		GO:0016310~phosphorylation		8		5.93E-01		ITPKB, CDKL3, STK11, PLK5, STK25, CLP1, TYK2, AK7		1.0E+00

		AT		KEGG		bta04150:mTOR signaling pathway		4		5.94E-01		STK11, PRKAA1, WNT8A, RICTOR		1.0E+00

		AT		BP		GO:0006629~lipid metabolic process		3		6.04E-01		ACAD8, PLCXD3, PLCXD2		1.0E+00

		AT		KEGG		bta04750:Inflammatory mediator regulation of TRP channels		3		6.09E-01		PTGER4, BDKRB2, BDKRB1		1.0E+00

		AT		KEGG		bta04640:Hematopoietic cell lineage		3		6.09E-01		IL3RA, MS4A1, CSF2RA		1.0E+00

		AT		BP		GO:0045087~innate immune response		6		6.22E-01		C6, PARP1, C7, ZDHHC5, NLRP3, TRIM58		1.0E+00

		AT		KEGG		bta04064:NF-kappa B signaling pathway		3		6.24E-01		CARD10, PARP1, ICAM1		1.0E+00

		AT		KEGG		bta04820:Cytoskeleton in muscle cells		5		6.29E-01		SGCD, MYOT, PKP2, LBR, SYNE3		1.0E+00

		AT		MF		GO:0004984~olfactory receptor activity		18		6.35E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR2M4, OR2T11, OR2T4, OR2T2, OR2W3, OR10V1, OR2L13, OR4D11, OR2B11, OR4D9, OR4D6, OR5B2, OR5A1		1.0E+00

		AT		BP		GO:0001525~angiogenesis		3		6.36E-01		NRXN1, BSG, NRXN3		1.0E+00

		AT		BP		GO:0030036~actin cytoskeleton organization		3		6.40E-01		FARP2, LPXN, SMTNL1		1.0E+00

		AT		BP		GO:0055085~transmembrane transport		6		6.43E-01		SLC25A48, CATSPER3, SLC44A2, SLC43A1, ABCA7, HCN2		1.0E+00

		AT		MF		GO:0004930~G protein-coupled receptor activity		21		6.47E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, GPR35, OR2M4, OR2T11, OR2T4, OR2T2, MC2R, OR2W3, OR10V1, OR2L13, OR4D11, OR2B11, OR4D9, OR4D6, S1PR5, OR5B2, OR5A1		1.0E+00

		AT		KEGG		bta05206:MicroRNAs in cancer		6		6.47E-01		HDAC4, APC2, EFNA2, CCNG1, DICER1, CDC25C		1.0E+00

		AT		KEGG		bta05165:Human papillomavirus infection		7		6.47E-01		PPP2CA, APC2, PTGER4, MFNG, TCF7, WNT8A, TYK2		1.0E+00

		AT		KEGG		bta04530:Tight junction		4		6.53E-01		PPP2CA, STK11, PRKAA1, HSPA4		1.0E+00

		AT		KEGG		bta04935:Growth hormone synthesis, secretion and action		3		6.56E-01		GHR, SHC2, SSTR3		1.0E+00

		AT		KEGG		bta04360:Axon guidance		4		6.57E-01		ENAH, EPHA5, EFNA2, RAC2		1.0E+00

		AT		CC		GO:0005874~microtubule		4		6.58E-01		DNAH14, KIF1A, KIF20A, SHROOM1		1.0E+00

		AT		MF		GO:0003714~transcription corepressor activity		3		6.59E-01		HDAC4, MIER2, ELANE		1.0E+00

		AT		CC		GO:0000785~chromatin		6		6.63E-01		FAM111B, EGR1, KDM3B, PARP1, MIXL1, COPS9		1.0E+00

		AT		BP		GO:0007186~G protein-coupled receptor signaling pathway		23		6.77E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR2M4, OR2T11, OR2T4, OR2T2, MC2R, OR2W3, OR10V1, OR2L13, MC5R, BDKRB2, OR4D11, OR2B11, OR4D9, BDKRB1, OR4D6, S1PR5, OR5B2, OR5A1		1.0E+00

		AT		CC		GO:0005730~nucleolus		9		6.77E-01		HSPA9, ZNF692, ILF3, MIDN, PARP1, WDR18, OSBP, ZFP91, KRI1		1.0E+00

		AT		KEGG		bta04217:Necroptosis		4		6.79E-01		PARP1, NLRP3, VDAC1, TYK2		1.0E+00

		AT		CC		GO:0005929~cilium		3		6.80E-01		IFT27, NME5, TXNDC15		1.0E+00

		AT		KEGG		bta04152:AMPK signaling pathway		3		6.82E-01		PPP2CA, STK11, PRKAA1		1.0E+00

		AT		KEGG		bta05322:Systemic lupus erythematosus		4		6.89E-01		C6, C7, C9, ELANE		1.0E+00

		AT		KEGG		bta04024:cAMP signaling pathway		5		6.89E-01		MC2R, GRIN3B, RAC2, PDE4A, HCN2		1.0E+00

		AT		MF		GO:0001227~DNA-binding transcription repressor activity, RNA polymerase II-specific		5		6.90E-01		ZNF672, ZNF692, TCF3, SMAD5, KLF16		1.0E+00

		AT		CC		GO:0005667~transcription regulator complex		3		7.04E-01		PARP1, ONECUT3, TCF3		1.0E+00

		AT		KEGG		bta05164:Influenza A		4		7.09E-01		NLRP3, VDAC1, TYK2, ICAM1		1.0E+00

		AT		KEGG		bta04068:FoxO signaling pathway		3		7.15E-01		CDKN2D, STK11, PRKAA1		1.0E+00

		AT		KEGG		bta04621:NOD-like receptor signaling pathway		4		7.16E-01		CARD6, NLRP3, VDAC1, TYK2		1.0E+00

		AT		MF		GO:0016887~ATP hydrolysis activity		6		7.17E-01		HSPA9, ATP8B3, DNAH14, NLRP3, ABCA7, KIF20A		1.0E+00

		AT		KEGG		bta05132:Salmonella infection		5		7.29E-01		CYTH4, TCF7, NLRP3, ACBD3, SKP1		1.0E+00

		AT		BP		GO:0008285~negative regulation of cell population proliferation		3		7.34E-01		HDAC4, CDKN2D, CLMN		1.0E+00

		AT		MF		GO:0003677~DNA binding		12		7.46E-01		HDAC4, MBD3, THAP4, ZNF496, ILF3, PARP1, SETBP1, SDE2, POLR2E, ARID3A, LIN9, LBR		1.0E+00

		AT		KEGG		bta04371:Apelin signaling pathway		3		7.48E-01		HDAC4, EGR1, PRKAA1		1.0E+00

		AT		CC		GO:0048471~perinuclear region of cytoplasm		6		7.55E-01		APC2, RAC2, LPXN, PDE4A, DICER1, MEX3D		1.0E+00

		AT		MF		GO:0061630~ubiquitin protein ligase activity		5		7.60E-01		RNF126, COP1, TRIM58, JADE2, DTX4		1.0E+00

		AT		KEGG		bta04210:Apoptosis		3		7.61E-01		PARP1, IL3RA, CSF2RB		1.0E+00

		AT		CC		GO:0043005~neuron projection		4		7.69E-01		EPHA5, TENM2, RAC2, SSTR3		1.0E+00

		AT		BP		GO:0060271~cilium assembly		3		7.72E-01		CPLANE1, NME5, TXNDC15		1.0E+00

		AT		BP		GO:0000398~mRNA splicing, via spliceosome		3		7.74E-01		DDX46, KLHL3, HNRNPA0		1.0E+00

		AT		KEGG		bta05017:Spinocerebellar ataxia		3		7.74E-01		GRIN3B, VDAC1, ATG2B		1.0E+00

		AT		BP		GO:0045893~positive regulation of DNA-templated transcription		4		7.80E-01		EGR1, ING5, ILF3, MED16		1.0E+00

		AT		MF		GO:0005102~signaling receptor binding		3		7.86E-01		CTNND1, PRTN3, BOK		1.0E+00

		AT		KEGG		bta05135:Yersinia infection		3		7.90E-01		FYB1, RAC2, NLRP3		1.0E+00

		AT		CC		GO:0005743~mitochondrial inner membrane		5		8.05E-01		SLC25A48, NDUFS7, MRPL16, UQCR11, BOK		1.0E+00

		AT		MF		GO:0000287~magnesium ion binding		3		8.08E-01		STK11, ATP8B3, PAPOLA		1.0E+00

		AT		BP		GO:0043066~negative regulation of apoptotic process		4		8.16E-01		DAB2, IL2RB, VDAC1, SMAD5		1.0E+00

		AT		KEGG		bta04650:Natural killer cell mediated cytotoxicity		3		8.18E-01		SHC2, RAC2, ICAM1		1.0E+00

		AT		MF		GO:0001228~DNA-binding transcription activator activity, RNA polymerase II-specific		5		8.21E-01		ZNF672, EGR1, ONECUT3, TCF3, MIXL1		1.0E+00

		AT		MF		GO:0042802~identical protein binding		10		8.27E-01		TCL1A, C1QTNF6, LECT2, CTNNA1, KEAP1, VDAC1, ARID3A, KIF1A, MS4A1, HCN2		1.0E+00

		AT		MF		GO:0046982~protein heterodimerization activity		5		8.29E-01		PPP2CA, QTRT1, TENM2, TCF3, BOK		1.0E+00

		AT		KEGG		bta05417:Lipid and atherosclerosis		4		8.29E-01		HSPA4, NCF4, NLRP3, ICAM1		1.0E+00

		AT		KEGG		bta05170:Human immunodeficiency virus 1 infection		4		8.38E-01		RAC2, CDC25C, AP1M2, SKP1		1.0E+00

		AT		BP		GO:0006357~regulation of transcription by RNA polymerase II		18		8.39E-01		ZNF496, ZNF672, EGR1, ZNF692, KDM3B, ONECUT3, TCF7, ZFP91, ARID3A, LIN9, JADE2, SMAD5, KLF16, ZGLP1, GSC, TCF3, PITX1, MIXL1		1.0E+00

		AT		KEGG		bta04141:Protein processing in endoplasmic reticulum		3		8.40E-01		SEC24A, SAR1B, SKP1		1.0E+00

		AT		KEGG		bta04014:Ras signaling pathway		4		8.42E-01		SHC2, EFNA2, RAC2, FGF22		1.0E+00

		AT		BP		GO:0006355~regulation of DNA-templated transcription		7		8.45E-01		SOX2, ZNF496, ING5, SBNO2, SETBP1, MTERF4, KEAP1		1.0E+00

		AT		KEGG		bta04144:Endocytosis		4		8.45E-01		DAB2, CYTH4, IL2RB, VPS26B		1.0E+00

		AT		MF		GO:0005549~odorant binding		4		8.55E-01		OR11L1, OR10V1, OR5B2, OR5A1		1.0E+00

		AT		MF		GO:0005085~guanyl-nucleotide exchange factor activity		3		8.61E-01		FARP2, CYTH4, SH3BP5L		1.0E+00

		AT		CC		GO:0030425~dendrite		3		8.72E-01		EPHA5, PALM, HCN2		1.0E+00

		AT		KEGG		bta04062:Chemokine signaling pathway		3		8.74E-01		SHC2, RAC2, CXCL14		1.0E+00

		AT		CC		GO:0005840~ribosome		3		8.76E-01		RPS15, MRPL16, RPL37		1.0E+00

		AT		KEGG		bta04740:Olfactory transduction		18		8.77E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR2M4, OR2T11, OR2T4, OR2T2, OR2W3, OR10V1, OR2L13, OR4D11, OR2B11, OR4D9, OR4D6, OR5B2, OR5A1		1.0E+00

		AT		CC		GO:0005886~plasma membrane		79		8.83E-01		SNED1, MS4A5, TENM2, MS4A3, SLC44A2, MS4A7, CTNND1, ZDHHC5, OR2M4, ELFN2, OR2T11, GRB14, LRRTM4, BSG, PALM, SCN9A, OSBP, BDKRB2, RAC2, OR4D9, MS4A14, MS4A13, OR4D6, EPHA5, TRPC7, RTN4RL2, ANO7, ENAH, OR2T4, OR2T2, OR10V1, OR2L13, MYOT, SDE2, PKP2, OR2B11, CDH13, VDAC1, MS4A2, MS4A1, OR5A1, PHLDB2, PLPP2, CSNK1G2, PTGER4, OR2G6, SHC2, TMEM63A, OR2G3, TMPRSS6, PLPPR3, NRXN1, NRXN3, LYPD8, CBARP, PPP2CA, MC2R, CYTH4, OR2W3, C9, GPC1, LPXN, SCN7A, STX3, S1PR5, MISP, OR2T27, OR6F1, FYB1, ATP8B3, UBE2B, IGSF11, DAB2, GRIN3B, EFNA2, ABHD17A, SYT10, MC5R, OR4D11		1.0E+00

		AT		KEGG		bta05202:Transcriptional misregulation in cancer		3		8.88E-01		IL2RB, TCF3, ELANE		1.0E+00

		AT		KEGG		bta03010:Ribosome		3		8.93E-01		RPS15, MRPL16, RPL37		1.0E+00

		AT		MF		GO:0008270~zinc ion binding		9		8.96E-01		EGR1, ZCCHC10, SEC24A, PARP1, RNPEPL1, ZGLP1, TRIM58, D2HGDH, DTX4		1.0E+00

		AT		KEGG		bta04814:Motor proteins		3		8.98E-01		DNAH14, KIF1A, KIF20A		1.0E+00

		AT		BP		GO:0000122~negative regulation of transcription by RNA polymerase II		8		9.13E-01		HDAC4, MBD3, EGR1, DAB2, PARP1, TMPRSS6, MIER2, ELANE		1.0E+00

		AT		KEGG		bta05167:Kaposi sarcoma-associated herpesvirus infection		3		9.20E-01		TCF7, TYK2, ICAM1		1.0E+00

		AT		CC		GO:0016324~apical plasma membrane		3		9.20E-01		SLC43A1, SHROOM1, OSMR		1.0E+00

		AT		KEGG		bta04010:MAPK signaling pathway		4		9.21E-01		EFNA2, GDNF, RAC2, FGF22		1.0E+00

		AT		BP		GO:0006915~apoptotic process		3		9.23E-01		GZMM, PARP1, VDAC1		1.0E+00

		AT		MF		GO:0000978~RNA polymerase II cis-regulatory region sequence-specific DNA binding		13		9.31E-01		ZNF496, ZNF672, EGR1, ZNF692, ONECUT3, TCF7, SMAD5, KLF16, SOX2, GSC, TCF3, PITX1, MIXL1		1.0E+00

		AT		KEGG		bta05034:Alcoholism		3		9.33E-01		HDAC4, SHC2, GRIN3B		1.0E+00

		AT		MF		GO:0003924~GTPase activity		3		9.58E-01		SAR1B, RAC2, IFT27		1.0E+00

		AT		MF		GO:0000981~DNA-binding transcription factor activity, RNA polymerase II-specific		12		9.59E-01		SOX2, ZNF496, EGR1, ONECUT3, GSC, TCF7, TCF3, NEUROG1, PITX1, SMAD5, KLF16, MIXL1		1.0E+00

		AT		CC		GO:0005794~Golgi apparatus		7		9.61E-01		APC2, STK25, SDE2, IFT27, KIF20A, AP1M2, SELENOH		1.0E+00

		AT		KEGG		bta01100:Metabolic pathways		23		9.68E-01		ACAD8, GAMT, MPST, DTYMK, GPX4, NDUFA10, B3GAT1, UQCR11, PYCR2, MAT2B, ALG10, AK7, ATP5F1D, ITPKB, TST, NDUFS7, UQCRQ, OXCT1, PDE4A, PCBD2, AGXT, LBR, PLPP2		1.0E+00

		AT		MF		GO:0003682~chromatin binding		4		9.69E-01		HDAC4, ING5, ARID3A, NEUROG1		1.0E+00

		AT		MF		GO:0003735~structural constituent of ribosome		3		9.71E-01		RPS15, MRPL16, RPL37		1.0E+00

		AT		CC		GO:0009986~cell surface		3		9.73E-01		GPC1, CTNND1, ELANE		1.0E+00

		AT		CC		GO:0005813~centrosome		4		9.76E-01		PLK5, HMMR, DTX4, TPGS1		1.0E+00

		AT		MF		GO:0005525~GTP binding		3		9.86E-01		SAR1B, RAC2, IFT27		1.0E+00

		AT		BP		GO:0006954~inflammatory response		6		1.00E+00		PTGER4, CD96, SCN9A, BDKRB2, NLRP3, BDKRB1		1.0E+00

		AT		BP		GO:0007189~adenylate cyclase-activating G protein-coupled receptor signaling pathway		4		1.00E+00		PTGER4, MC2R, MC5R, S1PR5		1.0E+00

		AT		BP		GO:0007204~positive regulation of cytosolic calcium ion concentration		3		1.00E+00		PTGER4, BDKRB2, BDKRB1		1.0E+00

		ET		MF		GO:0051787~misfolded protein binding		4		3.85E-02		HSPA9, BAG6, HSPA1L, HSPA1A		1.00E+00

		ET		MF		GO:0005125~cytokine activity		13		4.02E-02		WNT10A, WNT8A, TNF, GDF7, GREM1, GDF9, WNT6, NCR3, IL9, LTA, IL17F, LTB, IL17A		1.00E+00

		ET		MF		GO:0030971~receptor tyrosine kinase binding		5		4.16E-02		SHC2, GDNF, SHC1, RACK1, CRK		1.00E+00

		ET		MF		GO:1901981~phosphatidylinositol phosphate binding		4		4.29E-02		ARHGAP32, DENND1A, RUBCNL, NLRP3		1.00E+00

		ET		MF		GO:0043565~sequence-specific DNA binding		11		5.13E-02		PGBD1, PGBD2, EGR1, CSRNP1, TFAP2B, ETV3L, FEV, GATAD1, NLRP3, ETV3, CXXC5		1.00E+00

		ET		MF		GO:0005524~ATP binding		60		5.18E-02		DDR1, DDX46, UBE2D2, ULK4, DDX41, PRKAG3, STK11, FLAD1, PDK4, DHX16, PRKG1, XYLB, DYNC2H1, CCT3, CDKL3, ENTPD3, INSRR, PEX1, OXSR1, LRRD1, BCS1L, CDC34, DDX39B, MSH5, MCM3, KIF20A, CSNK1G2, PRKAA1, ABCB6, SRR, GRK5, STK36, GRK6, PMVK, NLRP3, DPH6, PGK2, VARS2, ABCF1, HSPA9, NTRK1, SRPK2, PLK5, ATP8B3, HSPA1L, PKLR, ATP8B2, UBE2B, HSPA4, NEK6, ABCA7, ACVR2B, CLK4, CLK2, CDK6, MYO1C, ACTC1, SUCLA2, ITM2B, HSPA1A		1.00E+00

		ET		MF		GO:0000981~DNA-binding transcription factor activity, RNA polymerase II-specific		47		5.67E-02		ZNF496, CSRNP1, GCM1, ATF6B, ONECUT3, TCF7, FOXI2, ZSCAN9, BARX2, PURA, MNT, ZFP57, ZSCAN31, ZKSCAN8, NKX1-2, ZSCAN12, ZKSCAN4, ZBTB7B, ZNF621, PITX1, MEF2D, ZNF389, ZSCAN16, TFAP2B, EGR1, ZNF165, PROP1, TFAP2D, FKBPL, OSR1, PBX2, ZBTB12, EBF3, ETV3, SMAD5, HIC1, POU5F1, KLF16, ETV3L, LHX2, FEV, ZSCAN26, TCF3, ZNF354A, NEUROG1, ZNF311, MXD3		1.00E+00

		ET		MF		GO:0038023~signaling receptor activity		8		5.81E-02		PAQR6, RTN4RL1, NOTCH4, BSG, IZUMO1R, GFRA3, PEAR1, AGER		1.00E+00

		ET		MF		GO:0001227~DNA-binding transcription repressor activity, RNA polymerase II-specific		16		7.18E-02		ZNF672, ZNF692, ZBTB12, ETV3, SMAD5, HIC1, KLF16, MNT, ZFP57, ZFP62, ZKSCAN8, ZSCAN12, TCF3, ZNF621, ZNF389, ZNF311		1.00E+00

		ET		MF		GO:0030145~manganese ion binding		5		7.69E-02		MRE11, MGAT5, MGAT1, B4GALT7, SMG6		1.00E+00

		ET		MF		GO:0042802~identical protein binding		33		7.83E-02		YWHAE, RB1, OAT, NAXE, PON2, LECT2, HTR2A, TNF, RNF5, PRDX3, PGBD1, MNT, FLAD1, ESD, CTNNA1, TRIM27, ZKSCAN4, NCAM2, PRKG1, MBL2, TRIM41, ARID3A, GDF7, CLK2, SYT11, VDAC1, LY6G5B, LY6G5C, MYD88, HCN2, BIRC2, PAFAH1B1, SLC25A13		1.00E+00

		ET		MF		GO:0005164~tumor necrosis factor receptor binding		4		8.07E-02		NCR3, LTA, LTB, TNF		1.00E+00

		ET		MF		GO:0097602~cullin family protein binding		4		8.07E-02		DCUN1D5, KLHL3, SKP1, HNRNPA0		1.00E+00

		ET		MF		GO:0030506~ankyrin binding		3		8.55E-02		RHAG, SCN5A, RHBG		1.00E+00

		ET		MF		GO:0050750~low-density lipoprotein particle receptor binding		3		8.55E-02		APOB, APBB3, DKK1		1.00E+00

		ET		MF		GO:0070034~telomerase RNA binding		3		8.55E-02		NHP2, SMG5, SMG6		1.00E+00

		ET		MF		GO:0003729~mRNA binding		14		8.71E-02		AQR, DAZAP1, CLUH, CSTF2T, KLHL3, DDX41, PTBP1, DDX39B, TDRD10, DXO, PAIP2, EIF3A, SLBP2, HNRNPA0		1.00E+00

		ET		MF		GO:0044183~protein folding chaperone		4		9.34E-02		HSPA9, HSPA1L, PFDN1, HSPA1A		1.00E+00

		ET		MF		GO:0031072~heat shock protein binding		4		9.34E-02		HSPA9, HSPA1L, LMAN2, HSPA1A		1.00E+00

		ET		MF		GO:0061631~ubiquitin conjugating enzyme activity		4		9.34E-02		CDC34, UBE2B, UBE2Q1, UBE2D2		1.00E+00

		ET		MF		GO:0098632~cell-cell adhesion mediator activity		4		9.34E-02		CNTN5, MYOT, BSG, JAM3		1.00E+00

		ET		MF		GO:0008083~growth factor activity		9		1.00E-01		GDF9, GDNF, PDGFD, IL9, HDGF, NRG2, FGF22, HBEGF, GDF7		1.00E+00

		ET		MF		GO:0004252~serine-type endopeptidase activity		12		1.01E-01		CFD, MUC1, GZMM, F12, PRTN3, PRSS57, AZU1, MMP8, ELANE, CFB, PCSK4, C2		1.00E+00

		ET		MF		GO:0017022~myosin binding		3		1.06E-01		ACTC1, MOBP, MYRIP		1.00E+00

		ET		MF		GO:0000287~magnesium ion binding		11		1.08E-01		SRPK2, SRR, STK11, ATP8B3, SUCLA2, PKLR, ATP8B2, NEK6, NT5C1B, DXO, AASDHPPT		1.00E+00

		ET		MF		GO:0000978~RNA polymerase II cis-regulatory region sequence-specific DNA binding		45		1.12E-01		YAP1, ZNF496, ZNF672, GCM1, ZNF770, ZNF692, ATF6B, ONECUT3, TCF7, FOXI2, ZSCAN9, MNT, ZSCAN31, NSD1, ZKSCAN8, NKX1-2, ZSCAN12, ZKSCAN4, ZBTB7B, ZNF621, PITX1, MEF2D, ZNF389, ZSCAN16, TFAP2B, EGR1, ZNF165, ZNF142, PROP1, FKBPL, PBX2, ZBTB12, EBF3, SMAD5, MEIS2, HIC1, POU5F1, KLF16, LHX2, ZFP62, ZSCAN26, TCF3, ZNF354A, ZNF311, MXD3		1.00E+00

		ET		MF		GO:0008201~heparin binding		8		1.26E-01		TNXB, RTN4RL1, HDGF, APOB, ELANE, THBS3, PAFAH1B1, HBEGF		1.00E+00

		ET		MF		GO:0003712~transcription coregulator activity		7		1.41E-01		KDM3B, GON4L, TCERG1L, NSD1, HDGF, ARID3A, MED4		1.00E+00

		ET		MF		GO:0003779~actin binding		10		1.47E-01		CNN2, MOBP, RUSC1, KLHL3, MYRIP, PDLIM7, PFN3, DBN1, TNS1, HNRNPA0		1.00E+00

		ET		MF		GO:0001965~G-protein alpha-subunit binding		3		1.51E-01		RGS14, RGS10, PLCD4		1.00E+00

		ET		MF		GO:0051219~phosphoprotein binding		3		1.62E-01		RB1, DPYS, PAFAH1B1		1.00E+00

		ET		MF		GO:0005537~D-mannose binding		3		1.74E-01		LMAN2, BSG, MBL2		1.00E+00

		ET		MF		GO:0046975~histone H3K36 methyltransferase activity		3		1.86E-01		ZFP62, NSD1, ASH1L		1.00E+00

		ET		MF		GO:0022857~transmembrane transporter activity		6		1.92E-01		SLC23A3, SLC22A13, SLC25A48, SLC22A14, SLC23A1, SFXN4		1.00E+00

		ET		MF		GO:0003676~nucleic acid binding		11		1.93E-01		GPANK1, ZCCHC10, REXO1, RBM48, DDX46, PEG10, ISG20L2, R3HDM4, GPATCH4, MTERF1, EXOG		1.00E+00

		ET		MF		GO:0003714~transcription corepressor activity		8		1.97E-01		YAP1, NIPBL, GON4L, MIER2, PBXIP1, ZFPM2, ELANE, HSPA1A		1.00E+00

		ET		MF		GO:0016887~ATP hydrolysis activity		17		1.99E-01		DYNC2H1, CCT3, HSPA9, ATP8B3, ATP6V1G2, ABCB6, HSPA1L, ATP8B2, ABCA7, PEX1, BCS1L, DDX39B, MCM3, NLRP3, KIF20A, HSPA1A, ABCF1		1.00E+00

		ET		MF		GO:0001228~DNA-binding transcription activator activity, RNA polymerase II-specific		16		2.20E-01		ZNF672, ZNF770, TFAP2B, EGR1, GCM1, ZNF142, FKBPL, ATF6B, ONECUT3, NOTCH4, BARX2, MEIS2, ZFP62, LHX2, TCF3, MEF2D		1.00E+00

		ET		MF		GO:0003713~transcription coactivator activity		9		2.33E-01		KMT2E, YAP1, CTNNB1, PBXIP1, TRIM27, ZFPM2, MED4, MED16, BIRC2		1.00E+00

		ET		MF		GO:0003690~double-stranded DNA binding		5		2.33E-01		WDR48, MSH5, HDGF, MTERF1, GTF2H4		1.00E+00

		ET		MF		GO:0051082~unfolded protein binding		6		2.39E-01		CCT3, HSPA9, HSPA1L, SCG5, PFDN1, HSPA1A		1.00E+00

		ET		MF		GO:0031210~phosphatidylcholine binding		3		2.59E-01		PITPNA, ESYT2, VDAC1		1.00E+00

		ET		MF		GO:0000977~RNA polymerase II transcription regulatory region sequence-specific DNA binding		10		2.64E-01		RB1, PURA, TFAP2B, ZFP57, TFAP2D, LHX2, EHMT2, OSR1, ETV3, BARX2		1.00E+00

		ET		MF		GO:0001222~transcription corepressor binding		3		2.72E-01		STK36, EHMT2, NEK6		1.00E+00

		ET		MF		GO:0008528~G protein-coupled peptide receptor activity		3		2.72E-01		VIPR2, KISS1R, RXFP1		1.00E+00

		ET		MF		GO:0005096~GTPase activator activity		10		2.82E-01		RAP1GAP2, ARHGAP11A, ARHGAP32, RGS14, SGSM2, RGS10, RAPGEF2, NES, IQGAP3, ARHGAP45		1.00E+00

		ET		MF		GO:0004674~protein serine/threonine kinase activity		13		2.83E-01		SRPK2, CDKL3, PRKAA1, PLK5, NEK6, STK19, OXSR1, CLK4, CLK2, STK11, GRK5, STK36, CSNK1G2		1.00E+00

		ET		MF		GO:0005109~frizzled binding		3		2.96E-01		WNT6, WNT10A, WNT8A		1.00E+00

		ET		MF		GO:0061629~RNA polymerase II-specific DNA-binding transcription factor binding		5		3.06E-01		RB1, CTNNB1, TCF3, ZFPM2, MEF2D		1.00E+00

		ET		MF		GO:1990837~sequence-specific double-stranded DNA binding		3		3.08E-01		FEV, ZSCAN9, HIC1		1.00E+00

		ET		MF		GO:0000166~nucleotide binding		5		3.14E-01		NAXE, NT5C1B, VDAC1, HDGF, DXO		1.00E+00

		ET		MF		GO:0003724~RNA helicase activity		4		3.16E-01		DDX46, DDX39B, DHX16, DDX41		1.00E+00

		ET		MF		GO:0005546~phosphatidylinositol-4,5-bisphosphate binding		4		3.16E-01		VIL1, KRIT1, VILL, PLCD1		1.00E+00

		ET		MF		GO:0043130~ubiquitin binding		5		3.29E-01		WDR48, ZFAND2B, DHX16, BIRC2, CKS1B		1.00E+00

		ET		MF		GO:0001784~phosphotyrosine residue binding		3		3.45E-01		SHE, SHC1, CRK		1.00E+00

		ET		MF		GO:0008013~beta-catenin binding		4		3.52E-01		APC2, TCF7, CTNNA1, CTNNA2		1.00E+00

		ET		MF		GO:0019955~cytokine binding		3		3.57E-01		LIFR, OSMR, ELANE		1.00E+00

		ET		MF		GO:0051539~4 iron, 4 sulfur cluster binding		3		3.57E-01		NDUFS7, DPH1, ETFDH		1.00E+00

		ET		MF		GO:0008017~microtubule binding		10		3.65E-01		APC2, RGS14, REEP2, KRIT1, FMN1, ARHGEF2, KIF20A, TPGS1, LRP12, PAFAH1B1		1.00E+00

		ET		MF		GO:1990841~promoter-specific chromatin binding		3		3.69E-01		EGR1, NIPBL, EHMT2		1.00E+00

		ET		MF		GO:0005509~calcium ion binding		24		3.82E-01		CRB2, NOTCH4, F12, IHH, PKD2L2, DOC2B, AIF1, FSTL4, FSTL3, THBS3, VIL1, MMP12, EGFLAM, MMP13, SYT11, BGLAP, EFHC1, SPOCK1, ESYT2, PLCD4, EGFL8, MATN3, PLCD1, SLC25A13		1.00E+00

		ET		MF		GO:1990756~ubiquitin-like ligase-substrate adaptor activity		3		4.04E-01		KLHL3, DCAF13, HNRNPA0		1.00E+00

		ET		MF		GO:0016787~hydrolase activity		7		4.31E-01		ACTC1, RELN, ENTPD3, DDX46, DHX16, DDX41, OVCA2		1.00E+00

		ET		MF		GO:0004896~cytokine receptor activity		3		4.50E-01		LIFR, OSMR, IL6R		1.00E+00

		ET		MF		GO:0031267~small GTPase binding		8		4.82E-01		RIMS2, RIMS1, RPH3AL, MYO1C, MYRIP, RILP, IQGAP3, DOCK1		1.00E+00

		ET		MF		GO:0008289~lipid binding		5		4.84E-01		FYB1, GRK5, CASP4, ESYT2, PFN3		1.00E+00

		ET		MF		GO:0019901~protein kinase binding		11		4.84E-01		PRDX3, NEK6, TRIM58, VDAC1, SCN5A, CDC25C, CNPPD1, CDK5R2, PRKAG3, RHOB, CKS1B		1.00E+00

		ET		MF		GO:0003730~mRNA 3'-UTR binding		4		5.17E-01		DAZAP1, KLHL3, PUM2, HNRNPA0		1.00E+00

		ET		MF		GO:0005516~calmodulin binding		6		5.21E-01		CNN2, RIT1, MYO1C, SCN5A, KCNN3, IQGAP3		1.00E+00

		ET		MF		GO:0004725~protein tyrosine phosphatase activity		4		5.33E-01		PPP2CA, PTPRE, PTPRN2, CDC25C		1.00E+00

		ET		MF		GO:0030170~pyridoxal phosphate binding		3		5.34E-01		SRR, OAT, PHYKPL		1.00E+00

		ET		MF		GO:0019903~protein phosphatase binding		3		5.34E-01		YWHAE, FCRL3, CTNNB1		1.00E+00

		ET		MF		GO:0000149~SNARE binding		3		5.34E-01		SEC24A, VPS50, SYT11		1.00E+00

		ET		MF		GO:0005200~structural constituent of cytoskeleton		3		5.54E-01		ARPC2, TUBB, LMNA		1.00E+00

		ET		MF		GO:0003723~RNA binding		23		5.71E-01		DAZAP1, RBM48, PRR3, CIRBP, DDX41, MEX3D, MRPL24, HNRNPAB, ANKHD1, LSM2, RPS15, MEX3A, DDX39B, RPL14, DHX16, DXO, MATR3, EIF4EBP3, KHDC4, RPL37, EIF1B, NELFE, HNRNPA0		1.00E+00

		ET		MF		GO:0017124~SH3 domain binding		3		5.82E-01		ADAM15, FMN1, CRK		1.00E+00

		ET		MF		GO:0004888~transmembrane signaling receptor activity		5		5.92E-01		FCRL1, CHRNB2, FCRL5, FCRL3, FCRL4		1.00E+00

		ET		MF		GO:0005085~guanyl-nucleotide exchange factor activity		8		5.94E-01		ARHGEF11, SH3BP5L, PSD2, DENND1A, RAPGEF2, LAMTOR2, ARHGEF2, DOCK1		1.00E+00

		ET		MF		GO:0004197~cysteine-type endopeptidase activity		3		6.10E-01		USP37, CASP4, CASP1		1.00E+00

		ET		MF		GO:0051087~protein-folding chaperone binding		3		6.52E-01		TSACC, FNIP2, BIRC2		1.00E+00

		ET		MF		GO:0016301~kinase activity		3		6.60E-01		PKLR, CSNK2B, PRKAG3		1.00E+00

		ET		MF		GO:0046983~protein dimerization activity		6		6.77E-01		MNT, TCF3, MEF2D, RILP, NEUROG1, MXD3		1.00E+00

		ET		MF		GO:0019899~enzyme binding		4		7.00E-01		KMT2E, WDR70, PRTN3, IL6R		1.00E+00

		ET		MF		GO:0005178~integrin binding		4		7.12E-01		TNXB, ADAM15, JAM3, ITGA9		1.00E+00

		ET		MF		GO:0005543~phospholipid binding		3		7.57E-01		APOM, PSD2, APOB		1.00E+00

		ET		MF		GO:0045296~cadherin binding		3		7.62E-01		CTNNA1, CTNNB1, CTNNA2		1.00E+00

		ET		MF		GO:0004672~protein kinase activity		5		7.67E-01		SRPK2, GRK5, STK36, NEK6, ULK4		1.00E+00

		ET		MF		GO:0003697~single-stranded DNA binding		3		7.90E-01		PURA, WDR48, MCM3		1.00E+00

		ET		MF		GO:0035091~phosphatidylinositol binding		3		8.05E-01		PITPNA, ESYT2, HS1BP3		1.00E+00

		ET		MF		GO:0003924~GTPase activity		9		8.17E-01		RIT1, RAB25, SAR1B, TUBB, RAB24, TSR1, IFI47, GNL1, RHOB		1.00E+00

		ET		MF		GO:0042803~protein homodimerization activity		13		8.18E-01		NTRK1, TFAP2B, CDSN, SLC11A1, VIL1, GSTA4, TRIM58, TCF3, MEF2D, NEUROG1, IL6R, JAM3, IL17A		1.00E+00

		ET		MF		GO:0060090~molecular adaptor activity		3		8.49E-01		AKAP9, DHX16, LAMTOR2		1.00E+00

		ET		MF		GO:0016491~oxidoreductase activity		3		8.68E-01		CYP51A1, MCM3, OXR1		1.00E+00

		ET		MF		GO:0044877~protein-containing complex binding		3		8.68E-01		CRB2, PEX1, RNF5		1.00E+00

		ET		MF		GO:0003700~DNA-binding transcription factor activity		6		8.81E-01		ZNF672, ZNF770, TFAP2B, ZNF692, PBX2, ZNF354A		1.00E+00

		ET		MF		GO:0004842~ubiquitin-protein transferase activity		3		8.96E-01		UBE2B, RNF25, UBE2D2		1.00E+00

		ET		MF		GO:0005525~GTP binding		9		9.48E-01		RIT1, RAB25, SAR1B, TUBB, RAB24, TSR1, IFI47, GNL1, RHOB		1.00E+00

		ET		MF		GO:0004867~serine-type endopeptidase inhibitor activity		3		9.54E-01		SERPINF1, TFPI2, SERPINF2		1.00E+00

		ET		MF		GO:0046982~protein heterodimerization activity		8		9.61E-01		PPP2CA, YWHAE, TFAP2B, TCF3, MEF2D, JAM3, PAFAH1B1, IL17A		1.00E+00

		ET		MF		GO:0030246~carbohydrate binding		3		9.70E-01		BCAN, GALNT13, MBL2		1.00E+00

		ET		MF		GO:0003735~structural constituent of ribosome		7		9.71E-01		RPS15, RPL14, MRPS18B, RPSA, RPL37, MRPL24, DAP3		1.00E+00

		ET		MF		GO:0020037~heme binding		3		9.72E-01		CYP27A1, ABCB6, CYP51A1		1.00E+00

		ET		MF		GO:0003682~chromatin binding		9		9.78E-01		YAP1, NIPBL, MNT, ZFP57, LHX2, ARID3A, ASH1L, BARX2, NEUROG1		1.00E+00

		ET		MF		GO:0003677~DNA binding		17		9.94E-01		MBD3, ZNF496, WDR48, MGMT, STRBP, PBX2, ARID3A, ASH1L, ARID1B, MEIS2, SPATA24, AKAP9, POLR2E, HDGF, ZFPM2, ZNF621, ZNF354A		1.00E+00

		ET		MF		GO:0004930~G protein-coupled receptor activity		30		9.97E-01		OR2G6, OR11L1, GPR26, OR14J1, OR2G3, GPR85, RXFP4, OR2M4, RXFP1, OR2T11, OR2W3, OR2W1, OR12D3, OR12D2, OR2B6, OR2T27, OR6F1, GPR39, OR2J3, OR2H1, FZD6, OR2T4, OR2T2, OR5V1, OR2V2, OR2V1, OR2L13, ADGRD2, OR10C1, OR2B11		1.00E+00

		ET		MF		GO:0004984~olfactory receptor activity		23		9.99E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR14J1, OR2J3, OR2H1, OR2M4, OR2T11, OR2T4, OR2T2, OR5V1, OR2V2, OR2W3, OR2V1, OR2L13, OR2W1, OR10C1, OR2B11, OR12D3, OR12D2, OR2B6		1.00E+00

		ET		BP		GO:0007204~positive regulation of cytosolic calcium ion concentration		7		1.00E+00		CX3CR1, PTGER4, CALCR, CXCR1, CXCR2, RXFP4, CCR8		1.00E+00

		ET		BP		GO:0006954~inflammatory response		12		1.00E+00		CX3CR1, PTGER4, C4A, SLC11A1, CASP4, NLRP3, IL17F, ASH1L, AIF1, AGER, MYD88, IL17A		1.00E+00

		ET		BP		GO:0007189~adenylate cyclase-activating G protein-coupled receptor signaling pathway		5		1.00E+00		PTGER4, GPR26, CALCR, ADGRD2, RXFP1		1.00E+00

		IND		MF		GO:0005102~signaling receptor binding		8		4.43E-02		BOLA-NC1, JSP.1, MOG, BTNL2, BOLA, EGFL8, MIC1, MGC126945		1.00E+00

		IND		CC		GO:0005783~endoplasmic reticulum		19		7.70E-02		RAB1A, MPIG6B, CRABP2, ELOVL5, NOTCH4, PIGP, ZFAND2B, USO1, GPR85, AGPAT1, RNF5, ZDHHC14, PKHD1, STBD1, TMBIM1, RESP18, RETREG2, PLCD4, CLIC1		1.00E+00

		IND		CC		GO:0000307~cyclin-dependent protein kinase holoenzyme complex		3		1.04E-01		CCNI, CCNG2, CNPPD1		1.00E+00

		IND		CC		GO:0005737~cytoplasm		86		1.09E-01		SCARB2, USP37, GMEB1, CCNI, ZFAND2B, UBE2D1, HNRNPR, AREG, PRKAG3, TUBA1D, CATIP, STK16, SESN2, GMPPA, DHX16, RCC1, TRIM27, CCHCR1, CLIC1, FBXO9, TNS1, PHACTR4, CDKL2, ARHGEF11, CBR1, LYPLA2, TUBB, IPMK, ARMC9, MRPS18B, TRNAU1AP, TUBA4A, POU5F1, MMP12, DDX39B, CSNK2B, CRY1, TRIM15, SRSF4, TRIM10, BIRC2, BIRC3, YAP1, CRABP2, DCUN1D5, SH2D2A, MGC127133, USO1, RPL11, ASAP3, IQGAP3, AIF1, RPAP2, DNPEP, RELN, RIC8B, CNR2, HLCS, STK36, NEU1, RNF39, DHX37, MEF2D, SRSF10, DYNC1I1, ANKZF1, TRIM40, GABBR1, YTHDF2, HSPA1L, STK11IP, GLMN, CDC7, DAZL, VIL1, DES, GSTA4, THEMIS2, CCNG2, TTC3, ID3, HDGF, TRIM31, CDK5R2, HSPA1A, LDHAL6B		1.00E+00

		IND		CC		GO:0030054~cell junction		4		1.31E-01		CEP68, EPB41, NEU1, MRPS18B		1.00E+00

		IND		CC		GO:0016607~nuclear speck		9		1.38E-01		DDX39B, EHMT2, FEV, PRCC, PPP1R8, SRSF4, FAM76A, GTF2H4, SRSF10		1.00E+00

		IND		CC		GO:0042470~melanosome		4		1.39E-01		RAB1A, ATP6V1G2, FLOT1, SLC1A4		1.00E+00

		IND		CC		GO:0005654~nucleoplasm		35		1.63E-01		YAP1, KDM1A, ABCB6, CRABP2, NOTCH4, RPL11, ASAP3, HNRNPR, SDAD1, RCHY1, EHBP1, CHAF1B, DHX16, RCC1, TRIM27, ZKSCAN4, MEF2D, CBR3, CEP68, ARHGEF11, MPIG6B, NFKBIL1, EYA3, MRPS18B, ZBTB12, CDC7, ETV3, ARID1B, BTBD8, PRRC2A, CTDSP1, ZSCAN26, FAM76A, CENPQ, BIRC3		1.00E+00

		IND		CC		GO:0005794~Golgi apparatus		17		1.77E-01		SFTA2, RAB1A, MPIG6B, PARM1, GALNT15, PTPRN, ATG9A, PWP1, ZDHHC14, PKHD1, RAB42, TBC1D5, MGAT5, TMBIM1, RESP18, STK16, OBSL1		1.00E+00

		IND		CC		GO:0072686~mitotic spindle		4		1.86E-01		PKHD1, EPB41, EFHC1, CDC7		1.00E+00

		IND		CC		GO:0045202~synapse		9		1.91E-01		C4A, RAB1A, BCAN, ARPC2, PTPRN, HTR1D, LYPD1, LY6G6E, HAPLN2		1.00E+00

		IND		CC		GO:0005694~chromosome		5		1.91E-01		USP37, MCM3, C3H1ORF146, PWP1, NELFE		1.00E+00

		IND		CC		GO:0005911~cell-cell junction		5		2.02E-01		YAP1, PTPRU, KIRREL1, DES, IQGAP3		1.00E+00

		IND		CC		GO:0005776~autophagosome		3		2.47E-01		TBC1D5, RUFY4, ATG9A		1.00E+00

		IND		CC		GO:0000151~ubiquitin ligase complex		3		2.54E-01		DCUN1D5, UBE2D1, RCHY1		1.00E+00

		IND		CC		GO:0031965~nuclear membrane		5		2.67E-01		TMEM168, NRM, DHX37, TRIM27, CLIC1		1.00E+00

		IND		CC		GO:0000785~chromatin		9		3.12E-01		CHAF1B, MORC3, KDM1A, PPP1R10, EHMT2, RCC1, FAM47E, ETV3, BRDT		1.00E+00

		IND		CC		GO:0010008~endosome membrane		4		3.37E-01		RAB1A, TBC1D5, SLC11A1, TMBIM1		1.00E+00

		IND		CC		GO:0031982~vesicle		3		3.39E-01		HSPA1L, DYNC1I1, HSPA1A		1.00E+00

		IND		CC		GO:0005874~microtubule		6		3.42E-01		TUBA1D, TUBB, MRPS18B, SHROOM3, TUBA4A, DYNC1I1		1.00E+00

		IND		CC		GO:0005789~endoplasmic reticulum membrane		15		3.46E-01		RAB1A, FKBPL, ATF6B, ABCB6, ELOVL5, ATG9A, IHH, AGPAT1, TRAM2, RNF5, DNAJB2, MMP27, TBXAS1, NES, TMEM14A		1.00E+00

		IND		CC		GO:0000781~chromosome, telomeric region		3		3.77E-01		KDM1A, PPP1R10, RPA2		1.00E+00

		IND		CC		GO:0090575~RNA polymerase II transcription regulator complex		3		3.84E-01		FKBPL, ATF6B, E2F2		1.00E+00

		IND		CC		GO:0030027~lamellipodium		4		3.85E-01		VIL1, PEAR1, AIF1, PHACTR4		1.00E+00

		IND		CC		GO:0005739~mitochondrion		20		3.87E-01		STPG1, GLYATL3, OXNAD1, MECR, NAXE, ATG9A, MMP3, MRPS18B, MRPL24, BRI3BP, ATP5IF1, CYP27A1, HMGCL, PNKD, DDAH2, MTHFD2L, PDK4, VARS2, LDHAL6B, IER3		1.00E+00

		IND		CC		GO:0032991~protein-containing complex		6		4.09E-01		ATP5IF1, EPB41, NOTCH4, LY6G6C, LY6G5B, LY6G5C		1.00E+00

		IND		CC		GO:0035861~site of double-strand break		3		4.27E-01		MDC1, ARPC2, RPA2		1.00E+00

		IND		CC		GO:0031966~mitochondrial membrane		3		4.27E-01		ATG9A, RNF5, TMEM14A		1.00E+00

		IND		CC		GO:0000932~P-body		3		4.39E-01		YTHDF2, PNRC2, LSM2		1.00E+00

		IND		CC		GO:0016604~nuclear body		5		4.61E-01		MDC1, TRIM40, EPB41, PPP1R10, SIM2		1.00E+00

		IND		CC		GO:0031410~cytoplasmic vesicle		5		4.87E-01		TMEM123, NEU1, RESP18, FLOT1, TMEM198		1.00E+00

		IND		CC		GO:0005764~lysosome		5		5.14E-01		SCARB2, FUCA1, NEU1, NAAA, PPT2		1.00E+00

		IND		CC		GO:0005925~focal adhesion		4		5.14E-01		MDC1, ASAP3, MRPS18B, TNS1		1.00E+00

		IND		CC		GO:0015629~actin cytoskeleton		4		5.31E-01		VIL1, CATIP, ARPC2, CENPQ		1.00E+00

		IND		CC		GO:0005829~cytosol		49		5.38E-01		SETD4, USP37, PRKAG3, AACS, TRIM27, CEP68, MMP3, ARID1B, TBC1D5, DXO, ZSCAN26, PPEF2, BIRC3, YAP1, ABCB6, CRABP2, EPB41, USO1, ASAP3, RCHY1, AIF1, RPAP2, EHBP1, DNAJB2, DNPEP, RIC8B, STK36, DPH3, G3BP2, PGK2, VARS2, AAMP, CBR3, ABCF1, MPIG6B, YTHDF2, HSPA1L, RNF25, PRRC2A, GALE, GSTA5, ARPC2, DOP1B, GSTA2, TBXAS1, GSTA1, NES, PLCD4, HSPA1A		1.00E+00

		IND		CC		GO:0071013~catalytic step 2 spliceosome		3		5.41E-01		DHX16, HNRNPR, LSM2		1.00E+00

		IND		CC		GO:0043235~receptor complex		4		5.44E-01		NTRK1, DDR1, TGFBR3, FCRL5		1.00E+00

		IND		CC		GO:0031901~early endosome membrane		3		5.51E-01		ABCB6, DOP1B, TMEM163		1.00E+00

		IND		CC		GO:0016020~membrane		78		5.59E-01		SCARB2, DDR1, SLC23A3, PTPRU, TMEM200B, OR14J1, ZFAND2B, LST1, PIGP, BLA-DQB, PEAR1, TRAM2, TNF, AREG, TMEM263, OR5D18, ABHD16A, STBD1, CLIC1, CNPPD1, FCRL1, ARHGEF11, GPR39, KCNH8, OR2H1, INSRR, GPBAR1, ZDHHC14, EREG, BTC, NCR3, OR5V1, TMBIM1, NAAA, LTA, LTB, YAP1, OPRD1, ABCB6, PON2, PTAFR, CD5L, BOLA-DQA2, SLC1A4, PPP1R3A, AGPAT1, BOLA-DQA5, TMEM163, RPAP2, ART3, PKHD1, TMEM123, ASIC4, CXCR1, CNR2, OR2W1, NEU1, CXCR2, OR12D3, OR12D2, BOLA-DRA, PRRT1, GABBR1, MOG, TMEM132B, OR2J3, EPHX4, BRI3BP, IL22RA1, MARCO, EPGN, PNKD, GSTA4, DOP1B, OR10C1, BOLA-DQB, RHAG, RETREG2		1.00E+00

		IND		CC		GO:0005813~centrosome		9		5.76E-01		PKHD1, RIC8B, HSPA1L, LUZP1, EYA3, MCM3, EFHC1, OBSL1, HSPA1A		1.00E+00

		IND		CC		GO:0036064~ciliary basal body		3		6.56E-01		PKHD1, TTLL4, ARMC9		1.00E+00

		IND		CC		GO:0005768~endosome		4		6.59E-01		DOP1B, PTPRN, FLOT1, TRIM27		1.00E+00

		IND		CC		GO:0000139~Golgi membrane		7		6.81E-01		RAB42, ABCB6, GALNT15, MGAT5, USO1, ATG9A, IHH		1.00E+00

		IND		CC		GO:0005929~cilium		3		7.50E-01		TTLL4, NAXE, ARMC9		1.00E+00

		IND		CC		GO:1990904~ribonucleoprotein complex		3		7.56E-01		G3BP2, HNRNPR, SRSF4		1.00E+00

		IND		CC		GO:0005743~mitochondrial inner membrane		6		7.59E-01		CYP27A1, MRPS18B, BCS1L, MRPL24, TMEM242, SLC25A13		1.00E+00

		IND		CC		GO:0005667~transcription regulator complex		3		7.72E-01		GCM1, TFAP2D, ZSCAN12		1.00E+00

		IND		CC		GO:0030425~dendrite		4		7.73E-01		C4A, RAB1A, ELOVL5, HTR1D		1.00E+00

		IND		CC		GO:0030424~axon		4		7.81E-01		NTRK1, C4A, INSRR, MRPS18B		1.00E+00

		IND		CC		GO:0005759~mitochondrial matrix		3		8.35E-01		HMGCL, MTERF2, PDK4		1.00E+00

		IND		CC		GO:0048471~perinuclear region of cytoplasm		6		8.48E-01		PKHD1, RAB1A, STBD1, USO1, MCM3, OBSL1		1.00E+00

		IND		CC		GO:0005840~ribosome		3		9.19E-01		RPL11, MRPS18B, MRPL24		1.00E+00

		IND		CC		GO:0005730~nucleolus		7		9.46E-01		RPL11, ISG20L2, DHX37, GPATCH4, SDAD1, PWP1, RPAP2		1.00E+00

		IND		CC		GO:0043005~neuron projection		3		9.46E-01		OPRD1, RELN, ARPC2		1.00E+00

		IND		CC		GO:0016324~apical plasma membrane		3		9.51E-01		PKHD1, SLC44A4, SHROOM3		1.00E+00

		IND		CC		GO:0005886~plasma membrane		62		1.00E+00		SCARB2, DDR1, SLC44A4, OR14J1, PTPRN, IHH, SLC4A3, TNF, CATIP, FLOT1, CLIC1, PAQR8, ARHGEF11, GPR39, KIRREL1, KCNH8, SLC11A1, OR2H1, GPBAR1, ARID1B, BTC, TGFBR3, NCR3, CLDN14, WDPCP, SMPDL3B, OPRD1, RAB1A, PARM1, ABCB6, EPB41, NOTCH4, PON2, PTAFR, CD5L, GPR85, SLC1A4, TMEM163, AGER, EHBP1, RIC8B, CNR2, NEU1, AAMP, RHBG, LY6G6E, LY6G6F, NTRK1, MPIG6B, HSPA1L, RFTN1, HTR1D, LHFPL3, PRRC2A, TMEM198, IL22RA1, XKR8, VIL1, OR10C1, RHAG, PLCD4, HSPA1A		1.00E+00

		IND		MF		GO:0042803~protein homodimerization activity		14		5.62E-02		SCARB2, NTRK1, TFAP2B, CDSN, SLC11A1, CISD1, RCHY1, MYOM3, VIL1, ATP5IF1, GALE, GSTA4, MEF2D, IL17A		1.00E+00

		IND		MF		GO:0051787~misfolded protein binding		3		6.05E-02		BAG6, HSPA1L, HSPA1A		1.00E+00

		IND		MF		GO:0061630~ubiquitin protein ligase activity		11		6.61E-02		TRIM40, RNF25, RNF39, TRIM15, TRIM27, RCHY1, TRIM31, RNF5, TRIM10, BIRC2, BIRC3		1.00E+00

		IND		MF		GO:0000977~RNA polymerase II transcription regulatory region sequence-specific DNA binding		8		7.93E-02		BARHL2, TFAP2B, ZFP57, TFAP2D, EHMT2, ZNF436, ETV3, SIM2		1.00E+00

		IND		MF		GO:0001227~DNA-binding transcription repressor activity, RNA polymerase II-specific		10		8.18E-02		ZFP57, SATB1, ZKSCAN8, EN1, ZSCAN12, ZBTB12, ETV3, ZNF389, ZNF311, FOXP2		1.00E+00

		IND		MF		GO:0016538~cyclin-dependent protein serine/threonine kinase regulator activity		3		8.55E-02		CCNI, CCNG2, CNPPD1		1.00E+00

		IND		MF		GO:0001222~transcription corepressor binding		3		1.02E-01		STK36, EHMT2, ZNF644		1.00E+00

		IND		MF		GO:0008083~growth factor activity		6		1.06E-01		BTC, EPGN, HDGF, INHA, AREG, EREG		1.00E+00

		IND		MF		GO:0001228~DNA-binding transcription activator activity, RNA polymerase II-specific		11		1.07E-01		BARHL2, GCM1, TFAP2B, ZNF142, GMEB1, FKBPL, ATF6B, NOTCH4, GRHL3, OTX1, MEF2D		1.00E+00

		IND		MF		GO:0016887~ATP hydrolysis activity		11		1.37E-01		DYNC2H1, MORC3, ATP6V1G2, ABCB6, HSPA1L, DDX39B, MCM3, DHX37, BCS1L, ABCF1, HSPA1A		1.00E+00

		IND		MF		GO:0005518~collagen binding		3		1.42E-01		DDR1, MMP12, MMP13		1.00E+00

		IND		MF		GO:0003690~double-stranded DNA binding		4		1.44E-01		MTERF2, MSH5, HDGF, GTF2H4		1.00E+00

		IND		MF		GO:0016787~hydrolase activity		6		1.49E-01		TUBA1D, HFM1, RELN, EPHX4, DHX16, TUBA4A		1.00E+00

		IND		MF		GO:0002039~p53 binding		3		1.73E-01		KDM1A, EHMT2, RCHY1		1.00E+00

		IND		MF		GO:0005515~protein binding		47		1.78E-01		YAP1, SETD4, MDC1, PTPRU, TTC24, TNXB, KDM1A, SOWAHB, NOTCH4, USO1, ASAP3, LRRC71, PEAR1, PWP1, EHBP1, MYOM3, C4A, CHAF1B, UBD, PPP1R8, ELOA, SPEG, TRIM27, AAMP, ANKZF1, TNS1, FBXO9, ANKRD28, TCF19, FKBPL, STK11IP, RNF25, NFKBIL1, ARMC9, ZBTB12, IFNLR1, BTBD8, IL22RA1, DAZL, GPANK1, TTC3, ASB4, TRIM15, WDPCP, TRIM31, OBSL1, TRIM10		1.00E+00

		IND		MF		GO:0008009~chemokine activity		3		1.79E-01		CXCL10, CXCL9, CXCL11		1.00E+00

		IND		MF		GO:0017018~myosin phosphatase activity		3		2.76E-01		CTDSP1, PPEF2, RPAP2		1.00E+00

		IND		MF		GO:0003729~mRNA binding		7		3.00E-01		YTHDF2, DDX39B, PPP1R8, G3BP2, HNRNPR, DXO, SRSF4		1.00E+00

		IND		MF		GO:0043565~sequence-specific DNA binding		5		3.38E-01		PGBD1, TFAP2B, ETV3L, FEV, ETV3		1.00E+00

		IND		MF		GO:0003676~nucleic acid binding		6		3.44E-01		GPANK1, HFM1, MTERF2, TCEA3, ISG20L2, GPATCH4		1.00E+00

		IND		MF		GO:0004888~transmembrane signaling receptor activity		4		3.74E-01		FCRL1, FCRL5, FCRL3, FCRL4		1.00E+00

		IND		MF		GO:0031625~ubiquitin protein ligase binding		5		4.26E-01		HSPA1L, GLMN, RPL11, UBE2D1, HSPA1A		1.00E+00

		IND		MF		GO:0042802~identical protein binding		15		4.34E-01		NAXE, KDM1A, PON2, USO1, TNF, RNF5, PGBD1, ATP5IF1, DNPEP, TRIM27, LY6G5B, ZKSCAN4, LY6G5C, BIRC2, SLC25A13		1.00E+00

		IND		MF		GO:0004725~protein tyrosine phosphatase activity		3		4.39E-01		PTPRU, EYA3, PTPRN		1.00E+00

		IND		MF		GO:0000166~nucleotide binding		3		4.45E-01		NAXE, HDGF, DXO		1.00E+00

		IND		MF		GO:0043130~ubiquitin binding		3		4.57E-01		ZFAND2B, DHX16, BIRC2		1.00E+00

		IND		MF		GO:0051015~actin filament binding		5		5.20E-01		VIL1, ARPC2, SHROOM3, IQGAP3, AIF1		1.00E+00

		IND		MF		GO:0004252~serine-type endopeptidase activity		5		5.24E-01		CD5L, PRSS37, MMP8, CFB, C2		1.00E+00

		IND		MF		GO:0051082~unfolded protein binding		3		5.29E-01		DNAJB2, HSPA1L, HSPA1A		1.00E+00

		IND		MF		GO:0038023~signaling receptor activity		3		5.50E-01		NOTCH4, PEAR1, AGER		1.00E+00

		IND		MF		GO:0005524~ATP binding		26		5.53E-01		DDR1, ABCB6, UBE2D1, PRKAG3, AACS, STK36, STK16, PDK4, DHX37, DHX16, SPEG, PGK2, VARS2, ABCF1, NTRK1, DYNC2H1, CDKL2, HFM1, HSPA1L, INSRR, CDC7, BCS1L, DDX39B, MSH5, MCM3, HSPA1A		1.00E+00

		IND		MF		GO:0016491~oxidoreductase activity		3		5.55E-01		OXNAD1, KDM1A, MCM3		1.00E+00

		IND		MF		GO:0019899~enzyme binding		3		5.71E-01		SCARB2, KDM1A, STBD1		1.00E+00

		IND		MF		GO:0046983~protein dimerization activity		4		5.85E-01		E2F2, ID3, MEF2D, SIM2		1.00E+00

		IND		MF		GO:0004842~ubiquitin-protein transferase activity		3		6.00E-01		RNF25, TTC3, UBE2D1		1.00E+00

		IND		MF		GO:0003713~transcription coactivator activity		4		6.04E-01		SETD4, YAP1, TRIM27, BIRC2		1.00E+00

		IND		MF		GO:0046982~protein heterodimerization activity		7		6.27E-01		TFAP2B, TAF12, RCC1, BTBD11, MEF2D, SIM2, IL17A		1.00E+00

		IND		MF		GO:0005509~calcium ion binding		11		7.00E-01		VIL1, MMP12, MMP13, NOTCH4, EFHC1, IHH, PPEF2, AIF1, PLCD4, EGFL8, SLC25A13		1.00E+00

		IND		MF		GO:0005198~structural molecule activity		3		7.05E-01		ATP5IF1, CLDN14, EPB41		1.00E+00

		IND		MF		GO:0005506~iron ion binding		3		7.16E-01		CYP27A1, TBXAS1, PPEF2		1.00E+00

		IND		MF		GO:0005516~calmodulin binding		3		7.23E-01		ATP5IF1, EPB41, IQGAP3		1.00E+00

		IND		MF		GO:0005096~GTPase activator activity		4		7.31E-01		TBC1D5, ASAP3, NES, IQGAP3		1.00E+00

		IND		MF		GO:0019901~protein kinase binding		5		7.49E-01		CEP68, CNPPD1, TUBA4A, CDK5R2, PRKAG3		1.00E+00

		IND		MF		GO:0004674~protein serine/threonine kinase activity		5		7.74E-01		CDKL2, STK36, STK16, STK19, CDC7		1.00E+00

		IND		MF		GO:0020037~heme binding		3		7.78E-01		CYP27A1, ABCB6, TBXAS1		1.00E+00

		IND		MF		GO:0005525~GTP binding		6		8.20E-01		TUBA1D, RAB1A, RAB42, TUBB, GNL1, TUBA4A		1.00E+00

		IND		MF		GO:0003779~actin binding		3		8.30E-01		EPB41, PHACTR4, TNS1		1.00E+00

		IND		MF		GO:0003723~RNA binding		10		8.48E-01		DDX39B, PRR3, RPL11, DHX37, DHX16, DXO, MRPL24, SRSF10, NELFE, LSM2		1.00E+00

		IND		MF		GO:0005085~guanyl-nucleotide exchange factor activity		3		9.01E-01		ARHGEF11, RIC8B, RCC1		1.00E+00

		IND		MF		GO:0003924~GTPase activity		4		9.15E-01		RAB1A, RAB42, TUBB, GNL1		1.00E+00

		IND		MF		GO:0003677~DNA binding		11		9.17E-01		THAP6, MORC3, TAF12, TCEA3, PPP1R8, CRY1, PBX2, RPA2, HDGF, TNP1, ARID1B		1.00E+00

		IND		MF		GO:0003735~structural constituent of ribosome		3		9.84E-01		RPL11, MRPS18B, MRPL24		1.00E+00

		IND		MF		GO:0003682~chromatin binding		3		9.96E-01		YAP1, ZFP57, KDM1A		1.00E+00

		IND		MF		GO:0004984~olfactory receptor activity		9		1.00E+00		OR5D18, OR5V1, OR14J1, OR2W1, OR2J3, OR2H1, OR10C1, OR12D3, OR12D2		1.00E+00

		IND		MF		GO:0004930~G protein-coupled receptor activity		11		1.00E+00		GPR39, OR5D18, OR5V1, OR14J1, OR2W1, OR2J3, OR2H1, GPR85, OR10C1, OR12D3, OR12D2		1.00E+00
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		Categoty		GO Term/pathway		Count		PValue		Genes		FDR

		KEGG		bta04940:Type I diabetes mellitus		14		5.96E-12		BOLA-NC1, PTPRN, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, LTA, BOLA-DQB, BOLA-DRA, BOLA		1.37E-09

		KEGG		bta05330:Allograft rejection		12		1.20E-09		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		1.38E-07

		KEGG		bta04612:Antigen processing and presentation		14		2.47E-09		BOLA-NC1, HSPA1L, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, BOLA-DQB, BOLA-DRA, BOLA, HSPA1A		1.90E-07

		KEGG		bta04145:Phagosome		18		4.74E-09		DYNC2H1, BOLA-NC1, ATP6V1G2, TUBB, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TUBA4A, MGC126945, TUBA1D, MARCO, JSP.1, BOLA-DQB, BOLA-DRA, BOLA, DYNC1I1		2.29E-07

		KEGG		bta05332:Graft-versus-host disease		12		4.99E-09		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		2.29E-07

		MF		GO:0042605~peptide antigen binding		12		6.33E-09		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MIC1, MGC126945		2.78E-06

		MF		GO:0042605~peptide antigen binding		12		6.33E-09		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MIC1, MGC126945		2.78E-06

		KEGG		bta05323:Rheumatoid arthritis		13		2.60E-07		ATP6V1G2, MMP1, MMP3, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, BOLA-DQB, BOLA-DRA, LTB, IL17A		9.96E-06

		KEGG		bta05320:Autoimmune thyroid disease		11		3.09E-07		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		1.02E-05

		BP		GO:0030574~collagen catabolic process		9		1.95E-08		MMP12, MMP7, MMP13, MMP27, MMP1, MMP3, MMP8, RETREG2, MMP20		2.32E-05

		KEGG		bta05416:Viral myocarditis		11		1.79E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.14E-05

		KEGG		bta05321:Inflammatory bowel disease		10		3.05E-06		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, IL17F, BOLA-DRA, BOLA-DQA5, TNF, IL17A		7.10E-05

		KEGG		bta05310:Asthma		8		3.09E-06		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		7.10E-05

		KEGG		bta05145:Toxoplasmosis		12		6.39E-06		HSPA1L, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF, BIRC2, BIRC3, HSPA1A		1.34E-04

		BP		GO:0006955~immune response		23		2.97E-07		BOLA-NC1, FCRL5, FCRL3, LST1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MIC1, MGC126945, TGFBR3, CXCL10, NCR3, JSP.1, CXCR1, CXCR2, LTA, BOLA-DQB, BOLA-DRA, LTB, BOLA		1.77E-04

		KEGG		bta05150:Staphylococcus aureus infection		11		1.52E-05		C4A, PTAFR, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, CFB, C2		2.91E-04

		KEGG		bta05166:Human T-cell leukemia virus 1 infection		16		1.92E-05		BOLA-NC1, MMP7, ATF6B, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, LTA, E2F2, BOLA-DQB, BOLA-DRA, BOLA		3.39E-04

		BP		GO:0002504~antigen processing and presentation of peptide or polysaccharide antigen via MHC class II		7		8.98E-07		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.56E-04

		BP		GO:0019882~antigen processing and presentation		7		2.94E-06		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		8.74E-04

		BP		GO:0002381~immunoglobulin production involved in immunoglobulin-mediated immune response		7		3.81E-06		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		9.07E-04

		KEGG		bta05169:Epstein-Barr virus infection		15		7.10E-05		BOLA-NC1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, SEM1, CXCL10, JSP.1, E2F2, BOLA-DQB, BOLA-DRA, BOLA		1.17E-03

		BP		GO:0002503~peptide antigen assembly with MHC class II protein complex		7		1.19E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		2.02E-03

		BP		GO:0050778~positive regulation of immune response		7		1.19E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		2.02E-03

		KEGG		bta00980:Metabolism of xenobiotics by cytochrome P450		8		1.84E-04		CBR1, GSTA5, GSTA4, GSTA3, MGC127133, GSTA2, GSTA1, CBR3		2.77E-03

		KEGG		bta04514:Cell adhesion molecules		12		1.93E-04		BOLA-NC1, JSP.1, CLDN14, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		2.77E-03

		MF		GO:0023026~MHC class II protein complex binding		7		1.39E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.05E-03

		BP		GO:0019886~antigen processing and presentation of exogenous peptide antigen via MHC class II		7		3.01E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		4.48E-03

		KEGG		bta04672:Intestinal immune network for IgA production		7		4.30E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		5.82E-03

		KEGG		bta05140:Leishmaniasis		8		4.67E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		5.97E-03

		KEGG		bta05168:Herpes simplex virus 1 infection		19		4.93E-04		BOLA-NC1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, ZFP57, LTA, BOLA-DQB, SRSF4, ZNF436, BOLA-DRA, BOLA, ZNF311, BIRC2, BIRC3		5.97E-03

		CC		GO:0042613~MHC class II protein complex		7		3.65E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		9.64E-03

		KEGG		bta04659:Th17 cell differentiation		9		8.92E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, IL17F, BOLA-DRA, BOLA-DQA5, IL17A		1.03E-02

		KEGG		bta05204:Chemical carcinogenesis - DNA adducts		7		1.04E-03		CBR1, GSTA5, GSTA4, GSTA3, MGC127133, GSTA2, GSTA1		1.14E-02

		BP		GO:0050870~positive regulation of T cell activation		7		8.77E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.16E-02

		BP		GO:0045741~positive regulation of epidermal growth factor-activated receptor activity		4		1.04E-04		BTC, EPGN, AREG, EREG		1.24E-02

		KEGG		bta04061:Viral protein interaction with cytokine and cytokine receptor		8		1.32E-03		IL22RA1, CXCL10, CXCL9, CXCL11, CXCR1, CXCR2, LTA, TNF		1.38E-02

		BP		GO:0030198~extracellular matrix organization		11		1.80E-04		MMP12, TNXB, MMP7, MMP13, MMP27, MMP1, MMP3, MMP8, C23H6ORF15, TNF, MMP20		1.95E-02

		CC		GO:0031902~late endosome membrane		10		1.94E-04		SLC11A1, ATG9A, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TMEM163		2.57E-02

		KEGG		bta01524:Platinum drug resistance		7		3.19E-03		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, BIRC2, BIRC3		3.12E-02

		KEGG		bta04640:Hematopoietic cell lineage		8		3.25E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		3.12E-02

		CC		GO:0005634~nucleus		111		7.54E-04		MDC1, CCNI, KDM1A, EHMT2, ZSCAN9, UBE2D1, HNRNPR, PWP1, JSP.1, ZSCAN31, SESN2, IER3, CDKL2, ZNF165, MORC3, HFM1, FKBPL, NFKBIL1, IPMK, FOXP2, MSH5, ZNF436, DXO, TRIM15, SRSF4, ZSCAN26, PPEF2, ZNF311, GCM1, DCUN1D5, CRABP2, EPB41, ISG20L2, RPAP2, NKAPL, PGBD1, BAG6, ORC5, ZFP57, STK36, UBD, ZKSCAN8, DPH3, OTX1, ZSCAN16, ZNF389, NHEJ1, TFAP2B, ZNF142, TFAP2D, PBX2, CDC7, PARP12, SEM1, ARPC2, FEV, ID3, SETD4, BARHL2, USP37, GMEB1, PPP1R11, PPP1R10, PTPRN, AREG, PRKAG3, CHAF1B, CATIP, ELOA, ZNF644, CCHCR1, CNPPD1, STPG1, TCF19, EN1, TRNAU1AP, ETV3, POU5F1, MMP12, RIPPLY3, ETV3L, CRY1, MCM3, DNAJC8, BIRC2, BIRC3, YAP1, LUZP1, ATF6B, PRCC, RCHY1, AIF1, MEF2D, YTHDF2, HSPA1L, RNF25, EYA3, RPA2, GRHL3, PNRC2, DES, THEMIS2, PITHD1, CCNG2, TCEA3, HDGF, TNP1, PLCD4, CENPQ, HSPA1A, BRDT		5.55E-02

		CC		GO:0031012~extracellular matrix		11		8.41E-04		MMP12, WNT6, MMP7, MMP13, MMP27, MMP1, MMP3, IHH, MMP8, C23H6ORF15, MMP20		5.55E-02

		KEGG		bta05322:Systemic lupus erythematosus		10		6.43E-03		C4A, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF, C2		5.80E-02

		KEGG		bta04657:IL-17 signaling pathway		7		6.56E-03		CXCL10, MMP13, MMP1, MMP3, IL17F, TNF, IL17A		5.80E-02

		KEGG		bta04658:Th1 and Th2 cell differentiation		7		7.25E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		6.17E-02

		CC		GO:0009897~external side of plasma membrane		18		1.49E-03		BOLA-NC1, FCRL5, MOG, FCRL3, BTNL2, SLC4A3, TNF, MIC1, MGC126945, TGFBR3, JSP.1, CXCR1, CXCR2, LY6G6C, LY6G5B, LY6G5C, BOLA, IL17A		7.85E-02

		KEGG		bta05225:Hepatocellular carcinoma		9		1.26E-02		WNT6, WNT10A, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, E2F2, ARID1B		1.04E-01

		CC		GO:0005615~extracellular space		44		2.45E-03		CRISP1, CRISP2, CXCL9, TNXB, NAXE, CRISP3, CD5L, IHH, TNF, AREG, MIC1, HAPLN2, MGC126945, MMP20, C4A, WNT6, JSP.1, RELN, MMP27, BOLA, BOLA-NC1, WNT10A, MMP7, MMP1, MMP3, MMP8, DEFB110, EREG, MMP12, BTC, TGFBR3, CXCL10, BCAN, CXCL11, EPGN, NCR3, MMP13, LTA, HDGF, IL17F, LTB, INHA, SMPDL3B, IL17A		1.08E-01

		CC		GO:0005765~lysosomal membrane		12		3.12E-03		SCARB2, SLC11A1, TMBIM1, NEU1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TMEM163		1.18E-01

		BP		GO:0007275~multicellular organism development		10		1.20E-03		NTRK1, DDR1, WNT6, WNT10A, NOTCH4, EYA3, INSRR, IHH, EN1, OTX1		1.19E-01

		KEGG		bta04060:Cytokine-cytokine receptor interaction		13		1.67E-02		CXCL9, IFNLR1, TNF, IL22RA1, CXCL10, CXCL11, CXCR1, CXCR2, LTA, IL17F, LTB, INHA, IL17A		1.33E-01

		CC		GO:0070062~extracellular exosome		8		5.52E-03		PKHD1, GSTA5, ABCB6, GSTA2, GSTA1, PGK2, CFB, C2		1.69E-01

		CC		GO:0042612~MHC class I protein complex		4		5.76E-03		BOLA-NC1, JSP.1, BOLA, MGC126945		1.69E-01

		KEGG		bta05164:Influenza A		9		2.25E-02		CXCL10, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		1.73E-01

		KEGG		bta00982:Drug metabolism - cytochrome P450		5		2.48E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		1.84E-01

		CC		GO:0098553~lumenal side of endoplasmic reticulum membrane		4		7.47E-03		BOLA-NC1, JSP.1, BOLA, MGC126945		1.94E-01

		CC		GO:0030670~phagocytic vesicle membrane		5		8.09E-03		BOLA-NC1, JSP.1, SLC11A1, BOLA, MGC126945		1.94E-01

		KEGG		bta00480:Glutathione metabolism		5		2.75E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		1.97E-01

		BP		GO:0006805~xenobiotic metabolic process		6		2.17E-03		CBR1, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		1.99E-01

		MF		GO:0008157~protein phosphatase 1 binding		4		2.50E-03		PPP1R11, PPP1R10, PPP1R3A, PHACTR4		2.15E-01

		MF		GO:0004364~glutathione transferase activity		5		2.51E-03		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		2.15E-01

		MF		GO:0005200~structural constituent of cytoskeleton		6		2.92E-03		TUBA1D, DES, ARPC2, EPB41, TUBB, TUBA4A		2.15E-01

		MF		GO:0048248~CXCR3 chemokine receptor binding		3		2.94E-03		CXCL10, CXCL9, CXCL11		2.15E-01

		KEGG		bta04668:TNF signaling pathway		7		3.11E-02		CXCL10, ATF6B, MMP3, LTA, TNF, BIRC2, BIRC3		2.17E-01

		KEGG		bta04144:Endocytosis		10		3.21E-02		BOLA-NC1, JSP.1, CXCR1, HSPA1L, ARPC2, CXCR2, ASAP3, BOLA, HSPA1A, MGC126945		2.17E-01

		BP		GO:0007173~epidermal growth factor receptor signaling pathway		5		2.58E-03		VIL1, BTC, EPGN, AREG, EREG		2.19E-01

		BP		GO:0045840~positive regulation of mitotic nuclear division		4		3.06E-03		BTC, EPGN, AREG, EREG		2.43E-01

		KEGG		bta04064:NF-kappa B signaling pathway		6		4.93E-02		CSNK2B, LTA, LTB, TNF, BIRC2, BIRC3		3.23E-01

		KEGG		bta00983:Drug metabolism - other enzymes		5		5.06E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		3.23E-01

		MF		GO:0008270~zinc ion binding		24		6.03E-03		GCM1, MORC3, TRIM40, MMP7, MMP1, EHMT2, ZFAND2B, MMP3, MMP8, RCHY1, TMEM163, MMP20, MMP12, DNPEP, MMP13, MMP27, TCEA3, TRIM15, TRIM27, TRIM31, SMPDL3B, NES, TRIM10, BIRC2		3.78E-01

		MF		GO:0005154~epidermal growth factor receptor binding		4		7.23E-03		BTC, EPGN, AREG, EREG		3.87E-01

		MF		GO:0004222~metalloendopeptidase activity		8		7.93E-03		MMP12, MMP7, MMP13, MMP27, MMP1, MMP3, MMP8, MMP20		3.87E-01

		BP		GO:0006749~glutathione metabolic process		5		5.72E-03		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		4.26E-01

		BP		GO:0009880~embryonic pattern specification		4		6.50E-03		RIPPLY3, DOP1B, IHH, SIM2		4.55E-01

		KEGG		bta05163:Human cytomegalovirus infection		9		7.61E-02		ARHGEF11, BOLA-NC1, JSP.1, ATF6B, CXCR2, E2F2, BOLA, TNF, MGC126945		4.72E-01

		KEGG		bta05152:Tuberculosis		8		7.80E-02		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		4.72E-01

		MF		GO:0000981~DNA-binding transcription factor activity, RNA polymerase II-specific		31		1.08E-02		GCM1, BARHL2, ATF6B, SATB1, ZSCAN9, ZFP57, ZSCAN31, ZKSCAN8, E2F2, ZSCAN12, ZNF644, OTX1, ZKSCAN4, MEF2D, ZNF389, ZSCAN16, TFAP2B, ZNF165, TFAP2D, FKBPL, EN1, PBX2, ZBTB12, ETV3, POU5F1, ETV3L, FEV, ZNF436, ZSCAN26, SIM2, ZNF311		4.75E-01

		MF		GO:0004090~carbonyl reductase (NADPH) activity		3		1.25E-02		CBR1, MGC127133, CBR3		4.98E-01

		KEGG		bta05134:Legionellosis		4		8.56E-02		RAB1A, HSPA1L, TNF, HSPA1A		5.05E-01

		KEGG		bta05207:Chemical carcinogenesis - receptor activation		8		9.06E-02		PAQR8, GSTA5, GSTA4, ATF6B, GSTA3, GSTA2, GSTA1, EPHX4		5.16E-01

		KEGG		bta00062:Fatty acid elongation		3		9.20E-02		MECR, ELOVL5, PPT2		5.16E-01

		BP		GO:0001916~positive regulation of T cell mediated cytotoxicity		6		7.82E-03		BOLA-NC1, JSP.1, BOLA-DRA, BOLA, MIC1, MGC126945		5.17E-01

		KEGG		bta05165:Human papillomavirus infection		11		9.56E-02		WNT6, BOLA-NC1, WNT10A, JSP.1, ATP6V1G2, TNXB, RELN, NOTCH4, BOLA, TNF, MGC126945		5.17E-01

		KEGG		bta05132:Salmonella infection		9		9.66E-02		DYNC2H1, TUBA1D, ARPC2, TUBB, TNF, TUBA4A, DYNC1I1, BIRC2, BIRC3		5.17E-01

		MF		GO:0005164~tumor necrosis factor receptor binding		4		1.66E-02		NCR3, LTA, LTB, TNF		6.06E-01

		KEGG		bta04210:Apoptosis		6		1.18E-01		NTRK1, TUBA1D, TNF, TUBA4A, BIRC2, BIRC3		6.17E-01

		KEGG		bta05418:Fluid shear stress and atherosclerosis		6		1.26E-01		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, TNF		6.42E-01

		BP		GO:0006357~regulation of transcription by RNA polymerase II		36		1.12E-02		GCM1, BARHL2, GMEB1, ATF6B, SATB1, ZSCAN9, MED18, ZFP57, ZSCAN31, ZKSCAN8, E2F2, ZSCAN12, ZNF644, OTX1, ZKSCAN4, ZNF389, ZSCAN16, TFAP2B, ZNF165, TFAP2D, FKBPL, EN1, PBX2, GRHL3, ZBTB12, ETV3, ARID1B, POU5F1, FOXP2, ETV3L, FEV, ZNF436, HDGF, ZSCAN26, SIM2, ZNF311		6.52E-01

		BP		GO:0002476~antigen processing and presentation of endogenous peptide antigen via MHC class Ib		5		1.15E-02		BOLA-NC1, JSP.1, BOLA, MIC1, MGC126945		6.52E-01

		BP		GO:0002486~antigen processing and presentation of endogenous peptide antigen via MHC class I via ER pathway, TAP-independent		5		1.15E-02		BOLA-NC1, JSP.1, BOLA, MIC1, MGC126945		6.52E-01

		KEGG		bta04928:Parathyroid hormone synthesis, secretion and action		5		1.45E-01		ARHGEF11, GCM1, MMP13, ATF6B, MEF2D		7.18E-01

		KEGG		bta04390:Hippo signaling pathway		6		1.47E-01		YAP1, WNT6, WNT10A, AREG, BIRC2, BIRC3		7.18E-01

		CC		GO:0005576~extracellular region		28		3.57E-02		CRISP1, SFTA2, CRISP2, CXCL9, NAXE, PON2, CRISP3, C2, BAG6, C4A, WNT6, STK36, MGAT5, WNT10A, CDSN, PRSS37, DEFB114, DEFB113, DEFB110, CXCL10, CXCL11, IL17F, INHA, LY6G5C, EGFL8, CFB, VWA7, IL17A		7.24E-01

		KEGG		bta05020:Prion disease		9		1.66E-01		SEM1, TUBA1D, HSPA1L, ATF6B, TUBB, CSNK2B, TNF, TUBA4A, HSPA1A		7.98E-01

		KEGG		bta05200:Pathways in cancer		14		1.82E-01		NTRK1, ARHGEF11, WNT10A, MMP1, NOTCH4, WNT6, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, E2F2, BIRC2, BIRC3		8.40E-01

		KEGG		bta05208:Chemical carcinogenesis - reactive oxygen species		8		1.83E-01		CBR1, GSTA5, GSTA4, GSTA3, MGC127133, GSTA2, GSTA1, EPHX4		8.40E-01

		KEGG		bta00590:Arachidonic acid metabolism		4		1.89E-01		CBR1, MGC127133, TBXAS1, CBR3		8.53E-01

		KEGG		bta04141:Protein processing in endoplasmic reticulum		6		1.97E-01		DNAJB2, HSPA1L, ATF6B, UBE2D1, RNF5, HSPA1A		8.73E-01

		BP		GO:0042127~regulation of cell population proliferation		6		1.64E-02		CXCL10, TFAP2B, CXCL9, CXCL11, MMP7, TFAP2D		8.85E-01

		MF		GO:0045236~CXCR chemokine receptor binding		3		2.75E-02		CXCL10, CXCL9, CXCL11		9.00E-01

		MF		GO:0005125~cytokine activity		9		2.88E-02		WNT6, WNT10A, NCR3, LTA, IL17F, LTB, INHA, TNF, IL17A		9.00E-01

		MF		GO:0000978~RNA polymerase II cis-regulatory region sequence-specific DNA binding		29		3.25E-02		YAP1, GCM1, GMEB1, ATF6B, SATB1, ZSCAN9, ZSCAN31, ZKSCAN8, E2F2, ZSCAN12, ZNF644, OTX1, ZKSCAN4, MEF2D, ZNF389, ZSCAN16, TFAP2B, ZNF165, ZNF142, FKBPL, EN1, PBX2, GRHL3, ZBTB12, POU5F1, FOXP2, ZNF436, ZSCAN26, ZNF311		9.00E-01

		MF		GO:0043027~cysteine-type endopeptidase inhibitor activity involved in apoptotic process		3		3.48E-02		VIL1, BIRC2, BIRC3		9.00E-01

		CC		GO:0009986~cell surface		12		4.78E-02		FCRL1, NTRK1, TGFBR3, ATP5IF1, WNT6, NOTCH4, BOLA-DRA, AAMP, AREG, TNF, EGFL8, TNS1		9.01E-01

		KEGG		bta04211:Longevity regulating pathway		4		2.12E-01		ATF6B, EHMT2, SESN2, PRKAG3		9.09E-01

		KEGG		bta04142:Lysosome		5		2.34E-01		SCARB2, SLC11A1, FUCA1, NEU1, PPT2		9.09E-01

		KEGG		bta04550:Signaling pathways regulating pluripotency of stem cells		5		2.53E-01		WNT6, WNT10A, ID3, OTX1, POU5F1		9.09E-01

		KEGG		bta05203:Viral carcinogenesis		7		2.55E-01		BOLA-NC1, JSP.1, ATF6B, MRPS18B, BOLA, GTF2H4, MGC126945		9.09E-01

		KEGG		bta05202:Transcriptional misregulation in cancer		6		2.74E-01		NTRK1, FEV, PRCC, MMP3, BIRC2, BIRC3		9.09E-01

		KEGG		bta01212:Fatty acid metabolism		3		2.79E-01		MECR, ELOVL5, PPT2		9.09E-01

		KEGG		bta04213:Longevity regulating pathway - multiple species		3		2.92E-01		HSPA1L, PRKAG3, HSPA1A		9.09E-01

		KEGG		bta04936:Alcoholic liver disease		5		3.04E-01		C4A, TNF, PRKAG3, C2, IL17A		9.09E-01

		KEGG		bta05171:Coronavirus disease - COVID-19		8		3.26E-01		C4A, CXCL10, MMP1, MMP3, RPL11, TNF, CFB, C2		9.09E-01

		KEGG		bta04218:Cellular senescence		5		3.28E-01		BOLA-NC1, JSP.1, E2F2, BOLA, MGC126945		9.09E-01

		KEGG		bta04150:mTOR signaling pathway		5		3.32E-01		WNT6, WNT10A, ATP6V1G2, SESN2, TNF		9.09E-01

		KEGG		bta05167:Kaposi sarcoma-associated herpesvirus infection		6		3.49E-01		BOLA-NC1, JSP.1, E2F2, BOLA, MIC1, MGC126945		9.09E-01

		KEGG		bta01100:Metabolic pathways		32		3.67E-01		CHPF, GALNT15, EHMT2, MGC127133, PIGP, AGPAT1, AACS, HMGCL, ABHD16A, HLCS, MGAT5, NEU1, GMPPA, PGK2, CBR3, CBR1, ATP6V1G2, MECR, ELOVL5, IPMK, CYP27A1, GALE, GSTA5, GSTA4, GSTA3, GSTA2, MTHFD2L, TBXAS1, GSTA1, PPT2, PLCD4, LDHAL6B		9.09E-01

		KEGG		bta04620:Toll-like receptor signaling pathway		4		3.69E-01		CXCL10, CXCL9, CXCL11, TNF		9.09E-01

		KEGG		bta04530:Tight junction		5		3.91E-01		TUBA1D, ARPC2, CLDN14, TUBA4A, PRKAG3		9.09E-01

		KEGG		bta05133:Pertussis		3		4.01E-01		C4A, TNF, C2		9.09E-01

		KEGG		bta05417:Lipid and atherosclerosis		6		4.21E-01		HSPA1L, MMP1, MMP3, TNF, AGER, HSPA1A		9.09E-01

		KEGG		bta05206:MicroRNAs in cancer		7		4.23E-01		TNXB, MIR375, NOTCH4, MIR26B, E2F2, MIR133B, MIR206		9.09E-01

		KEGG		bta03040:Spliceosome		7		4.33E-01		HSPA1L, DDX39B, DHX16, SRSF4, SRSF10, HSPA1A, LSM2		9.09E-01

		KEGG		bta04062:Chemokine signaling pathway		5		4.35E-01		CXCL10, CXCL9, CXCL11, CXCR1, CXCR2		9.09E-01

		KEGG		bta04915:Estrogen signaling pathway		4		4.45E-01		GABBR1, HSPA1L, ATF6B, HSPA1A		9.09E-01

		KEGG		bta04012:ErbB signaling pathway		3		4.50E-01		BTC, AREG, EREG		9.09E-01

		KEGG		bta04115:p53 signaling pathway		3		4.56E-01		CCNG2, SESN2, RCHY1		9.09E-01

		KEGG		bta05010:Alzheimer disease		9		4.74E-01		SEM1, TUBA1D, WNT6, WNT10A, TUBB, CSNK2B, TNF, AGER, TUBA4A		9.09E-01

		KEGG		bta04540:Gap junction		3		4.85E-01		TUBA1D, TUBB, TUBA4A		9.09E-01

		KEGG		bta04610:Complement and coagulation cascades		3		4.90E-01		C4A, CFB, C2		9.09E-01

		KEGG		bta04814:Motor proteins		5		4.92E-01		DYNC2H1, TUBA1D, TUBB, TUBA4A, DYNC1I1		9.09E-01

		KEGG		bta05224:Breast cancer		4		5.00E-01		WNT6, WNT10A, NOTCH4, E2F2		9.09E-01

		KEGG		bta05222:Small cell lung cancer		3		5.24E-01		E2F2, BIRC2, BIRC3		9.09E-01

		KEGG		bta05215:Prostate cancer		3		5.24E-01		INSRR, MMP3, E2F2		9.09E-01

		KEGG		bta04934:Cushing syndrome		4		5.30E-01		WNT6, WNT10A, ATF6B, E2F2		9.09E-01

		KEGG		bta04933:AGE-RAGE signaling pathway in diabetic complications		3		5.40E-01		PLCD4, TNF, AGER		9.09E-01

		KEGG		bta04120:Ubiquitin mediated proteolysis		4		5.43E-01		UBE2D1, RCHY1, BIRC2, BIRC3		9.09E-01

		KEGG		bta05410:Hypertrophic cardiomyopathy		3		5.45E-01		DES, TNF, PRKAG3		9.09E-01

		KEGG		bta05162:Measles		4		5.49E-01		HSPA1L, CSNK2B, RCHY1, HSPA1A		9.09E-01

		KEGG		bta04110:Cell cycle		4		5.55E-01		ORC5, MCM3, E2F2, CDC7		9.09E-01

		KEGG		bta05022:Pathways of neurodegeneration - multiple diseases		10		5.57E-01		SEM1, TUBA1D, RAB1A, WNT6, WNT10A, TUBB, CSNK2B, TNF, AGER, TUBA4A		9.09E-01

		KEGG		bta04931:Insulin resistance		3		5.81E-01		PPP1R3A, TNF, PRKAG3		9.09E-01

		KEGG		bta04010:MAPK signaling pathway		6		6.14E-01		NTRK1, HSPA1L, AREG, TNF, HSPA1A, EREG		9.09E-01

		KEGG		bta04310:Wnt signaling pathway		4		6.15E-01		WNT6, WNT10A, MMP7, CSNK2B		9.09E-01

		KEGG		bta05160:Hepatitis C		4		6.26E-01		CXCL10, CLDN14, E2F2, TNF		9.09E-01

		KEGG		bta05170:Human immunodeficiency virus 1 infection		5		6.31E-01		BOLA-NC1, JSP.1, BOLA, TNF, MGC126945		9.09E-01

		KEGG		bta04926:Relaxin signaling pathway		3		6.80E-01		MMP13, ATF6B, MMP1		9.09E-01

		KEGG		bta04510:Focal adhesion		4		7.02E-01		TNXB, RELN, BIRC2, BIRC3		9.09E-01

		KEGG		bta05205:Proteoglycans in cancer		4		7.05E-01		WNT6, WNT10A, IHH, TNF		9.09E-01

		KEGG		bta04910:Insulin signaling pathway		3		7.11E-01		FLOT1, PPP1R3A, PRKAG3		9.09E-01

		KEGG		bta05014:Amyotrophic lateral sclerosis		7		7.35E-01		SEM1, TUBA1D, RAB1A, TUBB, NUP54, TNF, TUBA4A		9.09E-01

		KEGG		bta05226:Gastric cancer		3		7.59E-01		WNT6, WNT10A, E2F2		9.09E-01

		KEGG		bta04072:Phospholipase D signaling pathway		3		7.59E-01		CXCR1, CXCR2, AGPAT1		9.09E-01

		KEGG		bta04650:Natural killer cell mediated cytotoxicity		3		7.95E-01		NCR3, TNF, MIC1		9.09E-01

		KEGG		bta04022:cGMP-PKG signaling pathway		3		8.11E-01		OPRD1, ATF6B, MEF2D		9.09E-01

		KEGG		bta04151:PI3K-Akt signaling pathway		6		8.27E-01		NTRK1, TNXB, RELN, ATF6B, AREG, EREG		9.09E-01

		KEGG		bta05161:Hepatitis B		3		8.37E-01		ATF6B, E2F2, TNF		9.09E-01

		KEGG		bta04217:Necroptosis		3		8.46E-01		TNF, BIRC2, BIRC3		9.09E-01

		KEGG		bta04621:NOD-like receptor signaling pathway		3		8.68E-01		TNF, BIRC2, BIRC3		9.09E-01

		KEGG		bta05012:Parkinson disease		4		9.08E-01		SEM1, TUBA1D, TUBB, TUBA4A		9.09E-01

		KEGG		bta04810:Regulation of actin cytoskeleton		3		9.19E-01		ARPC2, INSRR, IQGAP3		9.19E-01

		KEGG		bta04080:Neuroactive ligand-receptor interaction		5		9.20E-01		OPRD1, GABBR1, CNR2, HTR1D, PTAFR		9.20E-01

		CC		GO:0001891~phagocytic cup		3		5.25E-02		PEAR1, AIF1, TNF		9.24E-01

		KEGG		bta05016:Huntington disease		4		9.42E-01		SEM1, TUBA1D, TUBB, TUBA4A		9.42E-01

		KEGG		bta04714:Thermogenesis		3		9.47E-01		KDM1A, ARID1B, PRKAG3		9.47E-01

		KEGG		bta04020:Calcium signaling pathway		3		9.50E-01		NTRK1, PTAFR, PLCD4		9.50E-01

		MF		GO:0046872~metal ion binding		43		4.01E-02		GMEB1, NAXE, PPP1R10, PON2, PRR3, ASAP3, CISD1, RPAP2, RNF5, C2, TUBA1D, HMGCL, ZFP57, RELN, DPH3, ZKSCAN8, RNF39, ZSCAN12, ZNF644, ZKSCAN4, ZNF389, ANKZF1, TNS1, PAQR8, GPR39, ZNF142, RNF25, TUBB, EYA3, FOXP2, TUBA4A, PARP12, PNKD, RUFY4, TTC3, CSNK2B, RPP21, ZNF436, DXO, ZSCAN26, ZNF311, BIRC2, BIRC3		9.78E-01

		BP		GO:0030041~actin filament polymerization		4		2.00E-02		VIL1, CATIP, ARPC2, AIF1		9.93E-01

		BP		GO:0048666~neuron development		4		2.34E-02		IHH, MRPS18B, EN1, PBX2		9.93E-01

		BP		GO:0002250~adaptive immune response		8		2.41E-02		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, IL17A		9.93E-01

		BP		GO:0071222~cellular response to lipopolysaccharide		6		2.74E-02		CXCL10, CXCL9, CXCL11, NFKBIL1, MMP8, TNF		9.93E-01

		BP		GO:2000377~regulation of reactive oxygen species metabolic process		3		2.79E-02		TNF, BIRC2, IER3		9.93E-01

		BP		GO:0030593~neutrophil chemotaxis		5		2.90E-02		CXCL10, CXCL9, CXCL11, CXCR1, CXCR2		9.93E-01

		BP		GO:0031398~positive regulation of protein ubiquitination		4		3.52E-02		KDM1A, RCHY1, BIRC2, BIRC3		9.93E-01

		BP		GO:0051281~positive regulation of release of sequestered calcium ion into cytosol		3		3.53E-02		CXCL10, CXCL9, CXCL11		9.93E-01

		BP		GO:0030154~cell differentiation		14		3.64E-02		NTRK1, NOTCH4, EYA3, ETV3, PRRC2A, DAZL, BAG6, ETV3L, FEV, ID3, CCHCR1, MEF2D, AAMP, SIM2		9.93E-01

		BP		GO:0045087~innate immune response		12		3.97E-02		C4A, TRIM40, YTHDF2, MMP3, DEFB114, DEFB113, TRIM27, TRIM31, DEFB110, TRIM10, C2, IL17A		9.93E-01

		BP		GO:0050829~defense response to Gram-negative bacterium		5		4.33E-02		IL22RA1, MMP7, SLC11A1, DEFB114, IL17A		9.93E-01

		BP		GO:0010001~glial cell differentiation		3		4.77E-02		BCAN, RELN, HAPLN2		9.93E-01

		BP		GO:0032755~positive regulation of interleukin-6 production		4		6.07E-02		SETD4, TNF, IL17A, EREG		9.93E-01

		BP		GO:0006956~complement activation		3		6.13E-02		C4A, CFB, C2		9.93E-01

		BP		GO:0007417~central nervous system development		5		6.76E-02		BCAN, RELN, ZSCAN31, ZNF436, HAPLN2		9.93E-01

		BP		GO:0006935~chemotaxis		4		6.96E-02		CXCL10, CXCL9, CXCL11, PTAFR		9.93E-01

		BP		GO:0072344~rescue of stalled ribosome		3		7.11E-02		RNF25, RCHY1, ANKZF1		9.93E-01

		BP		GO:0045880~positive regulation of smoothened signaling pathway		3		7.11E-02		STK36, ARMC9, IHH		9.93E-01

		BP		GO:0016567~protein ubiquitination		11		7.14E-02		TRIM40, RNF25, UBD, TTC3, RNF39, TRIM15, RCHY1, TRIM31, RNF5, TRIM10, FBXO9		9.93E-01

		BP		GO:0008285~negative regulation of cell population proliferation		7		7.21E-02		NTRK1, DDR1, DNAJB2, PTPRU, TFAP2B, ETV3, EREG		9.93E-01

		BP		GO:0050729~positive regulation of inflammatory response		4		7.90E-02		SETD4, DEFB114, PBX2, TNF		9.93E-01

		BP		GO:0002052~positive regulation of neuroblast proliferation		3		8.13E-02		BCAN, KDM1A, HAPLN2		9.93E-01

		BP		GO:0000079~regulation of cyclin-dependent protein serine/threonine kinase activity		3		9.19E-02		CCNI, CCNG2, CNPPD1		9.93E-01

		BP		GO:0042026~protein refolding		3		9.19E-02		DNAJB2, HSPA1L, HSPA1A		9.93E-01

		BP		GO:0000122~negative regulation of transcription by RNA polymerase II		18		9.47E-02		YAP1, TFAP2B, MORC3, KDM1A, NOTCH4, EHMT2, ZBTB12, TNF, MMP12, RIPPLY3, ZFP57, ID3, ZSCAN12, TRIM27, ZNF389, SIM2, ZNF311, HSPA1A		9.93E-01

		BP		GO:0050890~cognition		3		9.74E-02		DOP1B, BOLA-DRA, CBR3		9.93E-01

		BP		GO:0009617~response to bacterium		4		9.95E-02		VIL1, RNF5, CFB, C2		9.93E-01

		BP		GO:0030218~erythrocyte differentiation		3		1.03E-01		ATP5IF1, MPIG6B, TRIM10		9.93E-01

		BP		GO:0032436~positive regulation of proteasomal ubiquitin-dependent protein catabolic process		4		1.03E-01		DNAJB2, HSPA1L, RCHY1, HSPA1A		9.93E-01

		BP		GO:0007420~brain development		6		1.16E-01		RELN, ABCB6, STK36, DHX37, PBX2, CDK5R2		9.93E-01

		BP		GO:0140374~antiviral innate immune response		3		1.26E-01		MORC3, DHX16, TNF		9.93E-01

		BP		GO:0006508~proteolysis		14		1.27E-01		USP37, MMP7, MMP1, MMP3, PRSS37, MMP8, C2, MMP20, MMP12, DNPEP, RELN, MMP13, MMP27, CFB		9.93E-01

		BP		GO:0043524~negative regulation of neuron apoptotic process		4		1.30E-01		NTRK1, TFAP2B, TFAP2D, EN1		9.93E-01

		BP		GO:0000082~G1/S transition of mitotic cell cycle		3		1.38E-01		USP37, RCC1, IQGAP3		9.93E-01

		BP		GO:0032720~negative regulation of tumor necrosis factor production		3		1.50E-01		NFKBIL1, DEFB114, TRIM27		9.93E-01

		BP		GO:0006096~glycolytic process		3		1.50E-01		PGK2, PRKAG3, IER3		9.93E-01

		BP		GO:0000226~microtubule cytoskeleton organization		5		1.62E-01		TUBA1D, TTLL4, TUBB, OBSL1, TUBA4A		9.93E-01

		BP		GO:0048856~anatomical structure development		3		1.62E-01		TFAP2B, TFAP2D, EGFL8		9.93E-01

		BP		GO:0036503~ERAD pathway		4		1.63E-01		BAG6, DNAJB2, RNF5, ANKZF1		9.93E-01

		BP		GO:0070098~chemokine-mediated signaling pathway		3		1.69E-01		CXCL10, CXCL9, CXCL11		9.93E-01

		BP		GO:0010628~positive regulation of gene expression		8		1.72E-01		TGFBR3, YAP1, WNT6, WNT10A, FEV, RPL11, IQGAP3, BRDT		9.93E-01

		BP		GO:0051092~positive regulation of NF-kappaB transcription factor activity		3		1.75E-01		RNF25, TRIM15, TNF		9.93E-01

		BP		GO:0006338~chromatin remodeling		5		1.86E-01		SATB1, HDGF, TNP1, ARID1B, BRDT		9.93E-01

		BP		GO:0033674~positive regulation of kinase activity		3		1.88E-01		NTRK1, DDR1, INSRR		9.93E-01

		BP		GO:0045944~positive regulation of transcription by RNA polymerase II		15		2.13E-01		YAP1, SETD4, TFAP2B, ZNF142, GMEB1, TFAP2D, KDM1A, SLC11A1, PTPRN, IHH, EN1, TNF, MMP12, MEF2D, IL17A		9.93E-01

		BP		GO:0032729~positive regulation of type II interferon production		3		2.20E-01		SLC11A1, TRIM27, TNF		9.93E-01

		BP		GO:0006511~ubiquitin-dependent protein catabolic process		6		2.51E-01		RNF25, UBD, TTC3, UBE2D1, RCHY1, RNF5		9.93E-01

		BP		GO:0061844~antimicrobial humoral immune response mediated by antimicrobial peptide		3		2.52E-01		CXCL10, CXCL9, CXCL11		9.93E-01

		BP		GO:0006631~fatty acid metabolic process		3		2.52E-01		MECR, NAAA, AACS		9.93E-01

		BP		GO:0032760~positive regulation of tumor necrosis factor production		3		2.59E-01		SETD4, MMP8, IL17A		9.93E-01

		BP		GO:0007166~cell surface receptor signaling pathway		5		2.60E-01		FCRL1, FCRL5, FCRL3, GLMN, FCRL4		9.93E-01

		BP		GO:0001822~kidney development		3		2.72E-01		PKHD1, TFAP2B, WDPCP		9.93E-01

		BP		GO:0000045~autophagosome assembly		3		2.79E-01		RAB1A, RUFY4, ATG9A		9.93E-01

		BP		GO:0007224~smoothened signaling pathway		3		2.98E-01		STK36, IHH, WDPCP		9.93E-01

		BP		GO:0006974~DNA damage response		5		2.99E-01		YAP1, MDC1, DCUN1D5, GNL1, IER3		9.93E-01

		BP		GO:0051726~regulation of cell cycle		4		3.06E-01		PRCC, BIRC2, PHACTR4, BIRC3		9.93E-01

		BP		GO:0050830~defense response to Gram-positive bacterium		4		3.11E-01		MMP7, DEFB114, TNF, IL17A		9.93E-01

		BP		GO:0050852~T cell receptor signaling pathway		3		3.24E-01		THEMIS2, MOG, BTNL2		9.93E-01

		BP		GO:0050728~negative regulation of inflammatory response		3		3.56E-01		IL22RA1, SMPDL3B, IER3		9.93E-01

		BP		GO:0006260~DNA replication		3		3.56E-01		ORC5, MCM3, RPA2		9.93E-01

		BP		GO:0060070~canonical Wnt signaling pathway		3		3.82E-01		YAP1, WNT6, WNT10A		9.93E-01

		BP		GO:0000398~mRNA splicing, via spliceosome		5		3.88E-01		DDX39B, PPP1R8, DHX16, SRSF10, LSM2		9.93E-01

		BP		GO:0008284~positive regulation of cell population proliferation		7		3.94E-01		BTC, TFAP2B, EPGN, TNXB, CDC7, AREG, EREG		9.93E-01

		BP		GO:0006629~lipid metabolic process		4		3.97E-01		CBR1, PLCL2, PLCD4, AACS		9.93E-01

		BP		GO:0016042~lipid catabolic process		3		4.19E-01		NAAA, PLCL2, PLCD4		9.93E-01

		BP		GO:0000902~cell morphogenesis		3		4.25E-01		YAP1, RELN, LST1		9.93E-01

		BP		GO:0007155~cell adhesion		6		4.28E-01		BCAN, TNXB, RELN, MOG, CLDN14, HAPLN2		9.93E-01

		BP		GO:0030036~actin cytoskeleton organization		4		4.39E-01		TNXB, INSRR, EHBP1, PHACTR4		9.93E-01

		BP		GO:0001817~regulation of cytokine production		3		4.49E-01		MOG, ZBTB12, BTNL2		9.93E-01

		BP		GO:0043123~positive regulation of canonical NF-kappaB signal transduction		4		4.80E-01		NCR3, UBD, TNF, BIRC2		9.93E-01

		BP		GO:0006468~protein phosphorylation		9		4.94E-01		CDKL2, NTRK1, DDR1, STK36, STK16, PDK4, SPEG, STK19, CDC7		9.93E-01

		BP		GO:0043410~positive regulation of MAPK cascade		3		4.95E-01		FCRL3, INSRR, IQGAP3		9.93E-01

		BP		GO:0010468~regulation of gene expression		4		5.03E-01		TCF19, ZNF142, IHH, NKAPL		9.93E-01

		BP		GO:0000278~mitotic cell cycle		3		5.33E-01		TUBA1D, TUBB, TUBA4A		9.93E-01

		BP		GO:0030182~neuron differentiation		3		5.49E-01		WNT6, WNT10A, EN1		9.93E-01

		BP		GO:0007049~cell cycle		4		5.62E-01		MDC1, USP37, YTHDF2, EPB41		9.93E-01

		BP		GO:0016310~phosphorylation		9		5.71E-01		CDKL2, STK36, INSRR, STK16, IPMK, CSNK2B, PDK4, PGK2, PRKAG3		9.93E-01

		BP		GO:0006366~transcription by RNA polymerase II		3		5.84E-01		GCM1, TFAP2B, TFAP2D		9.93E-01

		BP		GO:0016477~cell migration		4		6.05E-01		TGFBR3, RAB1A, ASAP3, PRSS37		9.93E-01

		BP		GO:0060271~cilium assembly		4		6.09E-01		DYNC2H1, PKHD1, ARMC9, WDPCP		9.93E-01

		BP		GO:0050821~protein stabilization		3		6.18E-01		MORC3, RPL11, BTBD11		9.93E-01

		BP		GO:0010629~negative regulation of gene expression		3		6.58E-01		YAP1, OPRD1, IQGAP3		9.93E-01

		BP		GO:0030335~positive regulation of cell migration		3		6.86E-01		VIL1, MMP7, MGAT5		9.93E-01

		BP		GO:0007399~nervous system development		3		6.94E-01		NTRK1, WDPCP, SIM2		9.93E-01

		BP		GO:0042742~defense response to bacterium		3		6.98E-01		RAB1A, DEFB113, DEFB110		9.93E-01

		BP		GO:0045892~negative regulation of DNA-templated transcription		5		7.24E-01		TFAP2B, CRY1, ID3, TNP1, EREG		9.93E-01

		BP		GO:0043066~negative regulation of apoptotic process		5		7.27E-01		TFAP2B, TMEM14A, BIRC2, BIRC3, IER3		9.93E-01

		BP		GO:0019221~cytokine-mediated signaling pathway		3		8.24E-01		IL22RA1, IFNLR1, EREG		9.93E-01

		BP		GO:0035556~intracellular signal transduction		5		8.37E-01		ARHGEF11, TGFBR3, PLCL2, ASB4, PLCD4		9.93E-01

		BP		GO:0051301~cell division		3		8.66E-01		USP37, EPB41, CDC7		9.93E-01

		BP		GO:0007283~spermatogenesis		3		9.02E-01		BAG6, DAZL, TNP1		9.93E-01

		BP		GO:0006886~intracellular protein transport		3		9.17E-01		RAB1A, USO1, NES		9.93E-01

		BP		GO:0045893~positive regulation of DNA-templated transcription		3		9.46E-01		ARHGEF11, WNT6, ARID1B		9.93E-01

		BP		GO:0007186~G protein-coupled receptor signaling pathway		20		9.56E-01		ARHGEF11, GPR39, GABBR1, OR14J1, OR2J3, OR2H1, PTAFR, GPR85, GPBAR1, AREG, CXCL10, OR5D18, OR5V1, RIC8B, CXCR1, OR2W1, CXCR2, OR10C1, OR12D3, OR12D2		9.93E-01

		BP		GO:0055085~transmembrane transport		3		9.86E-01		SLC23A3, ABCB6, SLC4A3		9.93E-01

		BP		GO:0006355~regulation of DNA-templated transcription		4		9.96E-01		KDM1A, MTERF2, NOTCH4, BRDT		9.96E-01

		KEGG		bta04740:Olfactory transduction		9		1.00E+00		OR5D18, OR5V1, OR14J1, OR2W1, OR2J3, OR2H1, OR10C1, OR12D3, OR12D2		1.00E+00

		BP		GO:0006954~inflammatory response		9		1.00E+00		C4A, CXCL10, CXCL9, CXCL11, SLC11A1, IL17F, AIF1, AGER, IL17A		1.00E+00

		BP		GO:0007189~adenylate cyclase-activating G protein-coupled receptor signaling pathway		4		1.00E+00		CXCL10, CXCL9, CXCL11, CNR2		1.00E+00

		MF		GO:0005102~signaling receptor binding		8		4.43E-02		BOLA-NC1, JSP.1, MOG, BTNL2, BOLA, EGFL8, MIC1, MGC126945		1.00E+00

		CC		GO:0005783~endoplasmic reticulum		19		7.70E-02		RAB1A, MPIG6B, CRABP2, ELOVL5, NOTCH4, PIGP, ZFAND2B, USO1, GPR85, AGPAT1, RNF5, ZDHHC14, PKHD1, STBD1, TMBIM1, RESP18, RETREG2, PLCD4, CLIC1		1.00E+00

		CC		GO:0000307~cyclin-dependent protein kinase holoenzyme complex		3		1.04E-01		CCNI, CCNG2, CNPPD1		1.00E+00

		CC		GO:0005737~cytoplasm		86		1.09E-01		SCARB2, USP37, GMEB1, CCNI, ZFAND2B, UBE2D1, HNRNPR, AREG, PRKAG3, TUBA1D, CATIP, STK16, SESN2, GMPPA, DHX16, RCC1, TRIM27, CCHCR1, CLIC1, FBXO9, TNS1, PHACTR4, CDKL2, ARHGEF11, CBR1, LYPLA2, TUBB, IPMK, ARMC9, MRPS18B, TRNAU1AP, TUBA4A, POU5F1, MMP12, DDX39B, CSNK2B, CRY1, TRIM15, SRSF4, TRIM10, BIRC2, BIRC3, YAP1, CRABP2, DCUN1D5, SH2D2A, MGC127133, USO1, RPL11, ASAP3, IQGAP3, AIF1, RPAP2, DNPEP, RELN, RIC8B, CNR2, HLCS, STK36, NEU1, RNF39, DHX37, MEF2D, SRSF10, DYNC1I1, ANKZF1, TRIM40, GABBR1, YTHDF2, HSPA1L, STK11IP, GLMN, CDC7, DAZL, VIL1, DES, GSTA4, THEMIS2, CCNG2, TTC3, ID3, HDGF, TRIM31, CDK5R2, HSPA1A, LDHAL6B		1.00E+00

		CC		GO:0030054~cell junction		4		1.31E-01		CEP68, EPB41, NEU1, MRPS18B		1.00E+00

		CC		GO:0016607~nuclear speck		9		1.38E-01		DDX39B, EHMT2, FEV, PRCC, PPP1R8, SRSF4, FAM76A, GTF2H4, SRSF10		1.00E+00

		CC		GO:0042470~melanosome		4		1.39E-01		RAB1A, ATP6V1G2, FLOT1, SLC1A4		1.00E+00

		CC		GO:0005654~nucleoplasm		35		1.63E-01		YAP1, KDM1A, ABCB6, CRABP2, NOTCH4, RPL11, ASAP3, HNRNPR, SDAD1, RCHY1, EHBP1, CHAF1B, DHX16, RCC1, TRIM27, ZKSCAN4, MEF2D, CBR3, CEP68, ARHGEF11, MPIG6B, NFKBIL1, EYA3, MRPS18B, ZBTB12, CDC7, ETV3, ARID1B, BTBD8, PRRC2A, CTDSP1, ZSCAN26, FAM76A, CENPQ, BIRC3		1.00E+00

		CC		GO:0005794~Golgi apparatus		17		1.77E-01		SFTA2, RAB1A, MPIG6B, PARM1, GALNT15, PTPRN, ATG9A, PWP1, ZDHHC14, PKHD1, RAB42, TBC1D5, MGAT5, TMBIM1, RESP18, STK16, OBSL1		1.00E+00

		CC		GO:0072686~mitotic spindle		4		1.86E-01		PKHD1, EPB41, EFHC1, CDC7		1.00E+00

		CC		GO:0045202~synapse		9		1.91E-01		C4A, RAB1A, BCAN, ARPC2, PTPRN, HTR1D, LYPD1, LY6G6E, HAPLN2		1.00E+00

		CC		GO:0005694~chromosome		5		1.91E-01		USP37, MCM3, C3H1ORF146, PWP1, NELFE		1.00E+00

		CC		GO:0005911~cell-cell junction		5		2.02E-01		YAP1, PTPRU, KIRREL1, DES, IQGAP3		1.00E+00

		CC		GO:0005776~autophagosome		3		2.47E-01		TBC1D5, RUFY4, ATG9A		1.00E+00

		CC		GO:0000151~ubiquitin ligase complex		3		2.54E-01		DCUN1D5, UBE2D1, RCHY1		1.00E+00

		CC		GO:0031965~nuclear membrane		5		2.67E-01		TMEM168, NRM, DHX37, TRIM27, CLIC1		1.00E+00

		CC		GO:0000785~chromatin		9		3.12E-01		CHAF1B, MORC3, KDM1A, PPP1R10, EHMT2, RCC1, FAM47E, ETV3, BRDT		1.00E+00

		CC		GO:0010008~endosome membrane		4		3.37E-01		RAB1A, TBC1D5, SLC11A1, TMBIM1		1.00E+00

		CC		GO:0031982~vesicle		3		3.39E-01		HSPA1L, DYNC1I1, HSPA1A		1.00E+00

		CC		GO:0005874~microtubule		6		3.42E-01		TUBA1D, TUBB, MRPS18B, SHROOM3, TUBA4A, DYNC1I1		1.00E+00

		CC		GO:0005789~endoplasmic reticulum membrane		15		3.46E-01		RAB1A, FKBPL, ATF6B, ABCB6, ELOVL5, ATG9A, IHH, AGPAT1, TRAM2, RNF5, DNAJB2, MMP27, TBXAS1, NES, TMEM14A		1.00E+00

		CC		GO:0000781~chromosome, telomeric region		3		3.77E-01		KDM1A, PPP1R10, RPA2		1.00E+00

		CC		GO:0090575~RNA polymerase II transcription regulator complex		3		3.84E-01		FKBPL, ATF6B, E2F2		1.00E+00

		CC		GO:0030027~lamellipodium		4		3.85E-01		VIL1, PEAR1, AIF1, PHACTR4		1.00E+00

		CC		GO:0005739~mitochondrion		20		3.87E-01		STPG1, GLYATL3, OXNAD1, MECR, NAXE, ATG9A, MMP3, MRPS18B, MRPL24, BRI3BP, ATP5IF1, CYP27A1, HMGCL, PNKD, DDAH2, MTHFD2L, PDK4, VARS2, LDHAL6B, IER3		1.00E+00

		CC		GO:0032991~protein-containing complex		6		4.09E-01		ATP5IF1, EPB41, NOTCH4, LY6G6C, LY6G5B, LY6G5C		1.00E+00

		CC		GO:0035861~site of double-strand break		3		4.27E-01		MDC1, ARPC2, RPA2		1.00E+00

		CC		GO:0031966~mitochondrial membrane		3		4.27E-01		ATG9A, RNF5, TMEM14A		1.00E+00

		CC		GO:0000932~P-body		3		4.39E-01		YTHDF2, PNRC2, LSM2		1.00E+00

		CC		GO:0016604~nuclear body		5		4.61E-01		MDC1, TRIM40, EPB41, PPP1R10, SIM2		1.00E+00

		CC		GO:0031410~cytoplasmic vesicle		5		4.87E-01		TMEM123, NEU1, RESP18, FLOT1, TMEM198		1.00E+00

		CC		GO:0005764~lysosome		5		5.14E-01		SCARB2, FUCA1, NEU1, NAAA, PPT2		1.00E+00

		CC		GO:0005925~focal adhesion		4		5.14E-01		MDC1, ASAP3, MRPS18B, TNS1		1.00E+00

		CC		GO:0015629~actin cytoskeleton		4		5.31E-01		VIL1, CATIP, ARPC2, CENPQ		1.00E+00

		CC		GO:0005829~cytosol		49		5.38E-01		SETD4, USP37, PRKAG3, AACS, TRIM27, CEP68, MMP3, ARID1B, TBC1D5, DXO, ZSCAN26, PPEF2, BIRC3, YAP1, ABCB6, CRABP2, EPB41, USO1, ASAP3, RCHY1, AIF1, RPAP2, EHBP1, DNAJB2, DNPEP, RIC8B, STK36, DPH3, G3BP2, PGK2, VARS2, AAMP, CBR3, ABCF1, MPIG6B, YTHDF2, HSPA1L, RNF25, PRRC2A, GALE, GSTA5, ARPC2, DOP1B, GSTA2, TBXAS1, GSTA1, NES, PLCD4, HSPA1A		1.00E+00

		CC		GO:0071013~catalytic step 2 spliceosome		3		5.41E-01		DHX16, HNRNPR, LSM2		1.00E+00

		CC		GO:0043235~receptor complex		4		5.44E-01		NTRK1, DDR1, TGFBR3, FCRL5		1.00E+00

		CC		GO:0031901~early endosome membrane		3		5.51E-01		ABCB6, DOP1B, TMEM163		1.00E+00

		CC		GO:0016020~membrane		78		5.59E-01		SCARB2, DDR1, SLC23A3, PTPRU, TMEM200B, OR14J1, ZFAND2B, LST1, PIGP, BLA-DQB, PEAR1, TRAM2, TNF, AREG, TMEM263, OR5D18, ABHD16A, STBD1, CLIC1, CNPPD1, FCRL1, ARHGEF11, GPR39, KCNH8, OR2H1, INSRR, GPBAR1, ZDHHC14, EREG, BTC, NCR3, OR5V1, TMBIM1, NAAA, LTA, LTB, YAP1, OPRD1, ABCB6, PON2, PTAFR, CD5L, BOLA-DQA2, SLC1A4, PPP1R3A, AGPAT1, BOLA-DQA5, TMEM163, RPAP2, ART3, PKHD1, TMEM123, ASIC4, CXCR1, CNR2, OR2W1, NEU1, CXCR2, OR12D3, OR12D2, BOLA-DRA, PRRT1, GABBR1, MOG, TMEM132B, OR2J3, EPHX4, BRI3BP, IL22RA1, MARCO, EPGN, PNKD, GSTA4, DOP1B, OR10C1, BOLA-DQB, RHAG, RETREG2		1.00E+00

		CC		GO:0005813~centrosome		9		5.76E-01		PKHD1, RIC8B, HSPA1L, LUZP1, EYA3, MCM3, EFHC1, OBSL1, HSPA1A		1.00E+00

		CC		GO:0036064~ciliary basal body		3		6.56E-01		PKHD1, TTLL4, ARMC9		1.00E+00

		CC		GO:0005768~endosome		4		6.59E-01		DOP1B, PTPRN, FLOT1, TRIM27		1.00E+00

		CC		GO:0000139~Golgi membrane		7		6.81E-01		RAB42, ABCB6, GALNT15, MGAT5, USO1, ATG9A, IHH		1.00E+00

		CC		GO:0005929~cilium		3		7.50E-01		TTLL4, NAXE, ARMC9		1.00E+00

		CC		GO:1990904~ribonucleoprotein complex		3		7.56E-01		G3BP2, HNRNPR, SRSF4		1.00E+00

		CC		GO:0005743~mitochondrial inner membrane		6		7.59E-01		CYP27A1, MRPS18B, BCS1L, MRPL24, TMEM242, SLC25A13		1.00E+00

		CC		GO:0005667~transcription regulator complex		3		7.72E-01		GCM1, TFAP2D, ZSCAN12		1.00E+00

		CC		GO:0030425~dendrite		4		7.73E-01		C4A, RAB1A, ELOVL5, HTR1D		1.00E+00

		CC		GO:0030424~axon		4		7.81E-01		NTRK1, C4A, INSRR, MRPS18B		1.00E+00

		CC		GO:0005759~mitochondrial matrix		3		8.35E-01		HMGCL, MTERF2, PDK4		1.00E+00

		CC		GO:0048471~perinuclear region of cytoplasm		6		8.48E-01		PKHD1, RAB1A, STBD1, USO1, MCM3, OBSL1		1.00E+00

		CC		GO:0005840~ribosome		3		9.19E-01		RPL11, MRPS18B, MRPL24		1.00E+00

		CC		GO:0005730~nucleolus		7		9.46E-01		RPL11, ISG20L2, DHX37, GPATCH4, SDAD1, PWP1, RPAP2		1.00E+00

		CC		GO:0043005~neuron projection		3		9.46E-01		OPRD1, RELN, ARPC2		1.00E+00

		CC		GO:0016324~apical plasma membrane		3		9.51E-01		PKHD1, SLC44A4, SHROOM3		1.00E+00

		CC		GO:0005886~plasma membrane		62		1.00E+00		SCARB2, DDR1, SLC44A4, OR14J1, PTPRN, IHH, SLC4A3, TNF, CATIP, FLOT1, CLIC1, PAQR8, ARHGEF11, GPR39, KIRREL1, KCNH8, SLC11A1, OR2H1, GPBAR1, ARID1B, BTC, TGFBR3, NCR3, CLDN14, WDPCP, SMPDL3B, OPRD1, RAB1A, PARM1, ABCB6, EPB41, NOTCH4, PON2, PTAFR, CD5L, GPR85, SLC1A4, TMEM163, AGER, EHBP1, RIC8B, CNR2, NEU1, AAMP, RHBG, LY6G6E, LY6G6F, NTRK1, MPIG6B, HSPA1L, RFTN1, HTR1D, LHFPL3, PRRC2A, TMEM198, IL22RA1, XKR8, VIL1, OR10C1, RHAG, PLCD4, HSPA1A		1.00E+00

		MF		GO:0042803~protein homodimerization activity		14		5.62E-02		SCARB2, NTRK1, TFAP2B, CDSN, SLC11A1, CISD1, RCHY1, MYOM3, VIL1, ATP5IF1, GALE, GSTA4, MEF2D, IL17A		1.00E+00

		MF		GO:0051787~misfolded protein binding		3		6.05E-02		BAG6, HSPA1L, HSPA1A		1.00E+00

		MF		GO:0061630~ubiquitin protein ligase activity		11		6.61E-02		TRIM40, RNF25, RNF39, TRIM15, TRIM27, RCHY1, TRIM31, RNF5, TRIM10, BIRC2, BIRC3		1.00E+00

		MF		GO:0000977~RNA polymerase II transcription regulatory region sequence-specific DNA binding		8		7.93E-02		BARHL2, TFAP2B, ZFP57, TFAP2D, EHMT2, ZNF436, ETV3, SIM2		1.00E+00

		MF		GO:0001227~DNA-binding transcription repressor activity, RNA polymerase II-specific		10		8.18E-02		ZFP57, SATB1, ZKSCAN8, EN1, ZSCAN12, ZBTB12, ETV3, ZNF389, ZNF311, FOXP2		1.00E+00

		MF		GO:0016538~cyclin-dependent protein serine/threonine kinase regulator activity		3		8.55E-02		CCNI, CCNG2, CNPPD1		1.00E+00

		MF		GO:0001222~transcription corepressor binding		3		1.02E-01		STK36, EHMT2, ZNF644		1.00E+00

		MF		GO:0008083~growth factor activity		6		1.06E-01		BTC, EPGN, HDGF, INHA, AREG, EREG		1.00E+00

		MF		GO:0001228~DNA-binding transcription activator activity, RNA polymerase II-specific		11		1.07E-01		BARHL2, GCM1, TFAP2B, ZNF142, GMEB1, FKBPL, ATF6B, NOTCH4, GRHL3, OTX1, MEF2D		1.00E+00

		MF		GO:0016887~ATP hydrolysis activity		11		1.37E-01		DYNC2H1, MORC3, ATP6V1G2, ABCB6, HSPA1L, DDX39B, MCM3, DHX37, BCS1L, ABCF1, HSPA1A		1.00E+00

		MF		GO:0005518~collagen binding		3		1.42E-01		DDR1, MMP12, MMP13		1.00E+00

		MF		GO:0003690~double-stranded DNA binding		4		1.44E-01		MTERF2, MSH5, HDGF, GTF2H4		1.00E+00

		MF		GO:0016787~hydrolase activity		6		1.49E-01		TUBA1D, HFM1, RELN, EPHX4, DHX16, TUBA4A		1.00E+00

		MF		GO:0002039~p53 binding		3		1.73E-01		KDM1A, EHMT2, RCHY1		1.00E+00

		MF		GO:0005515~protein binding		47		1.78E-01		YAP1, SETD4, MDC1, PTPRU, TTC24, TNXB, KDM1A, SOWAHB, NOTCH4, USO1, ASAP3, LRRC71, PEAR1, PWP1, EHBP1, MYOM3, C4A, CHAF1B, UBD, PPP1R8, ELOA, SPEG, TRIM27, AAMP, ANKZF1, TNS1, FBXO9, ANKRD28, TCF19, FKBPL, STK11IP, RNF25, NFKBIL1, ARMC9, ZBTB12, IFNLR1, BTBD8, IL22RA1, DAZL, GPANK1, TTC3, ASB4, TRIM15, WDPCP, TRIM31, OBSL1, TRIM10		1.00E+00

		MF		GO:0008009~chemokine activity		3		1.79E-01		CXCL10, CXCL9, CXCL11		1.00E+00

		MF		GO:0017018~myosin phosphatase activity		3		2.76E-01		CTDSP1, PPEF2, RPAP2		1.00E+00

		MF		GO:0003729~mRNA binding		7		3.00E-01		YTHDF2, DDX39B, PPP1R8, G3BP2, HNRNPR, DXO, SRSF4		1.00E+00

		MF		GO:0043565~sequence-specific DNA binding		5		3.38E-01		PGBD1, TFAP2B, ETV3L, FEV, ETV3		1.00E+00

		MF		GO:0003676~nucleic acid binding		6		3.44E-01		GPANK1, HFM1, MTERF2, TCEA3, ISG20L2, GPATCH4		1.00E+00

		MF		GO:0004888~transmembrane signaling receptor activity		4		3.74E-01		FCRL1, FCRL5, FCRL3, FCRL4		1.00E+00

		MF		GO:0031625~ubiquitin protein ligase binding		5		4.26E-01		HSPA1L, GLMN, RPL11, UBE2D1, HSPA1A		1.00E+00

		MF		GO:0042802~identical protein binding		15		4.34E-01		NAXE, KDM1A, PON2, USO1, TNF, RNF5, PGBD1, ATP5IF1, DNPEP, TRIM27, LY6G5B, ZKSCAN4, LY6G5C, BIRC2, SLC25A13		1.00E+00

		MF		GO:0004725~protein tyrosine phosphatase activity		3		4.39E-01		PTPRU, EYA3, PTPRN		1.00E+00

		MF		GO:0000166~nucleotide binding		3		4.45E-01		NAXE, HDGF, DXO		1.00E+00

		MF		GO:0043130~ubiquitin binding		3		4.57E-01		ZFAND2B, DHX16, BIRC2		1.00E+00

		MF		GO:0051015~actin filament binding		5		5.20E-01		VIL1, ARPC2, SHROOM3, IQGAP3, AIF1		1.00E+00

		MF		GO:0004252~serine-type endopeptidase activity		5		5.24E-01		CD5L, PRSS37, MMP8, CFB, C2		1.00E+00

		MF		GO:0051082~unfolded protein binding		3		5.29E-01		DNAJB2, HSPA1L, HSPA1A		1.00E+00

		MF		GO:0038023~signaling receptor activity		3		5.50E-01		NOTCH4, PEAR1, AGER		1.00E+00

		MF		GO:0005524~ATP binding		26		5.53E-01		DDR1, ABCB6, UBE2D1, PRKAG3, AACS, STK36, STK16, PDK4, DHX37, DHX16, SPEG, PGK2, VARS2, ABCF1, NTRK1, DYNC2H1, CDKL2, HFM1, HSPA1L, INSRR, CDC7, BCS1L, DDX39B, MSH5, MCM3, HSPA1A		1.00E+00

		MF		GO:0016491~oxidoreductase activity		3		5.55E-01		OXNAD1, KDM1A, MCM3		1.00E+00

		MF		GO:0019899~enzyme binding		3		5.71E-01		SCARB2, KDM1A, STBD1		1.00E+00

		MF		GO:0046983~protein dimerization activity		4		5.85E-01		E2F2, ID3, MEF2D, SIM2		1.00E+00

		MF		GO:0004842~ubiquitin-protein transferase activity		3		6.00E-01		RNF25, TTC3, UBE2D1		1.00E+00

		MF		GO:0003713~transcription coactivator activity		4		6.04E-01		SETD4, YAP1, TRIM27, BIRC2		1.00E+00

		MF		GO:0046982~protein heterodimerization activity		7		6.27E-01		TFAP2B, TAF12, RCC1, BTBD11, MEF2D, SIM2, IL17A		1.00E+00

		MF		GO:0005509~calcium ion binding		11		7.00E-01		VIL1, MMP12, MMP13, NOTCH4, EFHC1, IHH, PPEF2, AIF1, PLCD4, EGFL8, SLC25A13		1.00E+00

		MF		GO:0005198~structural molecule activity		3		7.05E-01		ATP5IF1, CLDN14, EPB41		1.00E+00

		MF		GO:0005506~iron ion binding		3		7.16E-01		CYP27A1, TBXAS1, PPEF2		1.00E+00

		MF		GO:0005516~calmodulin binding		3		7.23E-01		ATP5IF1, EPB41, IQGAP3		1.00E+00

		MF		GO:0005096~GTPase activator activity		4		7.31E-01		TBC1D5, ASAP3, NES, IQGAP3		1.00E+00

		MF		GO:0019901~protein kinase binding		5		7.49E-01		CEP68, CNPPD1, TUBA4A, CDK5R2, PRKAG3		1.00E+00

		MF		GO:0004674~protein serine/threonine kinase activity		5		7.74E-01		CDKL2, STK36, STK16, STK19, CDC7		1.00E+00

		MF		GO:0020037~heme binding		3		7.78E-01		CYP27A1, ABCB6, TBXAS1		1.00E+00

		MF		GO:0005525~GTP binding		6		8.20E-01		TUBA1D, RAB1A, RAB42, TUBB, GNL1, TUBA4A		1.00E+00

		MF		GO:0003779~actin binding		3		8.30E-01		EPB41, PHACTR4, TNS1		1.00E+00

		MF		GO:0003723~RNA binding		10		8.48E-01		DDX39B, PRR3, RPL11, DHX37, DHX16, DXO, MRPL24, SRSF10, NELFE, LSM2		1.00E+00

		MF		GO:0005085~guanyl-nucleotide exchange factor activity		3		9.01E-01		ARHGEF11, RIC8B, RCC1		1.00E+00

		MF		GO:0003924~GTPase activity		4		9.15E-01		RAB1A, RAB42, TUBB, GNL1		1.00E+00

		MF		GO:0003677~DNA binding		11		9.17E-01		THAP6, MORC3, TAF12, TCEA3, PPP1R8, CRY1, PBX2, RPA2, HDGF, TNP1, ARID1B		1.00E+00

		MF		GO:0003735~structural constituent of ribosome		3		9.84E-01		RPL11, MRPS18B, MRPL24		1.00E+00

		MF		GO:0003682~chromatin binding		3		9.96E-01		YAP1, ZFP57, KDM1A		1.00E+00

		MF		GO:0004984~olfactory receptor activity		9		1.00E+00		OR5D18, OR5V1, OR14J1, OR2W1, OR2J3, OR2H1, OR10C1, OR12D3, OR12D2		1.00E+00

		MF		GO:0004930~G protein-coupled receptor activity		11		1.00E+00		GPR39, OR5D18, OR5V1, OR14J1, OR2W1, OR2J3, OR2H1, GPR85, OR10C1, OR12D3, OR12D2		1.00E+00
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		Categoty		GO Term/pathway		Count		PValue		Genes		FDR

		KEGG		bta04940:Type I diabetes mellitus		14		3.69E-08		BOLA-NC1, PTPRN2, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, LTA, BOLA-DQB, BOLA-DRA, BOLA		9.92E-06

		KEGG		bta04612:Antigen processing and presentation		15		1.64E-06		BOLA-NC1, HSPA1L, HSPA4, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, BOLA-DQB, BOLA-DRA, BOLA, HSPA1A		1.52E-04

		KEGG		bta05330:Allograft rejection		12		1.70E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		1.52E-04

		KEGG		bta05330:Allograft rejection		12		1.70E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		1.52E-04

		KEGG		bta05332:Graft-versus-host disease		12		6.28E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		4.22E-04

		KEGG		bta05332:Graft-versus-host disease		12		6.28E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, TNF, MGC126945		4.22E-04

		KEGG		bta05310:Asthma		9		3.85E-05		IL9, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF		2.07E-03

		MF		GO:0042605~peptide antigen binding		12		3.54E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MIC1, MGC126945		2.50E-03

		MF		GO:0042605~peptide antigen binding		12		3.54E-06		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MIC1, MGC126945		2.50E-03

		KEGG		bta04145:Phagosome		18		8.98E-05		DYNC2H1, BOLA-NC1, ATP6V1G2, TUBB, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, THBS3, MGC126945, JSP.1, BOLA-DQB, BOLA-DRA, RILP, BOLA, DYNC1I1, MBL2		4.03E-03

		BP		GO:0030574~collagen catabolic process		9		2.36E-06		MMP12, MMP7, MMP13, MMP27, MMP1, MMP3, MMP8, RETREG2, MMP20		4.78E-03

		KEGG		bta05320:Autoimmune thyroid disease		11		1.56E-04		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.65E-03

		KEGG		bta05320:Autoimmune thyroid disease		11		1.56E-04		BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.65E-03

		KEGG		bta05416:Viral myocarditis		12		1.68E-04		SGCE, BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.65E-03

		KEGG		bta05416:Viral myocarditis		12		1.68E-04		SGCE, BOLA-NC1, JSP.1, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, BOLA, MGC126945		5.65E-03

		KEGG		bta05323:Rheumatoid arthritis		13		3.25E-04		ATP6V1G2, MMP1, MMP3, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, BOLA-DQB, BOLA-DRA, LTB, IL17A		9.09E-03

		KEGG		bta05166:Human T-cell leukemia virus 1 infection		21		3.38E-04		RB1, FDPS, EGR1, BOLA-NC1, MMP7, ATF6B, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, CDC23, LTA, BOLA-DQB, VDAC1, BOLA-DRA, TCF3, BOLA		9.09E-03

		BP		GO:0030198~extracellular matrix organization		17		1.48E-05		MMP7, TNXB, MMP1, COL23A1, MMP3, MMP8, C23H6ORF15, TNF, RXFP1, MMP20, MMP12, COL1A2, MMP13, MMP27, ADAMTSL5, TGFBI, MATN3		1.11E-02

		BP		GO:0006955~immune response		29		1.65E-05		CX3CR1, LST1, RXFP4, BOLA-DQA2, BLA-DQB, BOLA-DQA5, TNF, MIC1, MGC126945, JSP.1, C6, CXCR1, C7, C9, CXCR2, CCR8, BOLA-DRA, BOLA, BOLA-NC1, FCRL5, FCRL3, BOLA-DRB2, IFI47, BOLA-DRB3, NCR3, IL9, LTA, BOLA-DQB, LTB		1.11E-02

		KEGG		bta04390:Hippo signaling pathway		16		5.25E-04		APC2, YWHAE, YAP1, CRB2, WNT10A, TCF7, FZD6, WNT8A, GDF7, PPP2CA, WNT6, CTNNA1, CTNNB1, CTNNA2, BIRC2, BIRC3		1.26E-02

		KEGG		bta05225:Hepatocellular carcinoma		17		5.60E-04		APC2, RB1, SHC2, WNT10A, SHC1, TCF7, FZD6, WNT8A, ARID1B, WNT6, CDK6, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, CTNNB1		1.26E-02

		KEGG		bta05321:Inflammatory bowel disease		10		7.36E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, IL17F, BOLA-DRA, BOLA-DQA5, TNF, IL17A		1.52E-02

		BP		GO:0002504~antigen processing and presentation of peptide or polysaccharide antigen via MHC class II		7		3.32E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.68E-02

		BP		GO:0050778~positive regulation of immune response		8		4.38E-05		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, ELANE		1.77E-02

		KEGG		bta05145:Toxoplasmosis		13		9.50E-04		HSPA1L, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, BOLA-DQB, BOLA-DRA, MYD88, BIRC2, HSPA1A, BIRC3		1.83E-02

		KEGG		bta04514:Cell adhesion molecules		16		1.06E-03		BOLA-NC1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, MGC126945, JSP.1, SDC1, BOLA-DQB, MADCAM1, BOLA-DRA, NCAM2, BOLA, JAM3, ITGA9		1.90E-02

		KEGG		bta05150:Staphylococcus aureus infection		12		1.29E-03		CFD, C4A, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, CFB, MBL2, C2		2.17E-02

		BP		GO:0019882~antigen processing and presentation		7		1.03E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.48E-02

		BP		GO:0002381~immunoglobulin production involved in immunoglobulin-mediated immune response		7		1.32E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.80E-02

		BP		GO:0009636~response to toxic substance		7		1.67E-04		PON3, SCN11A, SLC23A1, PON2, AQP10, PON1		3.80E-02

		BP		GO:0030154~cell differentiation		30		1.69E-04		RB1, NOTCH4, FOXI2, ECSCR, SRA1, DDX41, FSTL4, FSTL3, BAG6, NKX1-2, CTNNA2, CCHCR1, MEF2D, AAMP, PDLIM7, FGF22, NTRK1, ANKRD49, STRBP, ETV3, SMAD5, RHOB, PRRC2A, DAB2, ETV3L, FEV, RAPGEF2, ARHGEF2, ZFPM2, SPATA19		3.80E-02

		CC		GO:0031902~late endosome membrane		14		9.05E-05		SLC11A1, ATG9A, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TMEM163, RHOB, LAPTM4A, WDR81, BOLA-DQB, LAMTOR2, BOLA-DRA		3.90E-02

		KEGG		bta04672:Intestinal immune network for IgA production		8		3.62E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, MADCAM1, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		5.73E-02

		BP		GO:0002503~peptide antigen assembly with MHC class II protein complex		7		3.84E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		7.78E-02

		KEGG		bta04550:Signaling pathways regulating pluripotency of stem cells		13		5.75E-03		APC2, WNT10A, TCF7, FZD6, WNT8A, LIFR, ACVR2B, SMAD5, POU5F1, WNT6, CTNNB1, TCF3, NEUROG1		8.37E-02

		KEGG		bta04610:Complement and coagulation cascades		10		5.91E-03		CFD, C4A, C6, C7, F12, C9, SERPINF2, CFB, MBL2, C2		8.37E-02

		BP		GO:0030218~erythrocyte differentiation		7		4.63E-04		SLC25A38, HSPA9, KMT2E, MPIG6B, NCAPG2, SMAD5, TRIM10		8.52E-02

		KEGG		bta05140:Leishmaniasis		9		7.07E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF, MYD88		9.51E-02

		KEGG		bta05224:Breast cancer		13		7.88E-03		APC2, RB1, SHC2, WNT10A, SHC1, NOTCH4, TCF7, FZD6, WNT8A, WNT6, CDK6, CTNNB1, FGF22		1.01E-01

		KEGG		bta05165:Human papillomavirus infection		23		8.23E-03		APC2, RB1, PTGER4, BOLA-NC1, WNT10A, ATP6V1G2, TNXB, NOTCH4, TCF7, FZD6, WNT8A, TNF, THBS3, MGC126945, PPP2CA, WNT6, JSP.1, COL1A2, CDK6, RELN, CTNNB1, BOLA, ITGA9		1.01E-01

		KEGG		bta05226:Gastric cancer		13		9.16E-03		APC2, RB1, SHC2, WNT10A, SHC1, TCF7, FZD6, WNT8A, WNT6, CTNNA1, CTNNB1, CTNNA2, FGF22		1.03E-01

		KEGG		bta05200:Pathways in cancer		32		9.17E-03		PTGER4, RB1, NOTCH4, TCF7, WNT8A, CKS1B, GNGT1, WNT6, CTNNA1, CTNNA2, IL6R, FGF22, SKP1, NTRK1, APC2, ARHGEF11, WNT10A, MMP1, TPM3, FZD6, GNG11, CDK6, GSTA5, GSTA4, GSTA3, LPAR6, GSTA2, GSTA1, CTNNB1, CRK, BIRC2, BIRC3		1.03E-01

		KEGG		bta05171:Coronavirus disease - COVID-19		21		9.84E-03		CFD, MMP1, MMP3, ADAR, RPSA, TNF, C2, RPS15, C4A, C6, C7, C9, CASP1, RPL14, NLRP3, RPL37, IL6R, MYD88, CFB, HBEGF, MBL2		1.06E-01

		KEGG		bta05169:Epstein-Barr virus infection		17		1.06E-02		RB1, BOLA-NC1, ENTPD3, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, SEM1, JSP.1, CDK6, BOLA-DQB, BOLA-DRA, BOLA, MYD88		1.06E-01

		KEGG		bta05164:Influenza A		15		1.07E-02		FDPS, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, ADAR, BOLA-DQA5, TNF, CDK6, CASP1, NLRP3, BOLA-DQB, VDAC1, BOLA-DRA, MYD88		1.06E-01

		CC		GO:0015629~actin cytoskeleton		15		7.00E-04		PPP1R9A, BARX2, VIL1, CNN2, ARHGAP32, HAX1, CATIP, MYO1C, ARPC2, CTNNA1, CTNNA2, VILL, CENPQ, CRK, APBB3		1.07E-01

		CC		GO:0042613~MHC class II protein complex		7		1.00E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.07E-01

		CC		GO:0005615~extracellular space		74		1.15E-03		CRISP1, CRISP2, CPXM2, CRISP3, IHH, CXCL14, TNF, MGC126945, MMP20, HAPLN2, C4A, JSP.1, MMP27, LRRTM2, BOLA, MBL2, BOLA-NC1, MMP7, MMP1, SERPINF1, SERPINF2, MMP3, COL23A1, NRG2, DEFB110, MMP8, DKK1, MMP12, GREM1, BCAN, NCR3, MMP13, ADAM15, LTA, PRTN3, LTB, HBEGF, PON3, TNXB, NAXE, PON1, WNT8A, TRHDE, FSTL4, MIC1, FSTL3, LYPD8, WNT6, MUC1, C6, RELN, C7, C9, LMAN2, PDGFD, SPOCK1, ELANE, JAM3, SEMA4A, WNT10A, F12, TFPI2, IFI47, AZU1, GDF7, GDF9, COL1A2, GDNF, IL9, HDGF, IL17F, TGFBI, ITM2B, IL17A		1.07E-01

		CC		GO:0009897~external side of plasma membrane		27		1.61E-03		CX3CR1, RXFP4, TNF, MIC1, MGC126945, JSP.1, CXCR1, CXCR2, CCR8, LY6G6C, IL6R, BOLA, BTNL9, BOLA-NC1, FCRL5, MOG, FCRL3, IFI47, IZUMO1R, LIFR, BTNL2, GFRA3, OSMR, LY6G5B, LY6G5C, ITGA9, IL17A		1.07E-01

		CC		GO:0030424~axon		18		1.70E-03		NTRK1, HCN3, CNTN5, INSRR, MRPS18B, HTR2A, C4A, SCN10A, CALCR, SYT11, MYOT, SCN11A, BSG, PALM, SCN5A, CTNNA2, NCAM2, HCN2		1.07E-01

		CC		GO:0070062~extracellular exosome		12		1.93E-03		PKHD1, GSTA5, ABCB6, ADAM15, HSPA4, GSTA2, GSTA1, CYSTM1, PGK2, ITM2B, CFB, C2		1.07E-01

		CC		GO:0005634~nucleus		187		2.12E-03		RB1, MDC1, MIDN, ZNF692, MRE11, EHMT2, UBE2D2, PITPNA, ZSCAN9, FOXI2, JADE2, MSANTD4, MKI67, STK11, JSP.1, ZSCAN31, SPATA24, NKX1-2, FAM53C, UBAP2L, PITX1, SKP1, IER3, GAMT, ZNF165, CDKL3, ANKRD49, FKBPL, OSR1, NFKBIL1, EBF3, RPSA, CDC25C, HIC1, PYGO2, RNF126, TCERG1L, MSH5, SCG5, DXO, MATR3, TRIM15, ZSCAN26, KIF20A, ZFPM2, PPID, ZNF311, PFN3, CSNK1G2, ZNF672, GCM1, DCUN1D5, CRABP2, ISG20L2, PMF1, NKAPL, PRDX3, PGBD1, BAG6, ORC5, SBNO2, ZFP57, WDR70, GRK5, DPH1, STK36, UBD, ZKSCAN8, NLRP3, INPP5K, KHDC4, SMYD4, ZSCAN16, ZNF389, NHEJ1, LHPP, SRPK2, HSPA9, EGR1, TFAP2B, ZNF142, TFAP2D, PLK5, UBE2B, HSPA4, PBX2, MEX3D, CLK4, CLK2, SEM1, PTPRE, CDK6, GON4L, MEX3A, ARPC2, ZFP62, LHX2, FEV, TDRD10, TCF3, MXD3, MYD88, YWHAE, ZNF496, CSRNP1, ZNF770, DAZAP1, USP37, WDR48, PPP1R11, DDX46, ONECUT3, PPP1R10, NCAPG2, SRA1, FMN1, AFF4, PRKAG3, PTBP1, CATIP, TRIM7, UBE2Q1, GATAD1, RACK1, METTL16, CCHCR1, CNPPD1, TCF19, REXO1, PROP1, GLRX3, GPX4, ASH1L, ETV3, POU5F1, KLF16, RHOB, MMP12, ETV3L, MCM3, FAM193B, BIRC2, BIRC3, YAP1, PRKAA1, RGS14, ATF6B, PRCC, PBXIP1, OVCA2, CXXC5, AIF1, BARX2, FSTL3, PPP2CA, RMND5B, FBXL21, PURA, PSMB7, MNT, MUC1, NSD1, POLR2E, CTNNA2, MEF2D, APBB3, HNRNPA0, MBD3, HSPA1L, RNF25, MGMT, RPA1, ARID3A, KLHL3, EXOG, MEIS2, OXR1, RGS10, R3HDM4, TSR1, CTNNB1, HDGF, ZNF354A, PLCD4, NEUROG1, CENPQ, HSPA1A		1.07E-01

		CC		GO:0098552~side of membrane		8		2.23E-03		EFNA1, EFNA3, EFNA2, CNTN5, LYPD1, EFNA4, OPCML, LYPD8		1.07E-01

		CC		GO:0005576~extracellular region		52		3.49E-03		SFTA2, CRISP1, CRISP2, LEAP2, CRISP3, LECT2, CXCL14, C4A, ADAMTSL5, CASP4, CASP1, IL6R, SERPINF1, DEFB114, DEFB113, NME5, DEFB110, DKK1, MZB1, SCG5, EGFL8, CFB, VWA7, CFD, NAXE, PON2, PON1, WNT8A, FSTL4, THBS3, C2, BAG6, NPS, WNT6, BGLAP, STK36, MGAT5, NLRP3, WNT10A, CDSN, F12, TFPI2, IGIP, GDF7, EFNA1, GDF9, EFNA2, IL9, SDC1, IL17F, LY6G5C, IL17A		1.28E-01

		CC		GO:0045202~synapse		21		3.54E-03		CHRNB2, RPH3AL, PTPRN2, LYPD1, MYRIP, DOC2B, TPGS1, HAPLN2, NPS, PPP2CA, GJD2, C4A, BCAN, ARPC2, SYT11, RPL14, RGS10, RAPGEF2, CTNNB1, VDAC1, LY6G6E		1.28E-01

		CC		GO:0031012~extracellular matrix+B70:B91		14		3.58E-03		MMP7, MMP1, MMP3, IHH, MMP8, C23H6ORF15, MMP20, MMP12, WNT6, MMP13, MMP27, ADAMTSL5, LRRTM2, TGFBI		1.28E-01

		KEGG		bta04151:PI3K-Akt signaling pathway		24		1.34E-02		YWHAE, NTRK1, PRKAA1, TNXB, ATF6B, OSMR, GNG11, EFNA4, THBS3, GNGT1, EFNA1, PPP2CA, EFNA3, STK11, COL1A2, CDK6, RELN, EFNA2, GDNF, LPAR6, PDGFD, IL6R, FGF22, ITGA9		1.29E-01

		BP		GO:0006956~complement activation		6		7.97E-04		C4A, C6, C7, C9, CFB, C2		1.34E-01

		CC		GO:0001891~phagocytic cup		5		4.34E-03		SYT11, RACK1, PEAR1, AIF1, TNF		1.39E-01

		CC		GO:0005765~lysosomal membrane		17		4.52E-03		SLC11A1, GLMP, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TMEM163, LAPTM4A, WDR81, TMBIM1, NEU1, TMEM79, BOLA-DQB, LAMTOR2, BOLA-DRA, FNIP2		1.39E-01

		BP		GO:0019886~antigen processing and presentation of exogenous peptide antigen via MHC class II		7		9.13E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.42E-01

		CC		GO:0030864~cortical actin cytoskeleton		7		5.04E-03		MOBP, MYRIP, SHROOM1, PPP1R9A, MISP, PDLIM7, DBN1		1.45E-01

		MF		GO:0023026~MHC class II protein complex binding		7		4.51E-04		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		1.59E-01

		KEGG		bta05134:Legionellosis		7		1.84E-02		HSPA1L, SAR1B, CASP1, CLK4, TNF, MYD88, HSPA1A		1.63E-01

		KEGG		bta05100:Bacterial invasion of epithelial cells		8		1.86E-02		SHC2, ARPC2, SHC1, CTNNA1, CTNNB1, CTNNA2, DOCK1, CRK		1.63E-01

		KEGG		bta05322:Systemic lupus erythematosus		14		1.88E-02		BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, C2, C4A, C6, C7, C9, BOLA-DQB, BOLA-DRA, ELANE		1.63E-01

		KEGG		bta04659:Th17 cell differentiation		10		2.08E-02		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, IL17F, BOLA-DRA, BOLA-DQA5, IL6R, IL17A		1.75E-01

		KEGG		bta04928:Parathyroid hormone synthesis, secretion and action		10		2.19E-02		ARHGEF11, EGR1, GCM1, MMP13, ATF6B, BGLAP, SLC34A1, OXSR1, MEF2D, HBEGF		1.79E-01

		MF		GO:0046875~ephrin receptor binding		6		7.79E-04		EFNA1, EFNA3, EFNA2, SHC1, CRK, EFNA4		1.83E-01

		KEGG		bta05020:Prion disease		19		2.40E-02		EGR1, ATF6B, HSPA1L, TUBB, UQCR11, ATP5F1D, TNF, SEM1, PSMB7, GRIN3B, C6, C7, NDUFS7, UQCRQ, C9, CSNK2B, VDAC1, NCAM2, HSPA1A		1.89E-01

		KEGG		bta05217:Basal cell carcinoma		7		2.46E-02		APC2, WNT6, WNT10A, TCF7, FZD6, WNT8A, CTNNB1		1.89E-01

		KEGG		bta05217:Basal cell carcinoma		7		2.46E-02		APC2, WNT6, WNT10A, TCF7, FZD6, WNT8A, CTNNB1		1.89E-01

		KEGG		bta05132:Salmonella infection		17		2.84E-02		DYNC2H1, TUBB, TCF7, TNF, RHOB, ARPC2, CASP4, CASP1, NLRP3, CTNNB1, RILP, PFN3, DYNC1I1, MYD88, BIRC2, SKP1, BIRC3		2.12E-01

		CC		GO:0005829~cytosol		112		8.24E-03		MIDN, STK11, FLAD1, RUSC1, PEG10, TRIM27, NUDT15, XYLB, SKP1, SLC34A1, DLEC1, RNF126, WDR81, DXO, PRTN3, ZSCAN26, PPID, ABCB6, CRABP2, ECSCR, C3H1ORF43, C2CD4C, PRDX3, STK36, ESD, BTBD2, PMVK, INPP5K, RDH14, PGK2, APOB, VARS2, LHPP, SRPK2, RAP1GAP2, FDPS, MPIG6B, ATP8B2, HSPA4, NEK6, SMAD5, PUM2, PRRC2A, CDK6, MEX3A, ARPC2, TDRD10, NES, MYD88, YWHAE, PRR7, DAZAP1, USP37, DDX46, DPYS, DENND1A, SRA1, PRKAG3, SMG6, NIPBL, RACK1, PRKG1, APC2, GLRX3, GPX4, MMP3, OXSR1, PEX1, GFRA3, ARID1B, RHOB, TRIM58, RAPGEF2, PFDN1, ETF1, DOCK1, BIRC3, PAFAH1B1, YAP1, PBXIP1, AIF1, BARX2, PPP2CA, FBXL21, PSMB7, MSTO1, VPS50, VPS53, RAB24, UBQLN4, FNIP2, AAMP, APBB3, DCAF13, AASDHPPT, HNRNPA0, ABCF1, SEC24A, HSPA1L, RNF25, ARID3A, KLHL3, SUCLA2, GSTA5, GSTA2, NT5C1B, GSTA1, RGS10, CTNNB1, ZNF354A, PLCD4, HSPA1A		2.22E-01

		CC		GO:0072559~NLRP3 inflammasome complex		3		9.98E-03		CASP4, CASP1, NLRP3		2.53E-01

		KEGG		bta05163:Human cytomegalovirus infection		16		3.57E-02		RB1, ARHGEF11, PTGER4, BOLA-NC1, ATF6B, GNG11, TNF, MGC126945, GNGT1, JSP.1, CDK6, CXCR2, CTNNB1, CRK, BOLA, IL6R		2.60E-01

		CC		GO:0032991~protein-containing complex		16		1.11E-02		CRB2, PRELID1, NOTCH4, NEK6, EXOG, PRDX3, DPH1, CASP4, CASP1, KRIT1, RAPGEF2, LY6G6C, LY6G5B, LY6G5C, CRK, RILP		2.67E-01

		KEGG		bta05418:Fluid shear stress and atherosclerosis		11		4.27E-02		PRKAA1, GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, CTNNB1, SDC1, ARHGEF2, ACVR2B, TNF		2.98E-01

		KEGG		bta04640:Hematopoietic cell lineage		9		4.32E-02		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, IL6R, TNF		2.98E-01

		KEGG		bta04926:Relaxin signaling pathway		10		4.70E-02		GNGT1, SHC2, COL1A2, MMP13, ATF6B, MMP1, SHC1, RXFP4, GNG11, RXFP1		3.16E-01

		KEGG		bta04141:Protein processing in endoplasmic reticulum		12		4.94E-02		SEC24A, HSPA1L, ATF6B, SAR1B, UBE2D2, SSR2, LMAN2, RNF5, UBQLN4, SIL1, SKP1, HSPA1A		3.24E-01

		KEGG		bta04061:Viral protein interaction with cytokine and cytokine receptor		8		5.10E-02		CX3CR1, CXCR1, CXCR2, LTA, CCR8, IL6R, TNF, CXCL14		3.27E-01

		CC		GO:0005737~cytoplasm		163		1.48E-02		MROH2B, SLC23A1, PITPNA, RCBTB2, STK11, PALM, SPATA24, BAALC, UBAP2L, TRIM27, SLBP2, SKP1, FBXO9, TNS1, GAMT, CDKL3, TPM3, MRPS18B, CIRBP, RPSA, DLEC1, CDC25C, RNF126, DOK3, DDX39B, CSNK2B, TRIM15, KIF20A, ZFPM2, TRIM10, PPID, PFN3, CSNK1G2, DCUN1D5, TSACC, CRABP2, SHC1, SH2D2A, IQGAP3, TRHDE, GRK5, DPH1, STK36, GRK6, NEU1, PMVK, NLRP3, INPP5K, KHDC4, SMYD4, EIF4EBP3, VILL, KCNN3, APOB, ANKZF1, FGF22, SRPK2, HSPA9, RAP1GAP2, FDPS, EGR1, PLK5, ANKHD1, PUM2, VIL1, PTPRE, GDF9, DAB2, CDK6, SH3BP5L, LRCH1, TCF3, MYD88, LDHAL6B, YWHAE, DAZAP1, USP37, DPYS, ZFAND2B, ADAR, FMN1, DOC2B, PPP1R9A, SMG5, PRKAG3, SGCE, CATIP, TRIM7, CASP4, RACK1, DHX16, METTL16, CCHCR1, CLIC1, PRKG1, ARHGEF11, CLUH, TUBB, STRBP, OXSR1, LRRD1, WDR35, POU5F1, MMP12, TRIM58, RAPGEF2, PFDN1, FAM193B, ETF1, CRK, DOCK1, BIRC2, BIRC3, YAP1, CRB2, PRKAA1, TRIM52, OAT, RGS14, SAMD9, PBXIP1, OVCA2, CXXC5, AIF1, RMND5B, PSMB7, SRR, MUC1, RELN, MSTO1, BGLAP, CTNNA1, RNF39, KRIT1, SPOCK1, CTNNA2, PAIP2, RILP, FNIP2, MEF2D, APBB3, DYNC1I1, TRIM40, GABBR1, TRIM41, ANKIB1, HSPA1L, MTX1, PKLR, RFLNB, MYO1C, ACTC1, GSTA4, TNIP3, NT5C1B, CTNNB1, HDGF, TRIM31, PLCD1, CDK5R2, C17H4ORF46, HSPA1A		3.36E-01

		CC		GO:0031941~filamentous actin		5		1.58E-02		APC2, MYO1C, PDLIM7, DBN1, JAM3		3.40E-01

		BP		GO:0050870~positive regulation of T cell activation		7		2.43E-03		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		3.51E-01

		KEGG		bta04310:Wnt signaling pathway		12		5.64E-02		APC2, WNT6, WNT10A, MMP7, SERPINF1, TCF7, CSNK2B, FZD6, WNT8A, CTNNB1, DKK1, SKP1		3.53E-01

		KEGG		bta04510:Focal adhesion		13		6.21E-02		SHC2, TNXB, SHC1, THBS3, COL1A2, RELN, PDGFD, CTNNB1, CRK, DOCK1, BIRC2, BIRC3, ITGA9		3.80E-01

		KEGG		bta05206:MicroRNAs in cancer		17		6.54E-02		APC2, MIR26A-1, TNXB, SHC1, NOTCH4, MIR26B, MIR133B, CDC25C, MIR206, EFNA4, EFNA1, EFNA3, CDK6, EFNA2, MIR375, ZFPM2, CRK		3.91E-01

		CC		GO:0005579~membrane attack complex		3		2.01E-02		C6, C7, C9		4.12E-01

		KEGG		bta04150:mTOR signaling pathway		11		7.19E-02		WNT6, WNT10A, STK11, PRKAA1, ATP6V1G2, FZD6, WNT8A, RICTOR, LAMTOR2, FNIP2, TNF		4.17E-01

		KEGG		bta01524:Platinum drug resistance		7		7.29E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1, BIRC2, BIRC3		4.17E-01

		KEGG		bta05410:Hypertrophic cardiomyopathy		8		7.57E-02		SGCE, PRKAA1, ACTC1, TPM3, LMNA, TNF, PRKAG3, ITGA9		4.24E-01

		BP		GO:0032731~positive regulation of interleukin-1 beta production		6		3.24E-03		EGR1, CASP1, NLRP3, TNF, MYD88, IL17A		4.37E-01

		BP		GO:0032731~positive regulation of interleukin-1 beta production		6		3.24E-03		EGR1, CASP1, NLRP3, TNF, MYD88, IL17A		4.37E-01

		KEGG		bta04062:Chemokine signaling pathway		12		8.12E-02		GNGT1, CX3CR1, SHC2, CXCR1, GRK5, SHC1, GRK6, CXCR2, CCR8, GNG11, CXCL14, CRK		4.43E-01

		KEGG		bta00480:Glutathione metabolism		6		8.24E-02		GSTA5, GSTA4, GPX4, GSTA3, GSTA2, GSTA1		4.43E-01

		KEGG		bta04015:Rap1 signaling pathway		13		8.66E-02		FYB1, RGS14, EFNA4, EFNA1, EFNA3, EFNA2, PDGFD, KRIT1, RAPGEF2, CTNNB1, CRK, PFN3, FGF22		4.51E-01

		KEGG		bta05412:Arrhythmogenic right ventricular cardiomyopathy		7		8.72E-02		SGCE, LMNA, TCF7, CTNNA1, CTNNB1, CTNNA2, ITGA9		4.51E-01

		CC		GO:0070971~endoplasmic reticulum exit site		4		2.62E-02		SEC24A, SAR1B, APOB, NES		5.13E-01

		BP		GO:0007411~axon guidance		13		4.20E-03		SEMA4A, CNTN5, EFNA4, GDF7, EFNA1, EFNA3, RELN, EFNA2, MYOT, RTN4RL1, LHX2, BSG, CDK5R2		5.32E-01

		CC		GO:0016604~nuclear body		13		2.89E-02		KMT2E, MDC1, TRIM40, TRIM41, TRIM52, REXO1, PPP1R10, TCF7, CLK2, MYO1C, RGS10, NCAM2, APBB3		5.35E-01

		CC		GO:0042612~MHC class I protein complex		4		2.98E-02		BOLA-NC1, JSP.1, BOLA, MGC126945		5.35E-01

		BP		GO:0006957~complement activation, alternative pathway		4		4.86E-03		CFD, C7, C9, CFB		5.48E-01

		BP		GO:0045087~innate immune response		22		4.87E-03		CX3CR1, TRIM40, MMP3, DEFB114, DEFB113, DEFB110, ANKHD1, C2, C4A, C6, C7, ADAM15, CASP4, NLRP3, TRIM58, EIF4EBP3, TRIM27, ARHGEF2, TRIM31, TRIM10, MYD88, IL17A		5.48E-01

		MF		GO:0102007~acyl-L-homoserine-lactone lactonohydrolase activity		3		3.17E-03		PON3, PON2, PON1		5.59E-01

		KEGG		bta04934:Cushing syndrome		10		1.13E-01		RB1, APC2, WNT6, WNT10A, CDK6, ATF6B, TCF7, FZD6, WNT8A, CTNNB1		5.75E-01

		CC		GO:0005789~endoplasmic reticulum membrane		33		3.39E-02		ATF6B, ABCB6, SAR1B, IHH, FMN1, AGPAT1, TRAM2, RNF5, KRTCAP2, MMP27, LMAN2, BSG, CASP4, TMEM14A, TMED9, SEC24A, FKBPL, CAMLG, ELOVL5, SSR2, ATG9A, CYP51A1, FZD6, IFI47, DNAJC18, DCSTAMP, DPM3, REEP2, ESYT2, REEP6, NES, PLPP2, BET1		5.76E-01

		CC		GO:0031410~cytoplasmic vesicle		13		3.63E-02		FDPS, HTR2A, TMEM123, MYO1C, RAB25, RUSC1, ESD, NEU1, SGSM2, RUBCNL, FLOT1, ARHGEF2, N4BP3		5.76E-01

		CC		GO:0098553~lumenal side of endoplasmic reticulum membrane		4		3.78E-02		BOLA-NC1, JSP.1, BOLA, MGC126945		5.76E-01

		CC		GO:0030425~dendrite		14		3.85E-02		HCN3, ELOVL5, HTR2A, PPP1R9A, SGCE, C4A, PSD2, SYT11, PALM, RACK1, N4BP3, HCN2, PDLIM7, DBN1		5.76E-01

		CC		GO:0005884~actin filament		7		4.00E-02		ACTC1, TPM3, FMN1, MISP, AIF1, PDLIM7, DBN1		5.76E-01

		CC		GO:0009986~cell surface		19		4.01E-02		FCRL1, NTRK1, NOTCH4, FZD6, TNF, DCSTAMP, WNT6, ADAM15, RTN4RL1, LMAN2, SDC1, BOLA-DRA, SCN5A, AAMP, EGFL8, ELANE, MYD88, TNS1, HBEGF		5.76E-01

		KEGG		bta04810:Regulation of actin cytoskeleton		13		1.27E-01		APC2, INSRR, IQGAP3, C6, C7, ARPC2, PDGFD, C9, CRK, DOCK1, PFN3, FGF22, ITGA9		6.35E-01

		KEGG		bta04110:Cell cycle		10		1.34E-01		RB1, PPP2CA, ORC5, YWHAE, NIPBL, CDC23, CDK6, MCM3, CDC25C, SKP1		6.42E-01

		KEGG		bta04658:Th1 and Th2 cell differentiation		7		1.34E-01		BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5		6.42E-01

		KEGG		bta04710:Circadian rhythm		4		1.37E-01		FBXL21, PRKAA1, PRKAG3, SKP1		6.45E-01

		CC		GO:0043025~neuronal cell body		10		4.70E-02		PURA, GRIN3B, PSD2, ELOVL5, SCN11A, RACK1, RAPGEF2, KCNN3, APOB, PAFAH1B1		6.54E-01

		CC		GO:0005819~spindle		7		4.92E-02		RB1, DCUN1D5, HEPACAM2, MRPS18B, ARHGEF2, KIF20A, PAFAH1B1		6.63E-01

		BP		GO:0061154~endothelial tube morphogenesis		3		6.26E-03		BSG, CTNNB1, RHOB		6.67E-01

		KEGG		bta05133:Pertussis		6		1.47E-01		C4A, CASP1, NLRP3, TNF, MYD88, C2		6.80E-01

		KEGG		bta00983:Drug metabolism - other enzymes		6		1.52E-01		GSTA5, GSTA4, GSTA3, GSTA2, DPYS, GSTA1		6.94E-01

		KEGG		bta04060:Cytokine-cytokine receptor interaction		17		1.57E-01		CX3CR1, LIFR, OSMR, TNF, ACVR2B, CXCL14, GDF7, GDF9, CXCR1, CXCR2, IL9, LTA, CCR8, IL17F, LTB, IL6R, IL17A		7.02E-01

		MF		GO:0051015~actin filament binding		16		5.15E-03		TPM3, SHROOM1, PPP1R9A, IQGAP3, AIF1, VIL1, CNN2, MYO1C, ARPC2, XIRP1, CTNNA1, CTNNA2, VILL, MISP, PDLIM7, DBN1		7.09E-01

		MF		GO:0140297~DNA-binding transcription factor binding		8		6.89E-03		RB1, YAP1, PURA, NEK6, CTNNB1, NLRP3, PBXIP1, CXXC5		7.09E-01

		MF		GO:0046872~metal ion binding		80		7.04E-03		ZNF496, ZNF692, PPP1R10, PRR3, LECT2, JADE2, RIMS2, RIMS1, RPL37, TNS1, PAQR8, GPR39, PAQR6, GLRX3, TUBB, OSR1, EBF3, ASH1L, KLF16, ARHGAP45, PYGO2, RNF126, NDUFS7, ADAM15, RUFY4, CSNK2B, RPP21, DXO, ZSCAN26, ARHGEF2, ZFPM2, B4GALT7, DBN1, BIRC2, ZNF311, BIRC3, KMT2E, PON3, KDM3B, NAXE, SAR1B, PON2, PON1, ETFDH, DCST1, RNF5, HDAC9, C2, PPP2CA, RMND5B, ZFP57, RELN, DPH1, ZKSCAN8, RNF39, ZSCAN12, SMYD4, ZKSCAN4, ZNF621, ZNF389, PDLIM7, ANKZF1, LHPP, FDPS, RPH3AL, ZNF142, ATP8B3, MGMT, RNF25, RPA1, EXOG, MEX3D, ACVR2B, SMAD5, PNKD, MEX3A, COL1A2, SUCLA2, LHX2, ZNF354A		7.09E-01

		BP		GO:0001764~neuron migration		9		7.03E-03		YWHAE, RELN, TRIM46, RAPGEF2, SPOCK1, GFRA3, CRK, PRKG1, LRP12		7.12E-01

		KEGG		bta05213:Endometrial cancer		5		1.67E-01		APC2, TCF7, CTNNA1, CTNNB1, CTNNA2		7.29E-01

		KEGG		bta05213:Endometrial cancer		5		1.67E-01		APC2, TCF7, CTNNA1, CTNNB1, CTNNA2		7.29E-01

		KEGG		bta05167:Kaposi sarcoma-associated herpesvirus infection		12		1.68E-01		RB1, GNGT1, BOLA-NC1, JSP.1, CDK6, TCF7, CTNNB1, CCR8, BOLA, GNG11, MIC1, MGC126945		7.29E-01

		BP		GO:0006958~complement activation, classical pathway		6		7.91E-03		C4A, C6, C7, C9, MBL2, C2		7.63E-01

		CC		GO:0030670~phagocytic vesicle membrane		5		5.87E-02		BOLA-NC1, JSP.1, SLC11A1, BOLA, MGC126945		7.66E-01

		KEGG		bta04144:Endocytosis		13		1.81E-01		BOLA-NC1, HSPA1L, MGC126945, DAB2, JSP.1, PSD2, CXCR1, GRK5, ARPC2, GRK6, CXCR2, BOLA, HSPA1A		7.71E-01

		KEGG		bta05168:Herpes simplex virus 1 infection		20		1.84E-01		BOLA-NC1, BOLA-DQA2, BOLA-DRB2, BLA-DQB, BOLA-DRB3, BOLA-DQA5, TNF, MGC126945, JSP.1, ZFP57, LTA, BOLA-DQB, BOLA-DRA, ZNF621, ZNF354A, BOLA, ZNF311, MYD88, BIRC2, BIRC3		7.71E-01

		KEGG		bta00982:Drug metabolism - cytochrome P450		5		1.88E-01		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		7.71E-01

		KEGG		bta05216:Thyroid cancer		4		1.89E-01		NTRK1, TPM3, TCF7, CTNNB1		7.71E-01

		KEGG		bta04350:TGF-beta signaling pathway		7		1.95E-01		PPP2CA, GREM1, ACVR2B, SMAD5, TNF, SKP1, GDF7		7.84E-01

		KEGG		bta04929:GnRH secretion		5		2.03E-01		HCN3, GABBR1, KISS1R, KCNN3, HCN2		7.85E-01

		KEGG		bta04936:Alcoholic liver disease		9		2.05E-01		C4A, PRKAA1, TCF7, CTNNB1, TNF, MYD88, PRKAG3, C2, IL17A		7.85E-01

		KEGG		bta03015:mRNA surveillance pathway		7		2.06E-01		PPP2CA, DAZAP1, DDX39B, CSTF2T, ETF1, SMG5, SMG6		7.85E-01

		KEGG		bta05204:Chemical carcinogenesis - DNA adducts		5		2.10E-01		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		7.85E-01

		KEGG		bta00310:Lysine degradation		5		2.10E-01		KMT2E, PHYKPL, EHMT2, NSD1, ASH1L		7.85E-01

		KEGG		bta04512:ECM-receptor interaction		6		2.13E-01		COL1A2, TNXB, RELN, SDC1, THBS3, ITGA9		7.85E-01

		KEGG		bta04064:NF-kappa B signaling pathway		7		2.18E-01		CSNK2B, LTA, LTB, TNF, MYD88, BIRC2, BIRC3		7.91E-01

		MF		GO:0005515~protein binding		96		9.92E-03		MDC1, MIDN, TTC24, LRRC71, PEAR1, MKI67, MED16, RXFP1, SMG5, SMG6, RCBTB2, C4A, CDC23, TRIM7, TIFAB, PSD2, ADAMTSL5, RUSC1, DDI1, LRRTM2, UBAP2L, TRIM27, IL6R, FBXO9, TNS1, TCF19, TRPC7, ANKRD49, CLUH, FKBPL, TTC32, TTC33, NFKBIL1, TTC21A, ASH1L, OSMR, LRRD1, POLRMT, SORCS3, WDR35, HIC1, GPANK1, WDR81, RTN4RL1, GORASP1, TRIM58, RAPGEF2, TRIM15, SOWAHA, TRIM10, CRK, PPID, PAFAH1B1, YAP1, KMT2E, TNXB, SAMD9, NOTCH4, PRPF8, FSTL4, FSTL3, RMND5B, FBXL21, EGFLAM, C6, WDR70, C7, C9, UBD, NSD1, BTBD2, KRIT1, TRIM46, SPOCK1, SMYD4, NCAM2, BRD8, ZBTB7B, AAMP, ANKZF1, DCAF13, FYB1, TRIM41, NUP155, RNF25, WDR18, CPLANE1, ZBTB12, KLHL3, ANKHD1, KBTBD3, ARHGAP32, LRCH1, ASB4, IGSF9B, TRIM31		7.92E-01

		MF		GO:0004064~arylesterase activity		3		1.01E-02		PON3, PON2, PON1		7.92E-01

		CC		GO:0016327~apicolateral plasma membrane		3		6.55E-02		CRB2, PALM, FZD6		8.07E-01

		KEGG		bta00980:Metabolism of xenobiotics by cytochrome P450		5		2.25E-01		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		8.08E-01

		MF		GO:0042826~histone deacetylase binding		8		1.16E-02		YWHAE, GCM1, NIPBL, MIER2, SMYD4, MEF2D, HIC1, SMG5		8.18E-01

		KEGG		bta04218:Cellular senescence		9		2.34E-01		RB1, BOLA-NC1, JSP.1, MRE11, CDK6, VDAC1, BOLA, PPID, MGC126945		8.27E-01

		KEGG		bta04520:Adherens junction		6		2.39E-01		TCF7, CSNK2B, CTNNA1, KRIT1, CTNNB1, CTNNA2		8.36E-01

		BP		GO:0007420~brain development		12		9.27E-03		CX3CR1, NIPBL, RELN, ABCB6, CNTN5, BGLAP, STK36, SLC23A1, PBX2, MEIS2, CDK5R2		8.53E-01

		KEGG		bta05203:Viral carcinogenesis		12		2.48E-01		RB1, YWHAE, BOLA-NC1, JSP.1, CDK6, ATF6B, MRPS18B, CCR8, BOLA, GTF2H4, HDAC9, MGC126945		8.55E-01

		BP		GO:0007275~multicellular organism development		12		9.73E-03		NTRK1, DDR1, WNT6, WNT10A, NOTCH4, INSRR, IHH, WNT8A, DKK1, FSTL4, FSTL3, LENEP		8.57E-01

		KEGG		bta04657:IL-17 signaling pathway		6		2.53E-01		MMP13, MMP1, MMP3, IL17F, TNF, IL17A		8.61E-01

		KEGG		bta05010:Alzheimer disease		19		2.59E-01		APC2, WNT10A, TUBB, FZD6, WNT8A, UQCR11, ATP5F1D, TNF, DKK1, AGER, SEM1, PSMB7, WNT6, NDUFS7, UQCRQ, CSNK2B, CTNNB1, VDAC1, PPID		8.71E-01

		CC		GO:0030127~COPII vesicle coat		3		7.48E-02		SEC24A, SAR1B, NES		8.75E-01

		CC		GO:0005667~transcription regulator complex		10		7.51E-02		GCM1, PROP1, HAX1, TFAP2D, ONECUT3, CTNNB1, ZSCAN12, PBXIP1, TCF3, BARX2		8.75E-01

		MF		GO:0019957~C-C chemokine binding		5		1.43E-02		CX3CR1, CXCR1, CXCR2, RXFP4, CCR8		8.96E-01

		MF		GO:0043027~cysteine-type endopeptidase inhibitor activity involved in apoptotic process		4		1.71E-02		VIL1, PRDX3, BIRC2, BIRC3		8.96E-01

		MF		GO:0005102~signaling receptor binding		13		1.96E-02		BTNL9, BOLA-NC1, MOG, BTNL2, NRG2, MIC1, MGC126945, JSP.1, MYO1C, PRTN3, EGFL8, BOLA, MBL2		8.96E-01

		MF		GO:0016493~C-C chemokine receptor activity		5		2.23E-02		CX3CR1, CXCR1, CXCR2, RXFP4, CCR8		8.96E-01

		MF		GO:0004364~glutathione transferase activity		5		2.23E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		8.96E-01

		MF		GO:0005248~voltage-gated sodium channel activity		4		2.32E-02		HCN3, SCN11A, SCN5A, HCN2		8.96E-01

		MF		GO:0031625~ubiquitin protein ligase binding		13		2.36E-02		YWHAE, RB1, CAMLG, HSPA1L, UBE2D2, NEK6, FZD6, SMAD5, SMG5, SYT11, SCN5A, CRK, HSPA1A		8.96E-01

		MF		GO:0061630~ubiquitin protein ligase activity		19		2.63E-02		TRIM40, TRIM41, TRIM52, ANKIB1, RNF25, JADE2, DCST1, RNF5, RMND5B, RNF126, TRIM7, RNF39, TRIM58, TRIM15, TRIM27, TRIM31, TRIM10, BIRC2, BIRC3		8.96E-01

		MF		GO:0030552~cAMP binding		4		2.66E-02		HCN3, RAPGEF2, PRKG1, HCN2		8.96E-01

		MF		GO:0035591~signaling adaptor activity		5		2.71E-02		YWHAE, HAX1, NLRP3, CRK, MYD88		8.96E-01

		MF		GO:0044325~transmembrane transporter binding		8		2.73E-02		RIMS2, YWHAE, RIMS1, SCN10A, AKAP9, VDAC1, SCN5A, CBARP		8.96E-01

		MF		GO:0004222~metalloendopeptidase activity		10		2.79E-02		MMP12, MMP7, MMP13, MMP27, ADAM15, ADAMTSL5, MMP1, MMP3, MMP8, MMP20		8.96E-01

		KEGG		bta04010:MAPK signaling pathway		14		2.76E-01		NTRK1, HSPA1L, TNF, EFNA4, EFNA1, EFNA3, EFNA2, GDNF, PDGFD, RAPGEF2, CRK, FGF22, MYD88, HSPA1A		9.08E-01

		KEGG		bta04621:NOD-like receptor signaling pathway		10		2.78E-01		YWHAE, CASP4, CASP1, CARD6, NLRP3, VDAC1, TNF, MYD88, BIRC2, BIRC3		9.08E-01

		KEGG		bta05215:Prostate cancer		6		2.80E-01		RB1, PDGFD, INSRR, TCF7, MMP3, CTNNB1		9.08E-01

		KEGG		bta04933:AGE-RAGE signaling pathway in diabetic complications		6		3.01E-01		EGR1, COL1A2, PLCD4, TNF, AGER, PLCD1		9.24E-01

		KEGG		bta04916:Melanogenesis		6		3.08E-01		WNT6, WNT10A, TCF7, FZD6, WNT8A, CTNNB1		9.24E-01

		KEGG		bta05205:Proteoglycans in cancer		10		3.11E-01		WNT6, WNT10A, COL1A2, FZD6, IHH, WNT8A, CTNNB1, SDC1, TNF, HBEGF		9.24E-01

		KEGG		bta05220:Chronic myeloid leukemia		5		3.13E-01		RB1, SHC2, CDK6, SHC1, CRK		9.24E-01

		KEGG		bta04072:Phospholipase D signaling pathway		8		3.13E-01		SHC2, CXCR1, SHC1, LPAR6, PDGFD, CXCR2, AGPAT1, PLPP2		9.24E-01

		KEGG		bta04530:Tight junction		9		3.16E-01		PPP2CA, STK11, PRKAA1, ARPC2, HSPA4, RAPGEF2, ARHGEF2, PRKAG3, JAM3		9.24E-01

		KEGG		bta04820:Cytoskeleton in muscle cells		11		3.16E-01		SGCE, COL1A2, ACTC1, MYOT, TPM3, LMNA, XIRP1, SDC1, PDLIM7, THBS3, ITGA9		9.24E-01

		KEGG		bta05135:Yersinia infection		8		3.25E-01		FYB1, ARPC2, CASP1, NLRP3, TNF, DOCK1, CRK, MYD88		9.24E-01

		KEGG		bta05144:Malaria		4		3.34E-01		SDC1, TNF, MYD88, THBS3		9.24E-01

		KEGG		bta05152:Tuberculosis		10		3.36E-01		HSPA9, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, TNF, MYD88		9.24E-01

		KEGG		bta01521:EGFR tyrosine kinase inhibitor resistance		5		3.37E-01		SHC2, SHC1, PDGFD, NRG2, IL6R		9.24E-01

		KEGG		bta04668:TNF signaling pathway		7		3.47E-01		ATF6B, MMP3, LTA, IFI47, TNF, BIRC2, BIRC3		9.24E-01

		KEGG		bta04120:Ubiquitin mediated proteolysis		8		3.54E-01		CDC34, CDC23, UBE2B, UBE2Q1, UBE2D2, BIRC2, BIRC3, SKP1		9.24E-01

		KEGG		bta05414:Dilated cardiomyopathy		6		3.58E-01		SGCE, ACTC1, TPM3, LMNA, TNF, ITGA9		9.24E-01

		KEGG		bta05417:Lipid and atherosclerosis		11		3.58E-01		HSPA1L, HSPA4, MMP1, MMP3, CASP1, NLRP3, APOB, TNF, AGER, MYD88, HSPA1A		9.24E-01

		KEGG		bta04012:ErbB signaling pathway		5		3.70E-01		SHC2, SHC1, NRG2, CRK, HBEGF		9.24E-01

		KEGG		bta04213:Longevity regulating pathway - multiple species		4		3.73E-01		PRKAA1, HSPA1L, PRKAG3, HSPA1A		9.24E-01

		KEGG		bta05207:Chemical carcinogenesis - receptor activation		10		3.77E-01		RB1, PAQR8, CHRNB2, GSTA5, GSTA4, ATF6B, GSTA3, GSTA2, GSTA1, FGF22		9.24E-01

		KEGG		bta05170:Human immunodeficiency virus 1 infection		11		3.78E-01		GNGT1, BOLA-NC1, JSP.1, CDC25C, BOLA, GNG11, TNF, CRK, MYD88, SKP1, MGC126945		9.24E-01

		KEGG		bta04915:Estrogen signaling pathway		7		3.79E-01		SHC2, GABBR1, HSPA1L, ATF6B, SHC1, HSPA1A, HBEGF		9.24E-01

		KEGG		bta04910:Insulin signaling pathway		7		3.85E-01		SHC2, PRKAA1, PKLR, SHC1, FLOT1, CRK, PRKAG3		9.24E-01

		KEGG		bta04014:Ras signaling pathway		11		3.88E-01		GNGT1, EFNA1, NTRK1, EFNA3, SHC2, EFNA2, SHC1, PDGFD, GNG11, EFNA4, FGF22		9.24E-01

		KEGG		bta04148:Efferocytosis		8		3.89E-01		CX3CR1, PTGER4, BSG, CASP1, DOCK1, AGER, CRK, SCARF1		9.24E-01

		KEGG		bta04211:Longevity regulating pathway		5		4.03E-01		STK11, PRKAA1, ATF6B, EHMT2, PRKAG3		9.24E-01

		KEGG		bta04540:Gap junction		5		4.19E-01		GJD2, PDGFD, TUBB, HTR2A, PRKG1		9.24E-01

		KEGG		bta05032:Morphine addiction		5		4.19E-01		GNGT1, GABBR1, GRK5, GRK6, GNG11		9.24E-01

		KEGG		bta05033:Nicotine addiction		3		4.22E-01		CHRNB2, GRIN3B, GRIA4		9.24E-01

		KEGG		bta04623:Cytosolic DNA-sensing pathway		5		4.35E-01		CASP1, POLR2E, NLRP3, ADAR, DDX41		9.24E-01

		KEGG		bta01522:Endocrine resistance		5		4.43E-01		RB1, SHC2, SHC1, NOTCH4, HBEGF		9.24E-01

		KEGG		bta04919:Thyroid hormone signaling pathway		6		4.44E-01		NOTCH4, CTNNB1, MED4, MED16, PLCD4, PLCD1		9.24E-01

		KEGG		bta03440:Homologous recombination		3		4.46E-01		SEM1, MRE11, RPA1		9.24E-01

		KEGG		bta05219:Bladder cancer		3		4.58E-01		RB1, MMP1, HBEGF		9.24E-01

		KEGG		bta04932:Non-alcoholic fatty liver disease		8		4.60E-01		PRKAA1, PKLR, NDUFS7, UQCRQ, UQCR11, IL6R, TNF, PRKAG3		9.24E-01

		KEGG		bta05222:Small cell lung cancer		5		4.75E-01		RB1, CDK6, BIRC2, BIRC3, CKS1B		9.24E-01

		KEGG		bta05022:Pathways of neurodegeneration - multiple diseases		20		4.86E-01		APC2, WNT10A, TUBB, FZD6, WNT8A, UQCR11, ATP5F1D, TNF, DKK1, AGER, SEM1, PSMB7, WNT6, NDUFS7, UQCRQ, CSNK2B, CTNNB1, VDAC1, PPID, GRIA4		9.24E-01

		KEGG		bta04920:Adipocytokine signaling pathway		4		4.88E-01		STK11, PRKAA1, TNF, PRKAG3		9.24E-01

		KEGG		bta04920:Adipocytokine signaling pathway		4		4.88E-01		STK11, PRKAA1, TNF, PRKAG3		9.24E-01

		KEGG		bta05218:Melanoma		4		4.97E-01		RB1, CDK6, PDGFD, FGF22		9.24E-01

		KEGG		bta05014:Amyotrophic lateral sclerosis		16		4.98E-01		NUP155, TUBB, UQCR11, NRG2, ATP5F1D, TNF, SEM1, PSMB7, NUP210L, NDUFS7, UQCRQ, CASP1, VDAC1, MATR3, UBQLN4, PFN3		9.24E-01

		KEGG		bta05162:Measles		7		5.24E-01		CDK6, HSPA1L, CSNK2B, RACK1, ADAR, MYD88, HSPA1A		9.24E-01

		KEGG		bta04979:Cholesterol metabolism		3		5.28E-01		CYP27A1, VDAC1, APOB		9.24E-01

		KEGG		bta05214:Glioma		4		5.32E-01		RB1, SHC2, CDK6, SHC1		9.24E-01

		KEGG		bta04080:Neuroactive ligand-receptor interaction		15		5.42E-01		CHRNB2, PTGER4, PAQR6, GABBR1, VIPR2, RXFP4, GPR83, HTR2A, RXFP1, NPS, GRIN3B, CALCR, LPAR6, KISS1R, GRIA4		9.24E-01

		KEGG		bta04975:Fat digestion and absorption		3		5.49E-01		APOB, AGPAT1, PLPP2		9.24E-01

		KEGG		bta05202:Transcriptional misregulation in cancer		8		5.72E-01		NTRK1, FEV, PRCC, MMP3, TCF3, ELANE, BIRC2, BIRC3		9.24E-01

		KEGG		bta04371:Apelin signaling pathway		6		5.84E-01		GNGT1, EGR1, PRKAA1, MEF2D, GNG11, PRKAG3		9.24E-01

		KEGG		bta00510:N-Glycan biosynthesis		3		5.91E-01		DPM3, MGAT5, MGAT1		9.24E-01

		KEGG		bta05208:Chemical carcinogenesis - reactive oxygen species		10		6.02E-01		GSTA5, GSTA4, NDUFS7, UQCRQ, GSTA3, GSTA2, GSTA1, VDAC1, UQCR11, ATP5F1D		9.24E-01

		KEGG		bta05208:Chemical carcinogenesis - reactive oxygen species		10		6.02E-01		GSTA5, GSTA4, NDUFS7, UQCRQ, GSTA3, GSTA2, GSTA1, VDAC1, UQCR11, ATP5F1D		9.24E-01

		KEGG		bta03420:Nucleotide excision repair		3		6.29E-01		RPA1, POLR2E, GTF2H4		9.24E-01

		KEGG		bta01212:Fatty acid metabolism		3		6.29E-01		ELOVL5, PPT2, ACAA1		9.24E-01

		KEGG		bta00240:Pyrimidine metabolism		3		6.29E-01		ENTPD3, DPYS, NT5C1B		9.24E-01

		KEGG		bta05017:Spinocerebellar ataxia		6		6.33E-01		SEM1, PSMB7, GRIN3B, RELN, VDAC1, PUM2		9.24E-01

		KEGG		bta04722:Neurotrophin signaling pathway		5		6.59E-01		NTRK1, YWHAE, SHC2, SHC1, CRK		9.24E-01

		KEGG		bta04217:Necroptosis		7		6.64E-01		CASP1, NLRP3, VDAC1, TNF, PPID, BIRC2, BIRC3		9.24E-01

		KEGG		bta00010:Glycolysis / Gluconeogenesis		3		6.73E-01		PKLR, PGK2, LDHAL6B		9.24E-01

		KEGG		bta04114:Oocyte meiosis		5		6.77E-01		PPP2CA, YWHAE, CDC23, CDC25C, SKP1		9.24E-01

		KEGG		bta04666:Fc gamma R-mediated phagocytosis		4		6.87E-01		ARPC2, PLPP2, DOCK1, CRK		9.24E-01

		KEGG		bta00561:Glycerolipid metabolism		3		7.05E-01		ABHD16A, AGPAT1, PLPP2		9.24E-01

		KEGG		bta04713:Circadian entrainment		4		7.06E-01		GNGT1, GNG11, PRKG1, GRIA4		9.24E-01

		KEGG		bta00190:Oxidative phosphorylation		6		7.09E-01		ATP6V1G2, NDUFS7, UQCRQ, UQCR11, ATP5F1D, LHPP		9.24E-01

		KEGG		bta05031:Amphetamine addiction		3		7.13E-01		GRIN3B, ATF6B, GRIA4		9.24E-01

		KEGG		bta04714:Thermogenesis		9		7.22E-01		PRKAA1, KDM3B, NDUFS7, UQCRQ, UQCR11, ATP5F1D, ARID1B, PRKG1, PRKAG3		9.24E-01

		KEGG		bta04728:Dopaminergic synapse		5		7.22E-01		GNGT1, PPP2CA, ATF6B, GNG11, GRIA4		9.24E-01

		KEGG		bta04020:Calcium signaling pathway		9		7.34E-01		NTRK1, GRIN3B, GDNF, PDGFD, VDAC1, HTR2A, PLCD4, PLCD1, FGF22		9.24E-01

		KEGG		bta04260:Cardiac muscle contraction		4		7.37E-01		ACTC1, UQCRQ, TPM3, UQCR11		9.24E-01

		KEGG		bta05415:Diabetic cardiomyopathy		8		7.38E-01		COL1A2, NDUFS7, UQCRQ, PDK4, VDAC1, UQCR11, ATP5F1D, AGER		9.24E-01

		KEGG		bta00562:Inositol phosphate metabolism		3		7.42E-01		INPP5K, PLCD4, PLCD1		9.24E-01

		KEGG		bta04814:Motor proteins		7		7.48E-01		DYNC2H1, MYO1C, ACTC1, TPM3, TUBB, KIF20A, DYNC1I1		9.24E-01

		KEGG		bta04210:Apoptosis		5		7.77E-01		NTRK1, LMNA, TNF, BIRC2, BIRC3		9.24E-01

		KEGG		bta04724:Glutamatergic synapse		4		7.80E-01		GNGT1, GRIN3B, GNG11, GRIA4		9.24E-01

		KEGG		bta04360:Axon guidance		6		7.81E-01		EFNA1, SEMA4A, EFNA3, EFNA2, EFNA4, GDF7		9.24E-01

		KEGG		bta01200:Carbon metabolism		4		7.85E-01		SUCLA2, PKLR, ESD, PGK2		9.24E-01

		KEGG		bta05160:Hepatitis C		6		7.85E-01		RB1, PPP2CA, YWHAE, CDK6, CTNNB1, TNF		9.24E-01

		KEGG		bta04670:Leukocyte transendothelial migration		4		8.00E-01		CTNNA1, CTNNB1, CTNNA2, JAM3		9.24E-01

		KEGG		bta04146:Peroxisome		3		8.03E-01		PMVK, PEX1, ACAA1		9.24E-01

		KEGG		bta03083:Polycomb repressive complex		3		8.03E-01		UBE2D2, CSNK2B, SKP1		9.24E-01

		KEGG		bta04723:Retrograde endocannabinoid signaling		5		8.07E-01		GNGT1, RIMS1, NDUFS7, GNG11, GRIA4		9.24E-01

		KEGG		bta03320:PPAR signaling pathway		3		8.08E-01		CYP27A1, MMP1, ACAA1		9.24E-01

		KEGG		bta04935:Growth hormone synthesis, secretion and action		4		8.09E-01		SHC2, ATF6B, SHC1, CRK		9.24E-01

		KEGG		bta04911:Insulin secretion		3		8.13E-01		RIMS2, ATF6B, KCNN3		9.24E-01

		KEGG		bta04261:Adrenergic signaling in cardiomyocytes		5		8.22E-01		PPP2CA, ACTC1, ATF6B, TPM3, SCN5A		9.24E-01

		KEGG		bta04152:AMPK signaling pathway		4		8.34E-01		PPP2CA, STK11, PRKAA1, PRKAG3		9.24E-01

		KEGG		bta04727:GABAergic synapse		3		8.42E-01		GNGT1, GABBR1, GNG11		9.24E-01

		KEGG		bta05034:Alcoholism		7		8.46E-01		GNGT1, SHC2, GRIN3B, ATF6B, SHC1, GNG11, HDAC9		9.24E-01

		KEGG		bta05210:Colorectal cancer		3		8.47E-01		APC2, TCF7, CTNNB1		9.24E-01

		KEGG		bta04650:Natural killer cell mediated cytotoxicity		5		8.50E-01		SHC2, NCR3, SHC1, TNF, MIC1		9.24E-01

		KEGG		bta05016:Huntington disease		10		8.64E-01		SEM1, PSMB7, NDUFS7, UQCRQ, TUBB, POLR2E, VDAC1, UQCR11, ATP5F1D, GRIA4		9.24E-01

		KEGG		bta04613:Neutrophil extracellular trap formation		7		8.70E-01		CASP4, CASP1, VDAC1, AZU1, AGER, HDAC9, ELANE		9.24E-01

		KEGG		bta04140:Autophagy - animal		5		8.75E-01		PPP2CA, STK11, PRKAA1, GORASP1, ATG9A		9.24E-01

		KEGG		bta03008:Ribosome biogenesis in eukaryotes		3		8.78E-01		REXO1, CSNK2B, NHP2		9.24E-01

		KEGG		bta05231:Choline metabolism in cancer		3		8.78E-01		SLC44A4, PDGFD, PLPP2		9.24E-01

		KEGG		bta04142:Lysosome		4		8.82E-01		LAPTM4A, SLC11A1, NEU1, PPT2		9.24E-01

		KEGG		bta04922:Glucagon signaling pathway		3		8.88E-01		PRKAA1, PRKAG3, LDHAL6B		9.24E-01

		KEGG		bta04625:C-type lectin receptor signaling pathway		3		8.97E-01		CASP1, NLRP3, TNF		9.24E-01

		KEGG		bta04931:Insulin resistance		3		9.09E-01		PRKAA1, TNF, PRKAG3		9.24E-01

		KEGG		bta04137:Mitophagy - animal		3		9.09E-01		MTX1, ATG9A, CSNK2B		9.24E-01

		KEGG		bta04750:Inflammatory mediator regulation of TRP channels		3		9.09E-01		NTRK1, PTGER4, HTR2A		9.24E-01

		KEGG		bta01100:Metabolic pathways		51		9.13E-01		GALNT13, EHMT2, DPYS, ABHD16A, FLAD1, ACAA1, XYLB, GAMT, ATP6V1G2, GPX4, ENTPD3, PHYKPL, ELOVL5, ASH1L, CYP27A1, DPM3, NDUFS7, B4GALT7, PLPP2, PAFAH1B1, KMT2E, OAT, UQCR11, AGPAT1, SRR, NSD1, MGAT5, NEU1, ESD, PMVK, INPP5K, MGAT1, PCBD2, PGK2, AASDHPPT, FDPS, PKLR, CYP51A1, ATP5F1D, GSTA5, SUCLA2, GSTA4, UQCRQ, GSTA3, GSTA2, NT5C1B, GSTA1, PPT2, PLCD4, PLCD1, LDHAL6B		9.24E-01

		KEGG		bta04066:HIF-1 signaling pathway		3		9.14E-01		PGK2, IL6R, LDHAL6B		9.24E-01

		KEGG		bta03040:Spliceosome		8		9.15E-01		AQR, DDX46, HSPA1L, DDX39B, DHX16, PRPF8, HSPA1A, LSM2		9.24E-01

		KEGG		bta04725:Cholinergic synapse		3		9.21E-01		GNGT1, CHRNB2, GNG11		9.24E-01

		KEGG		bta05012:Parkinson disease		8		9.23E-01		SEM1, PSMB7, NDUFS7, UQCRQ, TUBB, VDAC1, UQCR11, ATP5F1D		9.24E-01

		KEGG		bta05146:Amoebiasis		3		9.30E-01		COL1A2, C9, TNF		9.30E-01

		KEGG		bta05142:Chagas disease		3		9.34E-01		PPP2CA, TNF, MYD88		9.34E-01

		BP		GO:0050729~positive regulation of inflammatory response		7		1.11E-02		PTGER4, CASP4, CASP1, DEFB114, PBX2, NLRP3, TNF		9.35E-01

		KEGG		bta03010:Ribosome		5		9.35E-01		RPS15, RPL14, RPSA, RPL37, MRPL24		9.35E-01

		CC		GO:0016328~lateral plasma membrane		6		8.24E-02		SLC4A9, MYO1C, BSG, PALM, RHBG, IQGAP3		9.35E-01

		KEGG		bta04726:Serotonergic synapse		3		9.36E-01		GNGT1, HTR2A, GNG11		9.36E-01

		KEGG		bta03082:ATP-dependent chromatin remodeling		3		9.38E-01		MBD3, BRD8, ARID1B		9.38E-01

		KEGG		bta03013:Nucleocytoplasmic transport		3		9.42E-01		NUP210L, NUP155, DDX39B		9.42E-01

		KEGG		bta04022:cGMP-PKG signaling pathway		4		9.49E-01		ATF6B, VDAC1, MEF2D, PRKG1		9.49E-01

		KEGG		bta04068:FoxO signaling pathway		3		9.56E-01		STK11, PRKAA1, PRKAG3		9.56E-01

		KEGG		bta05161:Hepatitis B		4		9.62E-01		RB1, ATF6B, TNF, MYD88		9.62E-01

		CC		GO:0005654~nucleoplasm		63		1.01E-01		PRR7, ZNF692, DAZAP1, SRA1, JADE2, NIPBL, STK11, GATAD1, PALM, DHX16, TRIM27, SCN5A, ARHGEF11, AQR, NFKBIL1, MRPS18B, CIRBP, ASH1L, MED4, ETV3, ARID1B, RNF126, CTDSP1, TRIM58, ZSCAN26, ZFPM2, DBN1, PPID, BIRC3, YAP1, RBM48, OAT, ABCB6, CRABP2, NOTCH4, PBXIP1, BARX2, PRDX3, MNT, MIER2, KHDC4, RDH14, ZKSCAN4, MEF2D, PDLIM7, DCAF13, MBD3, FDPS, EGR1, MPIG6B, NEK6, ARID3A, ZBTB12, HNRNPAB, SMAD5, PRRC2A, ARHGAP32, PROB1, CDK6, MYO1C, TCF3, ZNF354A, CENPQ		9.77E-01

		CC		GO:0005697~telomerase holoenzyme complex		3		1.05E-01		NHP2, SMG5, SMG6		9.77E-01

		CC		GO:0005794~Golgi apparatus		30		1.11E-01		SFTA2, GALNT13, HEPACAM2, C3H1ORF43, BARX2, PKHD1, SGCE, LAPTM4A, RAB25, RUSC1, MGAT5, RAB24, MGAT1, PRKG1, JAM3, APC2, TMED9, MPIG6B, ATG9A, ASH1L, CASD1, ZDHHC14, ARHGAP32, GORASP1, TMBIM1, ARHGEF2, KIF20A, B4GALT7, ITM2B, BET1		9.77E-01

		CC		GO:0031965~nuclear membrane		9		1.13E-01		RAP1GAP2, TMEM168, HAX1, NUP155, NRM, TRIM27, CLIC1, PUM2, PAFAH1B1		9.77E-01

		CC		GO:0071013~catalytic step 2 spliceosome		7		1.17E-01		AQR, DHX16, KLHL3, DDX41, PRPF8, LSM2, HNRNPA0		9.77E-01

		CC		GO:0005938~cell cortex		7		1.17E-01		ARHGAP32, MYO1C, HAX1, GLRX3, CTNNB1, IQGAP3, PAFAH1B1		9.77E-01

		CC		GO:0030027~lamellipodium		8		1.19E-01		VIL1, HAX1, ACTC1, CTNNA1, PEAR1, AIF1, PDLIM7, DBN1		9.77E-01

		CC		GO:0001726~ruffle		5		1.21E-01		VIL1, CDK6, INPP5K, PDLIM7, DBN1		9.77E-01

		CC		GO:0001518~voltage-gated sodium channel complex		3		1.27E-01		SCN10A, SCN11A, SCN5A		9.77E-01

		CC		GO:0005925~focal adhesion		9		1.32E-01		CNN2, MDC1, SHC1, XIRP1, MRPS18B, MISP, PDLIM7, DBN1, TNS1		9.77E-01

		CC		GO:0030141~secretory granule		5		1.57E-01		PTPRN2, SCG5, FSTL4, ELANE, CBARP		9.77E-01

		CC		GO:0032587~ruffle membrane		5		1.57E-01		MYO1C, PSD2, INPP5K, ARHGEF2, AIF1		9.77E-01

		CC		GO:0016324~apical plasma membrane		13		1.67E-01		PKHD1, CRB2, MUC1, HAX1, SLC44A4, SLC23A1, SLC34A1, FZD6, RAPGEF2, SHROOM1, OSMR, IL6R		9.77E-01

		CC		GO:0000922~spindle pole		6		1.72E-01		PPP2CA, PLK5, NEK6, EFHC1, CTNNB1, DYNC1I1		9.77E-01

		CC		GO:0032993~protein-DNA complex		3		1.72E-01		FKBPL, ATF6B, CTNNB1		9.77E-01

		CC		GO:0010008~endosome membrane		7		1.79E-01		DCSTAMP, ABHD17A, SLC11A1, VPS53, TMBIM1, RILP, ITM2B		9.77E-01

		CC		GO:0016342~catenin complex		4		1.81E-01		APC2, CTNNA1, CTNNB1, CTNNA2		9.77E-01

		CC		GO:0005881~cytoplasmic microtubule		4		1.81E-01		APC2, ODF3L2, REEP2, PAFAH1B1		9.77E-01

		CC		GO:0031982~vesicle		5		1.82E-01		MYO1C, HSPA1L, SLC34A1, DYNC1I1, HSPA1A		9.77E-01

		CC		GO:0042470~melanosome		5		2.16E-01		YWHAE, ATP6V1G2, SERPINF1, FLOT1, MYRIP		9.77E-01

		CC		GO:0042645~mitochondrial nucleoid		3		2.20E-01		VDAC1, MTERF1, POLRMT		9.77E-01

		CC		GO:0005783~endoplasmic reticulum		28		2.22E-01		YWHAE, CATSPER3, CRABP2, NOTCH4, ZFAND2B, GPR85, AGPAT1, RNF5, PKHD1, NLRP3, INPP5K, HS1BP3, RDH14, SCN5A, SIL1, CLIC1, TMED9, MPIG6B, ELOVL5, SSR2, ZDHHC14, TMEM259, REEP2, TMBIM1, REEP6, RETREG2, PLPP2, PLCD4		9.77E-01

		CC		GO:0000307~cyclin-dependent protein kinase holoenzyme complex		3		2.69E-01		CDK6, CNPPD1, CKS1B		9.77E-01

		CC		GO:0043235~receptor complex		8		2.74E-01		NTRK1, DDR1, PTPRN2, FCRL5, LIFR, GFRA3, OSMR, IL6R		9.77E-01

		CC		GO:0005739~mitochondrion		37		2.79E-01		NAXE, ETFDH, C3H1ORF43, PRDX3, SLC25A48, STK11, MSTO1, CASP4, PDK4, CASP1, NLRP3, HS1BP3, VARS2, SLC25A44, IER3, HSPA9, GLYATL3, GPX4, PHYKPL, HSPA4, ATG9A, MMP3, MRPS18B, OXR1, MRPL24, SLC25A38, CYP27A1, PNKD, HAX1, SUCLA2, WDR81, DDAH2, SFXN4, VDAC1, SLC25A32, DAP3, LDHAL6B		9.77E-01

		CC		GO:0035861~site of double-strand break		5		2.80E-01		MDC1, MRE11, WDR70, ARPC2, RPA1		9.77E-01

		CC		GO:0005743~mitochondrial inner membrane		15		2.82E-01		ETFDH, MRPS18B, UQCR11, EXOG, BCS1L, MRPL24, TMEM242, SLC25A38, CYP27A1, SLC25A48, SLC22A14, NDUFS7, SFXN4, DAP3, SLC25A13		9.77E-01

		CC		GO:0030426~growth cone		4		3.03E-01		PDLIM7, DBN1, CDK5R2, CBARP		9.77E-01

		CC		GO:0045121~membrane raft		6		3.04E-01		PPP2CA, MYO1C, FLOT1, VDAC1, ARID3A, TNF		9.77E-01

		CC		GO:0005681~spliceosomal complex		5		3.17E-01		RBM48, DDX39B, CIRBP, KHDC4, DDX41		9.77E-01

		CC		GO:0098982~GABA-ergic synapse		3		3.18E-01		GABBR1, CNTN5, LRRTM2		9.77E-01

		CC		GO:0005903~brush border		3		3.18E-01		VIL1, MYO1C, SLC34A1		9.77E-01

		CC		GO:0000421~autophagosome membrane		3		3.30E-01		WDR81, ATG9A, RUBCNL		9.77E-01

		CC		GO:0016607~nuclear speck		12		3.36E-01		SRPK2, DDX46, DDX39B, ABHD17A, SLC34A1, EHMT2, FEV, PRCC, NCAPG2, FAM193B, DOCK1, GTF2H4		9.77E-01

		CC		GO:0098839~postsynaptic density membrane		4		3.48E-01		GRIN3B, ABHD17A, SORCS3, GRIA4		9.77E-01

		CC		GO:0032588~trans-Golgi network membrane		3		3.66E-01		SCAMP4, TMEM79, SCAMP3		9.77E-01

		CC		GO:0001725~stress fiber		4		3.66E-01		ACTC1, XIRP1, PDLIM7, DBN1		9.77E-01

		CC		GO:0000139~Golgi membrane		15		3.92E-01		TMED9, GALNT13, ABCB6, ATG9A, HEPACAM2, IHH, SLC50A1, CASD1, PCSK4, MGAT5, LMAN2, NLRP3, MGAT1, B4GALT7, ITM2B		9.77E-01

		CC		GO:0005770~late endosome		5		4.06E-01		NTRK1, WDR48, RAPGEF2, LAMTOR2, RILP		9.77E-01

		CC		GO:0030054~cell junction		4		4.11E-01		NEU1, MRPS18B, CTNNB1, DCAF13		9.77E-01

		CC		GO:0005802~trans-Golgi network		7		4.25E-01		ATP8B3, ATP8B2, SYT11, VPS53, ATG9A, INPP5K, PCSK4		9.77E-01

		CC		GO:0005911~cell-cell junction		6		4.27E-01		YAP1, BSG, KRIT1, CTNNB1, RAPGEF2, IQGAP3		9.77E-01

		CC		GO:0019005~SCF ubiquitin ligase complex		4		4.28E-01		FBXL21, FBXO9, SKP1, CKS1B		9.77E-01

		CC		GO:0005902~microvillus		3		4.35E-01		VIL1, MYO1C, JAM3		9.77E-01

		CC		GO:0030136~clathrin-coated vesicle		3		4.57E-01		DAB2, HAX1, DENND1A		9.77E-01

		CC		GO:0045211~postsynaptic membrane		6		4.78E-01		CHRNB2, GRIN3B, GABBR1, PDLIM7, DBN1, GRIA4		9.77E-01

		CC		GO:0030175~filopodium		3		4.79E-01		VIL1, ACTC1, PPP1R9A		9.77E-01

		CC		GO:0042734~presynaptic membrane		4		4.80E-01		RIMS2, RIMS1, GABBR1, CNTN5		9.77E-01

		CC		GO:0005912~adherens junction		6		4.84E-01		CTNNA1, CTNNB1, CTNNA2, SHROOM1, PDLIM7, DBN1		9.77E-01

		CC		GO:0005905~clathrin-coated pit		3		4.89E-01		DAB2, MRPS18B, LRP12		9.77E-01

		CC		GO:0098685~Schaffer collateral - CA1 synapse		3		5.00E-01		GABBR1, PAFAH1B1, RHOB		9.77E-01

		CC		GO:0000932~P-body		4		5.21E-01		MEX3A, HAX1, BTBD2, LSM2		9.77E-01

		CC		GO:0005730~nucleolus		20		5.29E-01		HSPA9, SRPK2, ZNF692, MIDN, TRIM41, ATP8B2, WDR18, ISG20L2, ADAR, GPATCH4, OXR1, SMG6, MYO1C, NHP2, TSR1, FAM193B, SCN5A, ZNF354A, PPID, DCAF13		9.77E-01

		CC		GO:0005776~autophagosome		3		5.31E-01		RUFY4, RAB24, ATG9A		9.77E-01

		CC		GO:0000151~ubiquitin ligase complex		3		5.41E-01		ANKIB1, DCUN1D5, UBE2D2		9.77E-01

		CC		GO:0014069~postsynaptic density		5		5.41E-01		SYT11, PALM, PPP1R9A, PDLIM7, DBN1		9.77E-01

		CC		GO:0016020~membrane		144		5.42E-01		SLC23A3, SLC23A1, LST1, RXFP4, OR2M4, BLA-DQB, PKD2L2, RXFP1, TNF, TXNDC15, OR2T11, SLC25A48, STK11, KRTCAP2, PALM, SLC25A44, IL6R, PAQR6, RPSA, LIFR, CASD1, ARHGAP45, OR2T4, OR2T2, NUP210L, ADAM15, TMEM259, OR2L13, VDAC1, PLPP2, ABCB6, GPR83, C3H1ORF43, TRHDE, LYPD8, PKHD1, TMEM123, PDGFD, NEU1, CHST15, NLRP3, INPP5K, OR2B6, GRIA4, PRRT1, PTPRN2, PLK5, OR2J3, GLMP, ABCA7, EFNA2, LRCH1, LPAR6, OR10C1, SDC1, CYSTM1, IGSF9B, RETREG2, C7H5ORF15, DDR1, OR11L1, GPR26, OR14J1, ZFAND2B, HEPACAM2, DOC2B, PEAR1, TRAM2, PCSK4, SGCE, MGC137030, SLC22A13, SLC22A14, ABHD16A, CCR8, MADCAM1, CLIC1, CNPPD1, SCARF1, FCRL1, TRPC7, ARHGEF11, GPR39, SSR2, OR2H1, INSRR, GPBAR1, NRG2, OSMR, SORCS3, ZDHHC14, DCSTAMP, NCR3, OR5V1, TMBIM1, LTA, TMBIM7, OR2B11, LTB, CLRN3, B4GALT7, YAP1, CX3CR1, OR2G6, HCN3, CATSPER3, OR2G3, PON2, BOLA-DQA2, PBXIP1, AGPAT1, DCST1, BOLA-DQA5, TMEM163, DCST2, CXCR1, OR2W3, OR2W1, CXCR2, KISS1R, OR12D3, NCAM2, BOLA-DRA, OR12D2, SMIM32, APBB3, CSMD1, OR2T27, SEMA4A, OR6F1, GABBR1, MOG, SLC50A1, PNKD, OR2V2, GSTA4, OR2V1, SYT11, ADGRD2, CTNNB1, BOLA-DQB, SLC25A32, RHAG, HCN2		9.77E-01

		CC		GO:0005929~cilium		6		5.51E-01		TTLL4, NAXE, DLEC1, NME5, TXNDC15, LRP12		9.77E-01

		CC		GO:0098978~glutamatergic synapse		8		5.57E-01		PURA, BCAN, ACTC1, PSD2, AKAP9, PDLIM7, DBN1, PAFAH1B1		9.77E-01

		CC		GO:0005901~caveola		3		5.60E-01		HTR2A, SCN5A, PLPP2		9.77E-01

		CC		GO:0055038~recycling endosome membrane		3		5.79E-01		SCAMP4, ATG9A, SCAMP3		9.77E-01

		CC		GO:0030018~Z disc		4		5.82E-01		GLRX3, SCN5A, PDLIM7, DBN1		9.77E-01

		CC		GO:0001650~fibrillar center		4		5.97E-01		ARHGAP32, DAB2, DDX46, TRIM27		9.77E-01

		CC		GO:0098793~presynapse		4		6.04E-01		RPH3AL, SYT11, HTR2A, DOC2B		9.77E-01

		CC		GO:0005694~chromosome		5		6.06E-01		ZNF692, USP37, MCM3, MKI67, NELFE		9.77E-01

		CC		GO:0043005~neuron projection		9		6.18E-01		CHRNB2, RELN, ARPC2, RAPGEF2, INPP5K, KCNN3, IGSF9B, OPCML, PAFAH1B1		9.77E-01

		CC		GO:0005758~mitochondrial intermembrane space		3		6.23E-01		PRELID1, HAX1, CDC25C		9.77E-01

		CC		GO:0005581~collagen trimer		3		6.48E-01		COL1A2, CTHRC1, MBL2		9.77E-01

		CC		GO:0005813~centrosome		15		6.54E-01		RAP1GAP2, PLK5, HSPA1L, HEPACAM2, TPGS1, WDR35, PKHD1, CDK6, AKAP9, EFHC1, MCM3, CTNNB1, DCAF13, HSPA1A, PAFAH1B1		9.77E-01

		CC		GO:0031901~early endosome membrane		4		6.65E-01		ABCB6, WDR81, PLPP2, TMEM163		9.77E-01

		CC		GO:0016323~basolateral plasma membrane		6		7.00E-01		SLC4A9, SLC43A2, AQP10, BSG, PALM, RHBG		9.77E-01

		CC		GO:0090575~RNA polymerase II transcription regulator complex		3		7.08E-01		FKBPL, ATF6B, TCF3		9.77E-01

		CC		GO:0005874~microtubule		7		7.20E-01		TUBB, MRPS18B, PBXIP1, KIF20A, SHROOM1, DYNC1I1, LRP12		9.77E-01

		CC		GO:0031090~organelle membrane		4		7.24E-01		MCM3, RPL14, RPA1, ITM2B		9.77E-01

		CC		GO:0043197~dendritic spine		3		7.41E-01		ABHD17A, PPP1R9A, GRIA4		9.77E-01

		CC		GO:0030496~midbody		4		7.51E-01		APC2, HEPACAM2, RACK1, KIF20A		9.77E-01

		CC		GO:0000785~chromatin		11		7.52E-01		RB1, SRPK2, EGR1, NIPBL, KDM3B, PPP1R10, EHMT2, NSD1, PBXIP1, ETV3, HIC1		9.77E-01

		CC		GO:0031966~mitochondrial membrane		3		7.53E-01		ATG9A, RNF5, TMEM14A		9.77E-01

		CC		GO:0005741~mitochondrial outer membrane		5		7.58E-01		HAX1, ABCB6, MSTO1, VDAC1, SPATA19		9.77E-01

		CC		GO:0000776~kinetochore		4		7.61E-01		ZNF692, PLK5, DYNC1I1, PAFAH1B1		9.77E-01

		CC		GO:0072686~mitotic spindle		3		7.65E-01		PKHD1, SLC34A1, EFHC1		9.77E-01

		CC		GO:0005840~ribosome		7		7.73E-01		RPS15, RPL14, RACK1, MRPS18B, RPSA, RPL37, MRPL24		9.77E-01

		CC		GO:0048471~perinuclear region of cytoplasm		12		7.77E-01		APC2, PKHD1, PRR7, VPS53, MCM3, RACK1, CTNNB1, RAPGEF2, INPP5K, MEX3D, PUM2, PAFAH1B1		9.77E-01

		CC		GO:0062023~collagen-containing extracellular matrix		5		7.80E-01		COL1A2, TNXB, RELN, MATN3, THBS3		9.77E-01

		CC		GO:0036064~ciliary basal body		4		7.84E-01		PKHD1, TTLL4, RILP, WDR35		9.77E-01

		CC		GO:0055037~recycling endosome		3		8.07E-01		RAB25, SYT11, TNF		9.77E-01

		CC		GO:0005930~axoneme		3		8.17E-01		DYNC2H1, EFHC1, WDR35		9.77E-01

		CC		GO:0005764~lysosome		6		8.23E-01		WDR48, SYT11, NEU1, GLMP, PPT2, RILP		9.77E-01

		CC		GO:0005635~nuclear envelope		3		8.34E-01		LMNA, NRM, PAFAH1B1		9.77E-01

		CC		GO:0005856~cytoskeleton		9		8.39E-01		SGCE, ODF3L2, TRIM46, KRIT1, KLHL3, ARHGEF2, PFN3, TNS1, HNRNPA0		9.77E-01

		CC		GO:0005759~mitochondrial matrix		5		8.50E-01		PRDX3, HAX1, OAT, PDK4, MTERF1		9.77E-01

		CC		GO:1990904~ribonucleoprotein complex		4		8.80E-01		DAZAP1, RACK1, SRA1, HNRNPAB		9.77E-01

		CC		GO:0005769~early endosome		5		8.98E-01		NTRK1, PRDX3, RUSC1, PLPP2, RHOB		9.77E-01

		CC		GO:0043231~intracellular membrane-bounded organelle		6		9.31E-01		DAB2, AQP10, CTNNA1, RUBCNL, ABCA7, MISP		9.77E-01

		CC		GO:0022625~cytosolic large ribosomal subunit		3		9.64E-01		RPL14, NHP2, RPL37		9.77E-01

		KEGG		bta04024:cAMP signaling pathway		5		9.81E-01		GRIN3B, GABBR1, VIPR2, HCN2, GRIA4		9.81E-01

		MF		GO:0140662~ATP-dependent protein folding chaperone		5		3.25E-02		CCT3, HSPA9, HSPA1L, HSPA4, HSPA1A		9.83E-01

		MF		GO:0008270~zinc ion binding		35		3.35E-02		GCM1, TRIM52, ZCCHC10, CPXM2, EHMT2, ZFAND2B, CXXC5, TRHDE, TMEM163, MMP20, TRIM7, MMP27, PEG10, NSD1, GATAD1, TRIM46, TRIM27, EGR1, TRIM40, SEC24A, MMP7, TRIM41, ANKIB1, MMP1, MMP3, MMP8, MMP12, MMP13, TRIM58, TRIM15, MATR3, TRIM31, NES, TRIM10, BIRC2		9.83E-01

		KEGG		bta04630:JAK-STAT signaling pathway		4		9.86E-01		IL9, LIFR, OSMR, IL6R		9.86E-01

		CC		GO:0005768~endosome		3		9.87E-01		RAB24, FLOT1, TRIM27		9.87E-01

		BP		GO:0048791~calcium ion-regulated exocytosis of neurotransmitter		4		1.46E-02		RIMS2, RIMS1, SYT11, DOC2B		9.97E-01

		BP		GO:0016567~protein ubiquitination		20		1.53E-02		TRIM40, TRIM41, TRIM52, RNF25, KLHL3, RNF5, FBXL21, RNF126, CDC23, TRIM7, UBD, RACK1, RNF39, TRIM15, TRIM31, TRIM10, DCAF13, SKP1, FBXO9, HNRNPA0		9.97E-01

		BP		GO:0048013~ephrin receptor signaling pathway		5		1.64E-02		EFNA1, EFNA3, EFNA2, CRK, EFNA4		9.97E-01

		BP		GO:0048661~positive regulation of smooth muscle cell proliferation		4		1.73E-02		IL6R, AIF1, ELANE, HBEGF		9.97E-01

		BP		GO:0042593~glucose homeostasis		7		1.76E-02		RPH3AL, STK11, BGLAP, INSRR, PDK4, INPP5K, CSMD1		9.97E-01

		BP		GO:0016540~protein autoprocessing		4		2.03E-02		F12, CASP4, CASP1, IHH		9.97E-01

		BP		GO:0006357~regulation of transcription by RNA polymerase II		58		2.61E-02		ZNF496, RB1, CSRNP1, ZNF770, ZNF692, ONECUT3, FOXI2, ZSCAN9, SRA1, JADE2, ZSCAN31, NKX1-2, PITX1, ZNF165, PROP1, FKBPL, OSR1, EBF3, MED4, ETV3, ARID1B, HIC1, POU5F1, KLF16, ETV3L, ZSCAN26, ZNF311, ZNF672, GCM1, KDM3B, ATF6B, TCF7, BARX2, PURA, MNT, ZFP57, ZKSCAN8, ZSCAN12, ZKSCAN4, ZNF621, ZBTB7B, ZSCAN16, ZNF389, TFAP2B, EGR1, TFAP2D, PBX2, ARID3A, ZBTB12, SMAD5, LHX2, ZFP62, FEV, TNIP3, HDGF, TCF3, ZNF354A, MXD3		9.97E-01

		BP		GO:0048485~sympathetic nervous system development		3		2.68E-02		NTRK1, TFAP2B, GFRA3		9.97E-01

		BP		GO:0050765~negative regulation of phagocytosis		3		2.68E-02		SYT11, RACK1, PRTN3		9.97E-01

		BP		GO:0045595~regulation of cell differentiation		4		3.07E-02		APC2, PTBP1, TFAP2B, TNXB		9.97E-01

		BP		GO:0006366~transcription by RNA polymerase II		9		3.09E-02		RB1, GCM1, TFAP2B, TFAP2D, NCAPG2, POLR2E, ASH1L, MED4, BARX2		9.97E-01

		BP		GO:0007155~cell adhesion		15		3.17E-02		CX3CR1, TNXB, MOG, PBXIP1, IZUMO1R, HAPLN2, THBS3, RHOB, BCAN, RELN, CTNNB1, TGFBI, NCAM2, OPCML, JAM3		9.97E-01

		BP		GO:0016525~negative regulation of angiogenesis		6		3.25E-02		SEMA4A, EFNA3, NAXE, SERPINF1, ECSCR, KRIT1		9.97E-01

		BP		GO:0071492~cellular response to UV-A		3		3.37E-02		MMP1, MMP3, PPID		9.97E-01

		BP		GO:0030510~regulation of BMP signaling pathway		3		3.37E-02		TFAP2B, FSTL4, FSTL3		9.97E-01

		BP		GO:0043588~skin development		4		3.47E-02		TFAP2B, WDR48, ABCB6, MYD88		9.97E-01

		BP		GO:0070936~protein K48-linked ubiquitination		6		3.48E-02		RNF126, UBE2B, UBE2D2, KLHL3, RNF5, HNRNPA0		9.97E-01

		BP		GO:0019722~calcium-mediated signaling		6		3.72E-02		CX3CR1, CXCR1, CXCR2, RXFP4, CCR8, PPP1R9A		9.97E-01

		BP		GO:0060070~canonical Wnt signaling pathway		7		3.76E-02		YAP1, WNT6, WNT10A, TCF7, FZD6, WNT8A, CTNNB1		9.97E-01

		BP		GO:0006508~proteolysis		26		3.80E-02		CFD, USP37, CPXM2, TRHDE, C2, MMP20, RELN, MMP27, ADAMTSL5, DDI1, CASP4, CASP1, ELANE, MBL2, MMP7, MMP1, MMP3, PRSS57, AZU1, MMP8, MMP12, GZMM, MMP13, ADAM15, PRTN3, CFB		9.97E-01

		BP		GO:0001558~regulation of cell growth		4		3.89E-02		DDR1, STK11, DCUN1D5, LAMTOR2		9.97E-01

		BP		GO:0006096~glycolytic process		5		3.90E-02		PKLR, HTR2A, PGK2, PRKAG3, IER3		9.97E-01

		BP		GO:0050727~regulation of inflammatory response		6		3.97E-02		SBNO2, CASP4, CASP1, PBX2, AGER, MYD88		9.97E-01

		BP		GO:0007015~actin filament organization		10		4.46E-02		CNN2, MYO1C, ACTC1, TPM3, XIRP1, ARHGEF2, PPP1R9A, PDLIM7, DBN1, RHOB		9.97E-01

		BP		GO:0050911~detection of chemical stimulus involved in sensory perception of smell		15		4.47E-02		OR2T27, OR2G6, OR2G3, OR2H1, OR2M4, OR2T11, OR2T4, OR2T2, OR2V2, OR2W3, OR2V1, OR2L13, OR10C1, OR2B11, OR2B6		9.97E-01

		BP		GO:0043066~negative regulation of apoptotic process		16		4.49E-02		TFAP2B, PRELID1, SHC1, OSR1, SMAD5, PRDX3, DAB2, HAX1, ACTC1, GRK5, TMBIM7, VDAC1, TMEM14A, BIRC2, IER3, BIRC3		9.97E-01

		BP		GO:0006749~glutathione metabolic process		5		4.57E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		9.97E-01

		BP		GO:0000122~negative regulation of transcription by RNA polymerase II		32		4.59E-02		YAP1, RB1, NOTCH4, EHMT2, CXXC5, TNF, BARX2, HDAC9, PURA, NIPBL, ZFP57, MIER2, ZSCAN12, TRIM27, ZNF621, FNIP2, ZNF389, ELANE, MBD3, TFAP2B, EGR1, OSR1, ZBTB12, DKK1, MMP12, DAB2, CDK6, ZFP62, ZFPM2, PPID, ZNF311, HSPA1A		9.97E-01

		BP		GO:0061003~positive regulation of dendritic spine morphogenesis		3		4.92E-02		PDLIM7, DBN1, PAFAH1B1		9.97E-01

		BP		GO:0060074~synapse maturation		3		4.92E-02		CX3CR1, BCAN, PALM		9.97E-01

		BP		GO:0045947~negative regulation of translational initiation		3		4.92E-02		EIF4EBP3, PAIP2, ANKHD1		9.97E-01

		BP		GO:0006695~cholesterol biosynthetic process		4		5.32E-02		FDPS, PRKAA1, CYP51A1, PMVK		9.97E-01

		BP		GO:0006511~ubiquitin-dependent protein catabolic process		12		5.46E-02		RNF126, ANKIB1, CDC34, WDR81, RNF25, UBE2D2, UBD, KLHL3, DCST1, RNF5, UBQLN4, HNRNPA0		9.97E-01

		BP		GO:0050806~positive regulation of synaptic transmission		3		5.78E-02		RIMS2, RIMS1, TNF		9.97E-01

		BP		GO:0022617~extracellular matrix disassembly		3		5.78E-02		MMP13, PBXIP1, MMP20		9.97E-01

		BP		GO:0070935~3'-UTR-mediated mRNA stabilization		3		5.78E-02		KLHL3, MYD88, HNRNPA0		9.97E-01

		BP		GO:0042127~regulation of cell population proliferation		7		5.95E-02		TFAP2B, RNF126, CDK6, MMP7, TFAP2D, SHC1, MZB1		9.97E-01

		BP		GO:0032496~response to lipopolysaccharide		5		6.07E-02		PRDX3, PTGER4, SLC11A1, CASP1, ELANE		9.97E-01

		BP		GO:0030308~negative regulation of cell growth		6		6.69E-02		RB1, DCSTAMP, GDF9, STK11, ADAM15, RACK1		9.97E-01

		BP		GO:0071363~cellular response to growth factor stimulus		4		6.96E-02		SHC1, RACK1, CTNNB1, ACVR2B		9.97E-01

		BP		GO:0021766~hippocampus development		4		6.96E-02		YWHAE, BCAN, CRK, PAFAH1B1		9.97E-01

		BP		GO:0071320~cellular response to cAMP		4		6.96E-02		AKAP9, RAPGEF2, INPP5K, HCN2		9.97E-01

		BP		GO:0045165~cell fate commitment		5		7.35E-02		WNT6, WNT10A, WNT8A, NEUROG1, GDF7		9.97E-01

		BP		GO:0060326~cell chemotaxis		7		7.43E-02		CX3CR1, RXFP4, CCR8, DEFB110, CXCL14, CRK, HBEGF		9.97E-01

		BP		GO:0016358~dendrite development		4		7.55E-02		LST1, CRK, SCARF1, PRKG1		9.97E-01

		BP		GO:0071353~cellular response to interleukin-4		3		7.64E-02		DCSTAMP, RUFY4, TCF7		9.97E-01

		BP		GO:0051085~chaperone cofactor-dependent protein refolding		4		8.16E-02		HSPA9, HSPA1L, DNAJC18, HSPA1A		9.97E-01

		BP		GO:0030833~regulation of actin filament polymerization		4		8.16E-02		HAX1, PDLIM7, PFN3, DBN1		9.97E-01

		BP		GO:0001916~positive regulation of T cell mediated cytotoxicity		6		8.16E-02		BOLA-NC1, JSP.1, BOLA-DRA, BOLA, MIC1, MGC126945		9.97E-01

		BP		GO:0002476~antigen processing and presentation of endogenous peptide antigen via MHC class Ib		5		8.27E-02		BOLA-NC1, JSP.1, BOLA, MIC1, MGC126945		9.97E-01

		BP		GO:0002486~antigen processing and presentation of endogenous peptide antigen via MHC class I via ER pathway, TAP-independent		5		8.27E-02		BOLA-NC1, JSP.1, BOLA, MIC1, MGC126945		9.97E-01

		BP		GO:0001525~angiogenesis		9		8.47E-02		EFNA1, SEMA4A, SHC1, BSG, ECSCR, KRIT1, AAMP, JAM3, RHOB		9.97E-01

		BP		GO:0007229~integrin-mediated signaling pathway		6		8.56E-02		MPIG6B, FYB1, ADAM15, CTNNA1, MADCAM1, ITGA9		9.97E-01

		BP		GO:0090110~COPII-coated vesicle cargo loading		3		8.62E-02		SEC24A, SAR1B, NES		9.97E-01

		BP		GO:2000377~regulation of reactive oxygen species metabolic process		3		8.62E-02		TNF, BIRC2, IER3		9.97E-01

		BP		GO:0050901~leukocyte tethering or rolling		3		8.62E-02		CX3CR1, MADCAM1, TNF		9.97E-01

		BP		GO:0002250~adaptive immune response		10		8.67E-02		CX3CR1, SEMA4A, BOLA-DQA2, BOLA-DRB2, BOLA-DQB, BLA-DQB, BOLA-DRB3, BOLA-DRA, BOLA-DQA5, IL17A		9.97E-01

		BP		GO:0030036~actin cytoskeleton organization		9		8.75E-02		TNXB, SHC1, INSRR, XIRP1, CRK, PDLIM7, PFN3, DBN1, PAFAH1B1		9.97E-01

		BP		GO:0006805~xenobiotic metabolic process		5		9.24E-02		GSTA5, GSTA4, GSTA3, GSTA2, GSTA1		9.97E-01

		BP		GO:0035914~skeletal muscle cell differentiation		4		9.45E-02		RB1, EGR1, BARX2, MEF2D		9.97E-01

		BP		GO:0030041~actin filament polymerization		4		9.45E-02		VIL1, CATIP, ARPC2, AIF1		9.97E-01

		BP		GO:0008284~positive regulation of cell population proliferation		15		9.49E-02		SRPK2, TFAP2B, TNXB, LIFR, OSMR, MEIS2, PRDX3, GDF9, PURA, RAB25, PDGFD, MZB1, IL6R, FGF22, HBEGF		9.97E-01

		BP		GO:0086010~membrane depolarization during action potential		3		9.65E-02		SCN10A, SCN11A, SCN5A		9.97E-01

		BP		GO:0006268~DNA unwinding involved in DNA replication		3		9.65E-02		PURA, MCM3, RPA1		9.97E-01

		BP		GO:0048568~embryonic organ development		3		9.65E-02		WDR48, PBX2, ZFPM2		9.97E-01

		BP		GO:0035721~intraciliary retrograde transport		3		9.65E-02		DYNC2H1, TTC21A, WDR35		9.97E-01

		BP		GO:0070534~protein K63-linked ubiquitination		5		9.75E-02		RNF126, UBE2B, UBE2D2, TRIM27, RNF5		9.97E-01

		BP		GO:0050829~defense response to Gram-negative bacterium		6		1.02E-01		MMP7, SLC11A1, CASP1, DEFB114, LYPD8, IL17A		9.97E-01

		BP		GO:0001894~tissue homeostasis		3		1.07E-01		RB1, YAP1, STK11		9.97E-01

		BP		GO:0030010~establishment of cell polarity		3		1.07E-01		CRB2, STK11, CRK		9.97E-01

		BP		GO:1990138~neuron projection extension		3		1.07E-01		DDR1, CTNNB1, JADE2		9.97E-01

		BP		GO:0007005~mitochondrion organization		5		1.08E-01		PRDX3, MTX1, MSTO1, WDR81, PUM2		9.97E-01

		BP		GO:0140374~antiviral innate immune response		4		1.08E-01		TRIM7, DHX16, TNF, MBL2		9.97E-01

		BP		GO:0095500~acetylcholine receptor signaling pathway		3		1.18E-01		CHRNB2, LYPD1, LY6G6E		9.97E-01

		BP		GO:0050769~positive regulation of neurogenesis		3		1.18E-01		CX3CR1, SERPINF1, JADE2		9.97E-01

		BP		GO:0000082~G1/S transition of mitotic cell cycle		4		1.22E-01		RB1, USP37, CDK6, IQGAP3		9.97E-01

		BP		GO:0071230~cellular response to amino acid stimulus		4		1.22E-01		PDGFD, MMP3, LAMTOR2, TNF		9.97E-01

		BP		GO:1900017~positive regulation of cytokine production involved in inflammatory response		3		1.29E-01		TNF, MYD88, IL17A		9.97E-01

		BP		GO:0034620~cellular response to unfolded protein		3		1.29E-01		HSPA9, HSPA1L, HSPA1A		9.97E-01

		BP		GO:0051898~negative regulation of phosphatidylinositol 3-kinase/protein kinase B signal transduction		4		1.30E-01		PPP2CA, PKHD1, MMP3, INPP5K		9.97E-01

		BP		GO:0006468~protein phosphorylation		20		1.31E-01		DDR1, NTRK1, SRPK2, CDKL3, PRKAA1, PLK5, NEK6, ULK4, STK19, OXSR1, CLK4, ACVR2B, CLK2, STK11, CDK6, GRK5, STK36, GRK6, PDK4, PRKG1		9.97E-01

		BP		GO:0000902~cell morphogenesis		6		1.35E-01		YAP1, RELN, LST1, WNT8A, ARHGEF2, SHROOM1		9.97E-01

		BP		GO:0016310~phosphorylation		21		1.36E-01		SRPK2, CDKL3, PLK5, PKLR, INSRR, OXSR1, CLK4, ACVR2B, PRKAG3, CLK2, STK11, CDK6, GRK5, STK36, GRK6, CSNK2B, PMVK, PDK4, PGK2, XYLB, PRKG1		9.97E-01

		BP		GO:0035725~sodium ion transmembrane transport		5		1.36E-01		HCN3, SCN10A, SCN11A, OSR1, SCN5A		9.97E-01

		BP		GO:0032720~negative regulation of tumor necrosis factor production		4		1.37E-01		SYT11, NFKBIL1, DEFB114, TRIM27		9.97E-01

		BP		GO:0050679~positive regulation of epithelial cell proliferation		4		1.37E-01		YAP1, PKHD1, WDR48, OSR1		9.97E-01

		BP		GO:0032722~positive regulation of chemokine production		3		1.40E-01		EGR1, IL6R, MYD88		9.97E-01

		BP		GO:0010001~glial cell differentiation		3		1.40E-01		BCAN, RELN, HAPLN2		9.97E-01

		BP		GO:0098609~cell-cell adhesion		9		1.46E-01		CDSN, CNTN5, SHC1, BSG, CTNNA1, CTNNB1, CTNNA2, IGSF9B, ITGA9		9.97E-01

		BP		GO:0010628~positive regulation of gene expression		13		1.48E-01		YAP1, WNT10A, OSR1, IQGAP3, DKK1, GDF7, WNT6, ACTC1, CDK6, FEV, APOB, ZBTB7B, FGF22		9.97E-01

		BP		GO:0000209~protein polyubiquitination		8		1.52E-01		ANKIB1, CDC34, UBE2B, UBE2Q1, RUSC1, TRIM58, JADE2, BIRC2		9.97E-01

		BP		GO:0017158~regulation of calcium ion-dependent exocytosis		3		1.52E-01		RPH3AL, SYT11, DOC2B		9.97E-01

		BP		GO:0032436~positive regulation of proteasomal ubiquitin-dependent protein catabolic process		5		1.61E-01		DAB2, ANKIB1, HSPA1L, RACK1, HSPA1A		9.97E-01

		BP		GO:0050804~modulation of chemical synaptic transmission		5		1.61E-01		CX3CR1, GRIN3B, PPP1R9A, PAFAH1B1, GRIA4		9.97E-01

		BP		GO:0007265~Ras protein signal transduction		5		1.61E-01		RB1, RIT1, DOK3, RAPGEF2, IQGAP3		9.97E-01

		BP		GO:0050830~defense response to Gram-positive bacterium		7		1.62E-01		MMP7, CASP4, DEFB114, TNF, MYD88, MBL2, IL17A		9.97E-01

		BP		GO:0001942~hair follicle development		3		1.64E-01		LHX2, FZD6, PUM2		9.97E-01

		BP		GO:0048705~skeletal system morphogenesis		3		1.64E-01		WDR48, RFLNB, FMN1		9.97E-01

		BP		GO:0007399~nervous system development		8		1.64E-01		NTRK1, APC2, PURA, RAPGEF2, ARHGEF2, NRG2, GFRA3, APOB		9.97E-01

		BP		GO:0001701~in utero embryonic development		8		1.64E-01		C6, IHH, INPP5K, C3H1ORF43, ZFPM2, APOB, PDLIM7, DBN1		9.97E-01

		BP		GO:0006909~phagocytosis		4		1.69E-01		SLC11A1, C3H1ORF43, ELANE, MYD88		9.97E-01

		BP		GO:0006915~apoptotic process		13		1.72E-01		PRELID1, ECSCR, RHOB, VIL1, BAG6, GZMM, GRK5, CASP4, RACK1, VDAC1, PPID, MYD88, DAP3		9.97E-01

		BP		GO:0050852~T cell receptor signaling pathway		5		1.74E-01		BTNL9, STK11, FYB1, MOG, BTNL2		9.97E-01

		BP		GO:0006487~protein N-linked glycosylation		4		1.77E-01		MGAT5, GORASP1, MGAT1, B4GALT7		9.97E-01

		BP		GO:0001501~skeletal system development		4		1.86E-01		BCAN, ASH1L, HAPLN2, PUM2		9.97E-01

		BP		GO:0007613~memory		4		1.86E-01		CHRNB2, SYT11, PAIP2, CSMD1		9.97E-01

		BP		GO:0009410~response to xenobiotic stimulus		4		1.86E-01		MMP7, SCN11A, RPP21, HTR2A		9.97E-01

		BP		GO:0045944~positive regulation of transcription by RNA polymerase II		26		1.87E-01		YAP1, RB1, IHH, TNF, NIPBL, SBNO2, NLRP3, MEF2D, TFAP2B, EGR1, ZNF142, TFAP2D, SLC11A1, OSR1, ARID3A, ASH1L, SMAD5, MEIS2, MMP12, DAB2, HAX1, CTNNB1, ZFPM2, NEUROG1, MYD88, IL17A		9.97E-01

		BP		GO:0008542~visual learning		3		1.87E-01		NPS, CHRNB2, MEIS2		9.97E-01

		BP		GO:0060261~positive regulation of transcription initiation by RNA polymerase II		3		1.87E-01		MDC1, MED4, MED16		9.97E-01

		BP		GO:0007283~spermatogenesis		11		1.93E-01		BAG6, THEG, DAZAP1, WDR48, ANKRD49, GPX4, STRBP, PAIP2, APOB, TDRD15, SPATA19		9.97E-01

		BP		GO:0001578~microtubule bundle formation		3		2.00E-01		TRIM46, KIF20A, NCKAP5		9.97E-01

		BP		GO:0031334~positive regulation of protein-containing complex assembly		3		2.00E-01		MMP3, RACK1, FNIP2		9.97E-01

		BP		GO:0035115~embryonic forelimb morphogenesis		3		2.00E-01		NIPBL, CRABP2, OSR1		9.97E-01

		BP		GO:0072344~rescue of stalled ribosome		3		2.00E-01		RNF25, RACK1, ANKZF1		9.97E-01

		BP		GO:0045880~positive regulation of smoothened signaling pathway		3		2.00E-01		STK36, CTNNA1, IHH		9.97E-01

		BP		GO:0016055~Wnt signaling pathway		6		2.00E-01		APC2, PYGO2, PRKAA1, GRK5, CSNK2B, CSNK1G2		9.97E-01

		BP		GO:0042981~regulation of apoptotic process		7		2.01E-01		EGR1, CASP4, CASP1, CARD6, SRA1, HS1BP3, BIRC3		9.97E-01

		BP		GO:0043524~negative regulation of neuron apoptotic process		5		2.08E-01		NTRK1, TFAP2B, TFAP2D, GDNF, OXR1		9.97E-01

		BP		GO:0051301~cell division		10		2.10E-01		RB1, USP37, CDC23, RGS14, HEPACAM2, ARHGEF2, CDC25C, PMF1, PAFAH1B1, CKS1B		9.97E-01

		BP		GO:0071222~cellular response to lipopolysaccharide		6		2.12E-01		CX3CR1, TRIM41, NFKBIL1, TNIP3, MMP8, TNF		9.97E-01

		BP		GO:0010718~positive regulation of epithelial to mesenchymal transition		3		2.12E-01		CRB2, DAB2, TNXB		9.97E-01

		BP		GO:0070979~protein K11-linked ubiquitination		3		2.12E-01		CDC23, UBE2B, UBE2D2		9.97E-01

		BP		GO:0043123~positive regulation of canonical NF-kappaB signal transduction		8		2.14E-01		NCR3, UBD, NEK6, CASP1, TRIM58, TNF, MYD88, BIRC2		9.97E-01

		BP		GO:0002052~positive regulation of neuroblast proliferation		3		2.24E-01		BCAN, CTNNB1, HAPLN2		9.97E-01

		BP		GO:0050673~epithelial cell proliferation		3		2.24E-01		RB1, YAP1, PURA		9.97E-01

		BP		GO:0030316~osteoclast differentiation		3		2.24E-01		SBNO2, EFNA2, TNF		9.97E-01

		BP		GO:0051402~neuron apoptotic process		4		2.29E-01		RB1, NTRK1, TFAP2B, OXR1		9.97E-01

		BP		GO:0019228~neuronal action potential		3		2.36E-01		SCN10A, SCN11A, SCN5A		9.97E-01

		BP		GO:0032755~positive regulation of interleukin-6 production		4		2.37E-01		IL6R, TNF, MYD88, IL17A		9.97E-01

		BP		GO:0032880~regulation of protein localization		4		2.37E-01		TRIM46, RACK1, WNT8A, TRIM58		9.97E-01

		BP		GO:0010468~regulation of gene expression		8		2.38E-01		TCF19, ZNF142, NIPBL, CDK6, IHH, AFF4, HNRNPAB, NKAPL		9.97E-01

		BP		GO:0006886~intracellular protein transport		11		2.40E-01		RIMS2, RIMS1, RPH3AL, TMED9, SEC24A, SAR1B, RAB24, SCG5, MYRIP, NES, RHOB		9.97E-01

		BP		GO:0000398~mRNA splicing, via spliceosome		9		2.41E-01		AQR, DDX46, DDX39B, DHX16, KLHL3, DDX41, PRPF8, LSM2, HNRNPA0		9.97E-01

		BP		GO:0090090~negative regulation of canonical Wnt signaling pathway		6		2.42E-01		APC2, EGR1, DAB2, STK11, FZD6, DKK1		9.97E-01

		BP		GO:0031175~neuron projection development		5		2.43E-01		RB1, TNXB, RAPGEF2, PPP1R9A, LRP12		9.97E-01

		BP		GO:0007218~neuropeptide signaling pathway		5		2.43E-01		NPS, KISS1R, SCG5, RAPGEF2, GPR83		9.97E-01

		BP		GO:0032869~cellular response to insulin stimulus		4		2.46E-01		RB1, PKLR, BGLAP, INPP5K		9.97E-01

		BP		GO:0042026~protein refolding		3		2.49E-01		HSPA9, HSPA1L, HSPA1A		9.97E-01

		BP		GO:0009566~fertilization		3		2.49E-01		UBE2Q1, EHMT2, APOB		9.97E-01

		BP		GO:0051897~positive regulation of phosphatidylinositol 3-kinase/protein kinase B signal transduction		6		2.54E-01		HAX1, PDGFD, INSRR, RICTOR, TNF, HBEGF		9.97E-01

		BP		GO:0043161~proteasome-mediated ubiquitin-dependent protein catabolic process		9		2.55E-01		RMND5B, PSMB7, RNF126, UBE2B, ZFAND2B, KLHL3, BIRC2, DCAF13, HNRNPA0		9.97E-01

		BP		GO:0050890~cognition		3		2.61E-01		NIPBL, BGLAP, BOLA-DRA		9.97E-01

		BP		GO:0043525~positive regulation of neuron apoptotic process		3		2.61E-01		TFAP2B, CASP4, TNF		9.97E-01

		BP		GO:0006974~DNA damage response		8		2.63E-01		YAP1, MDC1, STK11, PLK5, WDR48, DCUN1D5, GNL1, IER3		9.97E-01

		BP		GO:0006935~chemotaxis		4		2.64E-01		CX3CR1, LECT2, ECSCR, CCR8		9.97E-01

		BP		GO:0000132~establishment of mitotic spindle orientation		3		2.73E-01		PKHD1, MISP, PAFAH1B1		9.97E-01

		BP		GO:0010976~positive regulation of neuron projection development		4		2.82E-01		NTRK1, DDR1, RAPGEF2, SCARF1		9.97E-01

		BP		GO:0030335~positive regulation of cell migration		7		2.83E-01		VIL1, SEMA4A, DAB2, MMP7, MGAT5, PDGFD, RACK1		9.97E-01

		BP		GO:0007346~regulation of mitotic cell cycle		3		2.86E-01		YWHAE, SRA1, CKS1B		9.97E-01

		BP		GO:0007409~axonogenesis		4		2.91E-01		STK11, SCN11A, PITPNA, TRIM46		9.97E-01

		BP		GO:0051649~establishment of localization in cell		4		2.91E-01		CATSPER3, SLC11A1, NME5, APOB		9.97E-01

		BP		GO:0007173~epidermal growth factor receptor signaling pathway		3		2.98E-01		VIL1, SHC1, HBEGF		9.97E-01

		BP		GO:0007254~JNK cascade		3		2.98E-01		TNF, MYD88, PAFAH1B1		9.97E-01

		BP		GO:0051726~regulation of cell cycle		6		2.99E-01		FBXL21, MNT, PRCC, RACK1, BIRC2, BIRC3		9.97E-01

		BP		GO:0001822~kidney development		4		3.00E-01		PKHD1, PYGO2, TFAP2B, CPLANE1		9.97E-01

		BP		GO:0010595~positive regulation of endothelial cell migration		3		3.10E-01		BSG, AAMP, RHOB		9.97E-01

		BP		GO:0021987~cerebral cortex development		3		3.10E-01		YWHAE, LHX2, CRK		9.97E-01

		BP		GO:0050885~neuromuscular process controlling balance		3		3.10E-01		TIFAB, NEUROG1, PAFAH1B1		9.97E-01

		BP		GO:0000184~nuclear-transcribed mRNA catabolic process, nonsense-mediated decay		3		3.10E-01		ETF1, SMG5, SMG6		9.97E-01

		BP		GO:0051209~release of sequestered calcium ion into cytosol		3		3.10E-01		HTR2A, PLCD4, PLCD1		9.97E-01

		BP		GO:0007030~Golgi organization		5		3.17E-01		TMED9, ATP8B3, ATP8B2, GORASP1, LMAN2		9.97E-01

		BP		GO:0007507~heart development		6		3.18E-01		SHC1, OSR1, SMYD4, ZFPM2, PDLIM7, DBN1		9.97E-01

		BP		GO:0006406~mRNA export from nucleus		3		3.23E-01		SEM1, NUP155, DDX39B		9.97E-01

		BP		GO:0048666~neuron development		3		3.23E-01		IHH, MRPS18B, PBX2		9.97E-01

		BP		GO:0065003~protein-containing complex assembly		3		3.23E-01		YAP1, RIMS1, PPID		9.97E-01

		BP		GO:0007417~central nervous system development		5		3.24E-01		BCAN, DAZAP1, RELN, ZSCAN31, HAPLN2		9.97E-01

		BP		GO:0006811~monoatomic ion transport		4		3.28E-01		GRIN3B, CATSPER3, SFXN4, GRIA4		9.97E-01

		BP		GO:0007169~cell surface receptor protein tyrosine kinase signaling pathway		5		3.32E-01		NTRK1, DDR1, SHC2, DOK3, SHC1		9.97E-01

		BP		GO:0048511~rhythmic process		3		3.35E-01		FBXL21, PRKAA1, RACK1		9.97E-01

		BP		GO:0035249~synaptic transmission, glutamatergic		3		3.35E-01		NPS, GRIN3B, GRIA4		9.97E-01

		BP		GO:0007224~smoothened signaling pathway		4		3.37E-01		RB1, STK36, CTNNA1, IHH		9.97E-01

		BP		GO:0009617~response to bacterium		4		3.46E-01		VIL1, RNF5, CFB, C2		9.97E-01

		BP		GO:0072659~protein localization to plasma membrane		6		3.51E-01		FYB1, BSG, PALM, FLOT1, INPP5K, TNF		9.97E-01

		BP		GO:0007166~cell surface receptor signaling pathway		7		3.59E-01		FCRL1, VIPR2, CALCR, FCRL5, ADGRD2, FCRL3, FCRL4		9.97E-01

		BP		GO:0002062~chondrocyte differentiation		3		3.59E-01		RB1, OSR1, MEF2D		9.97E-01

		BP		GO:0042733~embryonic digit morphogenesis		3		3.59E-01		OSR1, IHH, CPLANE1		9.97E-01

		BP		GO:0045893~positive regulation of DNA-templated transcription		11		3.60E-01		ARHGEF11, EGR1, WNT6, ANKRD49, SHC1, NSD1, CTNNB1, INPP5K, MED16, ARID1B, GDF7		9.97E-01

		BP		GO:0016477~cell migration		8		3.69E-01		APC2, CTNNA1, SDC1, PBXIP1, CTNNA2, MISP, DOCK1, CRK		9.97E-01

		BP		GO:0050766~positive regulation of phagocytosis		3		3.71E-01		SLC11A1, LMAN2, MBL2		9.97E-01

		BP		GO:0060271~cilium assembly		8		3.74E-01		DYNC2H1, PKHD1, CPLANE1, NME5, TXNDC15, RILP, WDR35, LRP12		9.97E-01

		BP		GO:0043410~positive regulation of MAPK cascade		5		3.77E-01		DOK3, FCRL3, INSRR, LAMTOR2, IQGAP3		9.97E-01

		BP		GO:0007200~phospholipase C-activating G protein-coupled receptor signaling pathway		4		3.82E-01		CX3CR1, LPAR6, GPR83, HTR2A		9.97E-01

		BP		GO:0008630~intrinsic apoptotic signaling pathway in response to DNA damage		3		3.83E-01		TNF, HIC1, IER3		9.97E-01

		BP		GO:0006979~response to oxidative stress		4		3.91E-01		PRDX3, GPX4, ETFDH, OXR1		9.97E-01

		BP		GO:0031640~killing of cells of another organism		3		3.95E-01		C6, C7, C9		9.97E-01

		BP		GO:0007338~single fertilization		3		3.95E-01		TRPC7, WDR48, ASH1L		9.97E-01

		BP		GO:0001503~ossification		3		3.95E-01		SBNO2, PDLIM7, FSTL3		9.97E-01

		BP		GO:0048856~anatomical structure development		3		3.95E-01		TFAP2B, TFAP2D, EGFL8		9.97E-01

		BP		GO:0000281~mitotic cytokinesis		3		4.06E-01		EFHC1, KIF20A, RHOB		9.97E-01

		BP		GO:0042147~retrograde transport, endosome to Golgi		4		4.09E-01		RNF126, VPS50, VPS53, TRIM27		9.97E-01

		BP		GO:0006325~chromatin organization		5		4.15E-01		RB1, KMT2E, BAG6, GATAD1, HDAC9		9.97E-01

		BP		GO:0009791~post-embryonic development		3		4.18E-01		STK36, ASH1L, APOB		9.97E-01

		BP		GO:0006814~sodium ion transport		3		4.18E-01		CATSPER3, SLC23A1		9.97E-01

		BP		GO:0051092~positive regulation of NF-kappaB transcription factor activity		3		4.18E-01		RNF25, TRIM15, TNF		9.97E-01

		BP		GO:0009887~animal organ morphogenesis		4		4.27E-01		GREM1, PBX2, MEIS2, FGF22		9.97E-01

		BP		GO:0045444~fat cell differentiation		3		4.29E-01		TFAP2B, NIPBL, ZFPM2		9.97E-01

		BP		GO:0033138~positive regulation of peptidyl-serine phosphorylation		3		4.29E-01		AKAP9, FNIP2, TNF		9.97E-01

		BP		GO:0007157~heterophilic cell-cell adhesion via plasma membrane cell adhesion molecules		3		4.29E-01		CRB2, NOTCH4, SCARF1		9.97E-01

		BP		GO:0033674~positive regulation of kinase activity		3		4.41E-01		NTRK1, DDR1, INSRR		9.97E-01

		BP		GO:0006888~endoplasmic reticulum to Golgi vesicle-mediated transport		5		4.52E-01		TMED9, SEC24A, SAR1B, LMAN2, BET1		9.97E-01

		BP		GO:0060395~SMAD protein signal transduction		3		4.52E-01		GDF9, SMAD5, GDF7		9.97E-01

		BP		GO:0032757~positive regulation of interleukin-8 production		3		4.52E-01		TNF, ELANE, MYD88		9.97E-01

		BP		GO:0008285~negative regulation of cell population proliferation		7		4.65E-01		NTRK1, DDR1, TFAP2B, CTNNB1, RAPGEF2, DLEC1, ETV3		9.97E-01

		BP		GO:0043065~positive regulation of apoptotic process		7		4.70E-01		PRR7, UBD, RACK1, CTNNB1, TNF, PPID, RHOB		9.97E-01

		BP		GO:0007049~cell cycle		7		4.70E-01		RB1, MDC1, USP37, CDC23, RACK1, ARHGEF2, CKS1B		9.97E-01

		BP		GO:0010467~gene expression		4		4.79E-01		FMN1, IQGAP3, MYD88, IL17A		9.97E-01

		BP		GO:0007264~small GTPase-mediated signal transduction		4		4.79E-01		ARHGAP32, RAPGEF2, DOCK1, RHOB		9.97E-01

		BP		GO:0055085~transmembrane transport		13		4.85E-01		SLC23A3, HCN3, CATSPER3, ABCB6, SLC43A2, SLC23A1, ABCA7, SLC25A48, SLC22A13, SLC4A9, SLC22A14, SLC25A44, HCN2		9.97E-01

		BP		GO:1904263~positive regulation of TORC1 signaling		3		4.85E-01		BMT2, LAMTOR2, FNIP2		9.97E-01

		BP		GO:0045666~positive regulation of neuron differentiation		3		4.85E-01		ARHGEF2, NEUROG1, GDF7		9.97E-01

		BP		GO:0045732~positive regulation of protein catabolic process		3		4.85E-01		APC2, RILP, IER3		9.97E-01

		BP		GO:0043484~regulation of RNA splicing		3		4.85E-01		PTBP1, CLK4, CLK2		9.97E-01

		BP		GO:0001649~osteoblast differentiation		3		4.96E-01		BGLAP, IHH, MEF2D		9.97E-01

		BP		GO:0050731~positive regulation of peptidyl-tyrosine phosphorylation		3		4.96E-01		HAX1, HTR2A, HBEGF		9.97E-01

		BP		GO:0032729~positive regulation of type II interferon production		3		4.96E-01		SLC11A1, TRIM27, TNF		9.97E-01

		BP		GO:0043491~phosphatidylinositol 3-kinase/protein kinase B signal transduction		3		4.96E-01		HTR2A, PEAR1, TNF		9.97E-01

		BP		GO:0032456~endocytic recycling		3		5.06E-01		VPS50, DENND1A, VPS53		9.97E-01

		BP		GO:0030509~BMP signaling pathway		4		5.12E-01		EGR1, GDF9, SMAD5, GDF7		9.97E-01

		BP		GO:0000724~double-strand break repair via homologous recombination		4		5.20E-01		SEM1, WDR48, MRE11, RPA1		9.97E-01

		BP		GO:0007596~blood coagulation		3		5.27E-01		MPIG6B, F12, TFPI2		9.97E-01

		BP		GO:0035556~intracellular signal transduction		12		5.34E-01		ARHGEF11, SRPK2, CDKL3, SHC2, STK11, PRKAA1, SH3BP5L, SHC1, ASB4, NRG2, OXSR1, PLCD4		9.97E-01

		BP		GO:0007605~sensory perception of sound		4		5.36E-01		NIPBL, CNTN5, LHFPL3, CLRN3		9.97E-01

		BP		GO:0007268~chemical synaptic transmission		5		5.37E-01		GJD2, CHRNB2, HTR2A, TPGS1, PAFAH1B1		9.97E-01

		BP		GO:0001817~regulation of cytokine production		4		5.44E-01		BTNL9, MOG, ZBTB12, BTNL2		9.97E-01

		BP		GO:0030855~epithelial cell differentiation		3		5.57E-01		VIL1, VDAC1, GDF7		9.97E-01

		BP		GO:0032760~positive regulation of tumor necrosis factor production		3		5.57E-01		MMP8, MYD88, IL17A		9.97E-01

		BP		GO:0030317~flagellated sperm motility		3		5.57E-01		CATSPER3, ASH1L, APOB		9.97E-01

		BP		GO:0001934~positive regulation of protein phosphorylation		5		5.64E-01		DAB2, RACK1, IQGAP3, TNF, FGF22		9.97E-01

		BP		GO:0031146~SCF-dependent proteasomal ubiquitin-dependent protein catabolic process		3		5.76E-01		FBXL21, FBXO9, SKP1		9.97E-01

		BP		GO:0015031~protein transport		9		5.87E-01		SCAMP4, RAB25, MTX1, KIF20A, RILP, SIL1, PPID, SCAMP3, BET1		9.97E-01

		BP		GO:0009653~anatomical structure morphogenesis		3		5.94E-01		FOXI2, PITX1, SMAD5		9.97E-01

		BP		GO:0070374~positive regulation of ERK1 and ERK2 cascade		5		5.96E-01		NTRK1, SHC1, PDGFD, RAPGEF2, HTR2A		9.97E-01

		BP		GO:0010951~negative regulation of endopeptidase activity		3		6.03E-01		SERPINF1, SERPINF2, SPOCK1		9.97E-01

		BP		GO:0071346~cellular response to type II interferon		3		6.30E-01		MYO1C, AIF1, TNF		9.97E-01

		BP		GO:0000278~mitotic cell cycle		4		6.53E-01		PPP2CA, PLK5, TUBB, SKP1		9.97E-01

		BP		GO:0007165~signal transduction		17		6.54E-01		CHRNB2, YWHAE, ARHGAP11A, FAM13B, RGS14, PLPPR3, LRRD1, RHOB, ARHGAP45, STK11, CDK6, GRK5, GRK6, AKAP9, PLPP2, CRK, CSNK1G2		9.97E-01

		BP		GO:0042391~regulation of membrane potential		3		6.54E-01		RIMS2, CHRNB2, RIMS1		9.97E-01

		BP		GO:0007010~cytoskeleton organization		3		6.62E-01		VIL1, PALM, VILL		9.97E-01

		BP		GO:0042742~defense response to bacterium		5		6.68E-01		LEAP2, SHC1, CASP4, DEFB113, DEFB110		9.97E-01

		BP		GO:0071356~cellular response to tumor necrosis factor		3		6.70E-01		DCSTAMP, INPP5K, BIRC2		9.97E-01

		BP		GO:0006869~lipid transport		3		6.70E-01		NAXE, ESYT2, ABCA7		9.97E-01

		BP		GO:0030182~neuron differentiation		4		6.73E-01		WNT6, WNT10A, LHX2, WNT8A		9.97E-01

		BP		GO:0006260~DNA replication		3		6.85E-01		ORC5, MCM3, RPA1		9.97E-01

		BP		GO:0050728~negative regulation of inflammatory response		3		6.85E-01		RB1, PTGER4, IER3		9.97E-01

		BP		GO:0006457~protein folding		4		6.91E-01		CCT3, HSPA4, PFDN1, PPID		9.97E-01

		BP		GO:0001666~response to hypoxia		3		7.00E-01		CHRNB2, EGR1, CASP1		9.97E-01

		BP		GO:0046330~positive regulation of JNK cascade		3		7.00E-01		DKK1, TNF, MYD88		9.97E-01

		BP		GO:0016311~dephosphorylation		4		7.03E-01		PTPRE, PTPRN2, INPP5K, LHPP		9.97E-01

		BP		GO:0008360~regulation of cell shape		4		7.09E-01		VIL1, SEMA4A, PALM, CRK		9.97E-01

		BP		GO:0008104~protein localization		3		7.28E-01		CTNNA1, LAMTOR2, DOC2B		9.97E-01

		BP		GO:0006887~exocytosis		3		7.28E-01		RPH3AL, RAB25, DOC2B		9.97E-01

		BP		GO:0036503~ERAD pathway		3		7.41E-01		BAG6, RNF5, ANKZF1		9.97E-01

		BP		GO:0007219~Notch signaling pathway		3		7.41E-01		CDK6, NOTCH4, IL17A		9.97E-01

		BP		GO:0008283~cell population proliferation		3		7.47E-01		DDR1, DDX41, CRK		9.97E-01

		BP		GO:0008380~RNA splicing		3		7.47E-01		PTBP1, RBM48, DHX16		9.97E-01

		BP		GO:0016042~lipid catabolic process		3		7.53E-01		PLCD4, PLCD1, PAFAH1B1		9.97E-01

		BP		GO:0006606~protein import into nucleus		3		7.59E-01		MMP12, NUP155, FAM53C		9.97E-01

		BP		GO:0006470~protein dephosphorylation		4		7.82E-01		PPP2CA, PTPRE, PTPRN2, CDC25C		9.97E-01

		BP		GO:0006338~chromatin remodeling		4		7.95E-01		NIPBL, GATAD1, HDGF, ARID1B		9.97E-01

		BP		GO:0006629~lipid metabolic process		4		8.04E-01		RUBCNL, PLCD4, CRK, PLCD1		9.97E-01

		BP		GO:0030334~regulation of cell migration		3		8.08E-01		TNXB, MMP3, FGF22		9.97E-01

		BP		GO:0043547~positive regulation of GTPase activity		3		8.17E-01		RACK1, RGS10, RAPGEF2		9.97E-01

		BP		GO:0006397~mRNA processing		3		8.73E-01		PTBP1, RBM48, DHX16		9.97E-01

		BP		GO:0032259~methylation		3		9.05E-01		GAMT, MGMT, BMT2		9.97E-01

		BP		GO:0050821~protein stabilization		3		9.05E-01		CAMLG, WDR81, GLMP		9.97E-01

		BP		GO:0006897~endocytosis		3		9.10E-01		MYO1C, DENND1A, CSNK1G2		9.97E-01

		BP		GO:0000226~microtubule cytoskeleton organization		3		9.10E-01		APC2, TTLL4, TUBB		9.97E-01

		BP		GO:0010629~negative regulation of gene expression		3		9.26E-01		YAP1, IQGAP3, SMAD5		9.97E-01

		BP		GO:0006355~regulation of DNA-templated transcription		12		9.67E-01		ZNF496, KMT2E, SBNO2, GON4L, NOTCH4, NSD1, GATAD1, MTERF1, ASH1L, ZNF621, ZNF354A, APBB3		9.97E-01

		BP		GO:0007186~G protein-coupled receptor signaling pathway		39		9.73E-01		CX3CR1, OR2G6, OR11L1, OR14J1, OR2G3, GPR85, RXFP4, OR2M4, RXFP1, OR2T11, GNGT1, CXCR1, OR2W3, OR2W1, CXCR2, INPP5K, CCR8, OR12D3, OR12D2, OR2B6, ARHGEF11, OR2T27, OR6F1, GPR39, RPH3AL, GABBR1, OR2J3, OR2H1, GPBAR1, GNG11, OR2T4, OR2T2, OR5V1, OR2V2, OR2V1, OR2L13, OR10C1, OR2B11, RAPGEF2		9.97E-01

		BP		GO:0006412~translation		5		9.77E-01		RPS15, RPL14, RPL37, PAIP2, MRPL24		9.97E-01

		BP		GO:0019221~cytokine-mediated signaling pathway		3		9.82E-01		LIFR, OSMR, IL6R		9.97E-01

		BP		GO:0045892~negative regulation of DNA-templated transcription		5		9.83E-01		TFAP2B, SBNO2, SHC1, CTNNB1, INPP5K		9.97E-01

		MF		GO:0005518~collagen binding		5		3.54E-02		DDR1, MMP12, MMP13, SPOCK1, FSTL3		9.98E-01

		KEGG		bta04740:Olfactory transduction		24		1.00E+00		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR14J1, OR2J3, OR2H1, OR2M4, OR2T11, OR2T4, OR2T2, OR5V1, OR2V2, OR2W3, OR2V1, OR2L13, OR2W1, OR10C1, OR2B11, OR12D3, OR12D2, OR2B6, PRKG1		1.00E+00

		CC		GO:0005886~plasma membrane		140		1.00E+00		VIPR2, SLC23A1, IHH, OR2M4, RXFP1, TNF, OR2T11, FLAD1, SCN11A, BSG, PALM, PAQR8, CHRNB2, ENTPD3, SLC11A1, RPSA, DKK1, OR2T4, SCN10A, OR2T2, OR2L13, VDAC1, PLPP2, PPID, CSNK1G2, SHC2, ABCB6, SHC1, NOTCH4, ECSCR, GPR85, GPR83, AGER, EFNA4, CBARP, LYPD8, PRDX3, CALCR, GRK5, C9, GRK6, NEU1, INPP5K, KCNN3, OR2B6, GRIA4, RAP1GAP2, FYB1, ATP8B3, MPIG6B, ATP8B2, CNTN5, UBE2B, FZD6, PRRC2A, EFNA1, VIL1, PTPRE, DAB2, GRIN3B, EFNA3, EFNA2, OR10C1, LRP12, ITM2B, MYD88, YWHAE, DDR1, PRR7, SLC44A4, OR14J1, AQP10, SRA1, DOC2B, HTR2A, SGCE, CATIP, FLOT1, SCN5A, CLIC1, PRKG1, TRPC7, ARHGEF11, GPR39, OR2H1, GPBAR1, ARID1B, RHOB, NCR3, RTN4RL1, MYOT, RAPGEF2, OR2B11, TLCD2, CRK, DOCK1, DBN1, HBEGF, CRB2, PTGER4, OR2G6, OR2G3, RGS14, PLPPR3, PON2, DCST1, TMEM163, PPP2CA, MUC1, OR2W3, LMAN2, KRIT1, NCAM2, RHBG, AAMP, LY6G6E, MISP, LY6G6F, OPCML, JAM3, NTRK1, OR2T27, SEMA4A, OR6F1, HSPA1L, LHFPL3, ACVR2B, SLC4A9, RIT1, MYO1C, OR2V2, ABHD17A, OR2V1, SYT11, RGS10, CTNNB1, RHAG, PLCD4, HSPA1A		1.00E+00

		MF		GO:0051787~misfolded protein binding		4		3.85E-02		HSPA9, BAG6, HSPA1L, HSPA1A		1.00E+00

		MF		GO:0005125~cytokine activity		13		4.02E-02		WNT10A, WNT8A, TNF, GDF7, GREM1, GDF9, WNT6, NCR3, IL9, LTA, IL17F, LTB, IL17A		1.00E+00

		MF		GO:0030971~receptor tyrosine kinase binding		5		4.16E-02		SHC2, GDNF, SHC1, RACK1, CRK		1.00E+00

		MF		GO:1901981~phosphatidylinositol phosphate binding		4		4.29E-02		ARHGAP32, DENND1A, RUBCNL, NLRP3		1.00E+00

		MF		GO:0043565~sequence-specific DNA binding		11		5.13E-02		PGBD1, PGBD2, EGR1, CSRNP1, TFAP2B, ETV3L, FEV, GATAD1, NLRP3, ETV3, CXXC5		1.00E+00

		MF		GO:0005524~ATP binding		60		5.18E-02		DDR1, DDX46, UBE2D2, ULK4, DDX41, PRKAG3, STK11, FLAD1, PDK4, DHX16, PRKG1, XYLB, DYNC2H1, CCT3, CDKL3, ENTPD3, INSRR, PEX1, OXSR1, LRRD1, BCS1L, CDC34, DDX39B, MSH5, MCM3, KIF20A, CSNK1G2, PRKAA1, ABCB6, SRR, GRK5, STK36, GRK6, PMVK, NLRP3, DPH6, PGK2, VARS2, ABCF1, HSPA9, NTRK1, SRPK2, PLK5, ATP8B3, HSPA1L, PKLR, ATP8B2, UBE2B, HSPA4, NEK6, ABCA7, ACVR2B, CLK4, CLK2, CDK6, MYO1C, ACTC1, SUCLA2, ITM2B, HSPA1A		1.00E+00

		MF		GO:0000981~DNA-binding transcription factor activity, RNA polymerase II-specific		47		5.67E-02		ZNF496, CSRNP1, GCM1, ATF6B, ONECUT3, TCF7, FOXI2, ZSCAN9, BARX2, PURA, MNT, ZFP57, ZSCAN31, ZKSCAN8, NKX1-2, ZSCAN12, ZKSCAN4, ZBTB7B, ZNF621, PITX1, MEF2D, ZNF389, ZSCAN16, TFAP2B, EGR1, ZNF165, PROP1, TFAP2D, FKBPL, OSR1, PBX2, ZBTB12, EBF3, ETV3, SMAD5, HIC1, POU5F1, KLF16, ETV3L, LHX2, FEV, ZSCAN26, TCF3, ZNF354A, NEUROG1, ZNF311, MXD3		1.00E+00

		MF		GO:0038023~signaling receptor activity		8		5.81E-02		PAQR6, RTN4RL1, NOTCH4, BSG, IZUMO1R, GFRA3, PEAR1, AGER		1.00E+00

		MF		GO:0001227~DNA-binding transcription repressor activity, RNA polymerase II-specific		16		7.18E-02		ZNF672, ZNF692, ZBTB12, ETV3, SMAD5, HIC1, KLF16, MNT, ZFP57, ZFP62, ZKSCAN8, ZSCAN12, TCF3, ZNF621, ZNF389, ZNF311		1.00E+00

		MF		GO:0030145~manganese ion binding		5		7.69E-02		MRE11, MGAT5, MGAT1, B4GALT7, SMG6		1.00E+00

		MF		GO:0042802~identical protein binding		33		7.83E-02		YWHAE, RB1, OAT, NAXE, PON2, LECT2, HTR2A, TNF, RNF5, PRDX3, PGBD1, MNT, FLAD1, ESD, CTNNA1, TRIM27, ZKSCAN4, NCAM2, PRKG1, MBL2, TRIM41, ARID3A, GDF7, CLK2, SYT11, VDAC1, LY6G5B, LY6G5C, MYD88, HCN2, BIRC2, PAFAH1B1, SLC25A13		1.00E+00

		MF		GO:0005164~tumor necrosis factor receptor binding		4		8.07E-02		NCR3, LTA, LTB, TNF		1.00E+00

		MF		GO:0097602~cullin family protein binding		4		8.07E-02		DCUN1D5, KLHL3, SKP1, HNRNPA0		1.00E+00

		MF		GO:0030506~ankyrin binding		3		8.55E-02		RHAG, SCN5A, RHBG		1.00E+00

		MF		GO:0050750~low-density lipoprotein particle receptor binding		3		8.55E-02		APOB, APBB3, DKK1		1.00E+00

		MF		GO:0070034~telomerase RNA binding		3		8.55E-02		NHP2, SMG5, SMG6		1.00E+00

		MF		GO:0003729~mRNA binding		14		8.71E-02		AQR, DAZAP1, CLUH, CSTF2T, KLHL3, DDX41, PTBP1, DDX39B, TDRD10, DXO, PAIP2, EIF3A, SLBP2, HNRNPA0		1.00E+00

		MF		GO:0044183~protein folding chaperone		4		9.34E-02		HSPA9, HSPA1L, PFDN1, HSPA1A		1.00E+00

		MF		GO:0031072~heat shock protein binding		4		9.34E-02		HSPA9, HSPA1L, LMAN2, HSPA1A		1.00E+00

		MF		GO:0061631~ubiquitin conjugating enzyme activity		4		9.34E-02		CDC34, UBE2B, UBE2Q1, UBE2D2		1.00E+00

		MF		GO:0098632~cell-cell adhesion mediator activity		4		9.34E-02		CNTN5, MYOT, BSG, JAM3		1.00E+00

		MF		GO:0008083~growth factor activity		9		1.00E-01		GDF9, GDNF, PDGFD, IL9, HDGF, NRG2, FGF22, HBEGF, GDF7		1.00E+00

		MF		GO:0004252~serine-type endopeptidase activity		12		1.01E-01		CFD, MUC1, GZMM, F12, PRTN3, PRSS57, AZU1, MMP8, ELANE, CFB, PCSK4, C2		1.00E+00

		MF		GO:0017022~myosin binding		3		1.06E-01		ACTC1, MOBP, MYRIP		1.00E+00

		MF		GO:0000287~magnesium ion binding		11		1.08E-01		SRPK2, SRR, STK11, ATP8B3, SUCLA2, PKLR, ATP8B2, NEK6, NT5C1B, DXO, AASDHPPT		1.00E+00

		MF		GO:0000978~RNA polymerase II cis-regulatory region sequence-specific DNA binding		45		1.12E-01		YAP1, ZNF496, ZNF672, GCM1, ZNF770, ZNF692, ATF6B, ONECUT3, TCF7, FOXI2, ZSCAN9, MNT, ZSCAN31, NSD1, ZKSCAN8, NKX1-2, ZSCAN12, ZKSCAN4, ZBTB7B, ZNF621, PITX1, MEF2D, ZNF389, ZSCAN16, TFAP2B, EGR1, ZNF165, ZNF142, PROP1, FKBPL, PBX2, ZBTB12, EBF3, SMAD5, MEIS2, HIC1, POU5F1, KLF16, LHX2, ZFP62, ZSCAN26, TCF3, ZNF354A, ZNF311, MXD3		1.00E+00

		MF		GO:0008201~heparin binding		8		1.26E-01		TNXB, RTN4RL1, HDGF, APOB, ELANE, THBS3, PAFAH1B1, HBEGF		1.00E+00

		MF		GO:0003712~transcription coregulator activity		7		1.41E-01		KDM3B, GON4L, TCERG1L, NSD1, HDGF, ARID3A, MED4		1.00E+00

		MF		GO:0003779~actin binding		10		1.47E-01		CNN2, MOBP, RUSC1, KLHL3, MYRIP, PDLIM7, PFN3, DBN1, TNS1, HNRNPA0		1.00E+00

		MF		GO:0001965~G-protein alpha-subunit binding		3		1.51E-01		RGS14, RGS10, PLCD4		1.00E+00

		MF		GO:0051219~phosphoprotein binding		3		1.62E-01		RB1, DPYS, PAFAH1B1		1.00E+00

		MF		GO:0005537~D-mannose binding		3		1.74E-01		LMAN2, BSG, MBL2		1.00E+00

		MF		GO:0046975~histone H3K36 methyltransferase activity		3		1.86E-01		ZFP62, NSD1, ASH1L		1.00E+00

		MF		GO:0022857~transmembrane transporter activity		6		1.92E-01		SLC23A3, SLC22A13, SLC25A48, SLC22A14, SLC23A1, SFXN4		1.00E+00

		MF		GO:0003676~nucleic acid binding		11		1.93E-01		GPANK1, ZCCHC10, REXO1, RBM48, DDX46, PEG10, ISG20L2, R3HDM4, GPATCH4, MTERF1, EXOG		1.00E+00

		MF		GO:0003714~transcription corepressor activity		8		1.97E-01		YAP1, NIPBL, GON4L, MIER2, PBXIP1, ZFPM2, ELANE, HSPA1A		1.00E+00

		MF		GO:0016887~ATP hydrolysis activity		17		1.99E-01		DYNC2H1, CCT3, HSPA9, ATP8B3, ATP6V1G2, ABCB6, HSPA1L, ATP8B2, ABCA7, PEX1, BCS1L, DDX39B, MCM3, NLRP3, KIF20A, HSPA1A, ABCF1		1.00E+00

		MF		GO:0001228~DNA-binding transcription activator activity, RNA polymerase II-specific		16		2.20E-01		ZNF672, ZNF770, TFAP2B, EGR1, GCM1, ZNF142, FKBPL, ATF6B, ONECUT3, NOTCH4, BARX2, MEIS2, ZFP62, LHX2, TCF3, MEF2D		1.00E+00

		MF		GO:0003713~transcription coactivator activity		9		2.33E-01		KMT2E, YAP1, CTNNB1, PBXIP1, TRIM27, ZFPM2, MED4, MED16, BIRC2		1.00E+00

		MF		GO:0003690~double-stranded DNA binding		5		2.33E-01		WDR48, MSH5, HDGF, MTERF1, GTF2H4		1.00E+00

		MF		GO:0051082~unfolded protein binding		6		2.39E-01		CCT3, HSPA9, HSPA1L, SCG5, PFDN1, HSPA1A		1.00E+00

		MF		GO:0031210~phosphatidylcholine binding		3		2.59E-01		PITPNA, ESYT2, VDAC1		1.00E+00

		MF		GO:0000977~RNA polymerase II transcription regulatory region sequence-specific DNA binding		10		2.64E-01		RB1, PURA, TFAP2B, ZFP57, TFAP2D, LHX2, EHMT2, OSR1, ETV3, BARX2		1.00E+00

		MF		GO:0001222~transcription corepressor binding		3		2.72E-01		STK36, EHMT2, NEK6		1.00E+00

		MF		GO:0008528~G protein-coupled peptide receptor activity		3		2.72E-01		VIPR2, KISS1R, RXFP1		1.00E+00

		MF		GO:0005096~GTPase activator activity		10		2.82E-01		RAP1GAP2, ARHGAP11A, ARHGAP32, RGS14, SGSM2, RGS10, RAPGEF2, NES, IQGAP3, ARHGAP45		1.00E+00

		MF		GO:0004674~protein serine/threonine kinase activity		13		2.83E-01		SRPK2, CDKL3, PRKAA1, PLK5, NEK6, STK19, OXSR1, CLK4, CLK2, STK11, GRK5, STK36, CSNK1G2		1.00E+00

		MF		GO:0005109~frizzled binding		3		2.96E-01		WNT6, WNT10A, WNT8A		1.00E+00

		MF		GO:0061629~RNA polymerase II-specific DNA-binding transcription factor binding		5		3.06E-01		RB1, CTNNB1, TCF3, ZFPM2, MEF2D		1.00E+00

		MF		GO:1990837~sequence-specific double-stranded DNA binding		3		3.08E-01		FEV, ZSCAN9, HIC1		1.00E+00

		MF		GO:0000166~nucleotide binding		5		3.14E-01		NAXE, NT5C1B, VDAC1, HDGF, DXO		1.00E+00

		MF		GO:0003724~RNA helicase activity		4		3.16E-01		DDX46, DDX39B, DHX16, DDX41		1.00E+00

		MF		GO:0005546~phosphatidylinositol-4,5-bisphosphate binding		4		3.16E-01		VIL1, KRIT1, VILL, PLCD1		1.00E+00

		MF		GO:0043130~ubiquitin binding		5		3.29E-01		WDR48, ZFAND2B, DHX16, BIRC2, CKS1B		1.00E+00

		MF		GO:0001784~phosphotyrosine residue binding		3		3.45E-01		SHE, SHC1, CRK		1.00E+00

		MF		GO:0008013~beta-catenin binding		4		3.52E-01		APC2, TCF7, CTNNA1, CTNNA2		1.00E+00

		MF		GO:0019955~cytokine binding		3		3.57E-01		LIFR, OSMR, ELANE		1.00E+00

		MF		GO:0051539~4 iron, 4 sulfur cluster binding		3		3.57E-01		NDUFS7, DPH1, ETFDH		1.00E+00

		MF		GO:0008017~microtubule binding		10		3.65E-01		APC2, RGS14, REEP2, KRIT1, FMN1, ARHGEF2, KIF20A, TPGS1, LRP12, PAFAH1B1		1.00E+00

		MF		GO:1990841~promoter-specific chromatin binding		3		3.69E-01		EGR1, NIPBL, EHMT2		1.00E+00

		MF		GO:0005509~calcium ion binding		24		3.82E-01		CRB2, NOTCH4, F12, IHH, PKD2L2, DOC2B, AIF1, FSTL4, FSTL3, THBS3, VIL1, MMP12, EGFLAM, MMP13, SYT11, BGLAP, EFHC1, SPOCK1, ESYT2, PLCD4, EGFL8, MATN3, PLCD1, SLC25A13		1.00E+00

		MF		GO:1990756~ubiquitin-like ligase-substrate adaptor activity		3		4.04E-01		KLHL3, DCAF13, HNRNPA0		1.00E+00

		MF		GO:0016787~hydrolase activity		7		4.31E-01		ACTC1, RELN, ENTPD3, DDX46, DHX16, DDX41, OVCA2		1.00E+00

		MF		GO:0004896~cytokine receptor activity		3		4.50E-01		LIFR, OSMR, IL6R		1.00E+00

		MF		GO:0031267~small GTPase binding		8		4.82E-01		RIMS2, RIMS1, RPH3AL, MYO1C, MYRIP, RILP, IQGAP3, DOCK1		1.00E+00

		MF		GO:0008289~lipid binding		5		4.84E-01		FYB1, GRK5, CASP4, ESYT2, PFN3		1.00E+00

		MF		GO:0019901~protein kinase binding		11		4.84E-01		PRDX3, NEK6, TRIM58, VDAC1, SCN5A, CDC25C, CNPPD1, CDK5R2, PRKAG3, RHOB, CKS1B		1.00E+00

		MF		GO:0003730~mRNA 3'-UTR binding		4		5.17E-01		DAZAP1, KLHL3, PUM2, HNRNPA0		1.00E+00

		MF		GO:0005516~calmodulin binding		6		5.21E-01		CNN2, RIT1, MYO1C, SCN5A, KCNN3, IQGAP3		1.00E+00

		MF		GO:0004725~protein tyrosine phosphatase activity		4		5.33E-01		PPP2CA, PTPRE, PTPRN2, CDC25C		1.00E+00

		MF		GO:0030170~pyridoxal phosphate binding		3		5.34E-01		SRR, OAT, PHYKPL		1.00E+00

		MF		GO:0019903~protein phosphatase binding		3		5.34E-01		YWHAE, FCRL3, CTNNB1		1.00E+00

		MF		GO:0000149~SNARE binding		3		5.34E-01		SEC24A, VPS50, SYT11		1.00E+00

		MF		GO:0005200~structural constituent of cytoskeleton		3		5.54E-01		ARPC2, TUBB, LMNA		1.00E+00

		MF		GO:0003723~RNA binding		23		5.71E-01		DAZAP1, RBM48, PRR3, CIRBP, DDX41, MEX3D, MRPL24, HNRNPAB, ANKHD1, LSM2, RPS15, MEX3A, DDX39B, RPL14, DHX16, DXO, MATR3, EIF4EBP3, KHDC4, RPL37, EIF1B, NELFE, HNRNPA0		1.00E+00

		MF		GO:0017124~SH3 domain binding		3		5.82E-01		ADAM15, FMN1, CRK		1.00E+00

		MF		GO:0004888~transmembrane signaling receptor activity		5		5.92E-01		FCRL1, CHRNB2, FCRL5, FCRL3, FCRL4		1.00E+00

		MF		GO:0005085~guanyl-nucleotide exchange factor activity		8		5.94E-01		ARHGEF11, SH3BP5L, PSD2, DENND1A, RAPGEF2, LAMTOR2, ARHGEF2, DOCK1		1.00E+00

		MF		GO:0004197~cysteine-type endopeptidase activity		3		6.10E-01		USP37, CASP4, CASP1		1.00E+00

		MF		GO:0051087~protein-folding chaperone binding		3		6.52E-01		TSACC, FNIP2, BIRC2		1.00E+00

		MF		GO:0016301~kinase activity		3		6.60E-01		PKLR, CSNK2B, PRKAG3		1.00E+00

		MF		GO:0046983~protein dimerization activity		6		6.77E-01		MNT, TCF3, MEF2D, RILP, NEUROG1, MXD3		1.00E+00

		MF		GO:0019899~enzyme binding		4		7.00E-01		KMT2E, WDR70, PRTN3, IL6R		1.00E+00

		MF		GO:0005178~integrin binding		4		7.12E-01		TNXB, ADAM15, JAM3, ITGA9		1.00E+00

		MF		GO:0005543~phospholipid binding		3		7.57E-01		APOM, PSD2, APOB		1.00E+00

		MF		GO:0045296~cadherin binding		3		7.62E-01		CTNNA1, CTNNB1, CTNNA2		1.00E+00

		MF		GO:0004672~protein kinase activity		5		7.67E-01		SRPK2, GRK5, STK36, NEK6, ULK4		1.00E+00

		MF		GO:0003697~single-stranded DNA binding		3		7.90E-01		PURA, WDR48, MCM3		1.00E+00

		MF		GO:0035091~phosphatidylinositol binding		3		8.05E-01		PITPNA, ESYT2, HS1BP3		1.00E+00

		MF		GO:0003924~GTPase activity		9		8.17E-01		RIT1, RAB25, SAR1B, TUBB, RAB24, TSR1, IFI47, GNL1, RHOB		1.00E+00

		MF		GO:0042803~protein homodimerization activity		13		8.18E-01		NTRK1, TFAP2B, CDSN, SLC11A1, VIL1, GSTA4, TRIM58, TCF3, MEF2D, NEUROG1, IL6R, JAM3, IL17A		1.00E+00

		MF		GO:0060090~molecular adaptor activity		3		8.49E-01		AKAP9, DHX16, LAMTOR2		1.00E+00

		MF		GO:0016491~oxidoreductase activity		3		8.68E-01		CYP51A1, MCM3, OXR1		1.00E+00

		MF		GO:0044877~protein-containing complex binding		3		8.68E-01		CRB2, PEX1, RNF5		1.00E+00

		MF		GO:0003700~DNA-binding transcription factor activity		6		8.81E-01		ZNF672, ZNF770, TFAP2B, ZNF692, PBX2, ZNF354A		1.00E+00

		MF		GO:0004842~ubiquitin-protein transferase activity		3		8.96E-01		UBE2B, RNF25, UBE2D2		1.00E+00

		MF		GO:0005525~GTP binding		9		9.48E-01		RIT1, RAB25, SAR1B, TUBB, RAB24, TSR1, IFI47, GNL1, RHOB		1.00E+00

		MF		GO:0004867~serine-type endopeptidase inhibitor activity		3		9.54E-01		SERPINF1, TFPI2, SERPINF2		1.00E+00

		MF		GO:0046982~protein heterodimerization activity		8		9.61E-01		PPP2CA, YWHAE, TFAP2B, TCF3, MEF2D, JAM3, PAFAH1B1, IL17A		1.00E+00

		MF		GO:0030246~carbohydrate binding		3		9.70E-01		BCAN, GALNT13, MBL2		1.00E+00

		MF		GO:0003735~structural constituent of ribosome		7		9.71E-01		RPS15, RPL14, MRPS18B, RPSA, RPL37, MRPL24, DAP3		1.00E+00

		MF		GO:0020037~heme binding		3		9.72E-01		CYP27A1, ABCB6, CYP51A1		1.00E+00

		MF		GO:0003682~chromatin binding		9		9.78E-01		YAP1, NIPBL, MNT, ZFP57, LHX2, ARID3A, ASH1L, BARX2, NEUROG1		1.00E+00

		MF		GO:0003677~DNA binding		17		9.94E-01		MBD3, ZNF496, WDR48, MGMT, STRBP, PBX2, ARID3A, ASH1L, ARID1B, MEIS2, SPATA24, AKAP9, POLR2E, HDGF, ZFPM2, ZNF621, ZNF354A		1.00E+00

		MF		GO:0004930~G protein-coupled receptor activity		30		9.97E-01		OR2G6, OR11L1, GPR26, OR14J1, OR2G3, GPR85, RXFP4, OR2M4, RXFP1, OR2T11, OR2W3, OR2W1, OR12D3, OR12D2, OR2B6, OR2T27, OR6F1, GPR39, OR2J3, OR2H1, FZD6, OR2T4, OR2T2, OR5V1, OR2V2, OR2V1, OR2L13, ADGRD2, OR10C1, OR2B11		1.00E+00

		MF		GO:0004984~olfactory receptor activity		23		9.99E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR14J1, OR2J3, OR2H1, OR2M4, OR2T11, OR2T4, OR2T2, OR5V1, OR2V2, OR2W3, OR2V1, OR2L13, OR2W1, OR10C1, OR2B11, OR12D3, OR12D2, OR2B6		1.00E+00

		BP		GO:0007204~positive regulation of cytosolic calcium ion concentration		7		1.00E+00		CX3CR1, PTGER4, CALCR, CXCR1, CXCR2, RXFP4, CCR8		1.00E+00

		BP		GO:0006954~inflammatory response		12		1.00E+00		CX3CR1, PTGER4, C4A, SLC11A1, CASP4, NLRP3, IL17F, ASH1L, AIF1, AGER, MYD88, IL17A		1.00E+00

		BP		GO:0007189~adenylate cyclase-activating G protein-coupled receptor signaling pathway		5		1.00E+00		PTGER4, GPR26, CALCR, ADGRD2, RXFP1		1.00E+00
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		Categoty		GO Term/pathway		Count		PValue		Genes		FDR

		MF		GO:0004896~cytokine receptor activity		8		6.58E-06		GHR, IL2RB, IL3RA, LIFR, CSF2RB, OSMR, CSF2RA		2.6E-03

		MF		GO:0019955~cytokine binding		7		2.46E-05		GHR, IL3RA, LIFR, OSMR, CSF2RA, ELANE		4.9E-03

		KEGG		bta04610:Complement and coagulation cascades		8		1.67E-03		CFD, C6, C7, C9, BDKRB2, BDKRB1, SERPING1, SERPINA5		3.9E-01

		MF		GO:0005127~ciliary neurotrophic factor receptor binding		3		3.48E-03		CNTF, LIFR, OSMR		4.6E-01

		CC		GO:0042583~chromaffin granule		4		1.77E-03		SERPINA3, SERPINA3-3, SERPINA3-1, SERPINA3-8		4.9E-01

		MF		GO:0047961~glycine N-acyltransferase activity		3		6.36E-03		GLYATL2, GAT, GLYAT		6.3E-01

		KEGG		bta04550:Signaling pathways regulating pluripotency of stem cells		9		5.53E-03		APC2, SOX2, TCF7, WNT8A, LIFR, TCF3, NEUROG1, SMAD5, LEFTY2		6.5E-01

		CC		GO:0005579~membrane attack complex		3		4.75E-03		C6, C7, C9		6.6E-01

		BP		GO:0050911~detection of chemical stimulus involved in sensory perception of smell		13		7.32E-04		OR2T27, OR2G6, OR2G3, OR2M4, OR2T11, OR2T4, OR2T2, OR2W3, OR2L13, OR4D11, OR2B11, OR4D9, OR4D6		6.7E-01

		CC		GO:0031941~filamentous actin		4		1.09E-02		APC2, RAC2, LPXN, SMTNL1		7.4E-01

		CC		GO:0031463~Cul3-RING ubiquitin ligase complex		4		1.30E-02		KEAP1, KLHL3, KCTD17, HNRNPA0		7.4E-01

		CC		GO:0031463~Cul3-RING ubiquitin ligase complex		4		1.30E-02		KEAP1, KLHL3, KCTD17, HNRNPA0		7.4E-01

		CC		GO:0009897~external side of plasma membrane		14		1.48E-02		RTN4RL2, LIFR, CSF2RB, GFRA3, OSMR, CSF2RA, GHR, IL2RB, IL3RA, BDKRB2, BDKRB1, MS4A2, MS4A1		7.4E-01

		CC		GO:0031012~extracellular matrix		8		1.60E-02		SNED1, ADAMTSL5, LRRTM4, GPC1, LRRTM2, RTN4RL2, TGFBI, ELFN2		7.4E-01

		CC		GO:0005912~adherens junction		7		2.18E-02		CTNND1, PKP2, CTNNA1, LPXN, CDH13, SHROOM1, NECTIN3		8.1E-01

		CC		GO:0016020~membrane		84		2.54E-02		OR11L1, TENM2, MS4A3, SLC44A2, MS4A7, OR2M4, ICAM3, ICAM4, ICAM5, PKD2L2, TXNDC15, PCSK4, OR2T11, ICAM1, GHR, C21H14ORF132, MGC137030, SLC25A48, STK11, LRRTM4, PALM, OSBP, BDKRB2, RAC2, BDKRB1, OR4D9, MS4A14, MADCAM1, MS4A13, GAL3ST2, OR4D6, OR5B2, STUM, EPHA5, TRPC7, CD96, GPR35, LIFR, TYK2, OSMR, ALG10, SSTR3, ARHGAP45, OR2T4, FAM210A, OR2T2, OR10V1, OR2L13, TMEM259, OR2B11, VDAC1, OR5A1, PLPP2, OR2G6, CATSPER3, OR2G3, NRXN1, CSF2RB, SLC38A11, HMMR, CSF2RA, LYPD8, MC2R, OR2W3, KISS1R, NLRP3, SMIM32, S1PR5, CSMD1, TMEM132D, OR2T27, OR6F1, PLK5, DNAH14, ABCA7, IGSF11, EFNA2, SYT10, IL2RB, MC5R, OR4D11, C7H5ORF15, NECTIN3, HCN2		8.1E-01

		CC		GO:0016342~catenin complex		4		3.22E-02		APC2, CTNND1, CTNNA1, CDH13		8.1E-01

		CC		GO:0005739~mitochondrion		24		3.42E-02		ACAD8, MPST, HSPA9, DTYMK, GLYATL2, PARP1, GPX4, HSPA4, MTERF4, PYCR2, GLYAT, FAM210A, SLC25A48, STK11, ILF3, TST, OXCT1, FDX2, ATG4B, NLRP3, D2HGDH, VDAC1, GAT, ATG4D		8.1E-01

		CC		GO:0042995~cell projection		6		3.54E-02		ENAH, EGFLAM, NRXN1, RAC2, NRXN3, LPXN		8.1E-01

		CC		GO:0043235~receptor complex		7		3.94E-02		RNMT, IL3RA, LIFR, GFRA3, OSMR, CSF2RA		8.1E-01

		CC		GO:0031410~cytoplasmic vesicle		8		3.99E-02		SERPINA3, SERPINA3-3, SERPINA3-1, RAC2, ATG4B, KIF1A, SERPINA3-8, MPEG1		8.1E-01

		CC		GO:0005615~extracellular space		34		4.04E-02		SERPINA3, CNTF, TMPRSS6, WNT8A, ELFN2, CXCL14, FSTL4, SERPINA5, LYPD8, FSTL3, GHR, C6, C7, LRRTM4, C9, C1QTNF6, LRRTM2, SPOCK1, LEFTY2, ELANE, SERPINA3-3, SERPINA3-1, RTN4RL2, AZU1, CRNN, GDF9, GDNF, TCN1, IL9, SERPING1, PRTN3, TGFBI, SERPINA3-8, PAPPA2		8.1E-01

		KEGG		bta05020:Prion disease		13		1.08E-02		EGR1, NDUFA10, NCF4, UQCR11, ATP5F1D, GRIN3B, C6, C7, NDUFS7, UQCRQ, C9, RAC2, VDAC1		8.4E-01

		MF		GO:0097602~cullin family protein binding		4		1.22E-02		KLHL3, KCTD17, SKP1, HNRNPA0		9.6E-01

		CC		GO:0036126~sperm flagellum		4		5.33E-02		TEX33, IFT27, CEP192, NME5		9.7E-01

		CC		GO:0098552~side of membrane		4		5.57E-02		EFNA2, GPC1, CDH13, LYPD8		9.7E-01

		BP		GO:0010951~negative regulation of endopeptidase activity		6		2.67E-03		SERPINA3, SERPINA3-3, SPOCK1, SERPING1, SERPINA3-8, SERPINA5		1.0E+00

		BP		GO:0019221~cytokine-mediated signaling pathway		9		7.13E-03		GHR, IL2RB, IL3RA, LIFR, CSF2RB, TYK2, OSMR, CSF2RA		1.0E+00

		BP		GO:0070936~protein K48-linked ubiquitination		5		1.08E-02		RNF126, UBE2B, KLHL3, DTX4, HNRNPA0		1.0E+00

		BP		GO:0098609~cell-cell adhesion		8		1.17E-02		CTNND1, BSG, PKP2, CTNNA1, ICAM3, ICAM4, ICAM5, ICAM1		1.0E+00

		BP		GO:0006957~complement activation, alternative pathway		3		1.23E-02		CFD, C7, C9		1.0E+00

		KEGG		bta04630:JAK-STAT signaling pathway		10		2.02E-02		GHR, CNTF, IL2RB, IL9, IL3RA, LIFR, CSF2RB, TYK2, OSMR, CSF2RA		1.0E+00

		KEGG		bta04136:Autophagy - other		4		2.28E-02		PPP2CA, ATG4B, ATG4D, ATG2B		1.0E+00

		BP		GO:0007166~cell surface receptor signaling pathway		7		2.87E-02		MS4A5, MS4A7, MS4A14, MS4A13, MS4A2, MS4A1, PAPPA2		1.0E+00

		KEGG		bta04520:Adherens junction		6		2.92E-02		FARP2, CTNND1, TCF7, RAC2, CTNNA1, NECTIN3		1.0E+00

		MF		GO:0005515~protein binding		48		2.92E-02		MIDN, TMPRSS6, NCF4, CSF2RB, ELFN2, MED16, CSF2RA, FSTL4, FSTL3, GHR, FBXL21, COP1, CDC23, EGFLAM, C6, TIFAB, C7, WDR70, ADAMTSL5, LRRTM4, PPP1R7, C9, C1QTNF6, SCN9A, LRRTM2, BTBD2, FBXO4, SPOCK1, BRD8, ANKMY1, TRPC7, EPHA5, FYB1, NUP155, TTC33, WDR18, CPLANE1, RTN4RL2, KLHL3, DICER1, OSMR, POLRMT, IL2RB, IL3RA, TRIM58, SOWAHA, PAPPA2, SMTNL1		1.0E+00

		KEGG		bta04120:Ubiquitin mediated proteolysis		8		3.02E-02		COP1, CDC34, CDC23, UBE2B, FBXO4, KEAP1, UBE2L6, SKP1		1.0E+00

		MF		GO:0004550~nucleoside diphosphate kinase activity		3		3.14E-02		DTYMK, NME5, AK7		1.0E+00

		BP		GO:0034727~piecemeal microautophagy of the nucleus		3		3.18E-02		ATG4B, ATG4D, ATG2B		1.0E+00

		MF		GO:0005248~voltage-gated sodium channel activity		3		3.47E-02		SCN9A, SCN7A, HCN2		1.0E+00

		BP		GO:2000045~regulation of G1/S transition of mitotic cell cycle		3		3.87E-02		CDKN2D, PPP2CA, PLK5		1.0E+00

		MF		GO:0019901~protein kinase binding		10		3.87E-02		HDAC4, CDKN2D, TCL1A, PARP1, CDC37, RAC2, TRIM58, VDAC1, CEP192, CDC25C		1.0E+00

		BP		GO:0030509~BMP signaling pathway		5		4.01E-02		EGR1, GDF9, TMPRSS6, SMAD5, LEFTY2		1.0E+00

		BP		GO:0034599~cellular response to oxidative stress		4		4.15E-02		PARP1, GPX4, KEAP1, PYCR2		1.0E+00

		MF		GO:0019838~growth factor binding		3		4.55E-02		GHR, LIFR, OSMR		1.0E+00

		BP		GO:0019222~regulation of metabolic process		3		4.61E-02		MC2R, MC5R, S1PR5		1.0E+00

		BP		GO:0006956~complement activation		3		5.00E-02		C6, C7, C9		1.0E+00

		MF		GO:0004252~serine-type endopeptidase activity		8		5.30E-02		CFD, GZMM, TMPRSS6, PRTN3, PRSS57, AZU1, ELANE, PCSK4		1.0E+00

		KEGG		bta03015:mRNA surveillance pathway		6		5.54E-02		PPP2CA, DAZAP1, RNMT, CLP1, PAPOLA, ETF1		1.0E+00

		BP		GO:0000209~protein polyubiquitination		6		5.87E-02		CDC34, UBE2B, FBXO4, TRIM58, UBE2L6, JADE2		1.0E+00

		KEGG		bta04151:PI3K-Akt signaling pathway		13		6.08E-02		PRKAA1, OSMR, GHR, PPP2CA, TCL1B, STK11, TCL1A, EFNA2, GDNF, CDC37, IL2RB, IL3RA, FGF22		1.0E+00

		BP		GO:0009636~response to toxic substance		3		6.23E-02		SCN9A, EPHX1, GLYAT		1.0E+00

		BP		GO:0043161~proteasome-mediated ubiquitin-dependent protein catabolic process		7		6.66E-02		RNF126, COP1, UBE2B, KLHL3, DTX4, KCTD17, HNRNPA0		1.0E+00

		BP		GO:0030316~osteoclast differentiation		3		6.66E-02		FARP2, SBNO2, EFNA2		1.0E+00

		KEGG		bta04810:Regulation of actin cytoskeleton		9		6.67E-02		ENAH, APC2, C6, C7, C9, RAC2, BDKRB2, BDKRB1, FGF22		1.0E+00

		CC		GO:0030424~axon		8		6.98E-02		CNTF, MYOT, SCN9A, PALM, BSG, SCN7A, KIF1A, HCN2		1.0E+00

		KEGG		bta05415:Diabetic cardiomyopathy		9		6.98E-02		PARP1, NDUFS7, UQCRQ, NCF4, NDUFA10, RAC2, VDAC1, UQCR11, ATP5F1D		1.0E+00

		MF		GO:0008083~growth factor activity		6		7.31E-02		GDF9, CNTF, GDNF, IL9, LEFTY2, FGF22		1.0E+00

		BP		GO:0090090~negative regulation of canonical Wnt signaling pathway		5		7.47E-02		APC2, EGR1, DAB2, STK11, CTNND1		1.0E+00

		BP		GO:0034644~cellular response to UV		3		7.55E-02		PARP1, SDE2, COPS9		1.0E+00

		BP		GO:1900182~positive regulation of protein localization to nucleus		3		7.55E-02		CARD10, STK11, TYK2		1.0E+00

		MF		GO:0004867~serine-type endopeptidase inhibitor activity		6		7.66E-02		SERPINA3, SERPINA3-3, SERPINA3-1, SERPING1, SERPINA3-8, SERPINA5		1.0E+00

		BP		GO:0006511~ubiquitin-dependent protein catabolic process		7		8.12E-02		RNF126, CDC34, FBXO4, KEAP1, UBE2L6, KLHL3, HNRNPA0		1.0E+00

		MF		GO:0003712~transcription coregulator activity		5		8.61E-02		KDM3B, ZFP91, LPXN, MED19, ARID3A		1.0E+00

		BP		GO:0007155~cell adhesion		8		8.76E-02		FARP2, NRXN1, NRXN3, ICAM3, LPXN, ICAM5, TGFBI, ICAM1		1.0E+00

		MF		GO:0061631~ubiquitin conjugating enzyme activity		3		9.31E-02		CDC34, UBE2B, UBE2L6		1.0E+00

		KEGG		bta04514:Cell adhesion molecules		7		9.44E-02		IGSF11, NRXN1, NRXN3, ICAM3, MADCAM1, NECTIN3, ICAM1		1.0E+00

		BP		GO:0050885~neuromuscular process controlling balance		3		9.92E-02		TIFAB, RAC2, NEUROG1		1.0E+00

		KEGG		bta04060:Cytokine-cytokine receptor interaction		11		9.94E-02		GHR, GDF9, CNTF, IL2RB, IL9, IL3RA, LIFR, CSF2RB, OSMR, CSF2RA, CXCL14		1.0E+00

		BP		GO:0090307~mitotic spindle assembly		3		1.04E-01		CEP192, KIF20A, MISP		1.0E+00

		BP		GO:0006508~proteolysis		13		1.16E-01		CFD, RNPEPL1, TMPRSS6, PRSS57, AZU1, USP18, GZMM, ADAMTSL5, CAPN10, PRTN3, ELANE, ATG4D, PAPPA2		1.0E+00

		MF		GO:0043539~protein serine/threonine kinase activator activity		3		1.18E-01		TCL1B, TCL1A, RICTOR		1.0E+00

		BP		GO:0006958~complement activation, classical pathway		3		1.19E-01		C6, C7, C9		1.0E+00

		CC		GO:0005634~nucleus		83		1.26E-01		ZNF496, ZNF692, MIDN, DAZAP1, DDX46, ONECUT3, CTNND1, HDLBP, KEAP1, THYN1, UBE2L6, JADE2, AFF4, SOX2, PTBP1, ING5, STK11, RAVER1, CLP1, PAPOLA, FAM53C, PDE4A, PITX1, SKP1, BOK, GAMT, CDKL3, REXO1, PARP1, GPX4, ZFP91, VRK1, DICER1, TYK2, CDC25C, KLF16, QTRT1, ITPKB, THAP4, RNF126, SDE2, PKP2, KIF20A, CSNK1G2, PVALB, HDAC4, ZNF672, DTYMK, PRKAA1, TMEM63A, RNMT, GSKIP, USP18, FSTL3, PPP2CA, FBXL21, SBNO2, WDR70, GSC, PPP1R7, POLR2E, NLRP3, LPXN, HNRNPA0, MBD3, HSPA9, CDKN2D, EGR1, PLK5, UBE2B, HSPA4, MTERF4, ARID3A, KLHL3, MEX3D, FAM111B, ZGLP1, CCNG1, R3HDM4, TCF3, NCAPD3, NEUROG1, COPS9		1.0E+00

		MF		GO:0030971~receptor tyrosine kinase binding		3		1.28E-01		SHC2, GRB14, GDNF		1.0E+00

		BP		GO:0031640~killing of cells of another organism		3		1.35E-01		C6, C7, C9		1.0E+00

		MF		GO:1990756~ubiquitin-like ligase-substrate adaptor activity		3		1.39E-01		KEAP1, KLHL3, HNRNPA0		1.0E+00

		MF		GO:0045296~cadherin binding		4		1.39E-01		CTNND1, PKP2, CTNNA1, CDH13		1.0E+00

		KEGG		bta04710:Circadian rhythm		3		1.43E-01		FBXL21, PRKAA1, SKP1		1.0E+00

		MF		GO:0050839~cell adhesion molecule binding		3		1.44E-01		TENM2, BSG, TGFBI		1.0E+00

		BP		GO:0007043~cell-cell junction assembly		3		1.46E-01		CTNND1, PKP2, CDH13		1.0E+00

		BP		GO:0006909~phagocytosis		3		1.46E-01		NCF4, ICAM3, ELANE		1.0E+00

		MF		GO:0061629~RNA polymerase II-specific DNA-binding transcription factor binding		4		1.47E-01		PARP1, KEAP1, TCF3, MIXL1		1.0E+00

		CC		GO:0005829~cytosol		50		1.47E-01		MIDN, DAZAP1, DDX46, CTNND1, KEAP1, GHR, TCL1A, STK11, NUDCD2, RAVER1, OSBP, PDE4A, SKP1, APC2, PARP1, GPX4, TYK2, GFRA3, QTRT1, ENAH, RNF126, SETBP1, SDE2, TRIM58, ATG4B, ETF1, PRTN3, PHLDB2, HDAC4, DTYMK, C2CD4C, HMMR, MAT2B, VPS26B, AKAP17A, USP18, PPP2CA, FBXL21, CYTH4, GPC1, BTBD2, LPXN, AP1M2, HNRNPA0, SEC24A, HSPA4, MTERF4, ARID3A, KLHL3, SMAD5		1.0E+00

		BP		GO:0007156~homophilic cell adhesion via plasma membrane adhesion molecules		5		1.48E-01		IGSF11, MYOT, BSG, CDH13, NECTIN3		1.0E+00

		BP		GO:0035556~intracellular signal transduction		9		1.50E-01		RP1L1, CDKL3, SHC2, STK11, TCL1A, PRKAA1, SH3BP5L, MTERF4, TYK2		1.0E+00

		KEGG		bta05200:Pathways in cancer		15		1.51E-01		APC2, PTGER4, TCF7, WNT8A, KEAP1, CSF2RB, CSF2RA, IL2RB, IL3RA, CTNNA1, RAC2, BDKRB2, BDKRB1, FGF22, SKP1		1.0E+00

		BP		GO:0007157~heterophilic cell-cell adhesion via plasma membrane cell adhesion molecules		3		1.52E-01		SNED1, TENM2, NECTIN3		1.0E+00

		CC		GO:0005881~cytoplasmic microtubule		3		1.53E-01		APC2, ODF3L2, REEP2		1.0E+00

		BP		GO:0016567~protein ubiquitination		9		1.54E-01		FBXL21, RNF126, CDC23, SDE2, KEAP1, KLHL3, DTX4, SKP1, HNRNPA0		1.0E+00

		KEGG		bta05226:Gastric cancer		6		1.58E-01		APC2, SHC2, TCF7, CTNNA1, WNT8A, FGF22		1.0E+00

		BP		GO:0060395~SMAD protein signal transduction		3		1.63E-01		GDF9, SMAD5, LEFTY2		1.0E+00

		BP		GO:0060326~cell chemotaxis		4		1.64E-01		RAC2, BDKRB2, BDKRB1, CXCL14		1.0E+00

		CC		GO:0005737~cytoplasm		74		1.67E-01		DAZAP1, MROH2B, NDUFA10, NCF4, CTNND1, HDLBP, KEAP1, SYNE3, STK11, NUDCD2, GRB14, PALM, FBXO4, SLBP2, SKP1, GAMT, CARD10, CDKL3, SERPINA3-1, CIRBP, VRK1, DUSP28, DICER1, CDC25C, ENAH, ITPKB, THAP4, FAM210A, ILF3, RNF126, CDC37, SDE2, PKP2, TRIM58, ATG4B, ETF1, KIF20A, KCTD17, CSNK1G2, PVALB, IVL, ATG4D, DTYMK, PRKAA1, GSKIP, HMMR, DTX4, AK7, MC2R, CLMN, CTNNA1, NLRP3, SPOCK1, CEP192, S1PR5, FGF22, HSPA9, CDKN2D, FARP2, EGR1, PLK5, MTERF4, DNAH14, CRNN, GDF9, DAB2, SH3BP5L, STK25, CAPN10, CCNG1, MC5R, IFT27, TCF3, COPS9		1.0E+00

		KEGG		bta04390:Hippo signaling pathway		6		1.70E-01		PPP2CA, APC2, SOX2, TCF7, CTNNA1, WNT8A		1.0E+00

		BP		GO:0045165~cell fate commitment		3		1.74E-01		SOX2, WNT8A, NEUROG1		1.0E+00

		KEGG		bta04670:Leukocyte transendothelial migration		5		1.76E-01		CTNND1, NCF4, RAC2, CTNNA1, ICAM1		1.0E+00

		BP		GO:0016055~Wnt signaling pathway		4		1.84E-01		APC2, PRKAA1, RAC2, CSNK1G2		1.0E+00

		MF		GO:0005524~ATP binding		28		1.90E-01		DTYMK, PRKAA1, DDX46, UBE2L6, AK7, STK11, CLP1, PAPOLA, NLRP3, KIF1A, HSPA9, EPHA5, CDKL3, ATP8B3, PLK5, UBE2B, HSPA4, MTERF4, DNAH14, VRK1, ABCA7, DICER1, TYK2, CDC34, STK25, CDC37, KIF20A, CSNK1G2		1.0E+00

		MF		GO:0004674~protein serine/threonine kinase activity		8		1.90E-01		CDKL3, STK11, PRKAA1, PLK5, STK25, MTERF4, VRK1, CSNK1G2		1.0E+00

		BP		GO:0032880~regulation of protein localization		3		1.91E-01		PARP1, WNT8A, TRIM58		1.0E+00

		KEGG		bta04080:Neuroactive ligand-receptor interaction		11		1.92E-01		GHR, PTGER4, MC2R, GRIN3B, GPR35, MC5R, KISS1R, BDKRB2, BDKRB1, S1PR5, SSTR3		1.0E+00

		MF		GO:0019843~rRNA binding		3		1.94E-01		MTERF4, MRPL16, RPL37		1.0E+00

		BP		GO:0051301~cell division		6		1.97E-01		CDC23, CCNG1, SDE2, VRK1, NCAPD3, CDC25C		1.0E+00

		BP		GO:0070534~protein K63-linked ubiquitination		3		2.02E-01		RNF126, UBE2B, ZFP91		1.0E+00

		KEGG		bta04071:Sphingolipid signaling pathway		5		2.02E-01		PPP2CA, RAC2, BDKRB2, S1PR5, MS4A2		1.0E+00

		BP		GO:0007411~axon guidance		5		2.10E-01		ENAH, EPHA5, EFNA2, MYOT, BSG		1.0E+00

		KEGG		bta04015:Rap1 signaling pathway		7		2.13E-01		ENAH, FARP2, FYB1, EFNA2, CTNND1, RAC2, FGF22		1.0E+00

		KEGG		bta05412:Arrhythmogenic right ventricular cardiomyopathy		4		2.14E-01		SGCD, TCF7, PKP2, CTNNA1		1.0E+00

		CC		GO:0005925~focal adhesion		5		2.16E-01		ENAH, CNN2, LPXN, MISP, PHLDB2		1.0E+00

		KEGG		bta05208:Chemical carcinogenesis - reactive oxygen species		8		2.17E-01		NDUFS7, UQCRQ, EPHX1, NDUFA10, KEAP1, VDAC1, UQCR11, ATP5F1D		1.0E+00

		MF		GO:0003729~mRNA binding		7		2.18E-01		PTBP1, DAZAP1, RAVER1, HDLBP, KLHL3, SLBP2, HNRNPA0		1.0E+00

		BP		GO:0019722~calcium-mediated signaling		3		2.19E-01		SGCD, BDKRB2, BDKRB1		1.0E+00

		BP		GO:0016485~protein processing		3		2.19E-01		SDE2, ATG4B, ATG4D		1.0E+00

		CC		GO:0005654~nucleoplasm		30		2.20E-01		ZNF692, DAZAP1, RNMT, KEAP1, LIN9, JADE2, DTX4, ING5, STK11, TCL1A, MIER2, GPC1, OSBP, PALM, MBD3, EGR1, CIRBP, ZFP91, ARID3A, SMAD5, ILF3, RNF126, SETBP1, PKP2, TRIM58, TCF3, MS4A1, MIXL1, ATG4D, COPS9		1.0E+00

		KEGG		bta04140:Autophagy - animal		6		2.22E-01		PPP2CA, STK11, PRKAA1, ATG4B, ATG4D, ATG2B		1.0E+00

		KEGG		bta04140:Autophagy - animal		6		2.22E-01		PPP2CA, STK11, PRKAA1, ATG4B, ATG4D, ATG2B		1.0E+00

		CC		GO:0005741~mitochondrial outer membrane		5		2.25E-01		QTRT1, SLC44A2, VDAC1, BOK, SLC25A46		1.0E+00

		BP		GO:0031146~SCF-dependent proteasomal ubiquitin-dependent protein catabolic process		3		2.31E-01		FBXL21, FBXO4, SKP1		1.0E+00

		BP		GO:0000045~autophagosome assembly		3		2.37E-01		ATG4B, ATG4D, ATG2B		1.0E+00

		BP		GO:0009653~anatomical structure morphogenesis		3		2.43E-01		SOX2, PITX1, SMAD5		1.0E+00

		BP		GO:0007179~transforming growth factor beta receptor signaling pathway		3		2.43E-01		DAB2, LPXN, SMAD5		1.0E+00

		MF		GO:0051015~actin filament binding		6		2.45E-01		CNN2, CLMN, CTNNA1, SHROOM1, MISP, SYNE3		1.0E+00

		MF		GO:0005178~integrin binding		4		2.49E-01		ICAM3, ICAM4, ICAM5, ICAM1		1.0E+00

		CC		GO:0045121~membrane raft		4		2.50E-01		PPP2CA, GPC1, VDAC1, ARID3A		1.0E+00

		MF		GO:0004197~cysteine-type endopeptidase activity		3		2.51E-01		ATG4B, USP18, ATG4D		1.0E+00

		CC		GO:0045171~intercellular bridge		3		2.55E-01		APC2, CYTH4, NUDCD2		1.0E+00

		BP		GO:0009617~response to bacterium		3		2.60E-01		SCN7A, CEP192, MS4A1		1.0E+00

		CC		GO:0030141~secretory granule		3		2.60E-01		FSTL4, ELANE, CBARP		1.0E+00

		BP		GO:0007507~heart development		4		2.62E-01		MTERF4, PKP2, LPXN, MIXL1		1.0E+00

		MF		GO:0003676~nucleic acid binding		6		2.62E-01		ZCCHC10, REXO1, TMEM63A, DDX46, RAC2, R3HDM4		1.0E+00

		MF		GO:0008013~beta-catenin binding		3		2.63E-01		APC2, TCF7, CTNNA1		1.0E+00

		KEGG		bta00270:Cysteine and methionine metabolism		3		2.65E-01		MPST, TST, MAT2B		1.0E+00

		MF		GO:0003723~RNA binding		14		2.67E-01		DAZAP1, RNMT, HDLBP, CIRBP, DICER1, AKAP17A, MEX3D, PATL1, RPS15, RAVER1, SDE2, PAPOLA, RPL37, HNRNPA0		1.0E+00

		MF		GO:0042803~protein homodimerization activity		10		2.77E-01		GHR, QTRT1, TENM2, PARP1, TRIM58, TCF3, AGXT, NEUROG1, MIXL1, BOK		1.0E+00

		CC		GO:0030496~midbody		4		2.79E-01		APC2, CTNND1, KEAP1, KIF20A		1.0E+00

		BP		GO:0072659~protein localization to plasma membrane		4		2.83E-01		FYB1, PALM, BSG, PKP2		1.0E+00

		CC		GO:0016607~nuclear speck		7		2.86E-01		HDAC4, DDX46, ABHD17A, SDE2, LPXN, AKAP17A, PATL1		1.0E+00

		BP		GO:0042981~regulation of apoptotic process		4		2.87E-01		EGR1, CARD10, CARD6, BOK		1.0E+00

		BP		GO:0006886~intracellular protein transport		6		2.94E-01		SEC24A, SAR1B, IFT27, VPS26B, STX3, AP1M2		1.0E+00

		BP		GO:0006869~lipid transport		3		2.95E-01		ZDHHC5, ABCA7, SERPINA5		1.0E+00

		BP		GO:0016477~cell migration		5		2.96E-01		APC2, GPC1, CTNNA1, MISP, PHLDB2		1.0E+00

		KEGG		bta05016:Huntington disease		9		2.96E-01		NDUFS7, UQCRQ, DNAH14, NDUFA10, POLR2E, VDAC1, UQCR11, ATP5F1D, ATG2B		1.0E+00

		BP		GO:0007165~signal transduction		11		3.03E-01		STK11, TENM2, PLCXD3, FAM13B, PLPPR3, RAC2, PDE4A, VRK1, PLPP2, CSNK1G2, ARHGAP45		1.0E+00

		KEGG		bta05418:Fluid shear stress and atherosclerosis		5		3.03E-01		PRKAA1, GPC1, RAC2, KEAP1, ICAM1		1.0E+00

		KEGG		bta05213:Endometrial cancer		3		3.06E-01		APC2, TCF7, CTNNA1		1.0E+00

		BP		GO:0043524~negative regulation of neuron apoptotic process		3		3.07E-01		CNTF, GDNF, BOK		1.0E+00

		BP		GO:0007229~integrin-mediated signaling pathway		3		3.07E-01		FYB1, CTNNA1, MADCAM1		1.0E+00

		KEGG		bta05224:Breast cancer		5		3.08E-01		APC2, SHC2, TCF7, WNT8A, FGF22		1.0E+00

		CC		GO:0019005~SCF ubiquitin ligase complex		3		3.12E-01		FBXL21, FBXO4, SKP1		1.0E+00

		MF		GO:0003779~actin binding		5		3.15E-01		ENAH, CNN2, LPXN, KLHL3, HNRNPA0		1.0E+00

		KEGG		bta05217:Basal cell carcinoma		3		3.27E-01		APC2, TCF7, WNT8A		1.0E+00

		KEGG		bta04350:TGF-beta signaling pathway		4		3.29E-01		PPP2CA, SMAD5, LEFTY2, SKP1		1.0E+00

		MF		GO:0046872~metal ion binding		32		3.33E-01		ZNF496, HDAC4, ZNF692, KDM3B, SAR1B, NRXN1, LECT2, NRXN3, JADE2, PPP2CA, ING5, COP1, PAPOLA, PDE4A, LPXN, RPL37, ATP8B3, GLRX5, B3GAT1, ZFP91, DICER1, MEX3D, SMAD5, KLF16, ARHGAP45, QTRT1, THAP4, RNF126, NDUFS7, STK25, MFNG, FDX2		1.0E+00

		KEGG		bta05012:Parkinson disease		8		3.34E-01		NDUFS7, UQCRQ, NDUFA10, KEAP1, VDAC1, UQCR11, UBE2L6, ATP5F1D		1.0E+00

		KEGG		bta04714:Thermogenesis		7		3.55E-01		PRKAA1, KDM3B, NDUFS7, UQCRQ, NDUFA10, UQCR11, ATP5F1D		1.0E+00

		KEGG		bta04110:Cell cycle		5		3.62E-01		CDKN2D, PPP2CA, CDC23, CDC25C, SKP1		1.0E+00

		BP		GO:0006914~autophagy		3		3.64E-01		PRKAA1, ATG4B, ATG4D		1.0E+00

		CC		GO:0005576~extracellular region		19		3.65E-01		CFD, LEAP2, LECT2, B3GAT1, NRXN3, WNT8A, OOSP2, NME5, CXCL14, FSTL4, GHR, GDF9, EFNA2, ADAMTSL5, GPC1, IL9, RAC2, NLRP3, LEFTY2		1.0E+00

		KEGG		bta04020:Calcium signaling pathway		7		3.66E-01		ITPKB, GRIN3B, GDNF, BDKRB2, BDKRB1, VDAC1, FGF22		1.0E+00

		KEGG		bta00190:Oxidative phosphorylation		5		3.67E-01		NDUFS7, UQCRQ, NDUFA10, UQCR11, ATP5F1D		1.0E+00

		BP		GO:0000902~cell morphogenesis		3		3.69E-01		WNT8A, CDH13, SHROOM1		1.0E+00

		MF		GO:0003730~mRNA 3'-UTR binding		3		3.71E-01		DAZAP1, KLHL3, HNRNPA0		1.0E+00

		KEGG		bta05171:Coronavirus disease - COVID-19		8		3.74E-01		CFD, RPS15, C6, C7, C9, NLRP3, TYK2, RPL37		1.0E+00

		CC		GO:0043231~intracellular membrane-bounded organelle		6		3.81E-01		DAB2, GRB14, OSBP, CTNNA1, ABCA7, MISP		1.0E+00

		CC		GO:0005856~cytoskeleton		7		3.86E-01		ENAH, FARP2, ODF3L2, RAC2, KLHL3, TYK2, HNRNPA0		1.0E+00

		CC		GO:0005789~endoplasmic reticulum membrane		13		3.89E-01		SEC24A, CAMLG, SAR1B, EPHX1, TMX2, BSG, OSBP, REEP2, REEP6, LBR, PLPP2, BOK, ATG2B		1.0E+00

		BP		GO:0045944~positive regulation of transcription by RNA polymerase II		12		3.92E-01		HDAC4, SOX2, EGR1, DAB2, SBNO2, PARP1, TMPRSS6, NLRP3, MED19, ARID3A, NEUROG1, SMAD5		1.0E+00

		CC		GO:0000139~Golgi membrane		8		3.97E-01		MFNG, B3GAT1, OSBP, IFT27, NLRP3, LDLRAD4, ACBD3, PCSK4		1.0E+00

		MF		GO:0005125~cytokine activity		5		4.00E-01		GDF9, CNTF, IL9, WNT8A, LEFTY2		1.0E+00

		BP		GO:0007018~microtubule-based movement		3		4.03E-01		DNAH14, KIF1A, KIF20A		1.0E+00

		MF		GO:0044325~transmembrane transporter binding		3		4.04E-01		SCN7A, VDAC1, CBARP		1.0E+00

		BP		GO:0007275~multicellular organism development		4		4.07E-01		WNT8A, CDH13, FSTL4, FSTL3		1.0E+00

		KEGG		bta05225:Hepatocellular carcinoma		5		4.13E-01		APC2, SHC2, TCF7, WNT8A, KEAP1		1.0E+00

		KEGG		bta04114:Oocyte meiosis		4		4.25E-01		PPP2CA, CDC23, CDC25C, SKP1		1.0E+00

		KEGG		bta04932:Non-alcoholic fatty liver disease		5		4.25E-01		PRKAA1, NDUFS7, UQCRQ, NDUFA10, UQCR11		1.0E+00

		KEGG		bta04310:Wnt signaling pathway		5		4.25E-01		APC2, TCF7, RAC2, WNT8A, SKP1		1.0E+00

		CC		GO:0001650~fibrillar center		3		4.28E-01		DAB2, DDX46, RNMT		1.0E+00

		BP		GO:0007283~spermatogenesis		5		4.43E-01		THEG, DAZAP1, GPX4, ZGLP1, IFT27		1.0E+00

		BP		GO:0006974~DNA damage response		4		4.48E-01		STK11, PLK5, PARP1, VRK1		1.0E+00

		CC		GO:0005802~trans-Golgi network		4		4.51E-01		ATP8B3, OSBP, MS4A7, PCSK4		1.0E+00

		KEGG		bta05166:Human T-cell leukemia virus 1 infection		6		4.55E-01		EGR1, CDC23, IL2RB, VDAC1, TCF3, ICAM1		1.0E+00

		BP		GO:0008284~positive regulation of cell population proliferation		6		4.57E-01		GDF9, CNTF, LIFR, OSMR, FGF22, COPS9		1.0E+00

		KEGG		bta05416:Viral myocarditis		3		4.58E-01		SGCD, RAC2, ICAM1		1.0E+00

		MF		GO:0051082~unfolded protein binding		3		4.68E-01		HSPA9, NUDCD2, CDC37		1.0E+00

		KEGG		bta04613:Neutrophil extracellular trap formation		6		4.68E-01		HDAC4, NCF4, RAC2, VDAC1, AZU1, ELANE		1.0E+00

		BP		GO:0000278~mitotic cell cycle		3		4.72E-01		PPP2CA, PLK5, SKP1		1.0E+00

		BP		GO:0006955~immune response		7		4.72E-01		C6, C7, C9, IL9, BDKRB2, BDKRB1, MS4A2		1.0E+00

		BP		GO:0007049~cell cycle		4		4.73E-01		CDKN2D, CDC23, SDE2, VRK1		1.0E+00

		CC		GO:0031901~early endosome membrane		3		4.79E-01		LDLRAD4, PLPP2, BOK		1.0E+00

		KEGG		bta05022:Pathways of neurodegeneration - multiple diseases		11		4.85E-01		APC2, NDUFS7, UQCRQ, DNAH14, NDUFA10, WNT8A, VDAC1, UQCR11, UBE2L6, ATP5F1D, ATG2B		1.0E+00

		BP		GO:0051260~protein homooligomerization		3		4.87E-01		C9, NLRP3, KCTD17		1.0E+00

		MF		GO:0043565~sequence-specific DNA binding		4		4.88E-01		PGBD2, EGR1, ZGLP1, NLRP3		1.0E+00

		MF		GO:0038023~signaling receptor activity		3		4.88E-01		BSG, RTN4RL2, GFRA3		1.0E+00

		BP		GO:0030154~cell differentiation		8		4.91E-01		SOX2, DAB2, IFT27, TYK2, SMAD5, FSTL4, FGF22, FSTL3		1.0E+00

		KEGG		bta05014:Amyotrophic lateral sclerosis		9		4.93E-01		NUP155, NDUFS7, UQCRQ, DNAH14, NDUFA10, VDAC1, UQCR11, ATP5F1D, ATG2B		1.0E+00

		MF		GO:0008017~microtubule binding		5		4.96E-01		APC2, REEP2, KIF1A, KIF20A, TPGS1		1.0E+00

		BP		GO:0006457~protein folding		3		5.02E-01		NUDCD2, HSPA4, CDC37		1.0E+00

		KEGG		bta05210:Colorectal cancer		3		5.12E-01		APC2, TCF7, RAC2		1.0E+00

		BP		GO:0006468~protein phosphorylation		8		5.17E-01		EPHA5, CDKL3, STK11, PRKAA1, PLK5, STK25, MTERF4, VRK1		1.0E+00

		BP		GO:0051726~regulation of cell cycle		3		5.17E-01		ING5, FBXL21, LIN9		1.0E+00

		KEGG		bta05010:Alzheimer disease		9		5.32E-01		APC2, NDUFS7, UQCRQ, NDUFA10, WNT8A, VDAC1, UQCR11, ATP5F1D, ATG2B		1.0E+00

		CC		GO:0005783~endoplasmic reticulum		12		5.33E-01		TCL1A, CATSPER3, GLYATL2, TMEM259, REEP2, ATG4B, NLRP3, KEAP1, SLC38A11, REEP6, ALG10, PLPP2		1.0E+00

		CC		GO:0005759~mitochondrial matrix		4		5.37E-01		TST, GLRX5, NDUFA10, FDX2		1.0E+00

		CC		GO:0045202~synapse		6		5.39E-01		PPP2CA, PLCXD3, GPC1, VDAC1, KIF1A, TPGS1		1.0E+00

		BP		GO:0015031~protein transport		5		5.39E-01		SCAMP4, IFT27, ATG4B, KIF20A, ATG4D		1.0E+00

		KEGG		bta04072:Phospholipase D signaling pathway		4		5.47E-01		SHC2, CYTH4, MS4A2, PLPP2		1.0E+00

		BP		GO:0050821~protein stabilization		3		5.55E-01		CAMLG, CDC37, CTNND1		1.0E+00

		MF		GO:0005509~calcium ion binding		11		5.56E-01		CRNN, SNED1, TENM2, EGFLAM, SYT10, CDH13, SPOCK1, PKD2L2, FSTL4, PVALB, FSTL3		1.0E+00

		KEGG		bta05231:Choline metabolism in cancer		3		5.57E-01		SLC44A2, RAC2, PLPP2		1.0E+00

		KEGG		bta04934:Cushing syndrome		4		5.65E-01		APC2, MC2R, TCF7, WNT8A		1.0E+00

		MF		GO:0031625~ubiquitin protein ligase binding		4		5.72E-01		CAMLG, UBE2L6, SMAD5, BOK		1.0E+00

		BP		GO:0006470~protein dephosphorylation		3		5.82E-01		PPP2CA, DUSP28, CDC25C		1.0E+00

		CC		GO:0016604~nuclear body		4		5.90E-01		REXO1, PARP1, SETBP1, TCF7		1.0E+00

		BP		GO:0016310~phosphorylation		8		5.93E-01		ITPKB, CDKL3, STK11, PLK5, STK25, CLP1, TYK2, AK7		1.0E+00

		KEGG		bta04150:mTOR signaling pathway		4		5.94E-01		STK11, PRKAA1, WNT8A, RICTOR		1.0E+00

		BP		GO:0006629~lipid metabolic process		3		6.04E-01		ACAD8, PLCXD3, PLCXD2		1.0E+00

		KEGG		bta04750:Inflammatory mediator regulation of TRP channels		3		6.09E-01		PTGER4, BDKRB2, BDKRB1		1.0E+00

		KEGG		bta04640:Hematopoietic cell lineage		3		6.09E-01		IL3RA, MS4A1, CSF2RA		1.0E+00

		BP		GO:0045087~innate immune response		6		6.22E-01		C6, PARP1, C7, ZDHHC5, NLRP3, TRIM58		1.0E+00

		KEGG		bta04064:NF-kappa B signaling pathway		3		6.24E-01		CARD10, PARP1, ICAM1		1.0E+00

		KEGG		bta04820:Cytoskeleton in muscle cells		5		6.29E-01		SGCD, MYOT, PKP2, LBR, SYNE3		1.0E+00

		MF		GO:0004984~olfactory receptor activity		18		6.35E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR2M4, OR2T11, OR2T4, OR2T2, OR2W3, OR10V1, OR2L13, OR4D11, OR2B11, OR4D9, OR4D6, OR5B2, OR5A1		1.0E+00

		BP		GO:0001525~angiogenesis		3		6.36E-01		NRXN1, BSG, NRXN3		1.0E+00

		BP		GO:0030036~actin cytoskeleton organization		3		6.40E-01		FARP2, LPXN, SMTNL1		1.0E+00

		BP		GO:0055085~transmembrane transport		6		6.43E-01		SLC25A48, CATSPER3, SLC44A2, SLC43A1, ABCA7, HCN2		1.0E+00

		MF		GO:0004930~G protein-coupled receptor activity		21		6.47E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, GPR35, OR2M4, OR2T11, OR2T4, OR2T2, MC2R, OR2W3, OR10V1, OR2L13, OR4D11, OR2B11, OR4D9, OR4D6, S1PR5, OR5B2, OR5A1		1.0E+00

		KEGG		bta05206:MicroRNAs in cancer		6		6.47E-01		HDAC4, APC2, EFNA2, CCNG1, DICER1, CDC25C		1.0E+00

		KEGG		bta05165:Human papillomavirus infection		7		6.47E-01		PPP2CA, APC2, PTGER4, MFNG, TCF7, WNT8A, TYK2		1.0E+00

		KEGG		bta04530:Tight junction		4		6.53E-01		PPP2CA, STK11, PRKAA1, HSPA4		1.0E+00

		KEGG		bta04935:Growth hormone synthesis, secretion and action		3		6.56E-01		GHR, SHC2, SSTR3		1.0E+00

		KEGG		bta04360:Axon guidance		4		6.57E-01		ENAH, EPHA5, EFNA2, RAC2		1.0E+00

		CC		GO:0005874~microtubule		4		6.58E-01		DNAH14, KIF1A, KIF20A, SHROOM1		1.0E+00

		MF		GO:0003714~transcription corepressor activity		3		6.59E-01		HDAC4, MIER2, ELANE		1.0E+00

		CC		GO:0000785~chromatin		6		6.63E-01		FAM111B, EGR1, KDM3B, PARP1, MIXL1, COPS9		1.0E+00

		BP		GO:0007186~G protein-coupled receptor signaling pathway		23		6.77E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR2M4, OR2T11, OR2T4, OR2T2, MC2R, OR2W3, OR10V1, OR2L13, MC5R, BDKRB2, OR4D11, OR2B11, OR4D9, BDKRB1, OR4D6, S1PR5, OR5B2, OR5A1		1.0E+00

		CC		GO:0005730~nucleolus		9		6.77E-01		HSPA9, ZNF692, ILF3, MIDN, PARP1, WDR18, OSBP, ZFP91, KRI1		1.0E+00

		KEGG		bta04217:Necroptosis		4		6.79E-01		PARP1, NLRP3, VDAC1, TYK2		1.0E+00

		CC		GO:0005929~cilium		3		6.80E-01		IFT27, NME5, TXNDC15		1.0E+00

		KEGG		bta04152:AMPK signaling pathway		3		6.82E-01		PPP2CA, STK11, PRKAA1		1.0E+00

		KEGG		bta05322:Systemic lupus erythematosus		4		6.89E-01		C6, C7, C9, ELANE		1.0E+00

		KEGG		bta04024:cAMP signaling pathway		5		6.89E-01		MC2R, GRIN3B, RAC2, PDE4A, HCN2		1.0E+00

		MF		GO:0001227~DNA-binding transcription repressor activity, RNA polymerase II-specific		5		6.90E-01		ZNF672, ZNF692, TCF3, SMAD5, KLF16		1.0E+00

		CC		GO:0005667~transcription regulator complex		3		7.04E-01		PARP1, ONECUT3, TCF3		1.0E+00

		KEGG		bta05164:Influenza A		4		7.09E-01		NLRP3, VDAC1, TYK2, ICAM1		1.0E+00

		KEGG		bta04068:FoxO signaling pathway		3		7.15E-01		CDKN2D, STK11, PRKAA1		1.0E+00

		KEGG		bta04621:NOD-like receptor signaling pathway		4		7.16E-01		CARD6, NLRP3, VDAC1, TYK2		1.0E+00

		MF		GO:0016887~ATP hydrolysis activity		6		7.17E-01		HSPA9, ATP8B3, DNAH14, NLRP3, ABCA7, KIF20A		1.0E+00

		KEGG		bta05132:Salmonella infection		5		7.29E-01		CYTH4, TCF7, NLRP3, ACBD3, SKP1		1.0E+00

		BP		GO:0008285~negative regulation of cell population proliferation		3		7.34E-01		HDAC4, CDKN2D, CLMN		1.0E+00

		MF		GO:0003677~DNA binding		12		7.46E-01		HDAC4, MBD3, THAP4, ZNF496, ILF3, PARP1, SETBP1, SDE2, POLR2E, ARID3A, LIN9, LBR		1.0E+00

		KEGG		bta04371:Apelin signaling pathway		3		7.48E-01		HDAC4, EGR1, PRKAA1		1.0E+00

		CC		GO:0048471~perinuclear region of cytoplasm		6		7.55E-01		APC2, RAC2, LPXN, PDE4A, DICER1, MEX3D		1.0E+00

		MF		GO:0061630~ubiquitin protein ligase activity		5		7.60E-01		RNF126, COP1, TRIM58, JADE2, DTX4		1.0E+00

		KEGG		bta04210:Apoptosis		3		7.61E-01		PARP1, IL3RA, CSF2RB		1.0E+00

		CC		GO:0043005~neuron projection		4		7.69E-01		EPHA5, TENM2, RAC2, SSTR3		1.0E+00

		BP		GO:0060271~cilium assembly		3		7.72E-01		CPLANE1, NME5, TXNDC15		1.0E+00

		BP		GO:0000398~mRNA splicing, via spliceosome		3		7.74E-01		DDX46, KLHL3, HNRNPA0		1.0E+00

		KEGG		bta05017:Spinocerebellar ataxia		3		7.74E-01		GRIN3B, VDAC1, ATG2B		1.0E+00

		BP		GO:0045893~positive regulation of DNA-templated transcription		4		7.80E-01		EGR1, ING5, ILF3, MED16		1.0E+00

		MF		GO:0005102~signaling receptor binding		3		7.86E-01		CTNND1, PRTN3, BOK		1.0E+00

		KEGG		bta05135:Yersinia infection		3		7.90E-01		FYB1, RAC2, NLRP3		1.0E+00

		CC		GO:0005743~mitochondrial inner membrane		5		8.05E-01		SLC25A48, NDUFS7, MRPL16, UQCR11, BOK		1.0E+00

		MF		GO:0000287~magnesium ion binding		3		8.08E-01		STK11, ATP8B3, PAPOLA		1.0E+00

		BP		GO:0043066~negative regulation of apoptotic process		4		8.16E-01		DAB2, IL2RB, VDAC1, SMAD5		1.0E+00

		KEGG		bta04650:Natural killer cell mediated cytotoxicity		3		8.18E-01		SHC2, RAC2, ICAM1		1.0E+00

		MF		GO:0001228~DNA-binding transcription activator activity, RNA polymerase II-specific		5		8.21E-01		ZNF672, EGR1, ONECUT3, TCF3, MIXL1		1.0E+00

		MF		GO:0042802~identical protein binding		10		8.27E-01		TCL1A, C1QTNF6, LECT2, CTNNA1, KEAP1, VDAC1, ARID3A, KIF1A, MS4A1, HCN2		1.0E+00

		MF		GO:0046982~protein heterodimerization activity		5		8.29E-01		PPP2CA, QTRT1, TENM2, TCF3, BOK		1.0E+00

		KEGG		bta05417:Lipid and atherosclerosis		4		8.29E-01		HSPA4, NCF4, NLRP3, ICAM1		1.0E+00

		KEGG		bta05170:Human immunodeficiency virus 1 infection		4		8.38E-01		RAC2, CDC25C, AP1M2, SKP1		1.0E+00

		BP		GO:0006357~regulation of transcription by RNA polymerase II		18		8.39E-01		ZNF496, ZNF672, EGR1, ZNF692, KDM3B, ONECUT3, TCF7, ZFP91, ARID3A, LIN9, JADE2, SMAD5, KLF16, ZGLP1, GSC, TCF3, PITX1, MIXL1		1.0E+00

		KEGG		bta04141:Protein processing in endoplasmic reticulum		3		8.40E-01		SEC24A, SAR1B, SKP1		1.0E+00

		KEGG		bta04014:Ras signaling pathway		4		8.42E-01		SHC2, EFNA2, RAC2, FGF22		1.0E+00

		BP		GO:0006355~regulation of DNA-templated transcription		7		8.45E-01		SOX2, ZNF496, ING5, SBNO2, SETBP1, MTERF4, KEAP1		1.0E+00

		KEGG		bta04144:Endocytosis		4		8.45E-01		DAB2, CYTH4, IL2RB, VPS26B		1.0E+00

		MF		GO:0005549~odorant binding		4		8.55E-01		OR11L1, OR10V1, OR5B2, OR5A1		1.0E+00

		MF		GO:0005085~guanyl-nucleotide exchange factor activity		3		8.61E-01		FARP2, CYTH4, SH3BP5L		1.0E+00

		CC		GO:0030425~dendrite		3		8.72E-01		EPHA5, PALM, HCN2		1.0E+00

		KEGG		bta04062:Chemokine signaling pathway		3		8.74E-01		SHC2, RAC2, CXCL14		1.0E+00

		CC		GO:0005840~ribosome		3		8.76E-01		RPS15, MRPL16, RPL37		1.0E+00

		KEGG		bta04740:Olfactory transduction		18		8.77E-01		OR2T27, OR2G6, OR11L1, OR6F1, OR2G3, OR2M4, OR2T11, OR2T4, OR2T2, OR2W3, OR10V1, OR2L13, OR4D11, OR2B11, OR4D9, OR4D6, OR5B2, OR5A1		1.0E+00

		CC		GO:0005886~plasma membrane		79		8.83E-01		SNED1, MS4A5, TENM2, MS4A3, SLC44A2, MS4A7, CTNND1, ZDHHC5, OR2M4, ELFN2, OR2T11, GRB14, LRRTM4, BSG, PALM, SCN9A, OSBP, BDKRB2, RAC2, OR4D9, MS4A14, MS4A13, OR4D6, EPHA5, TRPC7, RTN4RL2, ANO7, ENAH, OR2T4, OR2T2, OR10V1, OR2L13, MYOT, SDE2, PKP2, OR2B11, CDH13, VDAC1, MS4A2, MS4A1, OR5A1, PHLDB2, PLPP2, CSNK1G2, PTGER4, OR2G6, SHC2, TMEM63A, OR2G3, TMPRSS6, PLPPR3, NRXN1, NRXN3, LYPD8, CBARP, PPP2CA, MC2R, CYTH4, OR2W3, C9, GPC1, LPXN, SCN7A, STX3, S1PR5, MISP, OR2T27, OR6F1, FYB1, ATP8B3, UBE2B, IGSF11, DAB2, GRIN3B, EFNA2, ABHD17A, SYT10, MC5R, OR4D11		1.0E+00

		KEGG		bta05202:Transcriptional misregulation in cancer		3		8.88E-01		IL2RB, TCF3, ELANE		1.0E+00

		KEGG		bta03010:Ribosome		3		8.93E-01		RPS15, MRPL16, RPL37		1.0E+00

		MF		GO:0008270~zinc ion binding		9		8.96E-01		EGR1, ZCCHC10, SEC24A, PARP1, RNPEPL1, ZGLP1, TRIM58, D2HGDH, DTX4		1.0E+00

		KEGG		bta04814:Motor proteins		3		8.98E-01		DNAH14, KIF1A, KIF20A		1.0E+00

		BP		GO:0000122~negative regulation of transcription by RNA polymerase II		8		9.13E-01		HDAC4, MBD3, EGR1, DAB2, PARP1, TMPRSS6, MIER2, ELANE		1.0E+00

		KEGG		bta05167:Kaposi sarcoma-associated herpesvirus infection		3		9.20E-01		TCF7, TYK2, ICAM1		1.0E+00

		CC		GO:0016324~apical plasma membrane		3		9.20E-01		SLC43A1, SHROOM1, OSMR		1.0E+00

		KEGG		bta04010:MAPK signaling pathway		4		9.21E-01		EFNA2, GDNF, RAC2, FGF22		1.0E+00

		BP		GO:0006915~apoptotic process		3		9.23E-01		GZMM, PARP1, VDAC1		1.0E+00

		MF		GO:0000978~RNA polymerase II cis-regulatory region sequence-specific DNA binding		13		9.31E-01		ZNF496, ZNF672, EGR1, ZNF692, ONECUT3, TCF7, SMAD5, KLF16, SOX2, GSC, TCF3, PITX1, MIXL1		1.0E+00

		KEGG		bta05034:Alcoholism		3		9.33E-01		HDAC4, SHC2, GRIN3B		1.0E+00

		MF		GO:0003924~GTPase activity		3		9.58E-01		SAR1B, RAC2, IFT27		1.0E+00

		MF		GO:0000981~DNA-binding transcription factor activity, RNA polymerase II-specific		12		9.59E-01		SOX2, ZNF496, EGR1, ONECUT3, GSC, TCF7, TCF3, NEUROG1, PITX1, SMAD5, KLF16, MIXL1		1.0E+00

		CC		GO:0005794~Golgi apparatus		7		9.61E-01		APC2, STK25, SDE2, IFT27, KIF20A, AP1M2, SELENOH		1.0E+00

		KEGG		bta01100:Metabolic pathways		23		9.68E-01		ACAD8, GAMT, MPST, DTYMK, GPX4, NDUFA10, B3GAT1, UQCR11, PYCR2, MAT2B, ALG10, AK7, ATP5F1D, ITPKB, TST, NDUFS7, UQCRQ, OXCT1, PDE4A, PCBD2, AGXT, LBR, PLPP2		1.0E+00

		MF		GO:0003682~chromatin binding		4		9.69E-01		HDAC4, ING5, ARID3A, NEUROG1		1.0E+00

		MF		GO:0003735~structural constituent of ribosome		3		9.71E-01		RPS15, MRPL16, RPL37		1.0E+00

		CC		GO:0009986~cell surface		3		9.73E-01		GPC1, CTNND1, ELANE		1.0E+00

		CC		GO:0005813~centrosome		4		9.76E-01		PLK5, HMMR, DTX4, TPGS1		1.0E+00

		MF		GO:0005525~GTP binding		3		9.86E-01		SAR1B, RAC2, IFT27		1.0E+00

		BP		GO:0006954~inflammatory response		6		1.00E+00		PTGER4, CD96, SCN9A, BDKRB2, NLRP3, BDKRB1		1.0E+00

		BP		GO:0007189~adenylate cyclase-activating G protein-coupled receptor signaling pathway		4		1.00E+00		PTGER4, MC2R, MC5R, S1PR5		1.0E+00

		BP		GO:0007204~positive regulation of cytosolic calcium ion concentration		3		1.00E+00		PTGER4, BDKRB2, BDKRB1		1.0E+00





NR lists

		All genes																								Genes in categories with FDR ≤ 0.05

		1,211		406		748		356		154		335		182		251		12		173		11				1,211		78		144		8		23		88		7		55		0		1		0				820		820

				7.5		9.2		6.5																				5.6		3.1		1.6																		 BP, GOTERM Biological Process; CC, GOTERM Cellular Component; MF, GOTERM Molecular Function; KEGG, KEGG Pathways

				1		1		1																				1		1		1

				70		157		90																				33		26		2



				Total						Unique						Shared												Total						Unique						Shared
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		ABCA7				6		6												1						ABCA7																								KEGG		bta04940:Type I diabetes mellitus

		ABHD17A				5		2												1						ABHD17A																								KEGG		bta05330:Allograft rejection

		ACAD8						3						1												ACAD8																								KEGG		bta04612:Antigen processing and presentation

		ACBD3						2						1												ACBD3																								KEGG		bta04145:Phagosome

		ADAMTSL5				6		4												1						ADAMTSL5				1						1														KEGG		bta05332:Graft-versus-host disease

		AFF4				2		1												1						AFF4																								MF		GO:0042605~peptide antigen binding

		AGXT						2						1												AGXT																								BP		GO:0006955~immune response

		AK7						5						1												AK7																								KEGG		bta05320:Autoimmune thyroid disease

		AKAP17A						3						1												AKAP17A																								BP		GO:0002504~antigen processing and presentation of peptide or polysaccharide antigen via MHC class II

		ALG10						3						1												ALG10																								KEGG		bta05416:Viral myocarditis

		ANKMY1						1						1												ANKMY1																								KEGG		bta05323:Rheumatoid arthritis

		ANO7						1						1												ANO7																								BP		GO:0030574~collagen catabolic process

		AP1M2						4						1												AP1M2																								BP		GO:0019882~antigen processing and presentation

		APC2				34		29												1						APC2				2						1														KEGG		bta05321:Inflammatory bowel disease

		AQP12B																								AQP12B																								KEGG		bta05310:Asthma

		ARHGAP45				4		3												1						ARHGAP45																								BP		GO:0002381~immunoglobulin production involved in immunoglobulin-mediated immune response

		ARID3A				10		10												1						ARID3A																								KEGG		bta05145:Toxoplasmosis

		ATG2B						11						1												ATG2B																								MF		GO:0004896~cytokine receptor activity

		ATG4B						14						1												ATG4B																								BP		GO:0002503~peptide antigen assembly with MHC class II protein complex

		ATG4D						13						1												ATG4D																								BP		GO:0050778~positive regulation of immune response

		ATP5F1D				12		11												1						ATP5F1D																								MF		GO:0023026~MHC class II protein complex binding

		ATP8B3				7		6												1						ATP8B3																								KEGG		bta05150:Staphylococcus aureus infection

		AZU1				4		4												1						AZU1																								BP		GO:0030198~extracellular matrix organization

		B3GAT1						4						1												B3GAT1																								KEGG		bta05166:Human T-cell leukemia virus 1 infection

		BDKRB1						14						1												BDKRB1																								MF		GO:0019955~cytokine binding

		BDKRB2						16						1												BDKRB2																								BP		GO:0019886~antigen processing and presentation of exogenous peptide antigen via MHC class II

		BOK						11						1												BOK																								CC		GO:0042613~MHC class II protein complex

		BRD8				2		1												1						BRD8																								KEGG		bta05169:Epstein-Barr virus infection

		BSG				16		10												1						BSG																								BP		GO:0050870~positive regulation of T cell activation

		BTBD2				3		2												1						BTBD2																								CC		GO:0031902~late endosome membrane

		C1QTNF6						3						1												C1QTNF6																								BP		GO:0045741~positive regulation of epidermal growth factor-activated receptor activity

		C20H5orf51																								C20H5orf51																								BP		GO:0009636~response to toxic substance

		C21H14orf132						1						1												C21H14orf132																								BP		GO:0030154~cell differentiation

		C2CD4C				1		1												1						C2CD4C																								KEGG		bta00980:Metabolism of xenobiotics by cytochrome P450

		C3H1orf68																								C3H1orf68																								KEGG		bta04514:Cell adhesion molecules

		C3H2orf54																								C3H2orf54																								KEGG		bta04672:Intestinal immune network for IgA production

		C6				14		13												1						C6				1						1														KEGG		bta05140:Leishmaniasis

		C7		11		17		16								1		1		1		1				C7				1						1														KEGG		bta05168:Herpes simplex virus 1 infection

		C7H19orf24																								C7H19orf24																								BP		GO:0030218~erythrocyte differentiation

		C7H19orf25																								C7H19orf25																								KEGG		bta04390:Hippo signaling pathway

		C7H5orf15				1		1												1						C7H5orf15																								KEGG		bta05225:Hepatocellular carcinoma

		C7H5orf24																								C7H5orf24																								CC		GO:0015629~actin cytoskeleton

		C9		6		21		15								1		1		1		1				C9				1						1														BP		GO:0050911~detection of chemical stimulus involved in sensory perception of smell

		CAMLG				3		3												1						CAMLG																								MF		GO:0046875~ephrin receptor binding

		CAPN10						2						1												CAPN10																								BP		GO:0006956~complement activation

		CARD10						4						1												CARD10																								KEGG		bta04659:Th17 cell differentiation

		CARD6				2		2												1						CARD6																								CC		GO:0005634~nucleus

		CATSPER3				7		3												1						CATSPER3																								KEGG		bta05204:Chemical carcinogenesis - DNA adducts

		CBARP				4		3												1						CBARP																								CC		GO:0005615~extracellular space

		CCNG1						4						1												CCNG1																								BP		GO:0007275~multicellular organism development

		CD96						2						1												CD96																								KEGG		bta04061:Viral protein interaction with cytokine and cytokine receptor

		CDC23				9		8												1						CDC23				1						1														CC		GO:0009897~external side of plasma membrane

		CDC25C				11		9												1						CDC25C																								KEGG		bta04610:Complement and coagulation cascades

		CDC34				5		5												1						CDC34																								CC		GO:0030424~axon

		CDC37						7						1												CDC37																								CC		GO:0042583~chromaffin granule

		CDH13						10						1												CDH13																								CC		GO:0070062~extracellular exosome

		CDKL3				7		7												1						CDKL3																								BP		GO:0006805~xenobiotic metabolic process

		CDKN2AIPNL																								CDKN2AIPNL																								CC		GO:0098552~side of membrane

		CDKN2D						8						1												CDKN2D																								MF		GO:0008157~protein phosphatase 1 binding

		CEP192						5						1												CEP192																								MF		GO:0004364~glutathione transferase activity

		CFD				7		6												1						CFD				1						1														BP		GO:0007173~epidermal growth factor receptor signaling pathway

		CIRBP				4		3												1						CIRBP																								BP		GO:0010951~negative regulation of endopeptidase activity

		CLMN						3						1												CLMN																								MF		GO:0005200~structural constituent of cytoskeleton

		CLP1						4						1												CLP1																								MF		GO:0048248~CXCR3 chemokine receptor binding

		CNN2				6		3												1						CNN2																								CC		GO:0005765~lysosomal membrane

		CNTF						9						1												CNTF																								BP		GO:0045840~positive regulation of mitotic nuclear division

		COBLL1																								COBLL1																								KEGG		bta01524:Platinum drug resistance

		COP1						5						1												COP1																								KEGG		bta04640:Hematopoietic cell lineage

		COPS9						6						1												COPS9																								MF		GO:0102007~acyl-L-homoserine-lactone lactonohydrolase activity

		CPLANE1				4		2												1						CPLANE1																								BP		GO:0032731~positive regulation of interleukin-1 beta production

		CRCT1																								CRCT1																								MF		GO:0005127~ciliary neurotrophic factor receptor binding

		CRNN						3						1												CRNN																								CC		GO:0005576~extracellular region

		CROCC2																								CROCC2																								CC		GO:0045202~synapse

		CRYBG1																								CRYBG1																								CC		GO:0031012~extracellular matrix+B70:B91

		CSF2RA						11						1												CSF2RA						2						1												BP		GO:0007411~axon guidance

		CSF2RB						9						1												CSF2RB						1						1												CC		GO:0001891~phagocytic cup

		CSMD1				3		1												1						CSMD1																								CC		GO:0005579~membrane attack complex

		CSNK1G2				8		7												1						CSNK1G2																								BP		GO:0006957~complement activation, alternative pathway

		CTNNA1				25		18												1						CTNNA1				1						1														BP		GO:0045087~innate immune response

		CTNND1						17						1												CTNND1																								CC		GO:0030864~cortical actin cytoskeleton

		CXCL14				6		5												1						CXCL14																								MF		GO:0051015~actin filament binding

		CYTH4						7						1												CYTH4																								KEGG		bta04550:Signaling pathways regulating pluripotency of stem cells

		D2HGDH						2						1												D2HGDH																								BP		GO:0006749~glutathione metabolic process

		DAB2				16		11												1						DAB2				1						1														CC		GO:0042612~MHC class I protein complex

		DAZAP1				11		9												1						DAZAP1																								KEGG		bta05322:Systemic lupus erythematosus

		DDX46				10		7												1						DDX46																								BP		GO:0061154~endothelial tube morphogenesis

		DICER1						8						1												DICER1																								MF		GO:0047961~glycine N-acyltransferase activity

		DNAH14						10						1												DNAH14																								BP		GO:0009880~embryonic pattern specification

		DTX4						8						1												DTX4																								MF		GO:0140297~DNA-binding transcription factor binding

		DTYMK						7						1												DTYMK																								BP		GO:0001764~neuron migration

		DUSP28						2						1												DUSP28																								MF		GO:0046872~metal ion binding

		EFNA2				14		12												1						EFNA2																								KEGG		bta04658:Th1 and Th2 cell differentiation

		EGFLAM				2		3												1						EGFLAM																								MF		GO:0005154~epidermal growth factor receptor binding

		EGR1				27		19												1						EGR1				1						1														BP		GO:0019221~cytokine-mediated signaling pathway

		ELANE				17		12												1						ELANE				1		1												1						CC		GO:0098553~lumenal side of endoplasmic reticulum membrane

		ELFN2						4						1												ELFN2																								BP		GO:0001916~positive regulation of T cell mediated cytotoxicity

		ENAH						11						1												ENAH																								KEGG		bta05224:Breast cancer

		EPHA5						9						1												EPHA5																								BP		GO:0006958~complement activation, classical pathway

		EPHX1						3						1												EPHX1																								CC		GO:0030670~phagocytic vesicle membrane

		ERICH1																								ERICH1																								KEGG		bta05165:Human papillomavirus infection

		ETF1				4		3												1						ETF1																								CC		GO:0005829~cytosol

		FAM111B						2						1												FAM111B																								KEGG		bta05226:Gastric cancer

		FAM13B				1		1												1						FAM13B																								KEGG		bta05200:Pathways in cancer

		FAM210A						3						1												FAM210A																								BP		GO:0007420~brain development

		FAM53C				2		1												1						FAM53C																								KEGG		bta05171:Coronavirus disease - COVID-19

		FARP2						8						1												FARP2																								MF		GO:0005515~protein binding

		FBXL21				9		8												1						FBXL21																								CC		GO:0031012~extracellular matrix

		FBXO4						7						1												FBXO4																								MF		GO:0000981~DNA-binding transcription factor activity, RNA polymerase II-specific

		FDX2						3						1												FDX2																								CC		GO:0072559~NLRP3 inflammasome complex

		FGF22				19		13												1						FGF22				1						1														MF		GO:0004064~arylesterase activity

		FSTL3				9		6												1						FSTL3				1						1														BP		GO:0006357~regulation of transcription by RNA polymerase II

		FSTL4				8		7												1						FSTL4				1						1														KEGG		bta05164:Influenza A

		FYB1				8		6												1						FYB1																								KEGG		bta05020:Prion disease

		GAL3ST2						1						1												GAL3ST2																								BP		GO:0070936~protein K48-linked ubiquitination

		GAMT				4		3												1						GAMT																								CC		GO:0031941~filamentous actin

		GAT		5		15		6								1		1		1		1				GAT																								BP		GO:0050729~positive regulation of inflammatory response

		GCSAML																								GCSAML																								CC		GO:0032991~protein-containing complex

		GDF9				10		9												1						GDF9																								BP		GO:0002476~antigen processing and presentation of endogenous peptide antigen via MHC class Ib

		GDNF				7		7												1						GDNF																								BP		GO:0002486~antigen processing and presentation of endogenous peptide antigen via MHC class I via ER pathway, TAP-independent

		GFRA3				7		4												1						GFRA3																								MF		GO:0042826~histone deacetylase binding

		GHR						16						1												GHR						2						1												BP		GO:0098609~cell-cell adhesion

		GIF																								GIF																								MF		GO:0097602~cullin family protein binding

		GLB1L3																								GLB1L3																								MF		GO:0004090~carbonyl reductase (NADPH) activity

		GLRX5						2						1												GLRX5																								CC		GO:0031463~Cul3-RING ubiquitin ligase complex

		GLYAT		1		1		4								1		1		1		1				GLYAT																								KEGG		bta04151:PI3K-Akt signaling pathway

		GLYATL2						3						1												GLYATL2																								MF		GO:0019957~C-C chemokine binding

		GPC1						11						1												GPC1																								BP		GO:0048791~calcium ion-regulated exocytosis of neurotransmitter

		GPR35						3						1												GPR35																								CC		GO:0005737~cytoplasm

		GPX4				7		6												1						GPX4																								BP		GO:0016567~protein ubiquitination

		GRB14						4						1												GRB14																								BP		GO:0042127~regulation of cell population proliferation

		GRIN3B				16		7												1						GRIN3B																								KEGG		bta04060:Cytokine-cytokine receptor interaction

		GSC						4						1												GSC																								MF		GO:0005164~tumor necrosis factor receptor binding

		GSKIP						2						1												GSKIP																								BP		GO:0048013~ephrin receptor signaling pathway

		GZMM				3		3												1						GZMM																								MF		GO:0043027~cysteine-type endopeptidase inhibitor activity involved in apoptotic process

		H2AFY																								H2AFY																								BP		GO:0048661~positive regulation of smooth muscle cell proliferation

		H3F3A																								H3F3A																								BP		GO:0042593~glucose homeostasis

		HCN2				10		7												1						HCN2																								KEGG		bta05134:Legionellosis

		HDAC4						15						1												HDAC4																								KEGG		bta05100:Bacterial invasion of epithelial cells

		HDLBP						4						1												HDLBP																								MF		GO:0005102~signaling receptor binding

		HMMR						4						1												HMMR																								BP		GO:0030041~actin filament polymerization

		HNRNPA0				16		16												1						HNRNPA0																								KEGG		bta04630:JAK-STAT signaling pathway

		HSPA4				10		7												1						HSPA4				1						1														BP		GO:0016540~protein autoprocessing

		HSPA9				16		7												1						HSPA9																								MF		GO:0008270~zinc ion binding

		ICAM1						14						1												ICAM1																								CC		GO:0005912~adherens junction

		ICAM3						6						1												ICAM3																								KEGG		bta04928:Parathyroid hormone synthesis, secretion and action

		ICAM4						3						1												ICAM4																								MF		GO:0016493~C-C chemokine receptor activity

		ICAM5						4						1												ICAM5																								KEGG		bta04136:Autophagy - other

		IFT27						11						1												IFT27																								BP		GO:0048666~neuron development

		IGSF11						4						1												IGSF11																								MF		GO:0005248~voltage-gated sodium channel activity

		IL2RB						13						1												IL2RB						1						1												BP		GO:0002250~adaptive immune response

		IL3RA						12						1												IL3RA						2						1												MF		GO:0031625~ubiquitin protein ligase binding

		IL9				8		7												1						IL9				2						1														KEGG		bta00982:Drug metabolism - cytochrome P450

		ILF3						6						1												ILF3																								KEGG		bta05217:Basal cell carcinoma

		ING5						7						1												ING5																								CC		GO:0016020~membrane

		ITPKB						5						1												ITPKB																								KEGG		bta04657:IL-17 signaling pathway

		IVL						1						1												IVL																								CC		GO:0070971~endoplasmic reticulum exit site

		JADE2				8		6												1						JADE2																								MF		GO:0061630~ubiquitin protein ligase activity

		KCTD17						6						1												KCTD17																								MF		GO:0030552~cAMP binding

		KDM3B				5		5												1						KDM3B																								BP		GO:0048485~sympathetic nervous system development

		KEAP1						21						1												KEAP1																								BP		GO:0050765~negative regulation of phagocytosis

		KIF1A						9						1												KIF1A																								BP		GO:0071222~cellular response to lipopolysaccharide

		KIF20A				13		12												1						KIF20A																								KEGG		bta00480:Glutathione metabolism

		KISS1R				5		2												1						KISS1R																								MF		GO:0035591~signaling adaptor activity

		KLF16				6		6												1						KLF16																								MF		GO:0045236~CXCR chemokine receptor binding

		KLHL3				16		16												1						KLHL3																								MF		GO:0044325~transmembrane transporter binding

		KPRP																								KPRP																								BP		GO:2000377~regulation of reactive oxygen species metabolic process

		KRI1						1						1												KRI1																								MF		GO:0004222~metalloendopeptidase activity

		LBR						4						1												LBR																								MF		GO:0005125~cytokine activity

		LCE1B																								LCE1B																								KEGG		bta05132:Salmonella infection

		LCE3C																								LCE3C																								BP		GO:0030593~neutrophil chemotaxis

		LDLRAD4						2						1												LDLRAD4																								BP		GO:0007166~cell surface receptor signaling pathway

		LEAP2				2		1												1						LEAP2																								CC		GO:0016604~nuclear body

		LECT2				4		3												1						LECT2																								KEGG		bta04520:Adherens junction

		LEFTY2						8						1												LEFTY2																								KEGG		bta04120:Ubiquitin mediated proteolysis

		LIFR				10		12												1						LIFR						2						1												MF		GO:0000978~RNA polymerase II cis-regulatory region sequence-specific DNA binding

		LIN9						4						1												LIN9																								BP		GO:0045595~regulation of cell differentiation

		LPXN						16						1												LPXN																								BP		GO:0006366~transcription by RNA polymerase II

		LRRTM2				4		3												1						LRRTM2																								KEGG		bta04144:Endocytosis

		LRRTM4						5						1												LRRTM4																								MF		GO:0004550~nucleoside diphosphate kinase activity

		LYPD8				5		4												1						LYPD8																								BP		GO:0007155~cell adhesion

		MADCAM1				5		3												1						MADCAM1				1						1														BP		GO:0034727~piecemeal microautophagy of the nucleus

		MAT2B						3						1												MAT2B																								CC		GO:0016342~catenin complex

		MBD3				5		4												1						MBD3																								MF		GO:0140662~ATP-dependent protein folding chaperone

		MC2R						10						1												MC2R																								BP		GO:0016525~negative regulation of angiogenesis

		MC5R						7						1												MC5R																								BP		GO:0071492~cellular response to UV-A

		MED16				5		2												1						MED16																								BP		GO:0030510~regulation of BMP signaling pathway

		MED19						2						1												MED19																								CC		GO:0005789~endoplasmic reticulum membrane

		MEX3D				4		4												1						MEX3D																								CC		GO:0005739~mitochondrion

		MFNG						3						1												MFNG																								BP		GO:0043588~skin development

		MGC137030				1		1												1						MGC137030																								BP		GO:0031398~positive regulation of protein ubiquitination

		MIDN				4		4												1						MIDN																								BP		GO:0051281~positive regulation of release of sequestered calcium ion into cytosol

		MIER2				4		3												1						MIER2																								CC		GO:0042995~cell projection

		MIR130A																								MIR130A																								MF		GO:0005518~collagen binding

		MIR149																								MIR149																								KEGG		bta05163:Human cytomegalovirus infection

		MIR1835																								MIR1835																								CC		GO:0031410~cytoplasmic vesicle

		MIR2284A																								MIR2284A																								BP		GO:0019722~calcium-mediated signaling

		MIR2360																								MIR2360																								BP		GO:0060070~canonical Wnt signaling pathway

		MIR6519																								MIR6519																								BP		GO:0006508~proteolysis

		MISP				8		6												1						MISP																								MF		GO:0051787~misfolded protein binding

		MIXL1						9						1												MIXL1																								CC		GO:0030425~dendrite

		MPEG1						1						1												MPEG1																								BP		GO:2000045~regulation of G1/S transition of mitotic cell cycle

		MPST						3						1												MPST																								MF		GO:0019901~protein kinase binding

		MROH2B				1		1												1						MROH2B																								BP		GO:0001558~regulation of cell growth

		MRPL16						5						1												MRPL16																								BP		GO:0006096~glycolytic process

		MS4A1						8						1												MS4A1																								CC		GO:0043235~receptor complex

		MS4A13						3						1												MS4A13																								BP		GO:0050727~regulation of inflammatory response

		MS4A14						3						1												MS4A14																								CC		GO:0005884~actin filament

		MS4A2						6						1												MS4A2																								CC		GO:0009986~cell surface

		MS4A3						2						1												MS4A3																								BP		GO:0030509~BMP signaling pathway

		MS4A5						2						1												MS4A5																								BP		GO:0034599~cellular response to oxidative stress

		MS4A7						4						1												MS4A7																								MF		GO:0030971~receptor tyrosine kinase binding

		MTERF4						11						1												MTERF4																								BP		GO:0050829~defense response to Gram-negative bacterium

		MUM1																								MUM1																								KEGG		bta05418:Fluid shear stress and atherosclerosis

		MYOT				5		5												1						MYOT																								MF		GO:1901981~phosphatidylinositol phosphate binding

		NCAPD3						2						1												NCAPD3																								BP		GO:0007015~actin filament organization

		NCF4						8						1												NCF4																								BP		GO:0043066~negative regulation of apoptotic process

		NDUFA10						14						1												NDUFA10																								MF		GO:0019838~growth factor binding

		NDUFS7				17		14												1						NDUFS7																								BP		GO:0000122~negative regulation of transcription by RNA polymerase II

		NECTIN3						6						1												NECTIN3																								BP		GO:0019222~regulation of metabolic process

		NEUROG1				10		8												1						NEUROG1																								KEGG		bta04926:Relaxin signaling pathway

		NLRP3				30		21												1						NLRP3																								CC		GO:0043025~neuronal cell body

		NME5				4		5												1						NME5																								BP		GO:0010001~glial cell differentiation

		NRXN1						7						1												NRXN1																								KEGG		bta04064:NF-kappa B signaling pathway

		NRXN3						7						1												NRXN3																								CC		GO:0005819~spindle

		NUDCD2						5						1												NUDCD2																								BP		GO:0061003~positive regulation of dendritic spine morphogenesis

		NUP155				6		2												1						NUP155																								BP		GO:0060074~synapse maturation

		ODF3L2				2		2												1						ODF3L2																								BP		GO:0045947~negative regulation of translational initiation

		ONECUT3				6		6												1						ONECUT3																								KEGG		bta04141:Protein processing in endoplasmic reticulum

		OOSP2						1						1												OOSP2																								KEGG		bta00983:Drug metabolism - other enzymes

		OR10V1						7						1												OR10V1																								MF		GO:0043565~sequence-specific DNA binding

		OR11L1				5		6												1						OR11L1																								MF		GO:0005524~ATP binding

		OR2B11				7		7												1						OR2B11																								MF		GO:0004252~serine-type endopeptidase activity

		OR2C3																								OR2C3																								BP		GO:0006695~cholesterol biosynthetic process

		OR2G2																								OR2G2																								CC		GO:0036126~sperm flagellum

		OR2G3				7		7												1						OR2G3																								BP		GO:0006511~ubiquitin-dependent protein catabolic process

		OR2G6				7		7												1						OR2G6																								MF		GO:0042803~protein homodimerization activity

		OR2L13				7		7												1						OR2L13																								KEGG		bta03015:mRNA surveillance pathway

		OR2M3																								OR2M3																								KEGG		bta04310:Wnt signaling pathway

		OR2M4				7		7												1						OR2M4																								BP		GO:0050806~positive regulation of synaptic transmission

		OR2M5																								OR2M5																								BP		GO:0022617~extracellular matrix disassembly

		OR2T11				7		7												1						OR2T11																								BP		GO:0070935~3'-UTR-mediated mRNA stabilization

		OR2T12																								OR2T12																								MF		GO:0038023~signaling receptor activity

		OR2T2				7		7												1						OR2T2																								BP		GO:0000209~protein polyubiquitination

		OR2T27				7		7												1						OR2T27																								BP		GO:0032755~positive regulation of interleukin-6 production

		OR2T33																								OR2T33																								BP		GO:0032496~response to lipopolysaccharide

		OR2T4				7		7												1						OR2T4																								KEGG		bta04510:Focal adhesion

		OR2W3				7		7												1						OR2W3																								KEGG		bta05206:MicroRNAs in cancer

		OR4D11						7						1												OR4D11																								CC		GO:0016327~apicolateral plasma membrane

		OR4D6						7						1												OR4D6																								BP		GO:0007417~central nervous system development

		OR4D9						7						1												OR4D9																								BP		GO:0043161~proteasome-mediated ubiquitin-dependent protein catabolic process

		OR5A1						7						1												OR5A1																								BP		GO:0030316~osteoclast differentiation

		OR5B2						6						1												OR5B2																								KEGG		bta04810:Regulation of actin cytoskeleton

		OR5B3																								OR5B3																								BP		GO:0030308~negative regulation of cell growth

		OR6F1				6		6												1						OR6F1																								BP		GO:0006935~chemotaxis

		OR6T1																								OR6T1																								BP		GO:0071363~cellular response to growth factor stimulus

		OR9Q2																								OR9Q2																								BP		GO:0021766~hippocampus development

		OSBP						9						1												OSBP																								BP		GO:0071320~cellular response to cAMP

		OSMR				12		14												1						OSMR						2						1												KEGG		bta05415:Diabetic cardiomyopathy

		OTOS																								OTOS																								BP		GO:0072344~rescue of stalled ribosome

		OXCT1						2						1												OXCT1																								BP		GO:0045880~positive regulation of smoothened signaling pathway

		P2RY8																								P2RY8																								BP		GO:0008285~negative regulation of cell population proliferation

		PALM				14		7												1						PALM																								MF		GO:0001227~DNA-binding transcription repressor activity, RNA polymerase II-specific

		PAPOLA						6						1												PAPOLA																								KEGG		bta04150:mTOR signaling pathway

		PAPPA2						4						1												PAPPA2																								MF		GO:0008083~growth factor activity

		PARP1		2				24										1								PARP1																								BP		GO:0045165~cell fate commitment

		PASK																								PASK																								CC		GO:0005783~endoplasmic reticulum

		PATL1						2						1												PATL1																								BP		GO:0060326~cell chemotaxis

		PCBD2				1		1												1						PCBD2																								BP		GO:0090090~negative regulation of canonical Wnt signaling pathway

		PCSK4				4		4												1						PCSK4																								CC		GO:0030127~COPII vesicle coat

		PDE4A						7						1												PDE4A																								CC		GO:0005667~transcription regulator complex

		PGBD2				1		1												1						PGBD2																								BP		GO:0016358~dendrite development

		PHLDB2						4						1												PHLDB2																								BP		GO:0034644~cellular response to UV

		PITX1				5		5												1						PITX1																								BP		GO:1900182~positive regulation of protein localization to nucleus

		PKD2L2				2		2												1						PKD2L2																								KEGG		bta05410:Hypertrophic cardiomyopathy

		PKP2						12						1												PKP2																								KEGG		bta05152:Tuberculosis

		PLCXD2						1						1												PLCXD2																								BP		GO:0071353~cellular response to interleukin-4

		PLCXD3						3						1												PLCXD3																								MF		GO:0004867~serine-type endopeptidase inhibitor activity

		PLK5				12		11												1						PLK5																								MF		GO:0030145~manganese ion binding

		PLPP2				14		9												1						PLPP2																								MF		GO:0000977~RNA polymerase II transcription regulatory region sequence-specific DNA binding

		PLPPR3				2		2												1						PLPPR3																								MF		GO:0042802~identical protein binding

		POLR2E				6		3												1						POLR2E																								BP		GO:0002052~positive regulation of neuroblast proliferation

		POLRMT				2		1												1						POLRMT																								KEGG		bta04062:Chemokine signaling pathway

		PPP1R7						2						1												PPP1R7																								BP		GO:0051085~chaperone cofactor-dependent protein refolding

		PPP2CA				26		23												1						PPP2CA				1						1														BP		GO:0030833~regulation of actin filament polymerization

		PRKAA1				29		20												1						PRKAA1																								CC		GO:0016328~lateral plasma membrane

		PRSS57				2		2												1						PRSS57																								MF		GO:0016538~cyclin-dependent protein serine/threonine kinase regulator activity

		PRTN3				7		5												1						PRTN3																								BP		GO:0001525~angiogenesis

		PTBP1				6		2												1						PTBP1																								MF		GO:0030506~ankyrin binding

		PTGER4				13		8												1						PTGER4																								MF		GO:0050750~low-density lipoprotein particle receptor binding

		PVALB						3						1												PVALB																								MF		GO:0070034~telomerase RNA binding

		PYCR2						3						1												PYCR2																								BP		GO:0007229~integrin-mediated signaling pathway

		QTRT1						6						1												QTRT1																								MF		GO:0003712~transcription coregulator activity

		R3HDM4				2		2												1						R3HDM4																								BP		GO:0090110~COPII-coated vesicle cargo loading

		RAC2						39						1												RAC2																								BP		GO:0050901~leukocyte tethering or rolling

		RAVER1						4						1												RAVER1																								KEGG		bta04668:TNF signaling pathway

		REEP2				4		4												1						REEP2																								KEGG		bta04015:Rap1 signaling pathway

		REEP6				2		2												1						REEP6																								MF		GO:0003729~mRNA binding

		REXO1				4		3												1						REXO1																								KEGG		bta05412:Arrhythmogenic right ventricular cardiomyopathy

		RICTOR				2		2												1						RICTOR																								BP		GO:0030036~actin cytoskeleton organization

		RNF126				13		11												1						RNF126																								KEGG		bta05207:Chemical carcinogenesis - receptor activation

		RNMT						6						1												RNMT																								BP		GO:0000079~regulation of cyclin-dependent protein serine/threonine kinase activity

		RNPEPL1						2						1												RNPEPL1																								BP		GO:0042026~protein refolding

		RP1L1						1						1												RP1L1																								KEGG		bta00062:Fatty acid elongation

		RPL37				8		7												1						RPL37																								MF		GO:0061631~ubiquitin conjugating enzyme activity

		RPS15				6		5												1						RPS15																								MF		GO:0044183~protein folding chaperone

		RTN4RL2						6						1												RTN4RL2																								MF		GO:0031072~heat shock protein binding

		S1PR5						9						1												S1PR5																								MF		GO:0098632~cell-cell adhesion mediator activity

		SAR1B				11		6												1						SAR1B																								BP		GO:0035914~skeletal muscle cell differentiation

		SBNO2				7		4												1						SBNO2																								BP		GO:0008284~positive regulation of cell population proliferation

		SCAMP4				3		1												1						SCAMP4																								BP		GO:0086010~membrane depolarization during action potential

		SCN7A						5						1												SCN7A																								BP		GO:0006268~DNA unwinding involved in DNA replication

		SCN9A						6						1												SCN9A																								BP		GO:0048568~embryonic organ development

		SDE2						13						1												SDE2																								BP		GO:0035721~intraciliary retrograde transport

		SEC24A				10		5												1						SEC24A																								BP		GO:0050890~cognition

		SELENOH						1						1												SELENOH																								BP		GO:0070534~protein K63-linked ubiquitination

		SEPT2																								SEPT2																								BP		GO:0009617~response to bacterium

		SERPINA3						6						1												SERPINA3																								BP		GO:0050885~neuromuscular process controlling balance

		SERPINA3-1						5						1												SERPINA3-1																								CC		GO:0005654~nucleoplasm

		SERPINA3-3						5						1												SERPINA3-3																								MF		GO:0001222~transcription corepressor binding

		SERPINA3-8						5						1												SERPINA3-8																								BP		GO:0032436~positive regulation of proteasomal ubiquitin-dependent protein catabolic process

		SERPINA5						5						1												SERPINA5																								CC		GO:0000307~cyclin-dependent protein kinase holoenzyme complex

		SERPING1						4						1												SERPING1																								MF		GO:0001228~DNA-binding transcription activator activity, RNA polymerase II-specific

		SETBP1						5						1												SETBP1																								BP		GO:0090307~mitotic spindle assembly

		SGCD						4						1												SGCD																								CC		GO:0005697~telomerase holoenzyme complex

		SH3BP5L				3		3												1						SH3BP5L																								MF		GO:0017022~myosin binding

		SHC2				24		12												1						SHC2				1						1														BP		GO:0001894~tissue homeostasis

		SHROOM1				6		5												1						SHROOM1																								BP		GO:0030010~establishment of cell polarity

		SKP1				19		18												1						SKP1																								BP		GO:1990138~neuron projection extension

		SLBP2				2		2												1						SLBP2																								MF		GO:0000287~magnesium ion binding

		SLC25A46						1						1												SLC25A46																								BP		GO:0007005~mitochondrion organization

		SLC25A48				5		4												1						SLC25A48																								BP		GO:0140374~antiviral innate immune response

		SLC38A11						2						1												SLC38A11																								CC		GO:0005794~Golgi apparatus

		SLC43A1						2						1												SLC43A1																								CC		GO:0031965~nuclear membrane

		SLC44A2						5						1												SLC44A2																								KEGG		bta04934:Cushing syndrome

		SMAD5				18		17												1						SMAD5				1						1														KEGG		bta04210:Apoptosis

		SMCP																								SMCP																								CC		GO:0071013~catalytic step 2 spliceosome

		SMIM32				1		1												1						SMIM32																								CC		GO:0005938~cell cortex

		SMTNL1						3						1												SMTNL1																								BP		GO:0095500~acetylcholine receptor signaling pathway

		SNED1						4						1												SNED1																								BP		GO:0050769~positive regulation of neurogenesis

		SOWAHA				1		1												1						SOWAHA																								MF		GO:0043539~protein serine/threonine kinase activator activity

		SOX2						10						1												SOX2																								CC		GO:0030027~lamellipodium

		SPOCK1				7		5												1						SPOCK1																								CC		GO:0001726~ruffle

		SPRR4																								SPRR4																								BP		GO:0000082~G1/S transition of mitotic cell cycle

		SRP9																								SRP9																								BP		GO:0071230~cellular response to amino acid stimulus

		SSTR3						4						1												SSTR3																								MF		GO:0008201~heparin binding

		STK11		2		31		23								1		1		1		1				STK11																								CC		GO:0001518~voltage-gated sodium channel complex

		STK25						7						1												STK25																								BP		GO:0043524~negative regulation of neuron apoptotic process

		STUM						1						1												STUM																								BP		GO:1900017~positive regulation of cytokine production involved in inflammatory response

		STX3						2						1												STX3																								BP		GO:0034620~cellular response to unfolded protein

		SYNE3						3						1												SYNE3																								CC		GO:0030054~cell junction

		SYT10						3						1												SYT10																								BP		GO:0051898~negative regulation of phosphatidylinositol 3-kinase/protein kinase B signal transduction

		TCF3				17		15												1						TCF3				1						1														BP		GO:0006468~protein phosphorylation

		TCF7				29		21												1						TCF7				2						1														CC		GO:0005925~focal adhesion

		TCL1A						8						1												TCL1A																								MF		GO:0016887~ATP hydrolysis activity

		TCL1B						2						1												TCL1B																								KEGG		bta04110:Cell cycle

		TCN1						1						1												TCN1																								BP		GO:0000902~cell morphogenesis

		TENM2						9						1												TENM2																								CC		GO:0016607~nuclear speck

		TEX33						1						1												TEX33																								BP		GO:0031640~killing of cells of another organism

		TGFBI				4		4												1						TGFBI				1						1														BP		GO:0016310~phosphorylation

		THAP4						4						1												THAP4																								BP		GO:0035725~sodium ion transmembrane transport

		THEG				1		1												1						THEG																								KEGG		bta04710:Circadian rhythm

		THYN1						1						1												THYN1																								BP		GO:0032720~negative regulation of tumor necrosis factor production

		TIFAB				2		2												1						TIFAB																								BP		GO:0050679~positive regulation of epithelial cell proliferation

		TMEM132D						1						1												TMEM132D																								CC		GO:0042470~melanosome

		TMEM232																								TMEM232																								MF		GO:1990756~ubiquitin-like ligase-substrate adaptor activity

		TMEM259				2		2												1						TMEM259																								MF		GO:0045296~cadherin binding

		TMEM63A						3						1												TMEM63A																								BP		GO:0032722~positive regulation of chemokine production

		TMPRSS6						8						1												TMPRSS6																								MF		GO:0003690~double-stranded DNA binding

		TMX2						1						1												TMX2																								MF		GO:0050839~cell adhesion molecule binding

		TPGS1				4		3												1						TPGS1																								BP		GO:0007043~cell-cell junction assembly

		TRIM58				12		11												1						TRIM58																								BP		GO:0006909~phagocytosis

		TRPC7				4		3												1						TRPC7																								KEGG		bta05133:Pertussis

		TST						4						1												TST																								MF		GO:0061629~RNA polymerase II-specific DNA-binding transcription factor binding

		TTC33				1		1												1						TTC33																								MF		GO:0016787~hydrolase activity

		TXNDC15				3		3												1						TXNDC15																								MF		GO:0003779~actin binding

		TYK2						17						1												TYK2																								BP		GO:0007156~homophilic cell adhesion via plasma membrane adhesion molecules

		UBE2B				11		9												1						UBE2B																								BP		GO:0010628~positive regulation of gene expression

		UBE2L6						9						1												UBE2L6																								BP		GO:0035556~intracellular signal transduction

		UQCR11				15		13												1						UQCR11																								MF		GO:0001965~G-protein alpha-subunit binding

		UQCRQ				14		12												1						UQCRQ																								BP		GO:0007157~heterophilic cell-cell adhesion via plasma membrane cell adhesion molecules

		USP18						4						1												USP18																								BP		GO:0017158~regulation of calcium ion-dependent exocytosis

		VDAC1				34		26												1						VDAC1				1						1														CC		GO:0005881~cytoplasmic microtubule

		VPS26B						3						1												VPS26B																								CC		GO:0030141~secretory granule

		VRK1						9						1												VRK1																								CC		GO:0032587~ruffle membrane

		WDR18				2		2												1						WDR18																								BP		GO:0000226~microtubule cytoskeleton organization

		WDR70				4		2												1						WDR70																								BP		GO:0036503~ERAD pathway

		WNT8A				26		20												1						WNT8A				2						1														BP		GO:0048856~anatomical structure development

		YPEL4																								YPEL4																								BP		GO:0050804~modulation of chemical synaptic transmission

		ZCCHC10				2		2												1						ZCCHC10																								BP		GO:0007265~Ras protein signal transduction

		ZDHHC5						3						1												ZDHHC5																								BP		GO:0050830~defense response to Gram-positive bacterium

		ZFP91						7						1												ZFP91																								MF		GO:0051219~phosphoprotein binding

		ZGLP1						5						1												ZGLP1																								BP		GO:0060395~SMAD protein signal transduction

		ZNF496				7		7												1						ZNF496																								BP		GO:0001942~hair follicle development

		ZNF672				6		5												1						ZNF672																								BP		GO:0048705~skeletal system morphogenesis

		ZNF692				10		7												1						ZNF692																								BP		GO:0007399~nervous system development

		AACS		5						1																AACS																								BP		GO:0001701~in utero embryonic development

		AAMP		5		7										1										AAMP				1						1														KEGG		bta05213:Endometrial cancer

		ABCB6		13		15										1										ABCB6																								CC		GO:0016324~apical plasma membrane

		ABCF1		3		3										1										ABCF1																								BP		GO:0070098~chemokine-mediated signaling pathway

		ABHD16A		2		3										1										ABHD16A																								KEGG		bta05167:Kaposi sarcoma-associated herpesvirus infection

		AGER		7		11										1										AGER																								MF		GO:0002039~p53 binding

		AGPAT1		5		7										1										AGPAT1																								CC		GO:0000922~spindle pole

		AIF1		9		13										1										AIF1																								CC		GO:0032993~protein-DNA complex

		ANKRD28		1						1																ANKRD28																								BP		GO:0006915~apoptotic process

		ANKZF1		5		5										1										ANKZF1																								BP		GO:0051092~positive regulation of NF-kappaB transcription factor activity

		APOM				1						1														APOM																								BP		GO:0050852~T cell receptor signaling pathway

		AREG		16						1																AREG		1						1																MF		GO:0005537~D-mannose binding

		ARHGEF11		11		11										1										ARHGEF11																								KEGG		bta04670:Leukocyte transendothelial migration

		ARID1B		9		10										1										ARID1B				1						1														BP		GO:0006487~protein N-linked glycosylation

		ARMC9		6						1																ARMC9																								MF		GO:0008009~chemokine activity

		ARPC2		13		16										1										ARPC2																								KEGG		bta05208:Chemical carcinogenesis - reactive oxygen species

		ART3		1						1																ART3																								CC		GO:0010008~endosome membrane

		ASAP3		9						1																ASAP3																								CC		GO:0031982~vesicle

		ASB4		2		2										1										ASB4																								BP		GO:0006338~chromatin remodeling

		ASIC4		1						1																ASIC4																								BP		GO:0016055~Wnt signaling pathway

		ATF6B		22		29										1										ATF6B		1		1										1										CC		GO:0072686~mitotic spindle

		ATG9A		8		12										1										ATG9A		1		1										1										BP		GO:0001501~skeletal system development

		ATP5IF1		8						1																ATP5IF1																								BP		GO:0007613~memory

		ATP6V1G2		7		8										1										ATP6V1G2		2		2										1										BP		GO:0009410~response to xenobiotic stimulus

		BAG6		6		8										1										BAG6				1						1														MF		GO:0046975~histone H3K36 methyltransferase activity

		BARHL2		5						1																BARHL2																								BP		GO:0033674~positive regulation of kinase activity

		BCAN		6		11										1										BCAN																								KEGG		bta00590:Arachidonic acid metabolism

		BCS1L		3		3										1										BCS1L																								BP		GO:0045944~positive regulation of transcription by RNA polymerase II

		BIRC2		29		32										1										BIRC2		3		2										1										BP		GO:0008542~visual learning

		BIRC3		25		25										1										BIRC3		3		2										1										BP		GO:0060261~positive regulation of transcription initiation by RNA polymerase II

		BLA-DQB		40		44										1										BLA-DQB		33		26										1										CC		GO:0005694~chromosome

		BMT2				2						1														BMT2																								KEGG		bta05216:Thyroid cancer

		BoLA		58		62										1										BoLA		33		26										1										MF		GO:0004674~protein serine/threonine kinase activity

		BOLA-DQA2		40		44										1										BOLA-DQA2		33		26										1										BP		GO:0032880~regulation of protein localization

		BOLA-DQA5		40		44										1										BOLA-DQA5		33		26										1										MF		GO:0022857~transmembrane transporter activity

		BOLA-DQB		40		44										1										BOLA-DQB		33		26										1										KEGG		bta04080:Neuroactive ligand-receptor interaction

		BOLA-DRA		43		47										1										BOLA-DRA		33		26										1										MF		GO:0003676~nucleic acid binding

		BOLA-DRB2		39		43										1										BOLA-DRB2		33		26										1										BP		GO:0007283~spermatogenesis

		BOLA-DRB3		39		43										1										BOLA-DRB3		33		26										1										MF		GO:0019843~rRNA binding

		BOLA-NC1		30		34										1										BOLA-NC1		14		16										1										KEGG		bta04350:TGF-beta signaling pathway

		BRDT		5						1																BRDT																								MF		GO:0003714~transcription corepressor activity

		BRI3BP		2						1																BRI3BP																								BP		GO:0051301~cell division

		BTBD11		2						1																BTBD11																								BP		GO:0001578~microtubule bundle formation

		BTBD8		2						1																BTBD8																								BP		GO:0031334~positive regulation of protein-containing complex assembly

		BTC		10						1																BTC		1						1																BP		GO:0035115~embryonic forelimb morphogenesis

		BTNL2		4		4										1										BTNL2																								CC		GO:0005911~cell-cell junction

		C2		69		157		90								1		1		1		1				C2		6		9										1										BP		GO:0042981~regulation of apoptotic process

		C23H6orf10																								C23H6orf10																								KEGG		bta04071:Sphingolipid signaling pathway

		C23H6orf136																								C23H6orf136																								KEGG		bta04929:GnRH secretion

		C23H6orf141																								C23H6orf141																								KEGG		bta04936:Alcoholic liver disease

		C23H6orf15		2		2										1										C23H6orf15		1		1										1										KEGG		bta04211:Longevity regulating pathway

		C23H6orf47																								C23H6orf47																								KEGG		bta00310:Lysine degradation

		C3H1orf146		1						1																C3H1orf146																								BP		GO:0010718~positive regulation of epithelial to mesenchymal transition

		C4A		18		20										1										C4A		1		1										1										BP		GO:0070979~protein K11-linked ubiquitination

		CATIP		5		5										1										CATIP																								KEGG		bta04512:ECM-receptor interaction

		CBR1		9						1																CBR1		2						1																BP		GO:0043123~positive regulation of canonical NF-kappaB signal transduction

		CBR3		7						1																CBR3		1						1																BP		GO:0032729~positive regulation of type II interferon production

		CCDC158																								CCDC158																								BP		GO:0016485~protein processing

		CCHCR1		3		3										1										CCHCR1				1						1														CC		GO:0042645~mitochondrial nucleoid

		CCNG2		6						1																CCNG2																								KEGG		bta04140:Autophagy - animal

		CCNI		5						1																CCNI																								BP		GO:0050673~epithelial cell proliferation

		CD5L		4						1																CD5L																								CC		GO:0005741~mitochondrial outer membrane

		CDC7		10						1																CDC7																								BP		GO:0051402~neuron apoptotic process

		CDK5R2		3		5										1										CDK5R2																								KEGG		bta04142:Lysosome

		CDKL2		6						1																CDKL2																								BP		GO:0031146~SCF-dependent proteasomal ubiquitin-dependent protein catabolic process

		CDSN		2		3										1										CDSN																								MF		GO:0003713~transcription coactivator activity

		CENPQ		3		3										1										CENPQ																								KEGG		bta04218:Cellular senescence

		CEP68		4						1																CEP68																								BP		GO:0019228~neuronal action potential

		CFAP65																								CFAP65																								BP		GO:0000045~autophagosome assembly

		CFB		9		10										1										CFB		1		1										1										BP		GO:0010468~regulation of gene expression

		CHAF1B		4						1																CHAF1B																								MF		GO:0051082~unfolded protein binding

		CHPF		1						1																CHPF																								BP		GO:0006886~intracellular protein transport

		CISD1		2						1																CISD1																								BP		GO:0000398~mRNA splicing, via spliceosome

		CLDN14		6						1																CLDN14		1						1																BP		GO:0009653~anatomical structure morphogenesis

		CLIC1		5		5										1										CLIC1																								BP		GO:0007179~transforming growth factor beta receptor signaling pathway

		CNPPD1		6		4										1										CNPPD1																								BP		GO:0031175~neuron projection development

		CNR2		5						1																CNR2																								BP		GO:0007218~neuropeptide signaling pathway

		CRABP2		5		6										1										CRABP2																								CC		GO:0005776~autophagosome

		CRISP1		2		2										1										CRISP1																								BP		GO:0032869~cellular response to insulin stimulus

		CRISP2		2		2										1										CRISP2																								KEGG		bta05203:Viral carcinogenesis

		CRISP3		2		2										1										CRISP3																								BP		GO:0009566~fertilization

		CRY1		4						1																CRY1																								MF		GO:0005178~integrin binding

		CRYBA2																								CRYBA2																								CC		GO:0045121~membrane raft

		CSNK2B		9		15										1										CSNK2B																								BP		GO:0061844~antimicrobial humoral immune response mediated by antimicrobial peptide

		CTDSP1		2		1										1										CTDSP1																								BP		GO:0006631~fatty acid metabolic process

		CXCL10		26						1																CXCL10		3						1																MF		GO:0004197~cysteine-type endopeptidase activity

		CXCL11		18						1																CXCL11		1						1																CC		GO:0000151~ubiquitin ligase complex

		CXCL9		18						1																CXCL9		1						1																BP		GO:0051897~positive regulation of phosphatidylinositol 3-kinase/protein kinase B signal transduction

		CXCR1		10		13										1										CXCR1		2		1										1										CC		GO:0045171~intercellular bridge

		CXCR2		11		14										1										CXCR2		2		1										1										BP		GO:0032760~positive regulation of tumor necrosis factor production

		CYP21																								CYP21																								KEGG		bta05010:Alzheimer disease

		CYP27A1		5		6										1										CYP27A1																								MF		GO:0031210~phosphatidylcholine binding

		DAZL		4						1																DAZL																								BP		GO:0043525~positive regulation of neuron apoptotic process

		DCUN1D5		4		7										1										DCUN1D5																								BP		GO:0007507~heart development

		DDAH2		1		1										1										DDAH2																								MF		GO:0008013~beta-catenin binding

		DDR1		9		14										1										DDR1																								BP		GO:0006974~DNA damage response

		DDX39B		8		13										1										DDX39B																								KEGG		bta00270:Cysteine and methionine metabolism

		DEFB110		4		5										1										DEFB110																								MF		GO:0003723~RNA binding

		DEFB112																								DEFB112																								BP		GO:0001822~kidney development

		DEFB113		3		3										1										DEFB113																								MF		GO:0008528~G protein-coupled peptide receptor activity

		DEFB114		6		6										1										DEFB114																								BP		GO:0000132~establishment of mitotic spindle orientation

		DEFB133																								DEFB133																								MF		GO:0017018~myosin phosphatase activity

		DES		5						1																DES																								KEGG		bta04010:MAPK signaling pathway

		DHX16		10		14										1										DHX16																								KEGG		bta01212:Fatty acid metabolism

		DHX37		7						1																DHX37																								KEGG		bta04621:NOD-like receptor signaling pathway

		DNAJB2		8						1																DNAJB2																								CC		GO:0030496~midbody

		DNAJC8		1						1																DNAJC8																								CC		GO:0035861~site of double-strand break

		DNPEP		5						1																DNPEP																								KEGG		bta05215:Prostate cancer

		DOP1B		6						1																DOP1B																								MF		GO:0005096~GTPase activator activity

		DPH3		3						1																DPH3																								CC		GO:0005743~mitochondrial inner membrane

		DXO		6		7										1										DXO																								BP		GO:0010976~positive regulation of neuron projection development

		DYNC1I1		6		8										1										DYNC1I1		1		1										1										BP		GO:0072659~protein localization to plasma membrane

		DYNC2H1		6		8										1										DYNC2H1		1		1										1										BP		GO:0030335~positive regulation of cell migration

		E2F2		21						1																E2F2		2						1																BP		GO:0007346~regulation of mitotic cell cycle

		EFHC1		3		6										1										EFHC1																								KEGG		bta04213:Longevity regulating pathway - multiple species

		EGFL8		5		5										1										EGFL8																								BP		GO:0007409~axonogenesis

		EHBP1		5						1																EHBP1																								BP		GO:0051649~establishment of localization in cell

		EHMT2		10		12										1										EHMT2																								BP		GO:0006869~lipid transport

		ELOA		2						1																ELOA																								BP		GO:0007224~smoothened signaling pathway

		ELOVL5		6		6										1										ELOVL5																								BP		GO:0016477~cell migration

		EN1		10						1																EN1																								MF		GO:0005109~frizzled binding

		EPB41		13						1																EPB41																								KEGG		bta05016:Huntington disease

		EPGN		8						1																EPGN		1						1																BP		GO:0007254~JNK cascade

		EPHX4		4						1																EPHX4																								BP		GO:0051726~regulation of cell cycle

		EREG		15						1																EREG		1						1																KEGG		bta04933:AGE-RAGE signaling pathway in diabetic complications

		ETV3		10		10										1										ETV3				1						1														BP		GO:0007165~signal transduction

		ETV3L		5		5										1										ETV3L				1						1														CC		GO:0030426~growth cone

		EYA3		7						1																EYA3																								KEGG		bta04916:Melanogenesis

		FAM47E		1						1																FAM47E																								MF		GO:1990837~sequence-specific double-stranded DNA binding

		FAM76A		2						1																FAM76A																								CC		GO:0000785~chromatin

		FBXO9		3		5										1										FBXO9																								BP		GO:0010595~positive regulation of endothelial cell migration

		FCRL1		4		4										1										FCRL1																								BP		GO:0021987~cerebral cortex development

		FCRL3		5		6										1										FCRL3		1		1										1										BP		GO:0000184~nuclear-transcribed mRNA catabolic process, nonsense-mediated decay

		FCRL4		2		2										1										FCRL4																								BP		GO:0051209~release of sequestered calcium ion into cytosol

		FCRL5		5		5										1										FCRL5		1		1										1										KEGG		bta05205:Proteoglycans in cancer

		FEV		8		9										1										FEV				1						1														CC		GO:0019005~SCF ubiquitin ligase complex

		FKBPL		8		9										1										FKBPL																								KEGG		bta05220:Chronic myeloid leukemia

		FLOT1		5		7										1										FLOT1																								KEGG		bta04072:Phospholipase D signaling pathway

		FOXP2		5						1																FOXP2																								MF		GO:0000166~nucleotide binding

		FUCA1		2						1																FUCA1																								KEGG		bta04530:Tight junction

		G3BP2		3						1																G3BP2																								MF		GO:0003724~RNA helicase activity

		GABBR1		5		13										1										GABBR1																								MF		GO:0005546~phosphatidylinositol-4,5-bisphosphate binding

		GALE		3						1																GALE																								KEGG		bta04820:Cytoskeleton in muscle cells

		GALNT15		3						1																GALNT15																								BP		GO:0007030~Golgi organization

		GCM1		9		10										1										GCM1																								CC		GO:0005681~spliceosomal complex

		GLB1L																								GLB1L																								CC		GO:0098982~GABA-ergic synapse

		GLMN		3						1																GLMN																								CC		GO:0005903~brush border

		GLYATL3		1		1										1										GLYATL3																								BP		GO:0006406~mRNA export from nucleus

		GMEB1		7						1																GMEB1																								BP		GO:0065003~protein-containing complex assembly

		GMPPA		2						1																GMPPA																								KEGG		bta05135:Yersinia infection

		GNL1		3		3										1										GNL1																								BP		GO:0006811~monoatomic ion transport

		GPANK1		2		2										1										GPANK1																								MF		GO:0043130~ubiquitin binding

		GPATCH4		2		2										1										GPATCH4																								CC		GO:0000421~autophagosome membrane

		GPBAR1		3		3										1										GPBAR1																								BP		GO:0007169~cell surface receptor protein tyrosine kinase signaling pathway

		GPR39		5		5										1										GPR39																								KEGG		bta05144:Malaria

		GPR85		4		4										1										GPR85																								KEGG		bta05012:Parkinson disease

		GRHL3		4						1																GRHL3																								BP		GO:0048511~rhythmic process

		GSTA1		17		18										1										GSTA1		3		1										1										BP		GO:0035249~synaptic transmission, glutamatergic

		GSTA2		17		18										1										GSTA2		3		1										1										KEGG		bta01521:EGFR tyrosine kinase inhibitor resistance

		GSTA3		15		16										1										GSTA3		3		1										1										CC		GO:0005874~microtubule

		GSTA4		18		19										1										GSTA4		3		1										1										MF		GO:0001784~phosphotyrosine residue binding

		GSTA5		17		18										1										GSTA5		3		1										1										CC		GO:0098839~postsynaptic density membrane

		GTF2H4		3		4										1										GTF2H4																								BP		GO:0050728~negative regulation of inflammatory response

		HAPLN2		6		7										1										HAPLN2																								BP		GO:0006260~DNA replication

		HDGF		9		11										1										HDGF																								KEGG		bta01100:Metabolic pathways

		HFM1		4						1																HFM1																								KEGG		bta04714:Thermogenesis

		HLCS		2						1																HLCS																								MF		GO:0051539~4 iron, 4 sulfur cluster binding

		HMGCL		4						1																HMGCL																								KEGG		bta05414:Dilated cardiomyopathy

		HNRNPR		6						1																HNRNPR																								KEGG		bta05417:Lipid and atherosclerosis

		HSPA1A		26		32										1										HSPA1A		2		2										1										BP		GO:0002062~chondrocyte differentiation

		HSPA1L		25		30										1										HSPA1L		2		2										1										BP		GO:0042733~embryonic digit morphogenesis

		HTR1D		4						1																HTR1D																								BP		GO:0045893~positive regulation of DNA-templated transcription

		ICK																								ICK																								BP		GO:0006914~autophagy

		ID3		7		10		10								1		1		1		1				ID3																								MF		GO:0008017~microtubule binding

		IER3		7		9										1										IER3																								KEGG		bta04020:Calcium signaling pathway

		IFNLR1		3						1																IFNLR1																								CC		GO:0032588~trans-Golgi network membrane

		IHH		14		17										1										IHH																								KEGG		bta04620:Toll-like receptor signaling pathway

		IL17A		20		25										1										IL17A		3		2										1										CC		GO:0001725~stress fiber

		IL17F		8		8										1										IL17F		2		1										1										KEGG		bta00190:Oxidative phosphorylation

		IL22RA1		8						1																IL22RA1		1						1																MF		GO:1990841~promoter-specific chromatin binding

		INHA		5						1																INHA																								KEGG		bta04012:ErbB signaling pathway

		INSRR		10		12										1										INSRR																								MF		GO:0004888~transmembrane signaling receptor activity

		IPMK		4						1																IPMK																								BP		GO:0050766~positive regulation of phagocytosis

		IQGAP3		10		16										1										IQGAP3																								MF		GO:0003730~mRNA 3'-UTR binding

		ISG20L2		3		3										1										ISG20L2																								BP		GO:0060271~cilium assembly

		JSP.1		31		35										1										JSP.1		14		16										1										CC		GO:0000781~chromosome, telomeric region

		KCNH8		2						1																KCNH8																								BP		GO:0043410~positive regulation of MAPK cascade

		KDM1A		16						1																KDM1A																								KEGG		bta05170:Human immunodeficiency virus 1 infection

		KIRREL1		2						1																KIRREL1																								KEGG		bta04915:Estrogen signaling pathway

		LDHAL6B		3		6										1										LDHAL6B																								CC		GO:0090575~RNA polymerase II transcription regulator complex

		LHFPL3		1		2										1										LHFPL3																								CC		GO:0043231~intracellular membrane-bounded organelle

		LRRC71		1		1										1										LRRC71																								MF		GO:0005509~calcium ion binding

		LSM2		5		5										1										LSM2																								BP		GO:0007200~phospholipase C-activating G protein-coupled receptor signaling pathway

		LST1		3		4										1										LST1		1		1										1										BP		GO:0008630~intrinsic apoptotic signaling pathway in response to DNA damage

		LTA		12		12										1										LTA		5		3										1										KEGG		bta04910:Insulin signaling pathway

		LTB		8		8										1										LTB		2		2										1										CC		GO:0005856~cytoskeleton

		LUZP1		2						1																LUZP1																								KEGG		bta04014:Ras signaling pathway

		LY6G5B		3		3										1										LY6G5B																								KEGG		bta04148:Efferocytosis

		LY6G5C		4		4										1										LY6G5C																								BP		GO:0006979~response to oxidative stress

		LY6G6C		2		2										1										LY6G6C																								CC		GO:0000139~Golgi membrane

		LY6G6E		2		3										1										LY6G6E																								BP		GO:0006629~lipid metabolic process

		LY6G6F		1		1										1										LY6G6F																								BP		GO:0007338~single fertilization

		LYPD1		1		3										1										LYPD1																								BP		GO:0001503~ossification

		LYPLA2		1						1																LYPLA2																								BP		GO:0007018~microtubule-based movement

		MARCO		2						1																MARCO		1						1																CC		GO:0005770~late endosome

		MCCD1																								MCCD1																								BP		GO:0000281~mitotic cytokinesis

		MCM3		9		12										1										MCM3																								BP		GO:0042147~retrograde transport, endosome to Golgi

		MDC1		7		8										1										MDC1																								BP		GO:0006325~chromatin organization

		MECR		5						1																MECR																								BP		GO:0016042~lipid catabolic process

		MED18		1						1																MED18																								BP		GO:0009791~post-embryonic development

		MEF2D		13		19										1										MEF2D				1						1														BP		GO:0006814~sodium ion transport

		MGAT5		5		8										1										MGAT5																								KEGG		bta04540:Gap junction

		MGC126945		30		34										1										MGC126945		14		16										1										KEGG		bta05032:Morphine addiction

		MGC127133		7						1																MGC127133		2						1																KEGG		bta05033:Nicotine addiction

		MIC1		11		11										1										MIC1		3		3										1										CC		GO:0031966~mitochondrial membrane

		MIR133B		1		1										1										MIR133B																								CC		GO:0005802~trans-Golgi network

		MIR153-1																								MIR153-1																								KEGG		bta04114:Oocyte meiosis

		MIR206		1		1										1										MIR206																								KEGG		bta04932:Non-alcoholic fatty liver disease

		MIR2285B-2																								MIR2285B-2																								BP		GO:0009887~animal organ morphogenesis

		MIR2285E-1																								MIR2285E-1																								KEGG		bta03040:Spliceosome

		MIR2356																								MIR2356																								CC		GO:0001650~fibrillar center

		MIR2378																								MIR2378																								BP		GO:0045444~fat cell differentiation

		MIR26B		1		1										1										MIR26B																								BP		GO:0033138~positive regulation of peptidyl-serine phosphorylation

		MIR375		1		1										1										MIR375																								CC		GO:0005902~microvillus

		MIR6534																								MIR6534																								KEGG		bta04623:Cytosolic DNA-sensing pathway

		MIR877																								MIR877																								MF		GO:0004725~protein tyrosine phosphatase activity

		MMP1		20		25										1										MMP1		3		3										1										CC		GO:0000932~P-body

		MMP12		13		14										1										MMP12		2		2										1										KEGG		bta01522:Endocrine resistance

		MMP3		17		22										1										MMP3		3		3										1										KEGG		bta04919:Thyroid hormone signaling pathway

		MMP13		12		13										1										MMP13		2		2										1										BP		GO:0001817~regulation of cytokine production

		MMP20		7		8										1										MMP20		2		2										1										KEGG		bta03440:Homologous recombination

		MMP27		8		8										1										MMP27		2		2										1										BP		GO:0006888~endoplasmic reticulum to Golgi vesicle-mediated transport

		MMP7		13		14										1										MMP7		3		3										1										BP		GO:0032757~positive regulation of interleukin-8 production

		MMP8		10		10										1										MMP8		2		2										1										KEGG		bta04115:p53 signaling pathway

		MOG		6		6										1										MOG																								CC		GO:0030136~clathrin-coated vesicle

		MORC3		8						1																MORC3																								KEGG		bta05219:Bladder cancer

		MPIG6B		6		8										1										MPIG6B																								KEGG		bta05202:Transcriptional misregulation in cancer

		MRPL24		5		7										1										MRPL24																								KEGG		bta04613:Neutrophil extracellular trap formation

		MRPS18B		12		14										1										MRPS18B																								BP		GO:0043065~positive regulation of apoptotic process

		MSH5		3		3										1										MSH5																								BP		GO:0007049~cell cycle

		MTERF2		4						1																MTERF2																								BP		GO:0000278~mitotic cell cycle

		MTHFD2L		2						1																MTHFD2L																								KEGG		bta05222:Small cell lung cancer

		MUC21																								MUC21																								CC		GO:0045211~postsynaptic membrane

		MUCL3																								MUCL3																								BP		GO:0010467~gene expression

		MUT																								MUT																								BP		GO:0007264~small GTPase-mediated signal transduction

		MYOM3		2						1																MYOM3																								CC		GO:0030175~filopodium

		NAAA		4						1																NAAA																								CC		GO:0031901~early endosome membrane

		NAXE		7		9										1										NAXE																								CC		GO:0042734~presynaptic membrane

		NCKAP5				1						1														NCKAP5																								MF		GO:0031267~small GTPase binding

		NCR3		8		8										1										NCR3		1		1										1										MF		GO:0008289~lipid binding

		NELFE		2		2										1										NELFE																								BP		GO:0055085~transmembrane transport

		NES		6		9		1								1		1		1		1				NES																								BP		GO:1904263~positive regulation of TORC1 signaling

		NEU1		9		9										1										NEU1																								BP		GO:0045666~positive regulation of neuron differentiation

		NFKBIL1		5		5										1										NFKBIL1																								BP		GO:0045732~positive regulation of protein catabolic process

		NHEJ1		1		1										1										NHEJ1																								BP		GO:0043484~regulation of RNA splicing

		NKAPL		2		2										1										NKAPL																								KEGG		bta05022:Pathways of neurodegeneration - multiple diseases

		NOT9																								NOT9																								KEGG		bta04814:Motor proteins

		NOTCH4		17		21										1										NOTCH4				1						1														BP		GO:0051260~protein homooligomerization

		NRM		1		2										1										NRM																								KEGG		bta04920:Adipocytokine signaling pathway

		NTRK1		19		30										1										NTRK1				1						1														CC		GO:0005905~clathrin-coated pit

		NUP54		1						1																NUP54																								KEGG		bta05014:Amyotrophic lateral sclerosis

		OBSL1		5						1																OBSL1																								BP		GO:0001649~osteoblast differentiation

		ODAPH																								ODAPH																								BP		GO:0050731~positive regulation of peptidyl-tyrosine phosphorylation

		OPRD1		6						1																OPRD1																								BP		GO:0043491~phosphatidylinositol 3-kinase/protein kinase B signal transduction

		OR10C1		6		7										1										OR10C1																								KEGG		bta05218:Melanoma

		OR12D2		5		5										1										OR12D2																								CC		GO:0098685~Schaffer collateral - CA1 synapse

		OR12D3		5		5										1										OR12D3																								BP		GO:0006457~protein folding

		OR14J1		6		6										1										OR14J1																								BP		GO:0032456~endocytic recycling

		OR2H1		6		7										1										OR2H1																								CC		GO:0005764~lysosome

		OR2J2																								OR2J2																								KEGG		bta05210:Colorectal cancer

		OR2J3		5		5										1										OR2J3																								BP		GO:0000724~double-strand break repair via homologous recombination

		OR2W1		5		5										1										OR2W1																								MF		GO:0005516~calmodulin binding

		OR5D18		5						1																OR5D18																								KEGG		bta05162:Measles

		OR5V1		5		5										1										OR5V1																								BP		GO:0007596~blood coagulation

		ORC5		3		3										1										ORC5																								KEGG		bta04979:Cholesterol metabolism

		OTX1		7						1																OTX1																								CC		GO:0005730~nucleolus

		OXNAD1		2						1																OXNAD1																								KEGG		bta05214:Glioma

		PAQR8		3		3										1										PAQR8																								MF		GO:0030170~pyridoxal phosphate binding

		PARM1		2						1																PARM1																								MF		GO:0019903~protein phosphatase binding

		PARP12		2						1																PARP12																								MF		GO:0000149~SNARE binding

		PBX2		8		12										1										PBX2																								BP		GO:0007605~sensory perception of sound

		PDK4		5		7										1										PDK4																								BP		GO:0007268~chemical synaptic transmission

		PEAR1		5		6										1										PEAR1																								CC		GO:0005759~mitochondrial matrix

		PGBD1		3		3										1										PGBD1																								BP		GO:0015031~protein transport

		PGK2		6		9										1										PGK2																								CC		GO:0014069~postsynaptic density

		PHACTR4		6						1																PHACTR4																								BP		GO:0030182~neuron differentiation

		PIGP		3						1																PIGP																								KEGG		bta04975:Fat digestion and absorption

		PITHD1		1						1																PITHD1																								CC		GO:0005929~cilium

		PKHD1		11		14										1										PKHD1																								MF		GO:0016491~oxidoreductase activity

		PLCD4		11		15										1										PLCD4																								BP		GO:0050821~protein stabilization

		PLCL2		3						1																PLCL2																								BP		GO:0030855~epithelial cell differentiation

		PNKD		3		3										1										PNKD																								BP		GO:0030317~flagellated sperm motility

		PNRC2		2						1																PNRC2																								KEGG		bta05231:Choline metabolism in cancer

		PON2		5		8										1										PON2				1						1														CC		GO:0098978~glutamatergic synapse

		POU5F1		6		6										1										POU5F1																								CC		GO:0005901~caveola

		PPEF2		5						1																PPEF2																								BP		GO:0001934~positive regulation of protein phosphorylation

		PPP1R10		6		4										1										PPP1R10																								MF		GO:0019899~enzyme binding

		PPP1R11		2		1										1										PPP1R11																								CC		GO:0005813~centrosome

		PPP1R18																								PPP1R18																								KEGG		bta04931:Insulin resistance

		PPP1R3A		4						1																PPP1R3A																								CC		GO:0055038~recycling endosome membrane

		PPP1R8		5						1																PPP1R8																								MF		GO:0046983~protein dimerization activity

		PPT2		5		4										1										PPT2																								BP		GO:0006470~protein dephosphorylation

		PRCC		4		4										1										PRCC																								CC		GO:0030018~Z disc

		PRKAG3		15		24										1										PRKAG3																								MF		GO:0017124~SH3 domain binding

		PRR3		2		2										1										PRR3																								KEGG		bta04371:Apelin signaling pathway

		PRRC2A		4		4										1										PRRC2A				1						1														KEGG		bta00510:N-Glycan biosynthesis

		PRRT1		1		1										1										PRRT1																								MF		GO:0005085~guanyl-nucleotide exchange factor activity

		PRSS37		4						1																PRSS37																								BP		GO:0070374~positive regulation of ERK1 and ERK2 cascade

		PSORS1C2																								PSORS1C2																								MF		GO:0004842~ubiquitin-protein transferase activity

		PTAFR		7						1																PTAFR		1						1																CC		GO:0098793~presynapse

		PTPRN		8		8										1										PTPRN		1		1										1										KEGG		bta04750:Inflammatory mediator regulation of TRP channels

		PTPRU		5						1																PTPRU																								CC		GO:0043005~neuron projection

		PWP1		5						1																PWP1																								MF		GO:0046982~protein heterodimerization activity

		RAB1A		18						1																RAB1A																								KEGG		bta05160:Hepatitis C

		RAB42		4						1																RAB42																								CC		GO:0005758~mitochondrial intermembrane space

		RCC1		6						1																RCC1																								KEGG		bta03420:Nucleotide excision repair

		RCHY1		16						1																RCHY1																								KEGG		bta00240:Pyrimidine metabolism

		RELN		14		19										1										RELN																								BP		GO:0071346~cellular response to type II interferon

		RESP18		3						1																RESP18																								KEGG		bta05017:Spinocerebellar ataxia

		RETREG2		3		3										1										RETREG2		1		1										1										MF		GO:0004984~olfactory receptor activity

		RFTN1		1						1																RFTN1																								MF		GO:0004930~G protein-coupled receptor activity

		RHAG		2		3										1										RHAG																								CC		GO:0005581~collagen trimer

		RHBG		1		4										1										RHBG																								MF		GO:0051087~protein-folding chaperone binding

		RIC8B		6						1																RIC8B																								CC		GO:0036064~ciliary basal body

		RIPPLY3		3						1																RIPPLY3																								BP		GO:0042391~regulation of membrane potential

		RNF25		10		10										1										RNF25																								BP		GO:0010629~negative regulation of gene expression

		RNF39		4		4										1										RNF39																								CC		GO:0005768~endosome

		RNF5		11		14										1										RNF5																								KEGG		bta04935:Growth hormone synthesis, secretion and action

		RPA2		5						1																RPA2																								KEGG		bta04360:Axon guidance

		RPAP2		7						1																RPAP2																								KEGG		bta04722:Neurotrophin signaling pathway

		RPL11		10						1																RPL11																								MF		GO:0016301~kinase activity

		RPP21		1		2										1										RPP21																								BP		GO:0007010~cytoskeleton organization

		RRNAD1																								RRNAD1																								KEGG		bta04217:Necroptosis

		RUFY4		3		3										1										RUFY4																								BP		GO:0042742~defense response to bacterium

		SAPCD1																								SAPCD1																								BP		GO:0071356~cellular response to tumor necrosis factor

		SATB1		5						1																SATB1																								KEGG		bta00010:Glycolysis / Gluconeogenesis

		SCARB2		8						1																SCARB2																								BP		GO:0007186~G protein-coupled receptor signaling pathway

		SDAD1		2						1																SDAD1																								KEGG		bta04152:AMPK signaling pathway

		SEM1		8		12										1										SEM1		1						1																KEGG		bta04666:Fc gamma R-mediated phagocytosis

		SEPT11																								SEPT11																								KEGG		bta04024:cAMP signaling pathway

		SESN2		5						1																SESN2																								CC		GO:0016323~basolateral plasma membrane

		SETD4		8						1																SETD4																								BP		GO:0001666~response to hypoxia

		SFTA2		2		2										1										SFTA2																								BP		GO:0046330~positive regulation of JNK cascade

		SH2D2A		1		1										1										SH2D2A																								MF		GO:0005198~structural molecule activity

		SHROOM3		3						1																SHROOM3																								BP		GO:0016311~dephosphorylation

		SIM2		10						1																SIM2																								KEGG		bta00561:Glycerolipid metabolism

		SLC11A1		11		15										1										SLC11A1		1		1										1										KEGG		bta04713:Circadian entrainment

		SLC1A4		3						1																SLC1A4																								BP		GO:0008360~regulation of cell shape

		SLC23A3		2		3										1										SLC23A3																								KEGG		bta05031:Amphetamine addiction

		SLC25A13		3		3										1										SLC25A13																								MF		GO:0005506~iron ion binding

		SLC44A4		2		3										1										SLC44A4																								KEGG		bta04068:FoxO signaling pathway

		SLC4A3		3						1																SLC4A3																								BP		GO:0045892~negative regulation of DNA-templated transcription

		SMPDL3B		4						1																SMPDL3B																								KEGG		bta04728:Dopaminergic synapse

		SNHG12																								SNHG12																								CC		GO:0031090~organelle membrane

		SNHG3																								SNHG3																								BP		GO:0008104~protein localization

		SOWAHB		1						1																SOWAHB																								BP		GO:0006887~exocytosis

		SPEG		3						1																SPEG																								KEGG		bta04260:Cardiac muscle contraction

		SRSF10		5						1																SRSF10																								BP		GO:0007219~Notch signaling pathway

		SRSF4		7						1																SRSF4		1						1																CC		GO:0043197~dendritic spine

		STBD1		4						1																STBD1																								KEGG		bta00562:Inositol phosphate metabolism

		STK11IP		2						1																STK11IP																								MF		GO:0003677~DNA binding

		STK16		6						1																STK16																								BP		GO:0008283~cell population proliferation

		STK19		2		2										1										STK19																								BP		GO:0008380~RNA splicing

		STK36		12		14										1										STK36																								CC		GO:1990904~ribonucleoprotein complex

		STPG1		2						1																STPG1																								CC		GO:0048471~perinuclear region of cytoplasm

		STX1																								STX1																								MF		GO:0005543~phospholipid binding

		TAF12		2						1																TAF12																								BP		GO:0006606~protein import into nucleus

		TBC1D5		5						1																TBC1D5																								CC		GO:0000776~kinetochore

		TBXAS1		6						1																TBXAS1																								MF		GO:0004672~protein kinase activity

		TCEA3		4						1																TCEA3																								CC		GO:0005840~ribosome

		TCF19		3		3										1										TCF19																								MF		GO:0020037~heme binding

		TFAP2B		20		28										1										TFAP2B																								CC		GO:0062023~collagen-containing extracellular matrix

		TFAP2D		10		10										1										TFAP2D																								KEGG		bta04724:Glutamatergic synapse

		TGFBR3		9						1																TGFBR3		1						1																KEGG		bta01200:Carbon metabolism

		THAP6		1						1																THAP6																								MF		GO:0003697~single-stranded DNA binding

		THEMIS2		3						1																THEMIS2																								KEGG		bta04650:Natural killer cell mediated cytotoxicity

		TMBIM1		5		5										1										TMBIM1																								KEGG		bta04146:Peroxisome

		TMEM123		2		2										1										TMEM123																								KEGG		bta03083:Polycomb repressive complex

		TMEM132B		1						1																TMEM132B																								MF		GO:0035091~phosphatidylinositol binding

		TMEM14A		3		3										1										TMEM14A																								KEGG		bta04723:Retrograde endocannabinoid signaling

		TMEM163		6		6										1										TMEM163		1		1										1										CC		GO:0055037~recycling endosome

		TMEM168		1		1										1										TMEM168																								BP		GO:0030334~regulation of cell migration

		TMEM198		2						1																TMEM198																								KEGG		bta03320:PPAR signaling pathway

		TMEM200B		1						1																TMEM200B																								KEGG		bta04022:cGMP-PKG signaling pathway

		TMEM242		1		1										1										TMEM242																								KEGG		bta04911:Insulin secretion

		TMEM263		1						1																TMEM263																								MF		GO:0005525~GTP binding

		TNF		70		102		3								1		1		1		1				TNF		16		13										1										CC		GO:0005930~axoneme

		TNP1		5						1																TNP1																								BP		GO:0043547~positive regulation of GTPase activity

		TNS1		6		7										1										TNS1																								MF		GO:0003924~GTPase activity

		TNXB		10		18										1										TNXB		1		1										1										KEGG		bta04261:Adrenergic signaling in cardiomyocytes

		TRAM2		2		2										1										TRAM2																								CC		GO:0005635~nuclear envelope

		TRIM10		7		7										1										TRIM10																								KEGG		bta05161:Hepatitis B

		TRIM15		7		7										1										TRIM15																								KEGG		bta04727:GABAergic synapse

		TRIM27		14		17										1										TRIM27																								BP		GO:0006355~regulation of DNA-templated transcription

		TRIM31		6		6										1										TRIM31																								KEGG		bta05034:Alcoholism

		TRIM40		6		6										1										TRIM40																								MF		GO:0060090~molecular adaptor activity

		TRNAU1AP		2						1																TRNAU1AP																								MF		GO:0005549~odorant binding

		TTC24		1		1										1										TTC24																								MF		GO:0044877~protein-containing complex binding

		TTC3		6		1		1								1		1		1		1				TTC3																								BP		GO:0006397~mRNA processing

		TTLL4		3		3										1										TTLL4																								KEGG		bta04740:Olfactory transduction

		TUBA1D		20						1																TUBA1D		1						1																KEGG		bta03008:Ribosome biogenesis in eukaryotes

		TUBA4A		21						1																TUBA4A		1						1																MF		GO:0003700~DNA-binding transcription factor activity

		TUBB		18		18										1										TUBB		1		1										1										CC		GO:0005886~plasma membrane

		UBD		5		6										1										UBD																								KEGG		bta04922:Glucagon signaling pathway

		UBE2D1		9						1																UBE2D1																								KEGG		bta03010:Ribosome

		USO1		8						1																USO1																								KEGG		bta04625:C-type lectin receptor signaling pathway

		USP37		8		9										1										USP37																								CC		GO:0005769~early endosome

		VARS		3		3										1										VARS																								BP		GO:0032259~methylation

		VARS2		3		3										1										VARS2																								KEGG		bta04137:Mitophagy - animal

		VIL1		12		21										1										VIL1																								BP		GO:0006897~endocytosis

		VWA7		1		1										1										VWA7																								KEGG		bta04066:HIF-1 signaling pathway

		WDPCP		6						1																WDPCP																								KEGG		bta04725:Cholinergic synapse

		WNT10A		20		25										1										WNT10A				2						1														KEGG		bta05146:Amoebiasis

		WNT6		23		28										1										WNT6				2						1														KEGG		bta05142:Chagas disease

		XKR8		1						1																XKR8																								KEGG		bta04726:Serotonergic synapse

		YAP1		18		24										1										YAP1				1						1														KEGG		bta03082:ATP-dependent chromatin remodeling

		YTHDF2		7						1																YTHDF2																								KEGG		bta03013:Nucleocytoplasmic transport

		ZBTB12		8		8										1										ZBTB12																								CC		GO:0022625~cytosolic large ribosomal subunit

		ZDHHC14		3		3										1										ZDHHC14																								MF		GO:0003682~chromatin binding

		ZFAND2B		5		6										1										ZFAND2B																								MF		GO:0030246~carbohydrate binding

		ZFP57		9		9										1										ZFP57		1						1																MF		GO:0003735~structural constituent of ribosome

		ZKSCAN4		6		6										1										ZKSCAN4																								BP		GO:0006412~translation

		ZKSCAN8		6		6										1										ZKSCAN8																								BP		GO:0006954~inflammatory response

		ZNF142		6		6										1										ZNF142																								BP		GO:0007189~adenylate cyclase-activating G protein-coupled receptor signaling pathway

		ZNF165		4		4										1										ZNF165																								BP		GO:0007204~positive regulation of cytosolic calcium ion concentration

		ZNF311		8		8										1										ZNF311		1						1												

		ZNF389		7		7										1										ZNF389																				

		ZNF436		8						1																ZNF436		1						1												

		ZNF644		6						1																ZNF644																				

		ZNRD1																								ZNRD1																				

		ZSCAN12		7		7										1										ZSCAN12																				

		ZSCAN16		4		4										1										ZSCAN16																				

		ZSCAN26		7		7										1										ZSCAN26																				

		ZSCAN31		5		5										1										ZSCAN31																				

		ZSCAN9		4		5										1										ZSCAN9																				

		AASDHPPT				3						1														AASDHPPT																				

		ADAM15				12						1														ADAM15																				

		ADAR				6						1														ADAR																				

		ADGRD2				4						1														ADGRD2																				

		AKAP9				8						1														AKAP9																				

		ANKHD1				5						1														ANKHD1																				

		ANKIB1				7						1														ANKIB1																				

		ANKRD49				5						1														ANKRD49				1						1										

		APBB3				8						1														APBB3																				

		AQP10				4						1														AQP10				1						1										

		ARHGEF2				18						1														ARHGEF2				1						1										

		ASH1L				18						1														ASH1L																				

		ATP8B2				8						1														ATP8B2																				

		B4GALT7				7						1														B4GALT7																				

		BET1				4						1														BET1																				

		BGLAP				9						1														BGLAP																				

		BTNL9				4						1														BTNL9																				

		C19H17orf97																								C19H17orf97																				

		C3H1orf189																								C3H1orf189																				

		C3H1orf43				6						1														C3H1orf43																				

		CALCR				6						1														CALCR																				

		CASD1				3						1														CASD1																				

		CASP1				30						1														CASP1																				

		CASP4				22						1														CASP4																				

		CCDC92B																								CCDC92B																				

		CCT3				5						1														CCT3																				

		CDK6				37						1														CDK6				1						1										

		CHRNB2				16						1														CHRNB2																				

		CKS1B				9						1														CKS1B																				

		CLK2				8						1														CLK2																				

		CLK4				7						1														CLK4																				

		CLUH				3						1														CLUH																				

		CNTN5				10						1														CNTN5																				

		COL1A2				15						1														COL1A2				1						1										

		COL23A1				2						1														COL23A1				1						1										

		CRB2				11						1														CRB2				1						1										

		CRK				42						1														CRK																				

		CTNNA2				21						1														CTNNA2				2						1										

		CXXC5				6						1														CXXC5																				

		CYP51A1				5						1														CYP51A1																				

		CYSTM1				2						1														CYSTM1																				

		DAP3				4						1														DAP3																				

		DBN1				25						1														DBN1																				

		DCST1				5						1														DCST1																				

		DCST2				1						1														DCST2																				

		DDI1				2						1														DDI1																				

		DDX41				11						1														DDX41				1						1										

		DENND1A				6						1														DENND1A																				

		DNAJC18				2						1														DNAJC18																				

		DOC2B				10						1														DOC2B																				

		DOK3				4						1														DOK3																				

		DPH1				5						1														DPH1																				

		DPM3				3						1														DPM3																				

		ECSCR				7						1														ECSCR				1						1										

		EFNA1				13						1														EFNA1																				

		EFNA3				12						1														EFNA3																				

		EFNA4				11						1														EFNA4																				

		EIF4EBP3				4						1														EIF4EBP3																				

		ESYT2				6						1														ESYT2																				

		F12		2		20		11								1		1		1		1				F12																				

		FAM133B																								FAM133B																				

		FAM189B																								FAM189B																				

		FAM193B				4						1														FAM193B																				

		FDPS				9						1														FDPS				1						1										

		FLAD1				5						1														FLAD1																				

		GALNT13				4						1														GALNT13																				

		GATAD1				7						1														GATAD1																				

		GBA																								GBA																				

		GLMP				4						1														GLMP																				

		GNG11				19						1														GNG11																				

		GNGT1				19						1														GNGT1																				

		GON4L				4						1														GON4L																				

		GPR83				5						1														GPR83																				

		GRIA4				18						1														GRIA4																				

		GRK6				9						1														GRK6																				

		HAX1				18						1														HAX1																				

		HBEGF				18						1														HBEGF																				

		HCN3				8						1														HCN3																				

		HDAC9				6						1														HDAC9																				

		HEPACAM2				7						1														HEPACAM2																				

		HIC1				10						1														HIC1																				

		HIST1H1B																								HIST1H1B																				

		HIST1H2AG																								HIST1H2AG																				

		HIST1H2AJ																								HIST1H2AJ																				

		HIST1H2BB																								HIST1H2BB																				

		HIST1H2BI																								HIST1H2BI																				

		HIST1H3C																								HIST1H3C																				

		HNRNPAB				4						1														HNRNPAB																				

		IFI47				7						1														IFI47				1						1										

		IGIP				1						1														IGIP																				

		IL6R				26						1														IL6R																				

		INPP5K				24						1														INPP5K																				

		IZUMO1R				3						1														IZUMO1R																				

		KBTBD3				1						1														KBTBD3																				

		KCNN3				7						1														KCNN3																				

		KHDC4				5						1														KHDC4																				

		KMT2E				10						1														KMT2E																				

		KRIT1				12						1														KRIT1																				

		KRTCAP2				2						1														KRTCAP2																				

		LAMTOR2				11						1														LAMTOR2				1						1										

		LENEP				1						1														LENEP																				

		LHX2				12						1														LHX2																				

		LMAN2				11						1														LMAN2																				

		LMNA				7						1														LMNA																				

		LRRD1				4						1														LRRD1																				

		MATR3				4						1														MATR3																				

		METTL16				2						1														METTL16																				

		MEX3A				5						1														MEX3A																				

		MGAT1				6						1														MGAT1																				

		MIR132																								MIR132																				

		MIR153-2																								MIR153-2																				

		MIR190B																								MIR190B																				

		MIR212																								MIR212																				

		MIR22																								MIR22																				

		MIR2336																								MIR2336																				

		MIR2337																								MIR2337																				

		MIR2379																								MIR2379																				

		MIR2411																								MIR2411																				

		MIR3600																								MIR3600																				

		MIR378-2																								MIR378-2																				

		MIR489																								MIR489																				

		MIR584-5																								MIR584-5																				

		MIR653																								MIR653																				

		MIR7857																								MIR7857																				

		MIR92B																								MIR92B																				

		MNT				10						1														MNT																				

		MRE11				6						1														MRE11																				

		MSANTD4				1						1														MSANTD4																				

		MSTO1				5						1														MSTO1																				

		MTERF1				5						1														MTERF1																				

		MTX1				4						1														MTX1																				

		MUC1				6						1														MUC1																				

		MXD3				5						1														MXD3																				

		MYO1C				24						1														MYO1C																				

		MZB1				3						1														MZB1																				

		N4BP3				2						1														N4BP3																				

		NCAPG2				4						1														NCAPG2																				

		NEK6				14						1														NEK6																				

		NHP2				5						1														NHP2																				

		NIPBL				17						1														NIPBL																				

		NRG2				9						1														NRG2																				

		NSD1				11						1														NSD1																				

		NUP210L				3						1														NUP210L																				

		OR1D5																								OR1D5																				

		OR1G1																								OR1G1																				

		OR2B6				7						1														OR2B6																				

		OR2V1				7						1														OR2V1																				

		OR2V2				7						1														OR2V2																				

		OR4C16																								OR4C16																				

		OVCA2				3						1														OVCA2																				

		PAFAH1B1				30						1														PAFAH1B1																				

		PAIP2				6						1														PAIP2																				

		PAQR6				4						1														PAQR6																				

		PBXIP1				14						1														PBXIP1																				

		PDGFD				21						1														PDGFD																				

		PDLIM7				27						1														PDLIM7				1						1										

		PEG10				3						1														PEG10																				

		PEX1				5						1														PEX1																				

		PFDN1				5						1														PFDN1																				

		PFN3				11						1														PFN3																				

		PHYKPL				4						1														PHYKPL																				

		PITPNA				5						1														PITPNA																				

		PKLR				12						1														PKLR																				

		PMF1				2						1														PMF1																				

		PMVK				7						1														PMVK																				

		PON1				6						1														PON1				1						1										

		PON3				5						1														PON3				1						1										

		PPP1R9A				12						1														PPP1R9A																				

		PRELID1				4						1														PRELID1																				

		PROB1				1						1														PROB1																				

		PROP1				5						1														PROP1																				

		PRPF8				4						1														PRPF8																				

		PRR7				5						1														PRR7																				

		PSD2				8						1														PSD2																				

		PSMB7				11						1														PSMB7																				

		PTPRN2				8						1														PTPRN2				1						1										

		PURA				13						1														PURA																				

		PYGO2				4						1														PYGO2																				

		RAB24				7						1														RAB24																				

		RAB25				8						1														RAB25																				

		RACK1				28						1														RACK1																				

		RAP1GAP2				6						1														RAP1GAP2																				

		RBM48				6						1														RBM48																				

		RFLNB				2						1														RFLNB																				

		RGS14				9						1														RGS14																				

		RILP				13						1														RILP				1						1										

		RIT1				16						1														RIT1																				

		RMND5B				6						1														RMND5B																				

		RPA1				9						1														RPA1																				

		RPH3AL				9						1														RPH3AL																				

		RTN4RL1				6						1														RTN4RL1																				

		RUSC1				7						1														RUSC1																				

		RXFP4				12						1														RXFP4				1						1										

		SAMD9				2						1														SAMD9																				

		SCAMP3				3						1														SCAMP3																				

		SCARF1				5						1														SCARF1																				

		SEMA4A				10						1														SEMA4A																				

		SERPINF1				8						1														SERPINF1																				

		SERPINF2				4						1														SERPINF2																				

		SGCE				12						1														SGCE				2						1										

		SGSM2				2						1														SGSM2																				

		SHC1				41						1														SHC1				1						1										

		SHE				1						1														SHE																				

		SIL1				3						1														SIL1																				

		SLC23A1				9						1														SLC23A1				1						1										

		SLC25A44				3						1														SLC25A44																				

		SLC34A1				7						1														SLC34A1																				

		SLC43A2				2						1														SLC43A2																				

		SLC4A9				4						1														SLC4A9																				

		SLC50A1				2						1														SLC50A1																				

		SMG5				8						1														SMG5																				

		SMG6				8						1														SMG6																				

		SMIM33																								SMIM33																				

		SMYD4				6						1														SMYD4																				

		SPATA24				3						1														SPATA24																				

		SRA1				9						1														SRA1				1						1										

		SRPK2				14						1														SRPK2																				

		SRR		10		16										1										SRR																				

		SSR2				4						1														SSR2																				

		STRBP				4						1														STRBP				1						1										

		SYT11				20						1														SYT11																				

		TDRD10				3						1														TDRD10																				

		TFPI2				4						1														TFPI2																				

		THBS3				12						1														THBS3				1						1										

		TLCD2				1						1														TLCD2																				

		TMBIM7				2						1														TMBIM7																				

		TMED9				7						1														TMED9																				

		TMEM173																								TMEM173																				

		TMEM79				2						1														TMEM79																				

		TPM3				12						1														TPM3																				

		TRIM41				9						1														TRIM41																				

		TRIM46				7						1														TRIM46																				

		TRIM52				5						1														TRIM52																				

		TRIM7				7						1														TRIM7																				

		TSACC				2						1														TSACC																				

		TSR1				4						1														TSR1																				

		UBAP2L				3						1														UBAP2L																				

		UBE2D2				13						1														UBE2D2																				

		UBE2Q1				5						1														UBE2Q1																				

		UBQLN4				4						1														UBQLN4																				

		VIPR2				5						1														VIPR2																				

		VPS50				4						1														VPS50																				

		VPS53				6						1														VPS53																				

		WDR60																								WDR60																				

		WDR81				10						1														WDR81				1						1										

		YWHAE				26						1														YWHAE				1						1										

		ZBTB7B				5						1														ZBTB7B																				

		ZFP62				7						1														ZFP62																				

		ZNF354A				12						1														ZNF354A																				

		ACAA1				4						1														ACAA1																				

		ACTC1				18						1														ACTC1																				

		ACVR2B				10						1														ACVR2B																				

		APOB				18						1														APOB																				

		AQR		3		11										1										AQR																				

		ARHGAP11A				2						1														ARHGAP11A																				

		ARHGAP32				9						1														ARHGAP32																				

		BAALC				1						1														BAALC																				

		BARX2				14						1														BARX2																				

		C10H15orf41																								C10H15orf41																				

		C17H4orf45																								C17H4orf45																				

		C17H4orf46				1						1														C17H4orf46																				

		C26H10orf143																								C26H10orf143																				

		CCR8				15						1														CCR8				1						1										

		CHST15				1						1														CHST15																				

		CLRN3				2						1														CLRN3																				

		CPXM2				3						1														CPXM2																				

		CSRNP1				4						1														CSRNP1																				

		CSTF2T				2						1														CSTF2T																				

		CTDSPL																								CTDSPL																				

		CTHRC1				1						1														CTHRC1																				

		CTNNB1				66						1														CTNNB1				2						1										

		CX3CR1				25						1														CX3CR1				1						1										

		DCAF13				9						1														DCAF13																				

		DCSTAMP				7						1														DCSTAMP																				

		DKK1				12						1														DKK1																				

		DLEC1				4						1														DLEC1																				

		DOCK1				14						1														DOCK1																				

		DPH6				1						1														DPH6																				

		DPYS				6						1														DPYS																				

		EBF3				5						1														EBF3																				

		EIF1B				1						1														EIF1B																				

		EIF3A				1						1														EIF3A																				

		ENTPD3				6						1														ENTPD3																				

		ESD				5						1														ESD																				

		ETFDH				5						1														ETFDH																				

		EXOG				5						1														EXOG																				

		FAM45A																								FAM45A																				

		FMN1				8						1														FMN1																				

		FNIP2				9						1														FNIP2																				

		FOXI2				6						1														FOXI2				1						1										

		FZD6				26						1														FZD6				2						1										

		GDF7				17						1														GDF7				1						1										

		GJD2				3						1														GJD2																				

		GLRX3				5						1														GLRX3																				

		GORASP1				5						1														GORASP1																				

		GPR26				3						1														GPR26																				

		GREM1				4						1														GREM1																				

		GRK5				16						1														GRK5																				

		HS1BP3				4						1														HS1BP3																				

		HTR2A				20						1														HTR2A																				

		IGSF9B				4						1														IGSF9B																				

		ITGA9				14						1														ITGA9				1						1										

		ITM2B				8						1														ITM2B																				

		JAM3				14						1														JAM3				1						1										

		LAPTM4A				4						1														LAPTM4A				1						1										

		LDAH																								LDAH																				

		LHPP				5						1														LHPP																				

		LPAR6				6						1														LPAR6																				

		LRCH1				3						1														LRCH1																				

		LRP12				8						1														LRP12																				

		MATN3				3						1														MATN3				1						1										

		MBL2				15						1														MBL2				2						1										

		MED4				7						1														MED4																				

		MEIS2				9						1														MEIS2																				

		MGMT				4						1														MGMT																				

		MIR2285AF-1																								MIR2285AF-1																				

		MIR2285O-1																								MIR2285O-1																				

		MIR2367																								MIR2367																				

		MIR2397																								MIR2397																				

		MIR26A-1				1						1														MIR26A-1																				

		MIR26C																								MIR26C																				

		MKI67				3						1														MKI67																				

		MOBP				3						1														MOBP																				

		MYD88				48						1														MYD88				1						1										

		MYRIP				7						1														MYRIP																				

		NCAM2				9						1														NCAM2				1						1										

		NKX1-2				5						1														NKX1-2				1						1										

		NPS				6						1														NPS																				

		NT5C1B				6						1														NT5C1B																				

		NUDT15				1						1														NUDT15																				

		OAT				6						1														OAT																				

		OPCML				4						1														OPCML																				

		OSR1				15						1														OSR1																				

		OXR1				7						1														OXR1																				

		OXSR1				8						1														OXSR1																				

		PLCD1				11						1														PLCD1																				

		PPID				18						1														PPID																				

		PRDX3				16						1														PRDX3																				
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		ET		4		2		104,886,722		107,194,177		2,307,456		-3,045,681		148		-0.425		15		TNS1, MIR2356, RUFY4, CXCR2, CXCR1, ARPC2,  GPBAR1, AAMP, PNKD, TMBIM1, CATIP, SLC11A1, CTDSP1, MIR26B, VIL1, USP37, NOT9, PLCD4, ZNF142, BCS1L, RNF25, STK36, TTLL4, CYP27A1, PRKAG3, WNT6, WNT10A, CDK5R2, FEV, CRYBA2, MIR375, CFAP65, IHH, NHEJ1, SLC23A3, CNPPD1, RETREG2, ZFAND2B, ABCB6, ATG9A, ANKZF1, GLB1L

		IND		7		2		118,957,388		119,039,435		82,048		11,763,212		9		0.269		4		ARMC9

		ET		5		2		121,391,182		121,393,886		2,705		2,351,748		2		-0.292		2

		IND		8		2		121,391,182		121,393,886		2,705		-2,703		2		0.341		2

		IND		9		2		124,181,264		125,639,877		1,458,614		2,787,379		71		0.283		2		PTPRU, MECR, SRSF4, TMEM200B, EPB41, OPRD1, YTHDF2, GMEB1, TAF12, RAB42, SNHG12, TRNAU1AP, RCC1, SNHG3, PHACTR4, MED18, SESN2, ATP5IF1, DNAJC8, PTAFR, EYA3, XKR8, SMPDL3B, RPA2, THEMIS2, PPP1R8, STX1, FAM76A

		IND		10		2		128,544,006		129,771,693		1,227,688		2,904,130		68		0.312		8		STPG1, GRHL3, IFNLR1, IL22RA1, PTAFR, MYOM3, SRSF10, PNRC2, CNR2, FUCA1, HMGCL, GALE, LYPLA2, PITHD1, ELOA, RPL11, ID3, E2F2, ASAP3, TCEA3, ZNF436, HNRNPR, HTR1D, LUZP1, KDM1A

		IND		11		3		12,221,940		14,465,307		2,243,368				160		0.455		0		KIRREL1, CD5L, FCRL1, FCRL3, FCRL4, FCRL5, ETV3, ETV3L, ARHGEF11, LRRC71, PEAR1, NTRK1, INSRR, SH2D2A, PRCC, HDGF, MRPL24, RRNAD1, ISG20L2, CRABP2, NES, BCAN, HAPLN2, GPATCH4, MIR6534, NAXE, TTC24, IQGAP3, MEF2D, RHBG

		ET		6		3		12,570,277		16,400,926		3,830,650		-1,895,029		245		-0.351		57		FCRL1, FCRL3, FCRL4, FCRL5, ETV3, ETV3L, ARHGEF11, LRRC71, PEAR1, NTRK1, INSRR, SH2D2A, PRCC, HDGF, MRPL24, RRNAD1, ISG20L2, CRABP2, NES, BCAN, HAPLN2, GPATCH4, MIR6534, NAXE, TTC24, IQGAP3, MEF2D, RHBG, TSACC, CCT3, GLMP, TMEM79, SMG5, PAQR6, BGLAP, PMF1, SLC25A44, SEMA4A, LMNA, MEX3A, RAB25, LAMTOR2, UBQLN4, SSR2, ARHGEF2, RXFP4, KHDC4, RIT1, SYT11, GON4L, MSTO1, DAP3, ASH1L, RUSC1, FDPS, PKLR, HCN3, CLK2, SCAMP3, FAM189B, GBA, MTX1, THBS3, MIR92B, MUC1, TRIM46, KRTCAP2, DPM3, SLC50A1, EFNA1, EFNA3, EFNA4, ADAM15, DCST1, DCST2, ZBTB7B, LENEP, FLAD1, CKS1B, SHC1, PYGO2, PBXIP1, PMVK, KCNN3, ADAR, CHRNB2, UBE2Q1, TDRD10, SHE, IL6R, ATP8B2, AQP10, HAX1, UBAP2L, MIR2411, C3H1orf43, C3H1orf189, MIR190B, TPM3, NUP210L

		AT		7		3		17,549,904		18,574,820		1,024,917		1,148,979		94		0.3		34		SPRR4, IVL, SMCP, LCE1B, KPRP, C3H1orf68, LCE3C, CRCT1, CRNN

		IND		12		3		50,979,540		52,808,856		1,829,317		32,404,721		97		0.326		18		RPAP2, GLMN, C3H1orf146, BTBD8, EPHX4, BRDT, TGFBR3, CDC7, HFM1, ZNF644, MIR2285B-2, BARHL2

		AT		8		3		118,447,425		120,811,745		2,364,321		65,638,570		127		0.257		117		HDAC4, NDUFA10, CSF2RA, IL3RA, P2RY8, AKAP17A, COPS9, OTOS, GPC1, MIR149, ANKMY1, DUSP28, RNPEPL1, CAPN10, GPR35, AQP12B, KIF1A, AGXT, C3H2orf54, CROCC2, SNED1, MTERF4, PASK, PPP1R7, ANO7, HDLBP, SEPT2, FARP2, STK25, BOK, THAP4, ATG4B, DTYMK, ING5, D2HGDH, GAL3ST2

		ET		7		4		8,788,322		14,201,402		5,413,081				286		-0.366		39		MTERF1, AKAP9, CYP51A1, LRRD1, KRIT1, ANKIB1, TMBIM7, MIR584-5, GATAD1, PEX1, RBM48, FAM133B, CDK6, SAMD9, HEPACAM2, VPS50, CALCR, MIR653, MIR489, MIR378-2, TFPI2, GNGT1, GNG11, BET1, COL1A2, CASD1, SGCE, PEG10, PPP1R9A, PON1, PON3, PON2, ASB4, PDK4, DYNC1I1, SLC25A13, SEM1

		IND		13		4		12,643,065		14,374,527		1,731,463		-1,558,336		116		0.283		25		 PON2, ASB4, PDK4, DYNC1I1, SLC25A13, SEM1

		ET		8		4		27,587,323		27,698,255		110,933		13,212,797		11		-0.263		11		HDAC9

		ET		9		4		44,835,312		46,389,181		1,553,870		17,137,058		103		-0.292		43		RELN, ORC5, LHFPL3, KMT2E, SRPK2

		IND		14		4		44,835,312		45,965,156		1,129,845		-1,553,868		79		0.341		28		RELN, ORC5, LHFPL3

		IND		15		4		53,543,667		55,740,690		2,197,024		7,578,512		90		0.355		33		FOXP2, PPP1R3A, GPR85, BMT2, TMEM168

		ET		10		4		54,724,637		55,740,690		1,016,054		-1,016,052		55		-0.307		33		GPR85, BMT2, TMEM168

		IND		16		4		78,614,593		78,637,123		22,531		22,873,904		2		0.255		2

		IND		17		4		103,260,223		103,485,582		225,360		24,623,101		32		0.269		31		TBXAS1, PARP12

		IND		18		4		105,064,459		105,088,495		24,037		1,578,878		5		0.255		5		PRSS37

		ET		11		4		119,015,338		119,814,992		799,655		13,926,844		47		-0.292		44		PTPRN2, MIR153-2, NCAPG2, ESYT2, WDR60, VIPR2

		ET		12		5		2,309,735		3,142,134		832,400				46		0.252		46		TRHDE

		IND		19		5		70,127,326		71,041,333		914,008		66,985,193		70		0.312		25		RIC8B, TMEM263, MTERF2, CRY1, BTBD11, PWP1
PRDM4, ASCL4, RTCB

		AT		9		5		75,127,273		77,074,319		1,947,047		4,085,941		125		0.272		72		IFT27, PVALB, NCF4, CSF2RB, TEX33, TST, MPST, KCTD17, TMPRSS6, IL2RB, C1QTNF6, SSTR3, RAC2, MIR1835, CYTH4, ELFN2, MFNG, CARD10, USP18, ALG10, SYT10, PKP2

		AT		10		6		53,763,861		54,870,099		1,106,239				69		0.272		6

		AT		11		6		80,109,487		81,179,871		1,070,385		25,239,389		64		0.272		55		EPHA5

		IND		20		6		89,097,644		92,202,639		3,104,996		7,917,774		236		0.298		63		MTHFD2L, EPGN, EREG, AREG, BTC, PARM1, RCHY1, THAP6, ODAPH, CDKL2, G3BP2, USO1, PPEF2, NAAA, SDAD1, CXCL9, ART3, CXCL10, CXCL11, NUP54, SCARB2, FAM47E, STBD1, CCDC158, SHROOM3, SOWAHB, SEPT11, CCNI, CCNG2

		AT		12		7		14,819,017		15,194,760		375,744				31		0.3		14		ICAM1, ICAM4, ICAM5, ZGLP1, FDX2, RAVER1, ICAM3, TYK2, CDC37, PDE4A, KEAP1, S1PR5, ATG4D, KRI1, CDKN2D, AP1M2, SLC44A2, ILF3, QTRT1

		ET		13		7		38,708,301		51,747,295		13,038,995		23,513,542		454		-0.351		2		NSD1, RAB24, PRELID1, MXD3, LMAN2, RGS14, SLC34A1, PFN3, F12, GRK6, PRR7, DBN1, PDLIM7, DOK3, DDX41, FAM193B, TMED9, B4GALT7, N4BP3, RMND5B, NHP2, HNRNPAB, PHYKPL, COL23A1, CLK4, ZNF354A, PROP1, MGAT1, ZFP62, BTNL9, OR2V1, OR2V2, TRIM7, TRIM41, RACK1, TRIM52, IFI47, ZNF496, NLRP3, OR2B11, OR2C3, GCSAML, OR2G2, OR2G3, OR6F1, OR6T1, OR11L1, TRIM58, OR2W3, OR2T33, OR2L13, OR2T12, OR2M5, OR2M4, OR2M3, OR2T4, OR2T27, OR2T2, OR2T11, OR2G6, MGC137030, LYPD8, SH3BP5L, ZNF672, ZNF692, PGBD2, PLPP2, MIER2, THEG, C2CD4C, SHC2, ODF3L2, MADCAM1, TPGS1, CDC34, GZMM, BSG, HCN2, POLRMT, FGF22, RNF126, FSTL3, PRSS57, PALM, MISP, PTBP1, PLPPR3, AZU1, PRTN3, ELANE, CFD, MED16, R3HDM4, KISS1R, ARID3A, WDR18, GRIN3B, TMEM259, CNN2, ABCA7, ARHGAP45, POLR2E, GPX4, SBNO2, STK11, CBARP, ATP5F1D, MIDN, CIRBP, C7H19orf24, EFNA2, MUM1, NDUFS7, GAMT, DAZAP1, RPS15, APC2, C7H19orf25, PCSK4, REEP6, ADAMTSL5, PLK5, MEX3D, MBD3, UQCR11, TCF3, ONECUT3, ATP8B3, REXO1, KLF16, ABHD17A, SCAMP4, CSNK1G2, BTBD2, SOWAHA, SHROOM1, GDF9, UQCRQ, LEAP2, AFF4, ZCCHC10, HSPA4, FSTL4, C7H5orf15, VDAC1, TCF7, SKP1, PPP2CA, CDKL3, UBE2B, CDKN2AIPNL, JADE2, SAR1B, SEC24A, CAMLG, DDX46, C7H5orf24, TXNDC15, PCBD2, CATSPER3, PITX1, H2AFY, TIFAB, NEUROG1, CXCL14, SLC25A48, IL9, FBXL21, LECT2, TGFBI, SMAD5, SMIM32, TRPC7, SPOCK1, KLHL3, HNRNPA0, MYOT, PKD2L2, FAM13B, WNT8A, NME5, BRD8, KIF20A, CDC23, GFRA3, CDC25C, SLBP2, FAM53C, KDM3B, REEP2, EGR1, ETF1, HSPA9, CTNNA1, LRRTM2, SIL1, MATR3, PAIP2, SLC23A1, MZB1, PROB1, SPATA24, DNAJC18, ECSCR, SMIM33, TMEM173, UBE2D2, CXXC5, PSD2, NRG2, PURA, IGIP, CYSTM1, PFDN1, HBEGF, SLC4A9, ANKHD1, EIF4EBP3, SRA1, APBB3

		AT		13		7		40,589,906		50,280,340		9,690,435		-11,157,388		313		0.386		54		ZNF496, NLRP3, OR2B11, OR2C3, GCSAML, OR2G2, OR2G3, OR6F1, OR6T1, OR11L1, TRIM58, OR2W3, OR2T33, OR2L13, OR2T12, OR2M5, OR2M4, OR2M3, OR2T4, OR2T27, OR2T2, OR2T11, OR2G6, MGC137030, LYPD8, SH3BP5L, ZNF672, ZNF692, PGBD2, PLPP2, MIER2, THEG, C2CD4C, SHC2, ODF3L2, MADCAM1, TPGS1, CDC34, GZMM, BSG, HCN2, POLRMT, FGF22, RNF126, FSTL3, PRSS57, PALM, MISP, PTBP1, PLPPR3, AZU1, PRTN3, ELANE, CFD, MED16, R3HDM4, KISS1R, ARID3A, WDR18, GRIN3B, TMEM259, CNN2, ABCA7, ARHGAP45, POLR2E, GPX4, SBNO2, STK11, CBARP, ATP5F1D, MIDN, CIRBP, C7H19orf24, EFNA2, MUM1, NDUFS7, GAMT, DAZAP1, RPS15, APC2, C7H19orf25, PCSK4, REEP6, ADAMTSL5, PLK5, MEX3D, MBD3, UQCR11, TCF3, ONECUT3, ATP8B3, REXO1, KLF16, ABHD17A, SCAMP4, CSNK1G2, BTBD2, SOWAHA, SHROOM1, GDF9, UQCRQ, LEAP2, AFF4, ZCCHC10, HSPA4, FSTL4, C7H5orf15, VDAC1, TCF7, SKP1, PPP2CA, CDKL3, UBE2B, CDKN2AIPNL, JADE2, SAR1B, SEC24A, CAMLG, DDX46, C7H5orf24, TXNDC15, PCBD2, CATSPER3, PITX1, H2AFY, TIFAB, NEUROG1, CXCL14, SLC25A48, IL9, FBXL21, LECT2, TGFBI, SMAD5, SMIM32, TRPC7, SPOCK1, KLHL3, HNRNPA0, MYOT, PKD2L2, FAM13B, WNT8A, NME5, BRD8, KIF20A, CDC23, GFRA3, CDC25C, SLBP2, FAM53C, KDM3B, REEP2, EGR1, ETF1, HSPA9, CTNNA1, LRRTM2

		AT		14		7		67,660,783		68,106,196		445,414		17,380,444		51		0.286		29		SGCD

		AT		15		7		74,318,657		80,251,074		5,932,418		6,212,462		416		0.357		129		CCNG1, NUDCD2, HMMR, MAT2B, TENM2

		IND		21		7		77,017,218		78,628,665		1,611,448		-3,233,855		105		-0.259		105

		AT		16		7		109,122,056		109,999,314		877,259		30,493,392		66		0.257		66		TMEM232, SLC25A46

		AT		17		8		8,626,516		8,692,280		65,765				7		0.257		7		RP1L1

		IND		22		8		33,568,412		33,960,147		391,736		24,876,133		11		0.269		1

		ET		14		9		10,794,461		11,229,787		435,327				45		0.252		42		RIMS1

		AT		18		9		43,479,689		43,646,813		167,125		32,249,903		29		0.272		25		CRYBG1

		ET		15		9		93,211,812		94,077,190		865,379		49,565,000		69		-0.366		37		ARID1B, TMEM242, LDHAL6B, ZDHHC14

		IND		23		9		93,211,812		94,254,183		1,042,372		-865,377		94		0.526		13		ARID1B, TMEM242, LDHAL6B, ZDHHC14

		AT		19		9		104,226,633		104,279,417		52,785		9,972,451		5		0.329		5

		ET		16		9		104,226,633		104,279,417		52,785		-52,783		5		-0.322		5

		ET		17		10		29,439,720		33,127,265		3,687,546				149		0.34		8		FMN1, GREM1, SCG5, ARHGAP11A, GJD2, ACTC1, AQR, ZNF770, DPH6, C10H15orf41, MEIS2

		AT		20		10		89,987,624		90,944,725		957,102		56,860,360		129		0.272		129		NRXN3

		AT		21		11		32,465,658		35,045,255		2,579,598				145		0.3		47		NRXN1

		IND		24		11		50,922,174		55,417,517		4,495,344		15,876,920		252		0.298		74

		ET		18		11		55,451,953		56,086,435		634,483		34,437		66		-0.292		29		CTNNA2

		AT		22		11		58,288,844		58,728,631		439,788		2,202,410		26		0.286		7		LRRTM4

		IND		25		11		61,050,785		61,810,984		760,200		2,322,155		34		0.283		2		EHBP1, OTX1, WDPCP

		IND		26		11		63,345,445		63,564,302		218,858		1,534,462		23		0.269		23		SLC1A4, CEP68, RAB1A

		ET		19		11		77,078,511		80,425,011		3,346,501		13,514,210		190		0.325		13		MIR2285AF-1, TDRD15, APOB, LDAH, GDF7, HS1BP3, RHOB, PUM2, SDC1, LAPTM4A, MATN3, WDR35, TTC32, OSR1, NT5C1B, RDH14

		ET		20		11		94,330,862		95,488,048		1,157,187		13,905,852		39		-0.278		38		STRBP, CRB2, DENND1A, LHX2, NEK6, PSMB7, ADGRD2

		ET		21		12		16,359,443		18,267,618		1,908,176				140		0.266		41		RUBCNL, MIR2285O-1, LRCH1, ESD, HTR2A, SUCLA2, NUDT15, MED4, ITM2B, RB1, LPAR6, RCBTB2

		ET		22		14		58,030,414		61,383,707		3,353,294				174		0.31		6		OXR1, ZFPM2, LRP12, DPYS, DCSTAMP, RIMS2, DCAF13, SLC25A32, CTHRC1, FZD6, BAALC

		ET		23		15		70,773		6,524,003		6,453,231				371		-0.366		113		OR4C16, IZUMO1R, GPR83, MRE11, ANKRD49, AASDHPPT, KBTBD3, MSANTD4, GRIA4, CASP1, CASP4, PDGFD, DDI1, DYNC2H1, DCUN1D5, MMP13, MMP12 MMP3, MMP1, MMP8, MMP27, MMP20, MMP7, TMEM123, BIRC2, BIRC3, YAP1

		IND		27		15		4,673,363		6,630,698		1,957,336		-1,850,639		142		0.298		96		DYNC2H1, DCUN1D5, MMP13, MMP12 MMP3, MMP1, MMP8, MMP27, MMP20, MMP7, TMEM123, BIRC2, BIRC3, YAP1

		ET		24		15		9,301,669		12,166,565		2,864,897		2,670,972		186		-0.322		15		CNTN5

		AT		23		15		10,706,274		12,522,704		1,816,431		-1,460,290		118		0.329		99

		AT		24		15		80,721,985		83,864,395		3,142,411		68,199,282		198		0.286		75		RTN4RL2, SLC43A1, TIMM10, SMTNL1, UBE2L6, SERPING1, MIR130A, YPEL4, CLP1, ZDHHC5, MED19, TMX2, SELENOH, CTNND1, OR9Q2, OR5B2, OR5B3, LPXN, ZFP91, CNTF, GAT, GLYAT, GLYATL2, FAM111B, DTX4, MPEG1, OR5A1, OR4D6, OR4D11, OR4D9, OSBP, PATL1, OR10V1, STX3, MRPL16, GIF, TCN1, OOSP2, MS4A3, MS4A2, MS4A7, MS4A14, MS4A5, MS4A1, MS4A13, MIR6519, NCAPD3, VPS26B, THYN1, ACAD8, GLB1L3, B3GAT1

		ET		25		15		84,031,569		84,124,500		92,932		167,175		8		-0.366		8

		AT		25		16		28,071,735		29,730,687		1,658,953				131		0.314		32		DNAH14, LBR, ENAH, SRP9, EPHX1, TMEM63A, LEFTY2, PYCR2, SDE2, H3F3A, ACBD3, MIXL1, LIN9, PARP1, STUM, ITPKB

		AT		26		16		57,088,465		57,949,462		860,998		27,357,779		49		0.272		25		COP1, PAPPA2

		ET		26		17		37,679,446		40,493,382		2,813,937				234		0.31		27		RAPGEF2, C17H4orf45 (SPMIP2), FNIP2, PPID, ETFDH, C17H4orf46, RXFP1

		AT		27		17		47,312,236		48,042,363		730,128		6,818,855		96		0.272		12		TMEM132D

		IND		28		17		50,099,253		50,858,698		759,446		2,056,891		116		0.283		7		TMEM132B, AACS, BRI3BP, DHX37

		ET		27		17		68,088,263		68,198,848		110,586		17,229,566		12		0.281		11		TNIP3

		AT		28		18		9,308,342		9,355,337		46,996				4		0.257		4		CDH13

		ET		28		19		22,249,834		23,938,808		1,688,975				136		-0.322		32		VPS53, MIR2336, RFLNB, C19H17orf97, RPH3AL, DOC2B, YWHAE, CRK, MYO1C, INPP5K, PITPNA, SLC43A2, SCARF1, RILP, PRPF8, TLCD2, MIR22,, MIR3600, WDR81, SERPINF2, SMYD4, SERPINF1, RPA1, RTN4RL1, DPH1, OVCA2, MIR132, MIR212, HIC1, SMG6, MIR2337, SRR, TSR1, SGSM2, MNT, METTL16, PAFAH1B1, CLUH, CCDC92B, RAP1GAP2, OR1D5, OR1G1

		AT		29		20		31,890,580		37,163,846		5,273,267				243		0.372		23		GHR, FBXO4, C20H5orf51, OXCT1, PLCXD3, C6, MROH2B, C7, CARD6, RPL37, PRKAA1, TTC33, PTGER4, DAB2, C9, FYB1, RICTOR, OSMR, LIFR, EGFLAM, GDNF, WDR70, NUP155, MIR2360, CPLANE1

		ET		29		20		33,275,529		37,514,982		4,239,454		-3,888,316		202		-0.292		22		C6, MROH2B, C7, CARD6, RPL37, PRKAA1, TTC33, PTGER4, DAB2, C9, FYB1, RICTOR, OSMR, LIFR, EGFLAM, GDNF, WDR70, NUP155, MIR2360, CPLANE1, NIPBL

		ET		30		21		53,194,795		53,623,462		428,668				30		0.252		30

		AT		30		21		59,302,243		62,942,584		3,640,342		5,678,782		344		0.386		35		SERPINA3-8, SERPINA3, SERPINA3-7, SERPINA3-3, SERPINA3-1, SERPINA5, GSC, MIR2284A, DICER1, CLMN, SYNE3, GLRX5, TCL1B, TCL1A, C21H14orf132, BDKRB2, BDKRB1, ATG2B, GSKIP, AK7, PAPOLA, VRK1

		ET		31		22		10,968,793		14,342,721		3,373,929				241		0.296		71		ITGA9, CTDSPL, MIR2367, MIR26A-1, MIR26C, VILL, PLCD1, DLEC1, ACAA1, MYD88, OXSR1, SLC22A13, SLC22A14, XYLB, ACVR2B, EXOG, SCN5A, SCN10A, SCN11A, WDR48, GORASP1, TTC21A, CSRNP1, XIRP1, CX3CR1, CCR8, SLC25A38, RPSA, MOBP, MYRIP, EIF1B, ENTPD3, RPL14, ZNF621, CTNNB1, ULK4

		ET		32		23		21,532,793		21,592,388		59,596				3		-0.366		3

		IND		29		23		22,140,098		30,649,506		8,509,409		547,711		978		0.398		24		MUT, CENPQ, GLYATL3, C23H6orf141, RHAG, CRISP2, CRISP3, PGK2, CRISP1, DEFB133, DEFB114, DEFB113, DEFB110, DEFB112, TFAP2D, TFAP2B, PKHD1, MIR206, MIR133B, IL17A, IL17F, MCM3, PAQR8, EFHC1, TRAM2, TMEM14A, GSTA2, GSTA1, GSTA5, GSTA3, GSTA4, ICK, FBXO9, GCM1, ELOVL5, BOLA-DQA2, BOLA-DQB, BOLA-DQA5, BLA-DQB, BOLA-DRB3, BOLA-DRB2, BOLA-DRA, BTNL2, C23H6orf10, NOTCH4, PBX2, AGER, RNF5, AGPAT1, EGFL8, PPT2, PRRT1, FKBPL, ATF6B, TNXB, CYP21, C4A, STK19, DXO, NELFE, CFB, C2, ZBTB12, EHMT2, SLC44A4, NEU1, HSPA1A, HSPA1L, LSM2, VARS, VWA7, SAPCD1, MSH5, CLIC1, DDAH2, MPIG6B, LY6G6C, LY6G6F, LY6G6E, ABHD16A, LY6G5C, LY6G5B, CSNK2B, GPANK1, C23H6orf47, APOM, BAG6, PRRC2A, NCR3, AIF1, LST1, LTB, TNF, LTA, NFKBIL1, ATP6V1G2, DDX39B, MCCD1, MGC126945, BoLA, MIC1, BOLA, BOLA, POU5F1, TCF19, CCHCR1, PSORS1C2, CDSN, C23H6orf15, MUC21, MUCL3, SFTA2, VARS2, GTF2H4, DDR1, IER3, FLOT1, TUBB, MDC1, NRM, PPP1R18, DHX16, C23H6orf136, PPP1R10, MRPS18B, ABCF1, MIR2378, MIR877, PRR3, GNL1, RPP21, BOLA-NC1, JSP.1, BOLA, TRIM15, TRIM10, TRIM40, TRIM31, RNF39, PPP1R11, ZNRD1, ZFP57, MOG, GABBR1, OR2H1, UBD, OR10C1, OR12D2, OR12D3, OR5V1, OR14J1, OR2J3, OR2J2, OR2W1, ZNF311, TRIM27, ZSCAN12, ZSCAN31, PGBD1, ZSCAN26, NKAPL, ZKSCAN4, ZSCAN9, ZNF389, ZKSCAN8, ZSCAN16, ZNF165

		ET		33		23		24,794,179		31,123,096		6,328,918		-5,855,326		728		-0.366		123		MUT, CENPQ, GLYATL3, C23H6orf141, RHAG, CRISP2, CRISP3, PGK2, CRISP1, DEFB133, DEFB114, DEFB113, DEFB110, DEFB112, TFAP2D, TFAP2B, PKHD1, MIR206, MIR133B, IL17A, IL17F, MCM3, PAQR8, EFHC1, TRAM2, TMEM14A, GSTA2, GSTA1, GSTA5, GSTA3, GSTA4, ICK, FBXO9, GCM1, ELOVL5, BOLA-DQA2, BOLA-DQB, BOLA-DQA5, BLA-DQB, BOLA-DRB3, BOLA-DRB2, BOLA-DRA, BTNL2, C23H6orf10, NOTCH4, PBX2, AGER, RNF5, AGPAT1, EGFL8, PPT2, PRRT1, FKBPL, ATF6B, TNXB, CYP21, C4A, STK19, DXO, NELFE, CFB, C2, ZBTB12, EHMT2, SLC44A4, NEU1, HSPA1A, HSPA1L, LSM2, VARS, VWA7, SAPCD1, MSH5, CLIC1, DDAH2, MPIG6B, LY6G6C, LY6G6F, LY6G6E, ABHD16A, LY6G5C, LY6G5B, CSNK2B, GPANK1, C23H6orf47, APOM, BAG6, PRRC2A, NCR3, AIF1, LST1, LTB, TNF, LTA, NFKBIL1, ATP6V1G2, DDX39B, MCCD1, MGC126945, BoLA, MIC1, BOLA, BOLA, POU5F1, TCF19, CCHCR1, PSORS1C2, CDSN, C23H6orf15, MUC21, MUCL3, SFTA2, VARS2, GTF2H4, DDR1, IER3, FLOT1, TUBB, MDC1, NRM, PPP1R18, DHX16, C23H6orf136, PPP1R10, MRPS18B, ABCF1, MIR2378, MIR877, PRR3, GNL1, RPP21, BOLA-NC1, JSP.1, BOLA, TRIM15, TRIM10, TRIM40, TRIM31, RNF39, PPP1R11, ZNRD1, ZFP57, MOG, GABBR1, OR2H1, UBD, OR10C1, OR12D2, OR12D3, OR5V1, OR14J1, OR2J3, OR2J2, OR2W1, ZNF311, TRIM27, ZSCAN12, ZSCAN31, PGBD1, ZSCAN26, NKAPL, ZKSCAN4, ZSCAN9, ZNF389, ZKSCAN8, ZSCAN16, ZNF165, OR2B6, HIST1H2BI, HIST1H3C, HIST1H1B, HIST1H2BB, HIST1H2AG, HIST1H2AJ, MIR2379, MIR7857

		AT		31		24		43,293,164		44,501,286		1,208,123				55		0.257		37		CEP192, LDLRAD4, FAM210A, RNMT, MC5R, MC2R, SETBP1

		IND		30		26		109,933		1,326,699		1,216,767				40		0.255		40		OR5D18, UBE2D1, CISD1, IPMK

		ET		34		26		5,826,495		8,093,821		2,267,327		4,499,797		203		0.266		41		MBL2, DKK1, PRKG1, CSTF2T

		ET		35		26		25,201,152		26,169,541		968,390		17,107,332		94		0.281		5		SORCS3

		ET		36		26		39,245,239		39,659,515		414,277		13,075,699		55		0.266		40		EIF3A, FAM45A, SFXN4, PRDX3, GRK5, RGS10

		ET		37		26		42,978,887		44,238,502		1,259,616		3,319,373		151		0.296		51		GPR26, CPXM2, CHST15, OAT, NKX1-2, LHPP

		ET		38		26		46,900,872		50,558,999		3,658,128		2,662,371		254		0.266		52		DOCK1, NPS, FOXI2, CLRN3, PTPRE, MKI67, MGMT, EBF3, C26H10orf143, GLRX3, MIR2397, TCERG1L

		AT		32		27		187,811		576,973		389,163				18		0.272		18		ERICH1

		AT		33		27		3,856,104		5,454,062		1,597,959		3,279,132		112		0.357		34		CSMD1

		ET		39		27		4,452,647		5,106,935		654,289		-1,001,414		41		-0.278		28		CSMD1

		ET		40		29		32,506,809		33,864,919		1,358,111				108		0.325		15		ARHGAP32, BARX2, JAM3, IGSF9B, SPATA19, OPCML
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		435		260		395		829		390		743		395		51		349				1,659		1,211		166		381		216		269		0		179		0

				0.598		0.908				0.470		0.896				0.129		0.884

				6.150		7.451				6.526		9.223				4.569		6.281

				1		1				1		1				1		1

				79		70				93		157				52		39



		IND						ET						AT												Anc unique						Shared

		Gene		SNPS		DAVID		Gene		SNPS		DAVID		Gene		SNPS		DAVID						NR All		IND		ET		AT		IND-ET		IND-AT		ET-AT		IND-ET-AT

		AACS		11		5		AAMP				7		ABCA7				6						AACS		1												

		AAMP				5		AASDHPPT		1		3		ABHD17A				2						AAMP								1						

		ABCB6				13		ABCA7				6		ACAD8				3						ABCB6								1						

		ABCF1		2		3		ABCB6				15		ACBD3				2						ABCF1								1						

		ABHD16A		7		2		ABCF1		2		3		ADAMTSL5				4						ABHD16A								1						

		AGER		1		7		ABHD16A		7		3		AFF4		2		1						AGER								1						

		AGPAT1		1		5		ABHD17A				5		AGXT				2						AGPAT1								1						

		AIF1				9		ADAM15				12		AK7				5						AIF1								1						

		ANKRD28		3		1		ADAMTSL5				6		AKAP17A				3						ANKRD28		1												

		ANKZF1		1		5		ADAR				6		ALG10				3						ANKZF1								1						

		APOM		1				ADGRD2		2		4		ANKMY1				1						APOM								1						

		AREG		1		16		AFF4		2		2		ANO7				1						AREG		1												

		ARHGEF11		4		11		AGER		1		11		AP1M2				4						ARHGEF11								1						

		ARID1B		41		9		AGPAT1		1		7		APC2				29						ARID1B								1						

		ARMC9		7		6		AIF1				13		AQP12B										ARMC9		1												

		ARPC2				13		AKAP9		8		8		ARHGAP45				3						ARPC2								1						

		ART3		11		1		ANKHD1		3		5		ARID3A				10						ART3		1												

		ASAP3		1		9		ANKIB1		6		7		ATG2B				11						ASAP3		1												

		ASB4		11		2		ANKRD49				5		ATG4B				14						ASB4								1						

		ASIC4				1		ANKZF1		1		5		ATG4D				13						ASIC4		1												

		ATF6B		3		22		APBB3				8		ATP5F1D				11						ATF6B								1						

		ATG9A				8		APC2				34		ATP8B3				6						ATG9A								1						

		ATP5IF1				8		APOM		1		1		AZU1				4						ATP5IF1		1												

		ATP6V1G2				7		AQP10				4		B3GAT1				4						ATP6V1G2								1						

		BAG6		3		6		ARHGAP45				4		BDKRB1				14						BAG6								1						

		BARHL2				5		ARHGEF11		4		11		BDKRB2				16						BARHL2		1												

		BCAN		1		6		ARHGEF2		6		18		BOK				11						BCAN								1						

		BCS1L				3		ARID1B		41		10		BRD8				1						BCS1L								1						

		BIRC2				29		ARID3A				10		BSG				10						BIRC2								1						

		BIRC3				25		ARPC2				16		BTBD2				2						BIRC3								1						

		BLA-DQB				40		ASB4		11		2		C1QTNF6				3						BLA-DQB								1						

		BMT2		3				ASH1L		6		18		C20H5orf51										BMT2								1						

		BoLA				58		ATF6B		3		29		C21H14orf132				1						BoLA								1						

		BOLA-DQA2				40		ATG9A				12		C2CD4C				1						BOLA-DQA2								1						

		BOLA-DQA5				40		ATP5F1D				12		C3H1orf68										BOLA-DQA5								1						

		BOLA-DQB				40		ATP6V1G2				8		C3H2orf54										BOLA-DQB								1						

		BOLA-DRA		2		43		ATP8B2		1		8		C6		14		13						BOLA-DRA								1						

		BOLA-DRB2		4		39		ATP8B3				7		C7		1		16						BOLA-DRB2								1						

		BOLA-DRB3		1		39		AZU1				4		C7H19orf24										BOLA-DRB3								1						

		BOLA-NC1				30		B4GALT7				7		C7H19orf25										BOLA-NC1								1						

		BRDT		2		5		BAG6		3		8		C7H5orf15				1						BRDT		1												

		BRI3BP		4		2		BCAN		1		11		C7H5orf24										BRI3BP		1												

		BTBD11		42		2		BCS1L				3		C9		2		15						BTBD11		1												

		BTBD8		7		2		BET1				4		CAMLG				3						BTBD8		1												

		BTC		3		10		BGLAP				9		CAPN10				2						BTC		1												

		BTNL2		1		4		BIRC2				32		CARD10				4						BTNL2								1						

		C2		4		69		BIRC3				25		CARD6		1		2						C2								1						

		C23H6orf10		13				BLA-DQB				44		CATSPER3		1		3						C23H6orf10								1						

		C23H6orf136		1				BMT2		3		2		CBARP				3						C23H6orf136								1						

		C23H6orf141						BoLA				62		CCNG1				4						C23H6orf141								1						

		C23H6orf15				2		BOLA-DQA2				44		CD96				2						C23H6orf15								1						

		C23H6orf47						BOLA-DQA5				44		CDC23				8						C23H6orf47								1						

		C3H1orf146				1		BOLA-DQB				44		CDC25C				9						C3H1orf146		1												

		C4A				18		BOLA-DRA		2		47		CDC34				5						C4A								1						

		CATIP				5		BOLA-DRB2		4		43		CDC37				7						CATIP								1						

		CBR1				9		BOLA-DRB3		1		43		CDH13				10						CBR1		1												

		CBR3		2		7		BOLA-NC1				34		CDKL3				7						CBR3		1												

		CCDC158		2				BRD8				2		CDKN2AIPNL										CCDC158		1												

		CCHCR1		3		3		BSG				16		CDKN2D				8						CCHCR1								1						

		CCNG2				6		BTBD2				3		CEP192				5						CCNG2		1												

		CCNI		8		5		BTNL2		1		4		CFD				6						CCNI		1												

		CD5L				4		BTNL9		2		4		CIRBP				3						CD5L		1												

		CDC7				10		C19H17orf97						CLMN				3						CDC7		1												

		CDK5R2				3		C2		4		157		CLP1				4						CDK5R2								1						

		CDKL2		1		6		C23H6orf10		13				CNN2				3						CDKL2		1												

		CDSN		1		2		C23H6orf136		1				CNTF				9						CDSN								1						

		CENPQ		2		3		C23H6orf141						COBLL1										CENPQ								1						

		CEP68				4		C23H6orf15				2		COP1				5						CEP68		1												

		CFAP65						C23H6orf47						COPS9				6						CFAP65								1						

		CFB		1		9		C2CD4C				1		CPLANE1		9		2						CFB								1						

		CHAF1B		1		4		C3H1orf189						CRCT1										CHAF1B		1												

		CHPF		1		1		C3H1orf43				6		CRNN				3						CHPF		1												

		CISD1				2		C4A				20		CROCC2										CISD1		1												

		CLDN14		1		6		C6		14		14		CRYBG1										CLDN14		1												

		CLIC1				5		C7		1		17		CSF2RA				11						CLIC1								1						

		CNPPD1				6		C7H19orf24						CSF2RB				9						CNPPD1								1						

		CNR2		3		5		C7H19orf25						CSMD1				1						CNR2		1												

		CRABP2				5		C7H5orf15				1		CSNK1G2		1		7						CRABP2								1						

		CRISP1		3		2		C7H5orf24						CTNNA1				18						CRISP1								1						

		CRISP2		1		2		C9		2		21		CTNND1				17						CRISP2								1						

		CRISP3		1		2		CALCR		7		6		CXCL14				5						CRISP3								1						

		CRY1		2		4		CAMLG				3		CYTH4				7						CRY1		1												

		CRYBA2						CARD6		1		2		D2HGDH				2						CRYBA2								1						

		CSNK2B		1		9		CASD1				3		DAB2		1		11						CSNK2B								1						

		CTDSP1		1		2		CASP1		1		30		DAZAP1				9						CTDSP1								1						

		CXCL10				26		CASP4		1		22		DDX46				7						CXCL10		1												

		CXCL11				18		CATIP				5		DICER1				8						CXCL11		1												

		CXCL9				18		CATSPER3		1		7		DNAH14				10						CXCL9		1												

		CXCR1		3		10		CBARP				4		DTX4				8						CXCR1								1						

		CXCR2		2		11		CCDC92B		1				DTYMK				7						CXCR2								1						

		CYP21						CCHCR1		3		3		DUSP28				2						CYP21								1						

		CYP27A1		5		5		CCT3				5		EFNA2				12						CYP27A1								1						

		DAZL		2		4		CDC23				9		EGFLAM		16		3						DAZL		1												

		DCUN1D5		4		4		CDC25C				11		EGR1				19						DCUN1D5								1						

		DDAH2				1		CDC34				5		ELANE				12						DDAH2								1						

		DDR1		2		8		CDK5R2				5		ELFN2				4						DDR1								1						

		DDX39B		2		8		CDK6		9		37		ENAH				11						DDX39B								1						

		DEFB110		1		4		CDKL3				7		EPHA5				9						DEFB110								1						

		DEFB112		2				CDKN2AIPNL						EPHX1				3						DEFB112								1						

		DEFB113				3		CDSN		1		3		ERICH1										DEFB113								1						

		DEFB114		1		6		CENPQ				3		ETF1				3						DEFB114								1						

		DEFB133						CFAP65						FAM111B				2						DEFB133								1						

		DES				5		CFB		1		10		FAM13B		3		1						DES		1												

		DHX16		1		10		CFD				7		FAM210A				3						DHX16								1						

		DHX37		4		7		CHRNB2				16		FAM53C				1						DHX37		1												

		DNAJB2				8		CIRBP				4		FARP2				8						DNAJB2		1												

		DNAJC8		1		1		CKS1B				9		FBXL21		1		8						DNAJC8		1												

		DNPEP		1		5		CLIC1				5		FBXO4				7						DNPEP		1												

		DOP1B		29		6		CLK2				8		FDX2				3						DOP1B		1												

		DPH3				3		CLK4		6		7		FGF22				13						DPH3		1												

		DXO		1		6		CLUH		2		3		FSTL3				6						DXO								1						

		DYNC1I1		19		6		CNN2				6		FSTL4		39		7						DYNC1I1								1						

		DYNC2H1		28		6		CNPPD1				4		FYB1		7		6						DYNC2H1								1						

		E2F2				20		CNTN5		45		10		GAL3ST2				1						E2F2		1												

		EFHC1		4		3		COL1A2		2		15		GAMT				3						EFHC1								1						

		EGFL8				5		COL23A1		25		2		GAT				6						EGFL8								1						

		EHBP1		11		5		CPLANE1		9		4		GCSAML		4								EHBP1		1												

		EHMT2		2		10		CRABP2				6		GDF9				9						EHMT2								1						

		ELOA		3		2		CRB2				11		GDNF				7						ELOA		1												

		ELOVL5		15		6		CRISP1				2		GFRA3				4						ELOVL5								1						

		EN1				10		CRISP2				2		GHR				16						EN1		1												

		EPB41		8		13		CRISP3				2		GIF										EPB41		1												

		EPGN				8		CRK		1		42		GLB1L3										EPGN		1												

		EPHX4		3		4		CRYBA2						GLRX5				2						EPHX4		1												

		EREG				15		CSMD1				3		GLYAT				4						EREG		1												

		ETV3				10		CSNK1G2		1		8		GLYATL2				3						ETV3								1						

		ETV3L				5		CSNK2B		1		15		GPC1				11						ETV3L								1						

		EYA3		9		7		CTDSP1		1		1		GPR35				3						EYA3		1												

		FAM47E		5		1		CTNNA1				25		GPX4				6						FAM47E		1												

		FAM76A				2		CTNNA2		66		21		GRB14				4						FAM76A		1												

		FBXO9		6		3		CXCL14				6		GRIN3B				7						FBXO9								1						

		FCRL1		4		4		CXCR1		3		13		GSC				4						FCRL1								1						

		FCRL3		3		5		CXCR2		2		14		GSKIP				2						FCRL3								1						

		FCRL4		2		2		CXXC5		1		6		GZMM				3						FCRL4								1						

		FCRL5				5		CYP21						H2AFY		1								FCRL5								1						

		FEV				8		CYP27A1		5		6		H3F3A										FEV								1						

		FKBPL				8		CYP51A1				5		HCN2				7						FKBPL								1						

		FLOT1		1		5		CYSTM1				2		HDAC4				15						FLOT1								1						

		FOXP2		2		5		DAB2		1		16		HDLBP				4						FOXP2		1												

		FUCA1		1		2		DAP3		3		4		HMMR				4						FUCA1		1												

		G3BP2		1		3		DAZAP1				11		HNRNPA0				16						G3BP2		1												

		GABBR1		8		5		DBN1				25		HSPA4				7						GABBR1								1						

		GALE				3		DCST1				5		HSPA9		1		7						GALE		1												

		GALNT15		8		3		DCST2				1		ICAM1				14						GALNT15		1												

		GCM1		5		9		DCUN1D5		4		7		ICAM3				6						GCM1								1						

		GLB1L						DDAH2				1		ICAM4				3						GLB1L								1						

		GLMN				3		DDI1				2		ICAM5				4						GLMN		1												

		GLYATL3		1		1		DDR1		2		14		IFT27				11						GLYATL3								1						

		GMEB1				7		DDX39B		2		13		IGSF11				4						GMEB1		1												

		GMPPA				2		DDX41				11		IL2RB				13						GMPPA		1												

		GNL1		2		3		DDX46				10		IL3RA				12						GNL1								1						

		GPANK1		1		2		DEFB110				5		IL9				7						GPANK1								1						

		GPATCH4		5		2		DEFB112						ILF3				6						GPATCH4								1						

		GPBAR1				3		DEFB113				3		ING5				7						GPBAR1								1						

		GPR39		44		5		DEFB114				6		ITPKB				5						GPR39								1						

		GPR85		1		4		DEFB133						IVL				1						GPR85								1						

		GRHL3		3		4		DENND1A		9		6		JADE2				6						GRHL3		1												

		GSTA1				17		DHX16		1		14		KCTD17				6						GSTA1								1						

		GSTA2				17		DNAJC18				2		KDM3B				5						GSTA2								1						

		GSTA3		5		15		DOC2B		1		10		KEAP1				21						GSTA3								1						

		GSTA4		5		18		DOK3				4		KIF1A				9						GSTA4								1						

		GSTA5				17		DPH1		1		5		KIF20A				12						GSTA5								1						

		GTF2H4		1		3		DPM3				3		KISS1R				2						GTF2H4								1						

		HAPLN2		1		6		DXO		1		7		KLF16		1		6						HAPLN2								1						

		HDGF				9		DYNC1I1		19		8		KLHL3		4		16						HDGF								1						

		HFM1		2		4		DYNC2H1		28		8		KPRP										HFM1		1												

		HLCS		16		2		ECSCR				7		KRI1				1						HLCS		1												

		HMGCL		3		4		EFHC1		4		6		LBR				4						HMGCL		1												

		HNRNPR				6		EFNA1		1		13		LCE1B										HNRNPR		1												

		HSPA1A				26		EFNA2				14		LCE3C										HSPA1A								1						

		HSPA1L		3		25		EFNA3				12		LDLRAD4				2						HSPA1L								1						

		HTR1D		3		4		EFNA4		1		11		LEAP2				1						HTR1D		1												

		ICK		13				EGFL8				5		LECT2				3						ICK								1						

		ID3				7		EGFLAM		16		2		LEFTY2				8						ID3		1												

		IER3		2		7		EGR1				27		LIFR		3		12						IER3								1						

		IFNLR1		4		3		EHMT2		2		12		LIN9				4						IFNLR1		1												

		IHH				14		EIF4EBP3				4		LPXN				16						IHH								1						

		IL17A		2		20		ELANE				17		LRRTM2				3						IL17A								1						

		IL17F		3		8		ELOVL5		15		6		LRRTM4				5						IL17F								1						

		IL22RA1		3		8		ESYT2		3		6		LYPD8				4						IL22RA1		1												

		INHA				5		ETF1				4		MADCAM1				3						INHA		1												

		INSRR				9		ETV3				10		MAT2B				3						INSRR								1						

		IPMK				4		ETV3L				5		MBD3				4						IPMK		1												

		IQGAP3		3		10		F12				20		MC2R				10						IQGAP3								1						

		ISG20L2				3		FAM133B		1				MC5R				7						ISG20L2								1						

		JSP.1				31		FAM13B		3		1		MED16				2						JSP.1								1						

		KCNH8		15		2		FAM189B						MED19				2						KCNH8		1												

		KDM1A		1		16		FAM193B				4		MEX3D				4						KDM1A		1												

		KIRREL1		10		2		FAM53C				2		MFNG				3						KIRREL1		1												

		LDHAL6B				3		FBXL21		1		9		MGC137030				1						LDHAL6B								1						

		LHFPL3		51		1		FBXO9		6		5		MIDN				4						LHFPL3								1						

		LRRC71				1		FCRL1		4		4		MIER2		1		3						LRRC71								1						

		LSM2				5		FCRL3		3		6		MIR130A										LSM2								1						

		LST1				3		FCRL4		2		2		MIR149										LST1								1						

		LTA				12		FCRL5				5		MIR1835										LTA								1						

		LTB				8		FDPS		1		9		MIR2284A										LTB								1						

		LUZP1		3		2		FEV				9		MIR2360										LUZP1		1												

		LY6G5B				3		FGF22				19		MIR6519										LY6G5B								1						

		LY6G5C		1		4		FKBPL				9		MISP				6						LY6G5C								1						

		LY6G6C		1		2		FLAD1				5		MIXL1				9						LY6G6C								1						

		LY6G6E				2		FLOT1		1		7		MPEG1				1						LY6G6E								1						

		LY6G6F				1		FSTL3				9		MPST				3						LY6G6F								1						

		LYPD1		17		1		FSTL4		39		8		MROH2B		10		1						LYPD1								1						

		LYPLA2				1		FYB1		7		8		MRPL16				5						LYPLA2		1												

		MARCO		1		2		GABBR1		8		13		MS4A1				8						MARCO		1												

		MCCD1						GALNT13		35		4		MS4A13				3						MCCD1								1						

		MCM3		6		9		GAMT				4		MS4A14				3						MCM3								1						

		MDC1		3		7		GATAD1		2		7		MS4A2				6						MDC1								1						

		MECR		1		5		GBA		3				MS4A3				2						MECR		1												

		MED18		1		1		GCM1		5		10		MS4A5				2						MED18		1												

		MEF2D		2		13		GCSAML		4				MS4A7				4						MEF2D								1						

		MGAT5		28		5		GDF9				10		MTERF4				11						MGAT5								1						

		MGC126945				30		GDNF				7		MUM1		1								MGC126945								1						

		MGC127133				7		GFRA3				7		MYOT				5						MGC127133		1												

		MIC1				11		GLB1L						NCAPD3				2						MIC1								1						

		MIR133B				1		GLMP				4		NCF4				8						MIR133B								1						

		MIR153-1						GLYATL3				1		NDUFA10				14						MIR153-1		1												

		MIR206				1		GNG11		1		19		NDUFS7				14						MIR206								1						

		MIR2285B-2						GNGT1				19		NECTIN3				6						MIR2285B-2		1												

		MIR2285E-1						GNL1		2		3		NEUROG1				8						MIR2285E-1		1												

		MIR2356						GON4L		15		4		NLRP3		2		21						MIR2356								1						

		MIR2378						GPANK1		1		2		NME5		3		5						MIR2378								1						

		MIR26B				1		GPATCH4		5		2		NRXN1				7						MIR26B								1						

		MIR375				1		GPBAR1				3		NRXN3				7						MIR375								1						

		MIR6534						GPR39		44		5		NUDCD2				5						MIR6534								1						

		MIR877						GPR83				5		NUP155		1		2						MIR877								1						

		MMP1		1		15		GPR85		1		4		ODF3L2				2						MMP1								1						

		MMP12						GPX4				7		ONECUT3		1		6						MMP12								1						

		MMP3		1				GRIA4		45		18		OOSP2				1						MMP3								1						

		MMP13				11		GRIN3B				16		OR10V1				7						MMP13								1						

		MMP20		9		7		GRK6				9		OR11L1				6						MMP20								1						

		MMP27		1		8		GSTA1				18		OR2B11				7						MMP27								1						

		MMP7		1		13		GSTA2				18		OR2C3										MMP7								1						

		MMP8		1		10		GSTA3		5		16		OR2G2										MMP8								1						

		MOG		4		6		GSTA4		5		19		OR2G3				7						MOG								1						

		MORC3				8		GSTA5				18		OR2G6				7						MORC3		1												

		MPIG6B		1		6		GTF2H4		1		4		OR2L13		1		7						MPIG6B								1						

		MRPL24				5		GZMM				3		OR2M3										MRPL24								1						

		MRPS18B				12		H2AFY		1				OR2M4				7						MRPS18B								1						

		MSH5		4		3		HAPLN2		1		7		OR2M5										MSH5								1						

		MTERF2				4		HAX1				18		OR2T11				7						MTERF2		1												

		MTHFD2L		15		2		HBEGF				18		OR2T12										MTHFD2L		1												

		MUC21						HCN2				10		OR2T2				7						MUC21								1						

		MUCL3		2				HCN3		1		8		OR2T27				7						MUCL3								1						

		MUT		2				HDAC9		9		6		OR2T33										MUT								1						

		MYOM3		2		2		HDGF				11		OR2T4				7						MYOM3		1												

		NAAA		5		4		HEPACAM2		2		7		OR2W3		1		7						NAAA		1												

		NAXE				7		HIC1				10		OR4D11				7						NAXE								1						

		NCKAP5		79				HIST1H1B						OR4D6				7						NCKAP5								1						

		NCR3		6		8		HIST1H2AG						OR4D9				7						NCR3								1						

		NELFE		2		2		HIST1H2AJ						OR5A1				7						NELFE								1						

		NES		1		5		HIST1H2BB						OR5B2				6						NES								1						

		NEU1		3		9		HIST1H2BI						OR5B3										NEU1								1						

		NFKBIL1		2		5		HIST1H3C						OR6F1				6						NFKBIL1								1						

		NHEJ1		4		1		HNRNPA0				16		OR6T1		1								NHEJ1								1						

		NKAPL				2		HNRNPAB				4		OR9Q2										NKAPL								1						

		NOT9						HSPA1A				32		OSBP				9						NOT9								1						

		NOTCH4		6		17		HSPA1L		3		30		OSMR		3		14						NOTCH4								1						

		NRM		1		1		HSPA4				10		OTOS										NRM								1						

		NTRK1		3		19		HSPA9		1		16		OXCT1				2						NTRK1								1						

		NUP54				1		ICK		13				P2RY8										NUP54		1												

		OBSL1		1		5		IER3		2		9		PALM		1		7						OBSL1		1												

		ODAPH		1				IFI47		5		7		PAPOLA				6						ODAPH		1												

		OPRD1		3		6		IGIP				1		PAPPA2				4						OPRD1		1												

		OR10C1				6		IHH				17		PARP1				24						OR10C1								1						

		OR12D2				5		IL17A				25		PASK										OR12D2								1						

		OR12D3				5		IL17F				8		PATL1				2						OR12D3								1						

		OR14J1				6		IL6R		3		26		PCBD2				1						OR14J1								1						

		OR2H1				6		IL9				8		PCSK4				4						OR2H1								1						

		OR2J2						INPP5K				24		PDE4A				7						OR2J2								1						

		OR2J3		1		5		INSRR				12		PGBD2				1						OR2J3								1						

		OR2W1				5		IQGAP3		3		16		PHLDB2				4						OR2W1								1						

		OR5D18				5		ISG20L2				3		PITX1				5						OR5D18		1												

		OR5V1		1		5		IZUMO1R				3		PKD2L2		1		2						OR5V1								1						

		ORC5		7		3		JADE2				8		PKP2				12						ORC5								1						

		OTX1				7		JSP.1				35		PLCXD2				1						OTX1		1												

		OXNAD1		3		2		KBTBD3				1		PLCXD3				3						OXNAD1		1												

		PAQR8		15		3		KCNN3		8		7		PLK5				11						PAQR8								1						

		PARM1		7		2		KDM3B				5		PLPP2				9						PARM1		1												

		PARP12		1		2		KHDC4		1		5		PLPPR3				2						PARP12		1												

		PBX2		3		8		KIF20A				13		POLR2E				3						PBX2								1						

		PDK4		1		5		KISS1R				5		POLRMT				1						PDK4								1						

		PEAR1		5		5		KLF16		1		6		PPP1R7				2						PEAR1								1						

		PGBD1		5		3		KLHL3		4		16		PPP2CA				23						PGBD1								1						

		PGK2				6		KMT2E		4		10		PRKAA1		1		20						PGK2								1						

		PHACTR4				6		KRIT1		1		12		PRSS57		1		2						PHACTR4		1												

		PIGP				3		KRTCAP2		1		2		PRTN3				5						PIGP		1												

		PITHD1				1		LAMTOR2				11		PTBP1				2						PITHD1		1												

		PKHD1		73		11		LDHAL6B				6		PTGER4		1		8						PKHD1								1						

		PLCD4				11		LEAP2				2		PVALB				3						PLCD4								1						

		PLCL2		21		3		LECT2				4		PYCR2				3						PLCL2		1												

		PNKD		4		3		LENEP				1		QTRT1				6						PNKD								1						

		PNRC2				2		LHFPL3		54		2		R3HDM4				2						PNRC2		1												

		PON2		1		5		LHX2				12		RAC2				39						PON2								1						

		POU5F1				6		LIFR		3		10		RAVER1				4						POU5F1								1						

		PPEF2		2		5		LMAN2		2		11		REEP2				4						PPEF2		1												

		PPP1R10		6		6		LMNA				7		REEP6				2						PPP1R10								1						

		PPP1R11				2		LRRC71				1		REXO1				3						PPP1R11								1						

		PPP1R18		3				LRRD1				4		RICTOR		1		2						PPP1R18								1						

		PPP1R3A		2		4		LRRTM2				4		RNF126				11						PPP1R3A		1												

		PPP1R8		1		5		LSM2				5		RNMT				6						PPP1R8		1												

		PPT2				5		LST1				4		RNPEPL1				2						PPT2								1						

		PRCC		2		4		LTA				12		RP1L1				1						PRCC								1						

		PRKAG3		2		15		LTB				8		RPL37				7						PRKAG3								1						

		PRR3		2		2		LY6G5B				3		RPS15				5						PRR3								1						

		PRRC2A		2		4		LY6G5C		1		4		RTN4RL2				6						PRRC2A								1						

		PRRT1				1		LY6G6C		1		2		S1PR5				9						PRRT1								1						

		PRSS37		2		4		LY6G6E				3		SAR1B				6						PRSS37		1												

		PSORS1C2		1				LY6G6F				1		SBNO2				4						PSORS1C2								1						

		PTAFR		3		7		LYPD1		17		3		SCAMP4		1		1						PTAFR		1												

		PTPRN				8		LYPD8				5		SCN7A				5						PTPRN		1												

		PTPRU		6		5		MADCAM1				5		SCN9A				6						PTPRU		1												

		PWP1		2		5		MATR3				4		SDE2				13						PWP1		1												

		RAB1A		4		18		MBD3				5		SEC24A		2		5						RAB1A		1												

		RAB42				4		MCCD1						SELENOH				1						RAB42		1												

		RCC1				6		MCM3				12		SEPT2										RCC1		1												

		RCHY1		1		16		MDC1		3		8		SERPINA3				6						RCHY1		1												

		RELN		10		14		MED16				5		SERPINA3-1				5						RELN								1						

		RESP18				3		MEF2D		2		19		SERPINA3-3				5						RESP18		1												

		RETREG2				3		METTL16		1		2		SERPINA3-8				5						RETREG2								1						

		RFTN1		17		1		MEX3A				5		SERPINA5				5						RFTN1		1												

		RHAG		3		2		MEX3D				4		SERPING1				4						RHAG								1						

		RHBG		1		1		MGAT1		2		6		SETBP1				5						RHBG								1						

		RIC8B		4		6		MGAT5		28		8		SGCD				4						RIC8B		1												

		RIPPLY3				3		MGC126945				34		SH3BP5L				3						RIPPLY3		1												

		RNF25				10		MGC137030				1		SHC2		3		12						RNF25								1						

		RNF39				4		MIC1				11		SHROOM1				5						RNF39								1						

		RNF5				11		MIDN				4		SKP1				18						RNF5								1						

		RPA2		5		5		MIER2		1		4		SLBP2				2						RPA2		1												

		RPAP2		6		7		MIR132						SLC25A46				1						RPAP2		1												

		RPL11				10		MIR133B				1		SLC25A48		7		4						RPL11		1												

		RPP21		2		1		MIR153-2						SLC38A11				2						RPP21								1						

		RRNAD1						MIR190B						SLC43A1				2						RRNAD1								1						

		RUFY4				3		MIR206				1		SLC44A2				5						RUFY4								1						

		SAPCD1						MIR212						SMAD5				17						SAPCD1								1						

		SATB1		10		5		MIR22						SMCP										SATB1		1												

		SCARB2		13		8		MIR2336						SMIM32				1						SCARB2		1												

		SDAD1		3		2		MIR2337						SMTNL1				3						SDAD1		1												

		SEM1		2		8		MIR2356						SNED1				4						SEM1								1						

		SEPT11		6				MIR2360						SOWAHA				1						SEPT11		1												

		SESN2		1		5		MIR2378						SOX2				10						SESN2		1												

		SETD4		2		8		MIR2379						SPOCK1		52		5						SETD4		1												

		SFTA2		1		2		MIR2411						SPRR4										SFTA2								1						

		SH2D2A				1		MIR26B				1		SRP9										SH2D2A								1						

		SHROOM3		51		3		MIR3600						SSTR3				4						SHROOM3		1												

		SIM2		3		10		MIR375				1		STK11				23						SIM2		1												

		SLC11A1				11		MIR378-2						STK25				7						SLC11A1								1						

		SLC1A4		4		3		MIR489						STUM				1						SLC1A4		1												

		SLC23A3				2		MIR584-5						STX3				2						SLC23A3								1						

		SLC25A13		27		3		MIR653						SYNE3				3						SLC25A13								1						

		SLC44A4		2		2		MIR6534						SYT10				3						SLC44A4								1						

		SLC4A3		2		3		MIR7857						TCF3		1		15						SLC4A3		1												

		SMPDL3B		7		4		MIR877						TCF7				21						SMPDL3B		1												

		SNHG12						MIR92B						TCL1A				8						SNHG12		1												

		SNHG3						MISP				8		TCL1B				2						SNHG3		1												

		SOWAHB				1		MMP1		1		25		TCN1				1						SOWAHB		1												

		SPEG		1		3		MMP12				14		TENM2				9						SPEG		1												

		SRSF10				5		MMP13				13		TEX33				1						SRSF10		1												

		SRSF4				7		MMP20		9		8		TGFBI		1		4						SRSF4		1												

		STBD1				4		MMP27		1		8		THAP4				4						STBD1		1												

		STK11IP		4		2		MMP3		1		22		THEG		1		1						STK11IP		1												

		STK16				6		MMP7		1		14		THYN1				1						STK16		1												

		STK19		2		2		MMP8		1		10		TIFAB				2						STK19								1						

		STK36		1		12		MNT		1		10		TMEM132D				1						STK36								1						

		STPG1		3		2		MOG		4		6		TMEM232										STPG1		1												

		STX1						MPIG6B		1		8		TMEM259				2						STX1		1												

		TAF12				2		MRE11		1		6		TMEM63A				3						TAF12		1												

		TBC1D5		32		5		MROH2B		10		1		TMPRSS6				8						TBC1D5		1												

		TBXAS1		27		6		MRPL24				7		TMX2				1						TBXAS1		1												

		TCEA3				4		MRPS18B				14		TPGS1				3						TCEA3		1												

		TCF19		2		3		MSANTD4				1		TRIM58				11						TCF19								1						

		TFAP2B		3		20		MSH5		4		3		TRPC7		11		3						TFAP2B								1						

		TFAP2D		9		10		MSTO1		1		5		TST				4						TFAP2D								1						

		TGFBR3		3		9		MTERF1		1		5		TTC33		4		1						TGFBR3		1												

		THAP6		2		1		MTX1				4		TXNDC15		1		3						THAP6		1												

		THEMIS2		2		3		MUC1				6		TYK2				17						THEMIS2		1												

		TMBIM1				5		MUC21						UBE2B				9						TMBIM1								1						

		TMEM123		4		2		MUCL3		2				UBE2L6				9						TMEM123								1						

		TMEM132B		61		1		MUM1		1				UQCR11				13						TMEM132B		1												

		TMEM14A		2		3		MUT						UQCRQ				12						TMEM14A								1						

		TMEM163		26		6		MXD3				5		USP18				4						TMEM163								1						

		TMEM168		7		1		MYO1C				24		VDAC1				26						TMEM168								1						

		TMEM198		1		2		MYOT				5		VPS26B				3						TMEM198		1												

		TMEM200B				1		MZB1				3		VRK1				9						TMEM200B		1												

		TMEM242				1		N4BP3				2		WDR18				2						TMEM242								1						

		TMEM263				1		NAXE				9		WDR70		2		2						TMEM263		1												

		TNF				70		NCAPG2		7		4		WNT8A				20						TNF								1						

		TNP1		1		5		NCKAP5		79		1		YPEL4										TNP1		1												

		TNS1		16		6		NCR3		6		8		ZCCHC10				2						TNS1								1						

		TNXB		9		10		NDUFS7				17		ZDHHC5				3						TNXB								1						

		TRAM2		16		2		NEK6		7		14		ZFP91				7						TRAM2								1						

		TRIM10		4		7		NELFE		2		2		ZGLP1				5						TRIM10								1						

		TRIM15		4		7		NES		1		8		ZNF496		3		7						TRIM15								1						

		TRIM27		2		14		NEU1		3		9		ZNF672				5						TRIM27								1						

		TRIM31		6		6		NEUROG1				10		ZNF692		1		7						TRIM31								1						

		TRIM40		4		6		NFKBIL1		2		5												TRIM40								1						

		TRNAU1AP		1		2		NHEJ1		4		1												TRNAU1AP		1												

		TTC24		3		1		NHP2				5												TTC24								1						

		TTC3		2		6		NIPBL		9		17												TTC3		1												

		TTLL4		4		3		NKAPL				2												TTLL4								1						

		TUBA1D				20		NLRP3		2		30												TUBA1D		1												

		TUBA4A				21		NME5		3		4												TUBA4A		1												

		TUBB				18		NOT9																TUBB								1						

		UBD		1		5		NOTCH4		6		21												UBD								1						

		UBE2D1				9		NRG2		7		9												UBE2D1		1												

		USO1		7		8		NRM		1		2												USO1		1												

		USP37		1		8		NSD1		1		11												USP37								1						

		VARS				3		NTRK1		3		30												VARS								1						

		VARS2		1		3		NUP155		1		6												VARS2								1						

		VIL1				12		NUP210L		2		3												VIL1								1						

		VWA7		3		1		ODF3L2				2												VWA7								1						

		WDPCP		4		6		ONECUT3		1		6												WDPCP		1												

		WNT10A				20		OR10C1				7												WNT10A								1						

		WNT6				23		OR11L1				5												WNT6								1						

		XKR8		1		1		OR12D2				5												XKR8		1												

		YAP1		12		18		OR12D3				5												YAP1								1						

		YTHDF2				7		OR14J1				6												YTHDF2		1												

		ZBTB12		1		8		OR1D5																ZBTB12								1						

		ZDHHC14		32		3		OR1G1		1														ZDHHC14								1						

		ZFAND2B				5		OR2B11				7												ZFAND2B								1						

		ZFP57		3		9		OR2B6				7												ZFP57								1						

		ZKSCAN4		3		6		OR2C3																ZKSCAN4								1						

		ZKSCAN8		4		6		OR2G2																ZKSCAN8								1						

		ZNF142				6		OR2G3				7												ZNF142								1						

		ZNF165		4		4		OR2G6				7												ZNF165								1						

		ZNF311		3		8		OR2H1				7												ZNF311								1						

		ZNF389		2		7		OR2J2																ZNF389								1						

		ZNF436				8		OR2J3		1		5												ZNF436		1												

		ZNF644		3		6		OR2L13		1		7												ZNF644		1												

		ZNRD1						OR2M3																ZNRD1								1						

		ZSCAN12		2		7		OR2M4				7												ZSCAN12								1						

		ZSCAN16		3		4		OR2M5																ZSCAN16								1						

		ZSCAN26		3		7		OR2T11				7												ZSCAN26								1						

		ZSCAN31		1		5		OR2T12																ZSCAN31								1						

		ZSCAN9		1		4		OR2T2				7												ZSCAN9								1						

								OR2T27				7												AASDHPPT				1										

								OR2T33																ABCA7												1		

								OR2T4				7												ABHD17A												1		

								OR2V1				7												ADAM15				1										

								OR2V2				7												ADAMTSL5												1		

								OR2W1				5												ADAR				1										

								OR2W3		1		7												ADGRD2				1										

								OR4C16																AFF4												1		

								OR5V1		1		5												AKAP9				1										

								OR6F1				6												ANKHD1				1										

								OR6T1		1														ANKIB1				1										

								ORC5		7		3												ANKRD49				1										

								OSMR		3		12												APBB3				1										

								OVCA2				3												APC2												1		

								PAFAH1B1		4		30												AQP10				1										

								PAIP2				6												ARHGAP45												1		

								PALM		1		14												ARHGEF2				1										

								PAQR6				4												ARID3A												1		

								PAQR8		7		3												ASH1L				1										

								PBX2		3		12												ATP5F1D												1		

								PBXIP1		1		14												ATP8B2				1										

								PCBD2				1												ATP8B3												1		

								PCSK4				4												AZU1												1		

								PDGFD		24		21												B4GALT7				1										

								PDK4		1		7												BET1				1										

								PDLIM7		1		27												BGLAP				1										

								PEAR1		5		6												BRD8												1		

								PEG10				3												BSG												1		

								PEX1		6		5												BTBD2												1		

								PFDN1				5												BTNL9				1										

								PFN3				11												C19H17orf97				1										

								PGBD1		5		3												C2CD4C												1		

								PGBD2				1												C3H1orf189				1										

								PGK2				9												C3H1orf43				1										

								PHYKPL		1		4												C6												1		

								PITPNA		2		5												C7												1		

								PITX1				5												C7H19orf24												1		

								PKD2L2		1		2												C7H19orf25												1		

								PKHD1				14												C7H5orf15												1		

								PKLR				12												C7H5orf24												1		

								PLCD4				15												C9												1		

								PLK5				12												CALCR				1										

								PLPP2				14												CAMLG												1		

								PLPPR3				2												CARD6												1		

								PMF1				2												CASD1				1										

								PMVK		7		7												CASP1				1										

								PNKD		4		3												CASP4				1										

								POLR2E				6												CATSPER3												1		

								POLRMT				2												CBARP												1		

								PON1		3		6												CCDC92B				1										

								PON2		1		8												CCT3				1										

								PON3				5												CDC23												1		

								POU5F1				6												CDC25C												1		

								PPP1R10		6		4												CDC34												1		

								PPP1R11				1												CDK6				1										

								PPP1R18		3														CDKL3												1		

								PPP1R9A		6		12												CDKN2AIPNL												1		

								PPP2CA				26												CFD												1		

								PPT2				4												CHRNB2				1										

								PRCC		2		4												CIRBP												1		

								PRELID1				4												CKS1B				1										

								PRKAA1		1		29												CLK2				1										

								PRKAG3		2		24												CLK4				1										

								PROB1				1												CLUH				1										

								PROP1		1		5												CNN2												1		

								PRPF8		6		4												CNTN5				1										

								PRR3		2		2												COL1A2				1										

								PRR7				5												COL23A1				1										

								PRRC2A		2		4												CPLANE1												1		

								PRRT1				1												CRB2				1										

								PRSS57		1		2												CRK				1										

								PRTN3				7												CSMD1												1		

								PSD2		5		8												CSNK1G2												1		

								PSMB7		5		11												CTNNA1												1		

								PSORS1C2		1														CTNNA2				1										

								PTBP1				6												CXCL14												1		

								PTGER4		1		13												CXXC5				1										

								PTPRN2		15		8												CYP51A1				1										

								PURA				13												CYSTM1				1										

								PYGO2				4												DAB2												1		

								R3HDM4				2												DAP3				1										

								RAB24				7												DAZAP1												1		

								RAB25				8												DBN1				1										

								RACK1				28												DCST1				1										

								RAP1GAP2		30		6												DCST2				1										

								RBM48				6												DDI1				1										

								REEP2				4												DDX41				1										

								REEP6				2												DDX46												1		

								RELN		10		19												DENND1A				1										

								RETREG2				3												DNAJC18				1										

								REXO1				4												DOC2B				1										

								RFLNB		1		2												DOK3				1										

								RGS14				9												DPH1				1										

								RHAG				3												DPM3				1										

								RHBG		1		4												ECSCR				1										

								RICTOR		1		2												EFNA1				1										

								RILP				13												EFNA2												1		

								RIT1				16												EFNA3				1										

								RMND5B				6												EFNA4				1										

								RNF126				13												EGFLAM												1		

								RNF25				10												EGR1												1		

								RNF39				4												EIF4EBP3				1										

								RNF5				14												ELANE												1		

								RPA1		16		9												ESYT2				1										

								RPH3AL		10		9												ETF1												1		

								RPL37				8												F12				1										

								RPP21		2		2												FAM133B				1										

								RPS15				6												FAM13B												1		

								RRNAD1																FAM189B				1										

								RTN4RL1				6												FAM193B				1										

								RUFY4				3												FAM53C												1		

								RUSC1				7												FBXL21												1		

								RXFP4				12												FDPS				1										

								SAMD9				2												FGF22												1		

								SAPCD1																FLAD1				1										

								SAR1B				11												FSTL3												1		

								SBNO2				7												FSTL4												1		

								SCAMP3		1		3												FYB1												1		

								SCAMP4		1		3												GALNT13				1										

								SCARF1				5												GAMT												1		

								SEC24A		2		10												GATAD1				1										

								SEM1		2		12												GBA				1										

								SEMA4A		1		10												GCSAML												1		

								SERPINF1		1		8												GDF9												1		

								SERPINF2				4												GDNF												1		

								SFTA2		1		2												GFRA3												1		

								SGCE		12		12												GLMP				1										

								SGSM2				2												GNG11				1										

								SH2D2A				1												GNGT1				1										

								SH3BP5L				3												GON4L				1										

								SHC1				41												GPR83				1										

								SHC2		3		24												GPX4												1		

								SHE				1												GRIA4				1										

								SHROOM1				6												GRIN3B												1		

								SIL1		1		3												GRK6				1										

								SKP1				19												GZMM												1		

								SLBP2				2												H2AFY												1		

								SLC11A1				15												HAX1				1										

								SLC23A1				9												HBEGF				1										

								SLC23A3				3												HCN2												1		

								SLC25A13		27		3												HCN3				1										

								SLC25A44		1		3												HDAC9				1										

								SLC25A48		7		5												HEPACAM2				1										

								SLC34A1		1		7												HIC1				1										

								SLC43A2		6		2												HIST1H1B				1										

								SLC44A4		2		3												HIST1H2AG				1										

								SLC4A9				4												HIST1H2AJ				1										

								SLC50A1				2												HIST1H2BB				1										

								SMAD5				18												HIST1H2BI				1										

								SMG5				8												HIST1H3C				1										

								SMG6		4		8												HNRNPA0												1		

								SMIM32				1												HNRNPAB				1										

								SMIM33																HSPA4												1		

								SMYD4		8		6												HSPA9												1		

								SOWAHA				1												IFI47				1										

								SPATA24				3												IGIP				1										

								SPOCK1		52		7												IL6R				1										

								SRA1				9												IL9												1		

								SRPK2		3		14												INPP5K				1										

								SRR				16												IZUMO1R				1										

								SSR2				4												JADE2												1		

								STK11				31												KBTBD3				1										

								STK19		2		2												KCNN3				1										

								STK36		1		14												KDM3B												1		

								STRBP		6		4												KHDC4				1										

								SYT11		1		20												KIF20A												1		

								TCF19		2		3												KISS1R												1		

								TCF3		1		17												KLF16												1		

								TCF7				29												KLHL3												1		

								TDRD10		2		3												KMT2E				1										

								TFAP2B				28												KRIT1				1										

								TFAP2D				10												KRTCAP2				1										

								TFPI2		1		4												LAMTOR2				1										

								TGFBI		1		4												LEAP2												1		

								THBS3		2		12												LECT2												1		

								THEG		1		1												LENEP				1										

								TIFAB				2												LHX2				1										

								TLCD2				1												LIFR												1		
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																								DUSP28						1								

																								ELFN2						1								

																								ENAH						1								

																								EPHA5						1								

																								EPHX1						1								

																								ERICH1						1								

																								FAM111B						1								

																								FAM210A						1								

																								FARP2						1								

																								FBXO4						1								

																								FDX2						1								

																								GAL3ST2						1								

																								GAT						1								

																								GHR						1								

																								GIF						1								

																								GLB1L3						1								

																								GLRX5						1								

																								GLYAT						1								

																								GLYATL2						1								

																								GPC1						1								

																								GPR35						1								

																								GRB14						1								

																								GSC						1								

																								GSKIP						1								

																								H3F3A						1								

																								HDAC4						1								

																								HDLBP						1								

																								HMMR						1								

																								ICAM1						1								

																								ICAM3						1								

																								ICAM4						1								

																								ICAM5						1								

																								IFT27						1								

																								IGSF11						1								

																								IL2RB						1								

																								IL3RA						1								

																								ILF3						1								

																								ING5						1								

																								ITPKB						1								

																								IVL						1								

																								KCTD17						1								

																								KEAP1						1								

																								KIF1A						1								

																								KPRP						1								

																								KRI1						1								

																								LBR						1								

																								LCE1B						1								

																								LCE3C						1								

																								LDLRAD4						1								

																								LEFTY2						1								

																								LIN9						1								

																								LPXN						1								

																								LRRTM4						1								

																								MAT2B						1								

																								MC2R						1								

																								MC5R						1								

																								MED19						1								

																								MFNG						1								

																								MIR130A						1								

																								MIR149						1								

																								MIR1835						1								

																								MIR2284A						1								

																								MIR6519						1								

																								MIXL1						1								

																								MPEG1						1								

																								MPST						1								

																								MRPL16						1								

																								MS4A1						1								

																								MS4A13						1								

																								MS4A14						1								

																								MS4A2						1								

																								MS4A3						1								

																								MS4A5						1								

																								MS4A7						1								

																								MTERF4						1								

																								NCAPD3						1								

																								NCF4						1								

																								NDUFA10						1								

																								NECTIN3						1								

																								NRXN1						1								

																								NRXN3						1								

																								NUDCD2						1								

																								OOSP2						1								

																								OR10V1						1								

																								OR4D11						1								

																								OR4D6						1								

																								OR4D9						1								

																								OR5A1						1								

																								OR5B2						1								

																								OR5B3						1								

																								OR9Q2						1								

																								OSBP						1								

																								OTOS						1								

																								OXCT1						1								

																								P2RY8						1								

																								PAPOLA						1								

																								PAPPA2						1								

																								PARP1						1								

																								PASK						1								

																								PATL1						1								

																								PDE4A						1								

																								PHLDB2						1								

																								PKP2						1								

																								PLCXD2						1								

																								PLCXD3						1								

																								PPP1R7						1								

																								PVALB						1								

																								PYCR2						1								

																								QTRT1						1								

																								RAC2						1								

																								RAVER1						1								

																								RNMT						1								

																								RNPEPL1						1								

																								RP1L1						1								

																								RTN4RL2						1								

																								S1PR5						1								

																								SCN7A						1								

																								SCN9A						1								

																								SDE2						1								

																								SELENOH						1								

																								SEPT2						1								

																								SERPINA3						1								

																								SERPINA3-1						1								

																								SERPINA3-3						1								

																								SERPINA3-8						1								

																								SERPINA5						1								

																								SERPING1						1								

																								SETBP1						1								

																								SGCD						1								

																								SLC25A46						1								

																								SLC38A11						1								

																								SLC43A1						1								

																								SLC44A2						1								

																								SMCP						1								

																								SMTNL1						1								

																								SNED1						1								

																								SOX2						1								

																								SPRR4						1								

																								SRP9						1								

																								SSTR3						1								

																								STK25						1								

																								STUM						1								

																								STX3						1								

																								SYNE3						1								

																								SYT10						1								

																								TCL1A						1								

																								TCL1B						1								

																								TCN1						1								

																								TENM2						1								

																								TEX33						1								

																								THAP4						1								

																								THYN1						1								

																								TMEM132D						1								

																								TMEM232						1								

																								TMEM63A						1								

																								TMPRSS6						1								

																								TMX2						1								

																								TST						1								

																								TYK2						1								

																								UBE2L6						1								

																								USP18						1								

																								VPS26B						1								

																								VRK1						1								

																								YPEL4						1								

																								ZDHHC5						1								

																								ZFP91						1								

																								ZGLP1						1								
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		SNP_name		rsID number		Chr		bp		Distance		SNP_gene		Gene		Variant		IND		ET		AT

		BovineHD0100043349		rs135744891		1		147,862,996				intergenic_variant						1

		BovineHD0100043371		rs133811366		1		147,897,366		34,371		intergenic_variant						1

		BovineHD0100043376		rs134287740		1		147,906,880		9,515		intergenic_variant						1

		BovineHD0100043385		rs134402252		1		147,946,758		39,879		intergenic_variant						1

		BovineHD0100043402		rs43276974		1		148,017,631		70,874		intergenic_variant						1

		BovineHD0100043404		rs109648744		1		148,022,416		4,786		intergenic_variant						1

		BovineHD0100043408		rs43276962		1		148,028,813		6,398		intergenic_variant						1

		BovineHD0100043436		rs43281304		1		148,163,669		134,857		intergenic_variant						1

		BTB-00070218		rs43281735		1		148,194,849		31,181		intergenic_variant						1

		BovineHD0100043449		rs109387504		1		148,218,557		23,709		intergenic_variant						1

		BovineHD0100043472		rs43281780		1		148,292,230		73,674		intergenic_variant						1

		BovineHD0100043478		rs136134870		1		148,322,316		30,087		intron_variant		SETD4				1

		BovineHD0100043482		rs43282347		1		148,326,046		3,731		intron_variant		SETD4				1

		BovineHD0100043494		rs43288801		1		148,392,959		66,914		intergenic_variant						1

		ARS-BFGL-NGS-5818		rs110974478		1		148,438,044		45,086		intergenic_variant						1

		BovineHD0100043500		rs43013502		1		148,446,179		8,136		intron_variant		CBR3				1

		BovineHD0100043502		rs43013483		1		148,448,242		2,064		intron_variant		CBR3				1

		BovineHD0100043506		rs43277450		1		148,465,741		17,500		intron_variant		DOP1B				1

		BovineHD0100043508		rs43277444		1		148,467,741		2,001		intron_variant		DOP1B				1

		BovineHD0100043510		rs137641010		1		148,471,806		4,066		intron_variant		DOP1B				1

		BovineHD0100043516		rs110070503		1		148,480,874		9,069		intron_variant		DOP1B				1

		BovineHD0100043518		rs43277485		1		148,482,539		1,666		intron_variant		DOP1B				1

		BovineHD0100043521		rs137251777		1		148,486,243		3,705		intron_variant		DOP1B				1

		BovineHD0100043524		rs135220308		1		148,490,248		4,006		intron_variant		DOP1B				1

		BovineHD0100043526		rs133623624		1		148,494,416		4,169		intron_variant		DOP1B				1

		BovineHD0100043528		rs43277515		1		148,497,114		2,699		synonymous_variant		DOP1B				1

		BovineHD0100043530		rs43277511		1		148,499,111		1,998		intron_variant		DOP1B				1

		BovineHD0100043533		rs43277503		1		148,501,790		2,680		intron_variant		DOP1B				1

		BovineHD0100043535		rs137084511		1		148,512,181		10,392		intron_variant		DOP1B				1

		BovineHD0100043536		rs43278684		1		148,514,178		1,998		intron_variant		DOP1B				1

		BovineHD0100043538		rs43278692		1		148,515,703		1,526		intron_variant		DOP1B				1

		BovineHD0100043540		rs133133934		1		148,517,145		1,443		intron_variant		DOP1B				1

		BovineHD0100043543		rs133821183		1		148,524,518		7,374		intron_variant		DOP1B				1

		BovineHD0100043547		rs137022230		1		148,536,042		11,525		intron_variant		DOP1B				1

		BovineHD0100043551		rs109199472		1		148,543,351		7,310		intron_variant		DOP1B				1

		BovineHD0100043553		rs134269559		1		148,544,563		1,213		intron_variant		DOP1B				1

		BovineHD0100043555		rs110990042		1		148,546,108		1,546		intron_variant		DOP1B				1

		BovineHD0100043559		rs134589914		1		148,549,762		3,655		intron_variant		DOP1B				1

		BovineHD0100043565		rs134942299		1		148,558,136		8,375		intron_variant		DOP1B				1

		BovineHD0100043567		rs109905087		1		148,559,135		1,000		intron_variant		DOP1B				1

		BovineHD0100043570		rs137023248		1		148,562,234		3,100		intron_variant		DOP1B				1

		BovineHD0100043573		rs134123001		1		148,564,928		2,695		intron_variant		DOP1B				1

		BovineHD0100043576		rs134277248		1		148,567,572		2,645		intron_variant		DOP1B				1

		BovineHD0100043579		rs109133952		1		148,570,497		2,926		intron_variant		DOP1B				1

		BovineHD0100043581		rs136797498		1		148,571,683		1,187		intron_variant		DOP1B				1

		BovineHD0100043583		rs109886892		1		148,573,276		1,594		intron_variant		DOP1B				1

		BovineHD0100043610		rs110423407		1		148,650,860		77,585		intergenic_variant						1

		BovineHD0100043614		rs110740451		1		148,667,675		16,816		intron_variant		CHAF1B				1

		ARS-BFGL-NGS-12786		rs109468779		1		148,694,674		27,000		intergenic_variant						1

		BovineHD0100043627		rs110842054		1		148,703,027		8,354		intergenic_variant						1

		BovineHD0100043629		rs109020244		1		148,710,040		7,014		intergenic_variant						1

		BovineHD0100043632		rs109949379		1		148,725,405		15,366		intergenic_variant						1

		BovineHD0100043636		rs110954641		1		148,736,098		10,694		intron_variant		CLDN14				1

		BovineHD0100043643		rs134595967		1		148,766,097		30,000		intergenic_variant						1

		BovineHD0100043651		rs134485442		1		148,778,161		12,065		intergenic_variant						1

		ARS-BFGL-NGS-71332		rs110418576		1		148,788,141		9,981		intergenic_variant						1

		BovineHD0100043659		rs137083110		1		148,803,181		15,041		intergenic_variant						1

		ARS-BFGL-NGS-39807		rs109060151		1		148,843,763		40,583		intergenic_variant						1

		BovineHD0100043670		rs134299915		1		148,847,573		3,811		intergenic_variant						1

		BovineHD0100043673		rs136913935		1		148,857,741		10,169		intergenic_variant						1

		ARS-BFGL-NGS-108762		rs109072221		1		148,871,697		13,957		intergenic_variant						1

		BovineHD0100043683		rs109779717		1		148,897,507		25,811		intergenic_variant						1

		BovineHD0100043685		rs109059790		1		148,902,140		4,634		intergenic_variant						1

		BovineHD0100043690		rs110790994		1		148,909,370		7,231		intergenic_variant						1

		BovineHD0100043696		rs109963931		1		148,929,521		20,152		intergenic_variant						1

		BovineHD0100043700		rs110646737		1		148,942,437		12,917		intergenic_variant						1

		BovineHD0100043703		rs109807873		1		148,952,843		10,407		intergenic_variant						1

		BovineHD0100043707		rs110980384		1		148,964,961		12,119		intergenic_variant						1

		BovineHD0100043710		rs109846668		1		148,980,810		15,850		intron_variant		SIM2				1

		BovineHD0100043717		rs133790659		1		149,002,047		21,238		intron_variant		SIM2				1

		BovineHD0100043721		rs135265406		1		149,019,827		17,781		intron_variant		SIM2				1

		BovineHD0100043727		rs133100876		1		149,037,674		17,848		intron_variant		HLCS				1

		BovineHD0100043732		rs41643685		1		149,048,546		10,873		intron_variant		HLCS				1

		BovineHD0100043735		rs134600759		1		149,059,090		10,545		intron_variant		HLCS				1

		BovineHD0100043737		rs43279437		1		149,063,944		4,855		intron_variant		HLCS				1

		BovineHD0100043747		rs110787103		1		149,096,389		32,446		intron_variant		HLCS				1

		BovineHD0100043751		rs132984880		1		149,105,985		9,597		intron_variant		HLCS				1

		BovineHD0100043760		rs109861965		1		149,134,355		28,371		intron_variant		HLCS				1

		BovineHD0100043764		rs133700913		1		149,152,098		17,744		intron_variant		HLCS				1

		BovineHD0100043766		rs136249964		1		149,158,542		6,445		intron_variant		HLCS				1

		BovineHD0100043768		rs135117382		1		149,163,552		5,011		intron_variant		HLCS				1

		BovineHD0100043779		rs110974516		1		149,191,443		27,892		intron_variant		HLCS				1

		BovineHD0100043781		rs136514122		1		149,196,745		5,303		intron_variant		HLCS				1

		ARS-BFGL-NGS-116625		rs109439755		1		149,198,788		2,044		missense_variant		HLCS		aAc/aGc		1

		BovineHD0100043785		rs137712001		1		149,200,972		2,185		intron_variant		HLCS				1

		BovineHD0100043787		rs135231251		1		149,202,632		1,661		intron_variant		HLCS				1

		BovineHD0100043796		rs110708704		1		149,219,710		17,079		intron_variant		HLCS				1

		BovineHD0100043802		rs109793714		1		149,247,785		28,076		intergenic_variant						1

		BovineHD0100043807		rs109138952		1		149,256,163		8,379		intergenic_variant						1

		BovineHD0100043847		rs110131123		1		149,346,336		90,174		intron_variant		TTC3				1

		BovineHD0100043853		rs134208366		1		149,355,679		9,344		intron_variant		TTC3				1

		BovineHD0100045077		rs43288767		1		152,836,482		3,480,804		intron_variant		ANKRD28				2

		BovineHD0100045081		rs110044115		1		152,846,788		10,307		intron_variant		ANKRD28				2

		Hapmap38969-BTA-58311		rs41585131		1		152,860,838		14,051		intron_variant		ANKRD28				2

		BovineHD0100045100		rs43287481		1		152,936,841		76,004		intergenic_variant						2

		BovineHD0100045103		rs43287483		1		152,939,152		2,312		intergenic_variant						2

		BovineHD0100045111		rs136445552		1		152,975,692		36,541		intergenic_variant						2

		BovineHD0100045113		rs43286330		1		152,979,585		3,894		intergenic_variant						2

		BovineHD0100045116		rs43286315		1		152,983,939		4,355		intergenic_variant						2

		ARS-BFGL-NGS-24242		rs43286306		1		152,989,524		5,586		intergenic_variant						2

		BovineHD0100045122		rs43286278		1		153,003,549		14,026		intergenic_variant						2

		BovineHD0100045132		rs137796483		1		153,050,847		47,299		intergenic_variant						2

		BovineHD0100045134		rs137217081		1		153,055,980		5,134		intergenic_variant						2

		BovineHD0100045138		rs133043172		1		153,066,305		10,326		intergenic_variant						2

		BovineHD0100045140		rs135096905		1		153,068,782		2,478		intergenic_variant						2

		ARS-BFGL-NGS-24636		rs110164562		1		153,089,907		21,126		intergenic_variant						2

		BovineHD0100045153		rs109698192		1		153,111,206		21,300		intergenic_variant						2

		BovineHD0100045157		rs110878407		1		153,129,916		18,711		intergenic_variant						2

		BovineHD0100045159		rs43283206		1		153,135,153		5,238		intergenic_variant						2

		BovineHD0100045161		rs43283217		1		153,140,929		5,777		intergenic_variant						2

		BovineHD0100045165		rs43284251		1		153,150,228		9,300		intergenic_variant						2

		BovineHD0100045167		rs43284255		1		153,153,640		3,413		intergenic_variant						2

		BovineHD0100045170		rs110492879		1		153,158,537		4,898		intergenic_variant						2

		BovineHD0100045172		rs43284305		1		153,161,303		2,767		intergenic_variant						2

		BovineHD0100045176		rs110439513		1		153,168,384		7,082		intergenic_variant						2

		BovineHD0100045179		rs109984723		1		153,174,299		5,916		intergenic_variant						2

		BovineHD0100045181		rs109717115		1		153,180,584		6,286		intron_variant		GALNT15				2

		BovineHD0100045184		rs43283165		1		153,191,619		11,036		intron_variant		GALNT15				2

		BovineHD0100045189		rs135465243		1		153,202,547		10,929		synonymous_variant		GALNT15		ggC/ggG		2

		BovineHD0100045191		rs43282119		1		153,205,668		3,122		intron_variant		GALNT15				2

		BovineHD0100045193		rs43282128		1		153,208,297		2,630		intron_variant		GALNT15				2

		ARS-BFGL-NGS-22096		rs43283131		1		153,209,819		1,523		intron_variant		GALNT15				2

		BovineHD0100045197		rs134517501		1		153,220,406		10,588		intron_variant		GALNT15				2

		BovineHD0100045201		rs43284172		1		153,224,155		3,750		3_prime_UTR_variant		GALNT15				2

		BovineHD0100045205		rs137015540		1		153,243,526		19,372		intergenic_variant						2

		BovineHD0100045209		rs43284139		1		153,259,445		15,920		intergenic_variant						2

		BovineHD0100045218		rs43230239		1		153,293,543		34,099		intron_variant		OXNAD1				2

		Hapmap57477-rs29022938		rs29022938		1		153,307,130		13,588		intron_variant		OXNAD1				2

		BovineHD0100045264		rs110707229		1		153,323,438		16,309		intron_variant		OXNAD1				2

		BovineHD0100045269		rs43234910		1		153,331,697		8,260		intron_variant		RFTN1				2

		BovineHD0100045229		rs132933712		1		153,357,628		25,932		intron_variant		RFTN1				2

		BovineHD0100045232		rs136589375		1		153,363,261		5,634		intron_variant		RFTN1				2

		BovineHD0100045239		rs109111681		1		153,382,933		19,673		intron_variant		RFTN1				2

		BovineHD0100045245		rs110494742		1		153,405,778		22,846		intron_variant		RFTN1				2

		BovineHD4100000916		rs109452379		1		153,413,157		7,380		intron_variant		RFTN1				2

		BovineHD0100045278		rs135634483		1		153,448,193		35,037		intron_variant		RFTN1				2

		BovineHD0100045280		rs134340609		1		153,449,258		1,066		intron_variant		RFTN1				2

		BovineHD0100045282		rs110387892		1		153,451,376		2,119		intron_variant		RFTN1				2

		BovineHD0100045285		rs42915981		1		153,453,795		2,420		intron_variant		RFTN1				2

		BovineHD0100045303		rs136805196		1		153,481,340		27,546		intron_variant		RFTN1				2

		BovineHD0100045307		rs42916005		1		153,487,053		5,714		intron_variant		RFTN1				2

		BovineHD0100045311		rs42916673		1		153,492,073		5,021		intron_variant		RFTN1				2

		BovineHD0100045314		rs42733738		1		153,498,681		6,609		intron_variant		RFTN1				2

		BovineHD0100045317		rs135116446		1		153,513,340		14,660		intron_variant		RFTN1				2

		BovineHD0100045322		rs137371123		1		153,520,451		7,112		intron_variant		RFTN1				2

		ARS-BFGL-NGS-114122		rs110718292		1		153,550,860		30,410		intron_variant		RFTN1				2

		BovineHD0100045338		rs42731661		1		153,576,677		25,818		intergenic_variant						2

		BovineHD0100045340		rs42731657		1		153,579,798		3,122		intergenic_variant						2

		BovineHD0100045348		rs42739367		1		153,595,706		15,909		intergenic_variant						2

		ARS-BFGL-NGS-284		rs42740131		1		153,624,494		28,789		intergenic_variant						2

		BovineHD0100045361		rs134254712		1		153,635,967		11,474		intron_variant		DAZL				2

		BovineHD0100045363		rs42740172		1		153,642,485		6,519		intron_variant		DAZL				2

		BovineHD0100045369		rs43754075		1		153,666,555		24,071		intergenic_variant						2

		BovineHD0100045372		rs42740334		1		153,670,085		3,531		intergenic_variant						2

		BovineHD0100045374		rs43050972		1		153,678,181		8,097		intergenic_variant						2

		BovineHD0100045376		rs43050964		1		153,680,318		2,138		intergenic_variant						2

		BovineHD0100045377		rs43050947		1		153,682,373		2,056		intergenic_variant						2

		BovineHD0100045380		rs135322198		1		153,686,472		4,100		intergenic_variant						2

		BovineHD0100045382		rs43050933		1		153,688,374		1,903		intergenic_variant						2

		BovineHD0100045384		rs132923715		1		153,690,497		2,124		intergenic_variant						2

		BovineHD0100045386		rs134906251		1		153,699,175		8,679		intergenic_variant						2

		ARS-BFGL-NGS-93838		rs110596577		1		153,719,617		20,443		intergenic_variant						2

		BovineHD0100045391		rs108990100		1		153,732,542		12,926		intergenic_variant						2

		BovineHD0100045397		rs43231800		1		153,761,806		29,265		intergenic_variant						2

		BovineHD0100045406		rs136161791		1		153,785,699		23,894		intergenic_variant						2

		BovineHD0100045411		rs109130684		1		153,796,630		10,932		intergenic_variant						2

		BovineHD0100045413		rs134218687		1		153,798,507		1,878		intergenic_variant						2

		BovineHD0100045427		rs110941258		1		153,826,372		27,866		intergenic_variant						2

		BovineHD0100045435		rs136084972		1		153,848,647		22,276		intergenic_variant						2

		BovineHD0100045437		rs109650977		1		153,859,450		10,804		intergenic_variant						2

		BovineHD0100045438		rs109157424		1		153,867,911		8,462		intergenic_variant						2

		BovineHD0100045441		rs134465156		1		153,872,845		4,935		intergenic_variant						2

		BovineHD0100045443		rs110114081		1		153,874,689		1,845		intergenic_variant						2

		BovineHD0100045446		rs136897987		1		153,880,221		5,533		intergenic_variant						2

		BovineHD0100045450		rs110385219		1		153,888,504		8,284		intron_variant		PLCL2				2

		BovineHD0100045455		rs110302103		1		153,898,116		9,613		intron_variant		PLCL2				2

		BovineHD0100045462		rs134634466		1		153,919,731		21,616		intron_variant		PLCL2				2

		BovineHD0100045467		rs109546111		1		153,936,407		16,677		intron_variant		PLCL2				2

		BovineHD0100045472		rs110975933		1		153,945,159		8,753		intron_variant		PLCL2				2

		BovineHD0100045477		rs132766185		1		153,953,985		8,827		intron_variant		PLCL2				2

		BovineHD0100045478		rs134192569		1		153,959,189		5,205		intron_variant		PLCL2				2

		BovineHD0100045484		rs134382048		1		153,979,268		20,080		intron_variant		PLCL2				2

		BovineHD0100045487		rs135126716		1		153,994,217		14,950		intron_variant		PLCL2				2

		BovineHD0100045496		rs133605647		1		154,018,942		24,726		intron_variant		PLCL2				2

		BovineHD0100045498		rs110106438		1		154,020,784		1,843		intron_variant		PLCL2				2

		BovineHD0100045500		rs110293869		1		154,022,883		2,100		intron_variant		PLCL2				2

		BovineHD0100045502		rs109670808		1		154,026,640		3,758		intron_variant		PLCL2				2

		BovineHD0100045504		rs109531308		1		154,028,706		2,067		intron_variant		PLCL2				2

		BovineHD0100045507		rs109373549		1		154,034,461		5,756		intron_variant		PLCL2				2

		BovineHD0100045510		rs134811957		1		154,041,462		7,002		intron_variant		PLCL2				2

		BovineHD0100045512		rs133227833		1		154,044,400		2,939		intron_variant		PLCL2				2

		BovineHD0100045517		rs109674935		1		154,049,387		4,988		intron_variant		PLCL2				2

		BovineHD0100045519		rs110438651		1		154,054,353		4,967		intron_variant		PLCL2				2

		BovineHD0100045523		rs132965246		1		154,073,037		18,685		intron_variant		PLCL2				2

		BovineHD0100045525		rs136079653		1		154,077,565		4,529		intron_variant		PLCL2				2

		ARS-BFGL-NGS-104351		rs109595140		1		154,097,966		20,402		intron_variant		TBC1D5				2

		BovineHD0100045533		rs109757148		1		154,111,111		13,146		intron_variant		TBC1D5				2

		BovineHD0100045535		rs110552454		1		154,117,375		6,265		intron_variant		TBC1D5				2

		BovineHD0100045546		rs43279941		1		154,172,187		54,813		intron_variant		TBC1D5				2

		BovineHD0100045557		rs43233960		1		154,235,858		63,672		intron_variant		TBC1D5				2

		BovineHD0100045562		rs43233981		1		154,255,250		19,393		intron_variant		TBC1D5				2

		BovineHD0100045570		rs43234016		1		154,283,798		28,549		intron_variant		TBC1D5				2

		BovineHD0100045573		rs43288923		1		154,295,614		11,817		intron_variant		TBC1D5				2

		BovineHD0100045579		rs43289830		1		154,315,213		19,600		intron_variant		TBC1D5				2

		BovineHD0100045583		rs43289814		1		154,317,355		2,143		intron_variant		TBC1D5				2

		BovineHD4100000927		rs41621584		1		154,329,792		12,438		intron_variant		TBC1D5				2

		BovineHD0100045592		rs43288833		1		154,348,813		19,022		intron_variant		TBC1D5				2

		BovineHD0100045605		rs109818971		1		154,413,169		64,357		intron_variant		TBC1D5				2

		BovineHD0100045610		rs43235133		1		154,432,511		19,343		intron_variant		TBC1D5				2

		BovineHD0100045625		rs43279965		1		154,471,368		38,858		intron_variant		TBC1D5				2

		BovineHD0100045637		rs134625006		1		154,499,349		27,982		intron_variant		TBC1D5				2

		BovineHD0100045654		rs134043450		1		154,536,044		36,696		intron_variant		TBC1D5				2

		BovineHD0100045660		rs110425366		1		154,546,166		10,123		intron_variant		TBC1D5				2

		BovineHD0100045666		rs136946725		1		154,555,807		9,642		intron_variant		TBC1D5				2

		BovineHD0100045669		rs110207961		1		154,557,678		1,872		intron_variant		TBC1D5				2

		BTB-00024024		rs43235157		1		154,559,819		2,142		intron_variant		TBC1D5				2

		BovineHD0100045675		rs110148569		1		154,571,375		11,557		intron_variant		TBC1D5				2

		BovineHD0100045679		rs43235178		1		154,576,034		4,660		intron_variant		TBC1D5				2

		BovineHD0100045681		rs43235184		1		154,577,376		1,343		intron_variant		TBC1D5				2

		BovineHD0100045683		rs43235194		1		154,579,015		1,640		intron_variant		TBC1D5				2

		BovineHD0100045686		rs43235213		1		154,582,964		3,950		intron_variant		TBC1D5				2

		BovineHD0100045692		rs43236350		1		154,588,806		5,843		intron_variant		TBC1D5				2

		BovineHD0100045695		rs110669145		1		154,593,544		4,739		intron_variant		TBC1D5				2

		BovineHD0100045697		rs110230821		1		154,597,881		4,338		intron_variant		TBC1D5				2

		BovineHD0100045699		rs110213115		1		154,603,936		6,056		intron_variant		TBC1D5				2

		BovineHD0100045701		rs136843160		1		154,605,877		1,942		intron_variant		TBC1D5				2

		BovineHD0100045703		rs43236383		1		154,609,623		3,747		intron_variant		TBC1D5				2

		BovineHD0100045709		rs42999529		1		154,651,101		41,479		intergenic_variant						2

		BovineHD0100045713		rs110814927		1		154,664,958		13,858		intergenic_variant						2

		BovineHD0100045719		rs132874435		1		154,695,328		30,371		intergenic_variant						2

		BovineHD0100045721		rs135957205		1		154,697,378		2,051		intergenic_variant						2

		BovineHD0100045726		rs43236413		1		154,714,676		17,299		intergenic_variant						2

		BovineHD0100045740		rs43237561		1		154,774,277		59,602		intergenic_variant						2

		BovineHD0100045743		rs133320299		1		154,787,138		12,862		intergenic_variant						2

		BovineHD0100045753		rs43015545		1		154,813,625		26,488		intergenic_variant						2

		BTB-00073892		rs43284202		1		154,835,046		21,422		intergenic_variant						2

		BovineHD0100045774		rs134459591		1		154,871,006		35,961		intergenic_variant						2

		BovineHD0100045781		rs109789242		1		154,893,879		22,874		intergenic_variant						2

		BovineHD0100045783		rs43285450		1		154,895,202		1,324		intergenic_variant						2

		BovineHD0100045785		rs110615931		1		154,904,726		9,525		intergenic_variant						2

		BovineHD0100045793		rs42934131		1		154,953,331		48,606		intergenic_variant						2

		BovineHD0100045794		rs134593972		1		154,958,829		5,499		intergenic_variant						2

		BovineHD0100045796		rs42933211		1		154,963,787		4,959		intergenic_variant						2

		BovineHD0100045798		rs109192337		1		154,965,751		1,965		intergenic_variant						2

		BovineHD0100045800		rs110713664		1		154,968,550		2,800		intergenic_variant						2

		BovineHD0100045802		rs42933145		1		154,974,193		5,644		intergenic_variant						2

		BovineHD0100045804		rs42933157		1		154,975,727		1,535		intergenic_variant						2

		ARS-BFGL-NGS-114975		rs42933172		1		154,977,344		1,618		intergenic_variant						2

		BovineHD0100045808		rs133110994		1		154,984,134		6,791		intergenic_variant						2

		BovineHD0100045811		rs133458014		1		154,998,048		13,915		intergenic_variant						2

		BovineHD0100045814		rs43286349		1		155,027,784		29,737		intergenic_variant						2

		BovineHD0100045817		rs43286345		1		155,035,258		7,475		intergenic_variant						2

		Hapmap3051-BTA-15299		rs41602411		1		155,043,817		8,560		intergenic_variant						2

		BovineHD0100045823		rs43285504		1		155,049,738		5,922		intergenic_variant						2

		BovineHD0100045826		rs132971641		1		155,065,577		15,840		intergenic_variant						2

		BovineHD0100045829		rs133303606		1		155,072,133		6,557		intergenic_variant						2

		BovineHD0100045835		rs109760645		1		155,085,924		13,792		intergenic_variant						2

		BovineHD0100045843		rs43286389		1		155,115,969		30,046		intergenic_variant						2

		BovineHD0100045862		rs134443202		1		155,145,649		29,681		intergenic_variant						2

		BovineHD0100045873		rs109475420		1		155,187,440		41,792		intergenic_variant						2

		BovineHD0100045875		rs43587835		1		155,193,174		5,735		intergenic_variant						2

		BovineHD0100045878		rs43587839		1		155,197,244		4,071		intergenic_variant						2

		BovineHD0100045881		rs43587850		1		155,212,467		15,224		intergenic_variant						2

		BovineHD0100045888		rs43587167		1		155,226,276		13,810		intergenic_variant						2

		BovineHD0100045894		rs43587144		1		155,232,534		6,259		intergenic_variant						2

		BovineHD0100045899		rs135524662		1		155,241,823		9,290		intergenic_variant						2

		BovineHD0100045904		rs109172359		1		155,254,595		12,773		intergenic_variant						2

		BovineHD0100045915		rs42863883		1		155,287,196		32,602		intergenic_variant						2

		ARS-BFGL-NGS-32312		rs109462882		1		155,302,965		15,770		intergenic_variant						2

		BovineHD0100045927		rs136417038		1		155,324,191		21,227		intergenic_variant						2

		BovineHD0100045930		rs136268698		1		155,329,446		5,256		intergenic_variant						2

		BovineHD0100045933		rs132866331		1		155,343,074		13,629		intergenic_variant						2

		BovineHD0100045936		rs132702871		1		155,351,945		8,872		intergenic_variant						2

		BovineHD0100045938		rs137621873		1		155,371,673		19,729		intergenic_variant						2

		BovineHD0100045940		rs137041423		1		155,375,818		4,146		intergenic_variant						2

		ARS-BFGL-NGS-36332		rs110442227		1		155,387,933		12,116		intergenic_variant						2

		BovineHD0100045944		rs136365951		1		155,389,560		1,628		intergenic_variant						2

		ARS-BFGL-NGS-39036		rs43284055		1		155,461,258		71,699		intron_variant		SATB1				2

		BovineHD0100045964		rs43284039		1		155,466,084		4,827		intron_variant		SATB1				2

		BovineHD0100045967		rs43283023		1		155,471,297		5,214		intron_variant		SATB1				2

		BovineHD0100045971		rs43283006		1		155,480,260		8,964		intron_variant		SATB1				2

		BovineHD0100045973		rs43282995		1		155,484,789		4,530		intron_variant		SATB1				2

		BovineHD0100045975		rs43282983		1		155,492,258		7,470		intron_variant		SATB1				2

		BovineHD0100045977		rs43282981		1		155,494,619		2,362		intron_variant		SATB1				2

		BovineHD0100045979		rs43282977		1		155,498,291		3,673		intron_variant		SATB1				2

		BovineHD0100045982		rs43284097		1		155,517,416		19,126		intron_variant		SATB1				2

		BovineHD0100045985		rs43284108		1		155,519,539		2,124		intron_variant		SATB1				2

		BovineHD0100045991		rs135793695		1		155,536,634		17,096		intergenic_variant						2

		BovineHD0100045993		rs134747501		1		155,544,167		7,534		intergenic_variant						2

		BovineHD0100045995		rs109841216		1		155,555,569		11,403		intergenic_variant						2

		BovineHD0100045999		rs109357812		1		155,572,847		17,279		intergenic_variant						2

		BovineHD0100046003		rs135190114		1		155,590,749		17,903		intergenic_variant						2

		BovineHD0100046004		rs136688415		1		155,592,798		2,050		intergenic_variant						2

		BovineHD0100046006		rs135436819		1		155,595,007		2,210		intergenic_variant						2

		BovineHD0100046008		rs43286584		1		155,599,582		4,576		intergenic_variant						2

		BovineHD0100046010		rs43287675		1		155,604,332		4,751		intergenic_variant						2

		BovineHD0100046012		rs43287644		1		155,606,025		1,694		intergenic_variant						2

		BovineHD0100046016		rs43286622		1		155,609,222		3,198		intergenic_variant						2

		BovineHD0100046021		rs43288338		1		155,631,679		22,458		intergenic_variant						2

		BovineHD0100046023		rs43287727		1		155,633,853		2,175		intergenic_variant						2

		BovineHD0100046026		rs135739073		1		155,637,339		3,487		intergenic_variant						2

		BovineHD0100046028		rs43288411		1		155,640,543		3,205		intergenic_variant						2

		BovineHD0100046032		rs43288426		1		155,654,287		13,745		intergenic_variant						2

		BovineHD0100046035		rs43286543		1		155,668,405		14,119		intergenic_variant						2

		BovineHD0100046037		rs134885609		1		155,671,704		3,300		intergenic_variant						2

		BovineHD0100046060		rs43285260		1		155,709,024		37,321		intergenic_variant						2

		BovineHD0100046069		rs132877263		1		155,727,433		18,410		intergenic_variant						2

		BovineHD0100046084		rs110290423		1		155,757,482		30,050		intergenic_variant						2

		BovineHD0100046086		rs109060570		1		155,759,709		2,228		intergenic_variant						2

		BovineHD0100046088		rs110209572		1		155,763,344		3,636		intergenic_variant						2

		BovineHD0100046090		rs110080398		1		155,767,390		4,047		intergenic_variant						2

		BovineHD0100046111		rs109768553		1		155,843,874		76,485		intergenic_variant						2

		BovineHD0100046113		rs110178532		1		155,846,270		2,397		intergenic_variant						2

		BovineHD0100046147		rs110807041		1		155,935,037		88,768		intergenic_variant						2

		BovineHD0100046150		rs43282482		1		155,939,046		4,010		intergenic_variant						2

		BTB-00075551		rs43282452		1		155,941,946		2,901		intergenic_variant						2

		BovineHD0100046169		rs43281467		1		155,986,546		44,601		intergenic_variant						2

		BovineHD0100046175		rs43289489		1		155,995,372		8,827		intergenic_variant						2

		BovineHD0100046183		rs43289461		1		156,028,437		33,066		intergenic_variant						2

		BovineHD0100046186		rs136425337		1		156,033,730		5,294		intergenic_variant						2

		BTA-15354-no-rs		rs41569046		1		156,040,426		6,697		intergenic_variant						2

		BovineHD0100046190		rs109735747		1		156,046,806		6,381		intergenic_variant						2

		BovineHD0100046202		rs135287930		1		156,092,932		46,127		intergenic_variant						2

		BovineHD0100046213		rs133533583		1		156,117,512		24,581		intergenic_variant						2

		ARS-BFGL-NGS-87492		rs110880505		1		156,183,596		66,085		intergenic_variant						2

		BovineHD0100046254		rs134190324		1		156,213,686		30,091		intergenic_variant						2

		BovineHD0100046261		rs135569343		1		156,238,322		24,637		intergenic_variant						2

		BovineHD0100046267		rs43289083		1		156,262,259		23,938		intergenic_variant						2

		BovineHD0100046270		rs133484988		1		156,268,675		6,417		intergenic_variant						2

		BovineHD0100046272		rs136424194		1		156,270,057		1,383		intergenic_variant						2

		BovineHD0100046276		rs136875010		1		156,279,031		8,975		intergenic_variant						2

		BovineHD0100046278		rs136619728		1		156,286,871		7,841		intergenic_variant						2

		BovineHD0100046280		rs137505721		1		156,292,071		5,201		intergenic_variant						2

		ARS-BFGL-NGS-111718		rs109867570		1		156,297,575		5,505		intergenic_variant						2

		BovineHD0100046290		rs43290164		1		156,344,453		46,879		intron_variant		KCNH8				2

		BovineHD0100046300		rs109090194		1		156,368,574		24,122		intron_variant		KCNH8				2

		BovineHD0100046304		rs137508244		1		156,378,658		10,085		intron_variant		KCNH8				2

		BovineHD0100046316		rs43282569		1		156,409,166		30,509		intron_variant		KCNH8				2

		BovineHD0100046323		rs42908214		1		156,445,996		36,831		intron_variant		KCNH8				2

		BovineHD0100046330		rs42908921		1		156,476,714		30,719		intron_variant		KCNH8				2

		BovineHD0100046332		rs42908905		1		156,480,751		4,038		intron_variant		KCNH8				2

		BovineHD0100046335		rs42908900		1		156,483,894		3,144		intron_variant		KCNH8				2

		BovineHD0100046338		rs42908874		1		156,488,481		4,588		intron_variant		KCNH8				2

		BovineHD0100046341		rs43755443		1		156,496,121		7,641		intron_variant		KCNH8				2

		BovineHD0100046357		rs43758123		1		156,518,936		22,816		intron_variant		KCNH8				2

		BovineHD0100046361		rs42975402		1		156,528,296		9,361		intron_variant		KCNH8				2

		BovineHD0100046365		rs136993698		1		156,538,779		10,484		intron_variant		KCNH8				2

		BovineHD0100046643		rs42893966		1		156,544,026		5,248		intron_variant		KCNH8				2

		BovineHD0100046649		rs136072525		1		156,575,528		31,503		intron_variant		KCNH8				2

		BovineHD0200000578		rs136115453		2		2,089,626				intergenic_variant						3

		BovineHD0200000581		rs137267135		2		2,095,392		5,767		intergenic_variant						3

		BovineHD0200000583		rs111000790		2		2,103,483		8,092		intergenic_variant						3

		ARS-BFGL-BAC-35148		rs110161277		2		2,113,211		9,729		intergenic_variant						3

		BovineHD0200000592		rs109953354		2		2,200,311		87,101		intergenic_variant						3

		BovineHD0200000594		rs137001556		2		2,208,427		8,117		intergenic_variant						3

		BovineHD0200000598		rs110367951		2		2,230,600		22,174		intergenic_variant						3

		BovineHD0200000602		rs110325468		2		2,263,191		32,592		intergenic_variant						3

		BovineHD0200000607		rs134633265		2		2,289,932		26,742		intergenic_variant						3

		BovineHD0200000614		rs110487519		2		2,307,358		17,427		intergenic_variant						3

		BovineHD0200000616		rs133845558		2		2,313,140		5,783		intergenic_variant						3

		BovineHD0200000620		rs110162011		2		2,327,418		14,279		intergenic_variant						3

		BovineHD0200000622		rs109052645		2		2,329,987		2,570		intergenic_variant						3

		BovineHD0200000624		rs110882589		2		2,331,678		1,692		intergenic_variant						3

		BovineHD0200000630		rs135984717		2		2,338,004		6,327		intergenic_variant						3

		BovineHD0200000634		rs134333815		2		2,351,958		13,955		intergenic_variant						3

		BovineHD0200000638		rs110169975		2		2,358,468		6,511		intergenic_variant						3

		BovineHD0200000641		rs110980261		2		2,361,337		2,870		intergenic_variant						3

		BovineHD0200000649		rs109219395		2		2,381,695		20,359		intergenic_variant						3

		BovineHD0200000651		rs109597749		2		2,387,965		6,271		intergenic_variant						3

		BovineHD0200000653		rs109809572		2		2,390,057		2,093		intergenic_variant						3

		BovineHD0200000656		rs109419432		2		2,393,390		3,334		intergenic_variant						3

		BovineHD0200000658		rs133913778		2		2,396,732		3,343		intergenic_variant						3

		BovineHD0200000660		rs132806894		2		2,398,122		1,391		intergenic_variant						3

		BovineHD0200000663		rs110957350		2		2,401,930		3,809		intergenic_variant						3

		ARS-BFGL-NGS-23733		rs109684219		2		2,405,667		3,738		intergenic_variant						3

		BovineHD0200000671		rs109421188		2		2,442,128		36,462		intergenic_variant						3

		BovineHD0200000677		rs109362045		2		2,474,625		32,498		intergenic_variant						3

		ARS-BFGL-NGS-74769		rs110511156		2		2,486,902		12,278		intergenic_variant						3

		BovineHD0200000683		rs137365293		2		2,526,754		39,853		intergenic_variant						3

		BovineHD0200000687		rs133178609		2		2,553,353		26,600		intergenic_variant						3

		BovineHD0200000689		rs135620549		2		2,555,551		2,199		intergenic_variant						3

		BovineHD0200000693		rs137540728		2		2,588,275		32,725		intergenic_variant						3

		BovineHD0200000695		rs134633034		2		2,590,948		2,674		intergenic_variant						3

		BovineHD0200000702		rs136529491		2		2,631,149		40,202		intergenic_variant						3

		BovineHD0200000706		rs134356704		2		2,644,497		13,349		intergenic_variant						3

		BovineHD0200000708		rs132789383		2		2,646,476		1,980		intergenic_variant						3

		BovineHD0200000713		rs110630563		2		2,666,114		19,639		intergenic_variant						3

		BovineHD0200000716		rs109722071		2		2,678,760		12,647		intergenic_variant						3

		BovineHD0200000718		rs137277515		2		2,681,739		2,980		intergenic_variant						3

		BovineHD0200000725		rs135248114		2		2,714,653		32,915		intergenic_variant						3

		BovineHD0200000727		rs133695744		2		2,722,957		8,305		intergenic_variant						3

		BovineHD4100000960		rs29019946		2		2,749,977		27,021		intergenic_variant						3

		BovineHD0200000733		rs137099824		2		2,766,064		16,088		intergenic_variant						3

		BovineHD0200000736		rs134497118		2		2,772,608		6,545		intergenic_variant						3

		ARS-BFGL-NGS-110437		rs109754878		2		2,775,301		2,694		intergenic_variant						3

		BovineHD0200000741		rs133659602		2		2,780,706		5,406		intergenic_variant						3

		BovineHD0200000753		rs134850177		2		2,838,237		57,532		intergenic_variant						3

		BovineHD0200000759		rs134502551		2		2,870,718		32,482		intergenic_variant						3

		BovineHD0200000772		rs134590958		2		2,925,400		54,683		intergenic_variant						3

		BovineHD0200000777		rs133367946		2		2,934,187		8,788		intergenic_variant						3

		BovineHD0200000784		rs109496397		2		2,967,433		33,247		intergenic_variant						3

		BovineHD0200000792		rs134810399		2		3,022,198		54,766		intergenic_variant						3

		BovineHD0200000796		rs134194530		2		3,032,133		9,936		intergenic_variant						3

		ARS-BFGL-NGS-40516		rs109296874		2		3,039,037		6,905		intergenic_variant						3

		BovineHD0200000809		rs134955556		2		3,074,803		35,767		intergenic_variant						3

		BovineHD0200000812		rs137472222		2		3,093,673		18,871		intergenic_variant						3

		BovineHD0200000814		rs109665227		2		3,100,297		6,625		intergenic_variant						3

		BovineHD0200000817		rs134362421		2		3,109,322		9,026		intergenic_variant						3

		ARS-BFGL-NGS-118313		rs110161155		2		3,118,358		9,037		intergenic_variant						3

		BovineHD0200000824		rs136196556		2		3,139,906		21,549		intergenic_variant						3

		BovineHD0200000826		rs109506274		2		3,141,759		1,854		intergenic_variant						3

		BovineHD0200000828		rs110062354		2		3,143,541		1,783		intergenic_variant						3

		BovineHD0200000833		rs109717585		2		3,176,841		33,301		intergenic_variant						3

		BovineHD0200018165		rs108979160		2		62,586,894		59,410,054		intron_variant		TMEM163				4

		BovineHD0200018168		rs133695186		2		62,594,957		8,064		intron_variant		TMEM163				4

		BovineHD0200018170		rs110945007		2		62,597,257		2,301		intron_variant		TMEM163				4

		BovineHD0200018174		rs110703823		2		62,607,517		10,261		intron_variant		TMEM163				4

		BovineHD0200018176		rs109677055		2		62,611,889		4,373		intron_variant		TMEM163				4

		Hapmap39338-BTA-47826		rs41638239		2		62,622,363		10,475		intron_variant		TMEM163				4		3

		BovineHD0200018181		rs110678123		2		62,624,969		2,607		intron_variant		TMEM163				4		3

		BovineHD0200018183		rs110674384		2		62,626,125		1,157		intron_variant		TMEM163				4		3

		BovineHD0200018185		rs109430646		2		62,627,974		1,850		intron_variant		TMEM163				4		3

		BovineHD0200018187		rs110300291		2		62,629,357		1,384		intron_variant		TMEM163				4		3

		BovineHD0200018189		rs110333974		2		62,635,182		5,826		intron_variant		TMEM163				4		3

		BovineHD0200018192		rs110357654		2		62,649,380		14,199		intron_variant		TMEM163				4		3

		BovineHD0200018194		rs134821816		2		62,652,689		3,310		intron_variant		TMEM163				4		3

		BovineHD0200018196		rs109730867		2		62,656,810		4,122		intron_variant		TMEM163				4		3

		BovineHD0200018198		rs109479083		2		62,660,826		4,017		intron_variant		TMEM163				4		3

		BovineHD0200018200		rs110937524		2		62,661,947		1,122		intron_variant		TMEM163				4		3

		BovineHD0200018202		rs109645822		2		62,664,151		2,205		intron_variant		TMEM163				4		3

		BovineHD0200018205		rs110167201		2		62,670,623		6,473		intron_variant		TMEM163				4		3

		BovineHD0200018208		rs109474414		2		62,674,312		3,690		intron_variant		TMEM163				4		3

		BovineHD0200018221		rs136541069		2		62,687,022		12,711		intron_variant		TMEM163				4		3

		BovineHD0200018223		rs110909037		2		62,690,648		3,627		intron_variant		TMEM163				4		3

		BovineHD0200018229		rs110802649		2		62,714,571		23,924		intron_variant		TMEM163				4		3

		BovineHD0200018233		rs133304622		2		62,727,051		12,481		intron_variant		TMEM163				4		3

		BovineHD4100001268		rs29023549		2		62,730,377		3,327		intron_variant		TMEM163				4		3

		BovineHD0200018236		rs109582567		2		62,741,048		10,672		intron_variant		TMEM163				4		3

		BovineHD0200018243		rs110018340		2		62,766,149		25,102		intron_variant		TMEM163				4		3

		BovineHD0200018253		rs109320873		2		62,794,869		28,721		intron_variant		MGAT5				4		3

		BovineHD4100001270		rs41583001		2		62,836,715		41,847		intron_variant		MGAT5				4		3

		BovineHD0200018265		rs137774735		2		62,838,098		1,384		intron_variant		MGAT5				4		3

		BovineHD0200018267		rs137396822		2		62,839,453		1,356		intron_variant		MGAT5				4		3

		BovineHD0200018269		rs109575720		2		62,843,905		4,453		intron_variant		MGAT5				4		3

		BovineHD0200018271		rs132816073		2		62,845,479		1,575		intron_variant		MGAT5				4		3

		BovineHD0200018273		rs134369609		2		62,855,705		10,227		intron_variant		MGAT5				4		3

		BovineHD0200018279		rs109429986		2		62,879,299		23,595		intron_variant		MGAT5				4		3

		BovineHD0200018287		rs133831400		2		62,901,857		22,559		intron_variant		MGAT5				4		3

		BovineHD0200018293		rs109109417		2		62,927,121		25,265		intron_variant		MGAT5				4		3

		BovineHD0200018305		rs110544259		2		62,958,311		31,191		intron_variant		MGAT5				4		3

		BovineHD0200018314		rs110362740		2		62,986,346		28,036		intron_variant		MGAT5				4		3

		Hapmap23544-BTA-134040		rs109223038		2		63,002,162		15,817		intron_variant		MGAT5				4		3

		BovineHD0200018320		rs109932082		2		63,005,630		3,469		intron_variant		MGAT5				4		3

		BovineHD0200018325		rs108945658		2		63,017,470		11,841		intron_variant		MGAT5				4		3

		BovineHD0200018331		rs110983778		2		63,023,522		6,053		intron_variant		MGAT5				4		3

		BovineHD0200018334		rs111016517		2		63,026,854		3,333		intron_variant		MGAT5				4		3

		BovineHD0200018339		rs108974342		2		63,035,095		8,242		intron_variant		MGAT5				4		3

		BovineHD0200018344		rs133463759		2		63,057,026		21,932		intron_variant		MGAT5				4		3

		BovineHD0200018348		rs110373172		2		63,072,806		15,781		intron_variant		MGAT5				4		3

		BovineHD0200018350		rs109040228		2		63,075,124		2,319		intron_variant		MGAT5				4		3

		BTA-02913-rs29010456		rs29010456		2		63,081,005		5,882		intron_variant		MGAT5				4		3

		BovineHD0200018357		rs110144199		2		63,084,372		3,368		intron_variant		MGAT5				4		3

		BovineHD0200018359		rs133007459		2		63,089,396		5,025		intron_variant		MGAT5				4		3

		BovineHD0200018363		rs109135070		2		63,106,123		16,728		intron_variant		MGAT5				4		3

		BovineHD0200018368		rs109432474		2		63,121,901		15,779		intron_variant		MGAT5				4		3

		BovineHD0200018383		rs133401543		2		63,173,626		51,726		intron_variant		MGAT5				4		3

		BovineHD0200018385		rs109295415		2		63,176,460		2,835		intron_variant		MGAT5				4		3

		BTA-47843-no-rs		rs41638245		2		63,185,984		9,525		intergenic_variant						4		3

		BovineHD0200018390		rs110595192		2		63,203,574		17,591		intergenic_variant						4		3

		ARS-BFGL-NGS-117921		rs110961912		2		63,221,291		17,718		intergenic_variant						4		3

		BovineHD0200018396		rs136891531		2		63,224,980		3,690		intergenic_variant						4		3

		BovineHD0200018398		rs110380956		2		63,227,629		2,650		intergenic_variant						4		3

		BovineHD4100001272		rs41583008		2		63,255,259		27,631		intergenic_variant						4		3

		BovineHD0200018408		rs135130706		2		63,269,687		14,429		intergenic_variant						4		3

		BovineHD0200018410		rs133237136		2		63,272,102		2,416		intergenic_variant						4		3

		BovineHD0200018412		rs137773183		2		63,275,021		2,920		intergenic_variant						4		3

		BovineHD0200018414		rs137396515		2		63,277,111		2,091		intergenic_variant						4		3

		BovineHD0200018416		rs133830766		2		63,278,963		1,853		intergenic_variant						4		3

		BovineHD0200018420		rs135314033		2		63,294,469		15,507		intergenic_variant						4		3

		BovineHD0200018426		rs134846609		2		63,317,690		23,222		intergenic_variant						4		3

		BovineHD0200018430		rs137207918		2		63,332,384		14,695		intergenic_variant						4		3

		BovineHD0200018432		rs109554677		2		63,335,577		3,194		intergenic_variant						4		3

		BovineHD0200018437		rs135942329		2		63,368,806		33,230		intergenic_variant						4		3

		BovineHD0200018442		rs135194483		2		63,387,841		19,036		intergenic_variant						4		3

		BovineHD0200018457		rs134660941		2		63,443,985		56,145		intergenic_variant						4		3

		Hapmap41884-BTA-47859		rs41638248		2		63,538,313		94,329		intergenic_variant						4		3

		BovineHD0200018471		rs109172234		2		63,563,631		25,319		intergenic_variant						4		3

		BovineHD0200018474		rs137341814		2		63,570,676		7,046		intergenic_variant						4		3

		BovineHD0200018477		rs109811235		2		63,574,644		3,969		intergenic_variant						4		3

		BovineHD0200018485		rs109253712		2		63,593,851		19,208		intergenic_variant						4		3

		BovineHD0200018494		rs109401708		2		63,625,603		31,753		intergenic_variant						4		3

		BovineHD0200018498		rs136190521		2		63,647,481		21,879		intergenic_variant						4		3

		BovineHD0200018509		rs109167945		2		63,683,464		35,984		intergenic_variant						4		3

		BTA-47869-no-rs		rs41638256		2		63,711,962		28,499		intron_variant		NCKAP5				4		3

		BovineHD0200018523		rs109308394		2		63,757,972		46,011		intron_variant		NCKAP5				4		3

		BovineHD0200018531		rs133869855		2		63,831,279		73,308		intron_variant		NCKAP5				4		3

		BovineHD0200018533		rs132750917		2		63,840,556		9,278		intron_variant		NCKAP5				4		3

		BovineHD0200018534		rs109626175		2		63,846,799		6,244		intron_variant		NCKAP5				4		3

		BovineHD0200018538		rs109613909		2		63,860,508		13,710		intron_variant		NCKAP5				4		3

		ARS-BFGL-NGS-85797		rs109244614		2		63,867,196		6,689		intron_variant		NCKAP5				4		3

		BovineHD0200018556		rs110388263		2		63,916,014		48,819		intron_variant		NCKAP5				4		3

		BovineHD0200018559		rs133129486		2		63,922,380		6,367		intron_variant		NCKAP5				4		3

		BovineHD0200018564		rs135704507		2		63,973,645		51,266		intron_variant		NCKAP5				4		3

		BovineHD0200018570		rs137777303		2		64,000,059		26,415		intron_variant		NCKAP5				4		3

		BovineHD0200018577		rs110816306		2		64,038,180		38,122		intron_variant		NCKAP5				4		3

		BovineHD0200018583		rs136662342		2		64,058,356		20,177		intron_variant		NCKAP5				4		3

		BovineHD0200018585		rs109773052		2		64,061,356		3,001		intron_variant		NCKAP5				4		3

		BovineHD0200018590		rs137067864		2		64,074,691		13,336		intron_variant		NCKAP5				4		3

		BovineHD0200018596		rs136438189		2		64,084,459		9,769		intron_variant		NCKAP5				4		3

		BovineHD0200018600		rs109812407		2		64,104,097		19,639		intron_variant		NCKAP5				4		3

		BovineHD0200018602		rs136264491		2		64,112,554		8,458		intron_variant		NCKAP5				4		3

		BovineHD0200018604		rs135187840		2		64,114,198		1,645		intron_variant		NCKAP5				4		3

		BovineHD0200018609		rs134177537		2		64,135,968		21,771		intron_variant		NCKAP5				4		3

		BovineHD0200018611		rs110997363		2		64,147,106		11,139		intron_variant		NCKAP5				4		3

		BovineHD0200018612		rs134854641		2		64,151,841		4,736		intron_variant		NCKAP5				4		3

		BovineHD0200018615		rs135030499		2		64,161,942		10,102		intron_variant		NCKAP5				4		3

		BovineHD0200018617		rs136814898		2		64,166,680		4,739		intron_variant		NCKAP5				4		3

		BovineHD0200018621		rs110389720		2		64,176,230		9,551		intron_variant		NCKAP5				4		3

		BovineHD4100001278		rs41661629		2		64,189,692		13,463		intron_variant		NCKAP5				4		3

		BovineHD0200018626		rs133102347		2		64,191,183		1,492		intron_variant		NCKAP5				4		3

		BovineHD0200018628		rs135202700		2		64,196,109		4,927		intron_variant		NCKAP5				4		3

		BovineHD0200018630		rs134382734		2		64,212,262		16,154		intron_variant		NCKAP5				4		3

		BovineHD0200018632		rs133042394		2		64,215,560		3,299		intron_variant		NCKAP5				4		3

		BovineHD0200018634		rs137556274		2		64,217,761		2,202		intron_variant		NCKAP5				4		3

		BovineHD0200018636		rs137341534		2		64,219,336		1,576		intron_variant		NCKAP5				4		3

		BovineHD0200018638		rs110661922		2		64,221,812		2,477		intron_variant		NCKAP5				4		3

		BovineHD0200018640		rs136124075		2		64,226,159		4,348		intron_variant		NCKAP5				4		3

		BovineHD0200018643		rs109769774		2		64,237,846		11,688		intron_variant		NCKAP5				4		3

		BovineHD0200018645		rs109849885		2		64,247,505		9,660		intron_variant		NCKAP5				4		3

		BovineHD0200018648		rs135581638		2		64,256,397		8,893		intron_variant		NCKAP5				4		3

		ARS-BFGL-NGS-2340		rs109469810		2		64,263,556		7,160		intron_variant		NCKAP5				4		3

		BovineHD0200018659		rs109803502		2		64,298,426		34,871		intron_variant		NCKAP5				4		3

		BovineHD0200018661		rs110573290		2		64,309,913		11,488		intron_variant		NCKAP5				4		3

		BovineHD0200018664		rs110192698		2		64,331,403		21,491		intron_variant		NCKAP5				4		3

		BovineHD0200018667		rs110587587		2		64,351,103		19,701		intron_variant		NCKAP5				4		3

		BovineHD0200018670		rs108991544		2		64,368,587		17,485		intron_variant		NCKAP5				4		3

		BovineHD0200018680		rs137268197		2		64,424,306		55,720		intron_variant		NCKAP5				4		3

		BovineHD0200018682		rs133256985		2		64,428,055		3,750		intron_variant		NCKAP5				4		3

		BovineHD0200018695		rs109416086		2		64,468,371		40,317		intron_variant		NCKAP5				4		3

		BovineHD0200018700		rs110209621		2		64,497,573		29,203		intron_variant		NCKAP5				4		3

		BovineHD0200018704		rs137291325		2		64,513,257		15,685		intron_variant		NCKAP5				4		3

		BovineHD0200018714		rs132764476		2		64,557,354		44,098		intron_variant		NCKAP5				4		3

		BovineHD0200018718		rs134594727		2		64,577,544		20,191		intron_variant		NCKAP5				4		3

		BovineHD0200018720		rs110605999		2		64,586,741		9,198		intron_variant		NCKAP5				4		3

		Hapmap40176-BTA-47878		rs41638264		2		64,606,781		20,041		intron_variant		NCKAP5				4		3

		BovineHD0200018726		rs109448193		2		64,612,120		5,340		intron_variant		NCKAP5				4		3

		BovineHD0200018729		rs136096509		2		64,622,017		9,898		intron_variant		NCKAP5				4		3

		BovineHD0200018732		rs137805014		2		64,628,583		6,567		intron_variant		NCKAP5				4		3

		BovineHD0200018737		rs110938146		2		64,634,431		5,849		intron_variant		NCKAP5				4		3

		BovineHD0200018739		rs137069506		2		64,635,637		1,207		intron_variant		NCKAP5				4		3

		BovineHD0200018743		rs133358295		2		64,638,781		3,145		intron_variant		NCKAP5				4		3

		BovineHD0200018745		rs109484680		2		64,640,284		1,504		intron_variant		NCKAP5				4		3

		BovineHD0200018747		rs134800496		2		64,642,268		1,985		intron_variant		NCKAP5				4		3

		BovineHD0200018750		rs137239011		2		64,644,724		2,457		intron_variant		NCKAP5				4		3

		BovineHD0200018752		rs134257938		2		64,646,018		1,295		intron_variant		NCKAP5				4		3

		BovineHD0200018754		rs136426306		2		64,647,564		1,547		intron_variant		NCKAP5				4		3

		BovineHD0200018756		rs135416885		2		64,649,567		2,004		intron_variant		NCKAP5				4		3

		BovineHD0200018759		rs137389937		2		64,652,628		3,062		intron_variant		NCKAP5				4		3

		BovineHD0200018772		rs136499044		2		64,658,588		5,961		intron_variant		NCKAP5				4		3

		BovineHD0200018776		rs110206321		2		64,671,436		12,849		intron_variant		NCKAP5				4		3

		BovineHD0200018768		rs134726544		2		64,686,724		15,289		intron_variant		NCKAP5				4		3

		BovineHD0200018766		rs109193786		2		64,693,200		6,477		intron_variant		NCKAP5				4		3

		BovineHD0200018764		rs133193157		2		64,694,848		1,649		intron_variant		NCKAP5				4		3

		BovineHD0200018762		rs134367048		2		64,697,685		2,838		intron_variant		NCKAP5				4		3

		BovineHD0200018784		rs110288527		2		64,707,472		9,788		intron_variant		NCKAP5				4		3

		BovineHD0200018790		rs110714396		2		64,716,697		9,226		intron_variant		NCKAP5				4		3

		BovineHD0200018793		rs41564947		2		64,720,759		4,063		intron_variant		NCKAP5				4		3

		BovineHD0200018797		rs109138210		2		64,724,365		3,607		intron_variant		NCKAP5				4		3

		BovineHD0200018800		rs135009699		2		64,726,286		1,922		intron_variant		NCKAP5				4		3

		BovineHD0200018801		rs110708467		2		64,729,740		3,455		intron_variant		NCKAP5				4		3

		UA-IFASA-3968		rs29011465		2		64,731,462		1,723		synonymous_variant		NCKAP5				4		3

		BovineHD0200018804		rs136594067		2		64,736,028		4,567		intron_variant		NCKAP5				4		3

		BovineHD0200018806		rs109141811		2		64,737,793		1,766		intron_variant		LYPD1				4		3

		BovineHD0200018808		rs109320032		2		64,739,957		2,165		intron_variant		LYPD1				4		3

		BovineHD0200018811		rs109334748		2		64,743,629		3,673		intron_variant		LYPD1				4		3

		BovineHD0200018815		rs136131441		2		64,748,236		4,608		intron_variant		LYPD1				4		3

		BovineHD0200018819		rs109603363		2		64,761,606		13,371		intron_variant		LYPD1				4		3

		BovineHD0200018821		rs110595277		2		64,763,652		2,047		intron_variant		LYPD1				4		3

		BovineHD0200018823		rs135594862		2		64,770,208		6,557		intron_variant		LYPD1				4		3

		BovineHD0200018827		rs136595594		2		64,784,024		13,817		intron_variant		LYPD1				4		3

		BovineHD0200018829		rs137687235		2		64,789,365		5,342		intron_variant		LYPD1				4		3

		BovineHD0200018835		rs110868474		2		64,797,510		8,146		intron_variant		LYPD1				4		3

		BovineHD0200018837		rs110841061		2		64,801,793		4,284		intron_variant		LYPD1				4		3

		BovineHD0200018847		rs136939069		2		64,843,635		41,843		intron_variant		LYPD1				4		3

		BovineHD0200018853		rs134104797		2		64,860,440		16,806		intron_variant		LYPD1				4		3

		BovineHD0200018860		rs109724614		2		64,887,715		27,276		intron_variant		LYPD1				4		3

		BovineHD0200018863		rs137841167		2		64,896,709		8,995		intron_variant		LYPD1				4		3

		BovineHD0200018865		rs109478067		2		64,911,687		14,979		intron_variant		LYPD1				4		3

		BovineHD0200018868		rs108996335		2		64,922,906		11,220		intron_variant		LYPD1				4		3

		ARS-BFGL-NGS-100756		rs110977600		2		64,936,887		13,982		intron_variant		GPR39				4		3

		BovineHD0200018875		rs137615388		2		64,951,125		14,239		intron_variant		GPR39				4		3

		BovineHD0200018878		rs110331610		2		64,965,379		14,255		intron_variant		GPR39				4		3

		BovineHD0200018880		rs110219077		2		64,971,848		6,470		intron_variant		GPR39				4		3

		BovineHD0200018882		rs136878352		2		64,975,428		3,581		intron_variant		GPR39				4		3

		BovineHD0200018884		rs136052259		2		64,980,973		5,546		intron_variant		GPR39				4		3

		BovineHD0200018886		rs109654608		2		64,991,426		10,454		intron_variant		GPR39				4		3

		BovineHD0200018889		rs133931644		2		65,011,232		19,807		intron_variant		GPR39				4		3

		BovineHD0200018891		rs132773021		2		65,014,550		3,319		intron_variant		GPR39				4		3

		BovineHD0200018893		rs135439717		2		65,017,324		2,775		intron_variant		GPR39				4		3

		BovineHD0200018895		rs134602100		2		65,020,424		3,101		intron_variant		GPR39				4		3

		BovineHD0200018901		rs137220518		2		65,045,356		24,933		intron_variant		GPR39				4		3

		BovineHD0200018906		rs136880942		2		65,059,636		14,281		intron_variant		GPR39				4		3

		BovineHD0200018908		rs137809250		2		65,063,006		3,371		intron_variant		GPR39				4		3

		ARS-BFGL-NGS-36544		rs109319583		2		65,072,264		9,259		intron_variant		GPR39				4		3

		BovineHD0200018911		rs132659627		2		65,076,018		3,755		intron_variant		GPR39				4		3

		BovineHD0200018913		rs135813468		2		65,078,449		2,432		intron_variant		GPR39				4		3

		BovineHD0200018915		rs137072342		2		65,080,664		2,216		intron_variant		GPR39				4		3

		BovineHD0200018917		rs136818412		2		65,082,609		1,946		intron_variant		GPR39				4		3

		BovineHD0200018919		rs135450670		2		65,084,632		2,024		intron_variant		GPR39				4		3

		BovineHD0200018921		rs134810873		2		65,088,559		3,928		intron_variant		GPR39				4		3

		ARS-BFGL-NGS-116582		rs109193886		2		65,092,674		4,116		intron_variant		GPR39				4		3

		BovineHD0200018926		rs137009761		2		65,097,634		4,961		intron_variant		GPR39				4		3

		BovineHD0200018928		rs110164910		2		65,101,709		4,076		intron_variant		GPR39				4		3

		BovineHD0200018933		rs108978132		2		65,109,396		7,688		intron_variant		GPR39				4		3

		BovineHD0200018935		rs134331228		2		65,122,602		13,207		intron_variant		GPR39				4		3

		BovineHD0200018937		rs132843317		2		65,125,528		2,927		intron_variant		GPR39				4		3

		BovineHD0200018938		rs134107763		2		65,127,540		2,013		intron_variant		GPR39				4		3

		BovineHD0200018940		rs136820834		2		65,129,471		1,932		intron_variant		GPR39				4		3

		BovineHD0200018942		rs109352005		2		65,132,144		2,674		intron_variant		GPR39				4		3

		BovineHD0200018944		rs109142888		2		65,137,835		5,692		intron_variant		GPR39				4		3

		BovineHD0200018946		rs133990714		2		65,140,655		2,821		intron_variant		GPR39				4		3

		BovineHD0200018948		rs135983771		2		65,143,301		2,647		intron_variant		GPR39				4		3

		BovineHD0200018950		rs135136207		2		65,145,738		2,438		intron_variant		GPR39				4		3

		BovineHD0200018951		rs110404766		2		65,148,171		2,434		intron_variant		GPR39				4		3

		BovineHD0200018953		rs109322207		2		65,150,334		2,164		intron_variant		GPR39				4		3

		BovineHD0200018955		rs134185071		2		65,151,917		1,584		intron_variant		GPR39				4		3

		BovineHD0200018958		rs109382313		2		65,157,332		5,416		intron_variant		GPR39				4		3

		BovineHD0200018961		rs135737208		2		65,163,763		6,432		intron_variant		GPR39				4		3

		BovineHD0200018963		rs134996111		2		65,169,683		5,921		intron_variant		GPR39				4		3

		BovineHD0200018964		rs136379762		2		65,172,073		2,391		intron_variant		GPR39				4		3

		BovineHD0200018966		rs110537507		2		65,175,124		3,052		intron_variant		GPR39				4		3

		BovineHD0200018968		rs133177725		2		65,177,324		2,201		intron_variant		GPR39				4		3

		BovineHD0200018974		rs133881745		2		65,183,691		6,368		intron_variant		GPR39				4		3

		BovineHD0200018972		rs135025733		2		65,185,516		1,826		intergenic_variant						4		3

		BovineHD0200018970		rs136212269		2		65,189,527		4,012		intergenic_variant						4		3

		BovineHD0200018976		rs136598854		2		65,206,210		16,684		intergenic_variant						4		3

		BovineHD0200018978		rs137505434		2		65,207,556		1,347		intergenic_variant						4		3

		ARS-BFGL-NGS-55924		rs109009496		2		65,209,479		1,924		intergenic_variant						4		3

		BovineHD0200018981		rs136196629		2		65,211,237		1,759		intergenic_variant						4		3

		BovineHD0200018983		rs137172381		2		65,213,184		1,948		intergenic_variant						4		3

		BovineHD0200018985		rs110761678		2		65,216,716		3,533		intergenic_variant						4		3

		BovineHD0200018987		rs136148526		2		65,220,803		4,088		intergenic_variant						4		3

		BovineHD0200018990		rs135843646		2		65,224,203		3,401		intergenic_variant						4		3

		BovineHD0200018992		rs137511098		2		65,228,860		4,658		intergenic_variant						4		3

		BovineHD0200018994		rs109193412		2		65,231,460		2,601		intergenic_variant						4		3

		ARS-BFGL-NGS-96204		rs110788003		2		65,257,805		26,346		intergenic_variant						4		3

		BovineHD0200019004		rs109514060		2		65,278,798		20,994		intergenic_variant						4		3

		BovineHD0200019006		rs133084909		2		65,280,425		1,628		intergenic_variant						4		3

		BovineHD0200019008		rs135558856		2		65,282,799		2,375		intergenic_variant						4		3

		BovineHD0200019010		rs134558909		2		65,284,862		2,064		intergenic_variant						4		3

		BovineHD0200020372		rs110425872		2		70,571,420		5,286,559		intergenic_variant						5

		BovineHD0200020374		rs110645108		2		70,577,080		5,661		intergenic_variant						5

		BovineHD0200020377		rs109653340		2		70,582,164		5,085		intergenic_variant						5

		BovineHD0200020380		rs136303681		2		70,588,284		6,121		intergenic_variant						5

		ARS-BFGL-NGS-20993		rs109290779		2		70,594,351		6,068		intergenic_variant						5

		BovineHD0200020384		rs110289350		2		70,599,336		4,986		intergenic_variant						5

		BovineHD0200020388		rs110289818		2		70,623,720		24,385		intergenic_variant						5

		BovineHD0200020390		rs135950887		2		70,628,254		4,535		intergenic_variant						5

		BovineHD0200020395		rs110226838		2		70,636,003		7,750		intergenic_variant						5

		ARS-BFGL-NGS-26766		rs109235421		2		70,660,937		24,935		intergenic_variant						5

		BovineHD0200020412		rs137316535		2		70,736,265		75,329		5_prime_UTR_variant		MARCO				5

		BovineHD0200020431		rs133557247		2		70,790,371		54,107		intergenic_variant						5

		BovineHD0200020438		rs136931890		2		70,815,950		25,580		intergenic_variant						5

		BovineHD0200020444		rs135156369		2		70,834,964		19,015		intergenic_variant						5

		BovineHD0200020449		rs137102732		2		70,848,435		13,472		intergenic_variant						5

		BovineHD0200020455		rs134519795		2		70,871,930		23,496		intergenic_variant						5

		BovineHD0200020459		rs135801638		2		70,882,748		10,819		intergenic_variant						5

		BovineHD0200030403		rs109159675		2		104,825,157		33,942,410		intergenic_variant						6

		BovineHD0200030405		rs109349528		2		104,832,402		7,246		intergenic_variant						6

		Hapmap47971-BTA-48835		rs41644189		2		104,847,064		14,663		intergenic_variant						6

		BovineHD0200030410		rs110469441		2		104,859,919		12,856		intron_variant		TNP1				6

		BovineHD0200030417		rs134860130		2		104,886,722		26,804		intergenic_variant						6		4

		BovineHD0200030423		rs109342165		2		104,892,487		5,766		intergenic_variant						6		4

		BovineHD0200030426		rs133758948		2		104,895,173		2,687		intergenic_variant						6		4

		BovineHD0200030428		rs137724563		2		104,906,350		11,178		intergenic_variant						6		4

		BovineHD0200030435		rs137124585		2		104,941,981		35,632		intergenic_variant						6		4

		BovineHD0200030438		rs134178322		2		104,945,206		3,226		intergenic_variant						6		4

		BovineHD0200030440		rs133324668		2		104,947,668		2,463		intergenic_variant						6		4

		BovineHD0200030441		rs134361112		2		104,951,633		3,966		intergenic_variant						6		4

		BovineHD0200030446		rs136738872		2		104,964,364		12,732		intergenic_variant						6		4

		BovineHD0200030448		rs136444862		2		104,968,967		4,604		intergenic_variant						6		4

		BovineHD0200030449		rs109645124		2		104,971,286		2,320		intergenic_variant						6		4

		BovineHD0200030452		rs136417475		2		104,973,803		2,518		intergenic_variant						6		4

		BovineHD0200030454		rs137464997		2		104,982,647		8,845		intergenic_variant						6		4

		BovineHD0200030456		rs137169882		2		104,987,758		5,112		intergenic_variant						6		4

		BovineHD0200030459		rs134312548		2		104,991,733		3,976		intergenic_variant						6		4

		BovineHD0200030461		rs41257727		2		104,994,051		2,319		intergenic_variant						6		4

		BovineHD0200030464		rs109364450		2		105,002,335		8,285		intergenic_variant						6		4

		BovineHD0200030466		rs136391930		2		105,003,847		1,513		intergenic_variant						6		4

		BovineHD0200030468		rs135333928		2		105,009,171		5,325		intergenic_variant						6		4

		BovineHD0200030470		rs136899445		2		105,011,783		2,613		intergenic_variant						6		4

		BovineHD0200030472		rs109994338		2		105,014,984		3,202		intergenic_variant						6		4

		BovineHD0200030478		rs132923798		2		105,024,158		9,175		intergenic_variant						6		4

		BovineHD0200030481		rs135466457		2		105,027,822		3,665		intergenic_variant						6		4

		BovineHD0200030483		rs110358318		2		105,031,377		3,556		intergenic_variant						6		4

		BovineHD0200030485		rs110287061		2		105,033,248		1,872		intergenic_variant						6		4

		BovineHD0200030487		rs110338901		2		105,035,200		1,953		intergenic_variant						6		4

		BovineHD0200030489		rs109104302		2		105,039,526		4,327		intergenic_variant						6		4

		BovineHD0200030493		rs110950008		2		105,062,587		23,062		intergenic_variant						6		4

		BovineHD0200030500		rs134582595		2		105,092,370		29,784		intergenic_variant						6		4

		BovineHD0200030510		rs110990367		2		105,109,729		17,360		intergenic_variant						6		4

		BovineHD0200030512		rs109077156		2		105,117,662		7,934		intergenic_variant						6		4

		BovineHD0200030514		rs136951542		2		105,119,682		2,021		intergenic_variant						6		4

		BovineHD0200030517		rs137838786		2		105,125,546		5,865		intergenic_variant						6		4

		BovineHD0200030523		rs134668144		2		105,142,526		16,981		intergenic_variant						6		4

		BovineHD0200030528		rs109391667		2		105,161,039		18,514		intergenic_variant						6		4

		BovineHD0200040755		rs136764651		2		105,191,288		30,250		intergenic_variant						6		4

		BovineHD0200030537		rs133206213		2		105,222,977		31,690		intergenic_variant						6		4

		BovineHD0200030540		rs110232728		2		105,238,469		15,493		intergenic_variant						6		4

		BovineHD0200030542		rs110522785		2		105,244,635		6,167		intergenic_variant						6		4

		BovineHD0200030544		rs135247902		2		105,251,970		7,336		intergenic_variant						6		4

		BovineHD0200030546		rs134415994		2		105,253,108		1,139		intergenic_variant						6		4

		BovineHD0200030548		rs132782414		2		105,255,702		2,595		intergenic_variant						6		4

		BovineHD0200030550		rs135713123		2		105,267,333		11,632		intergenic_variant						6		4

		BovineHD0200030559		rs136537110		2		105,313,365		46,033		intergenic_variant						6		4

		BovineHD0200030562		rs136059588		2		105,325,859		12,495		intergenic_variant						6		4

		BovineHD0200030564		rs135315462		2		105,337,301		11,443		intergenic_variant						6		4

		BovineHD0200030565		rs132751827		2		105,346,436		9,136		intergenic_variant						6		4

		BovineHD0200030573		rs136381233		2		105,381,534		35,099		intergenic_variant						6		4

		BovineHD0200030580		rs137722671		2		105,412,051		30,518		intergenic_variant						6		4

		BovineHD0200030582		rs134737428		2		105,422,378		10,328		intergenic_variant						6		4

		Hapmap47315-BTA-48803		rs41644174		2		105,443,573		21,196		intergenic_variant						6		4

		BovineHD0200030586		rs110373152		2		105,448,743		5,171		intergenic_variant						6		4

		BovineHD0200030592		rs132970782		2		105,482,507		33,765		intergenic_variant						6		4

		BovineHD0200030596		rs109434550		2		105,500,806		18,300		intergenic_variant						6		4

		BovineHD0200030599		rs134463678		2		105,508,509		7,704		intergenic_variant						6		4

		BovineHD0200030601		rs110404129		2		105,512,457		3,949		intergenic_variant						6		4

		Hapmap49626-BTA-48806		rs41644177		2		105,556,193		43,737		intergenic_variant						6		4

		BovineHD0200040757		rs137551202		2		105,627,822		71,630		intergenic_variant						6		4

		BovineHD0200030646		rs134268427		2		105,711,755		83,934		intergenic_variant						6		4

		BovineHD0200030655		rs110486009		2		105,736,700		24,946		intergenic_variant						6		4

		BovineHD0200030660		rs110273442		2		105,755,545		18,846		intergenic_variant						6		4

		BovineHD0200030667		rs43717126		2		105,787,107		31,563		intergenic_variant						6		4

		BovineHD0200030669		rs134751521		2		105,793,871		6,765		intergenic_variant						6		4

		ARS-BFGL-NGS-108614		rs109683894		2		105,804,359		10,489		intergenic_variant						6		4

		BovineHD0200030673		rs43717089		2		105,813,508		9,150		intergenic_variant						6		4

		BovineHD0200030678		rs109914593		2		105,828,870		15,363		intergenic_variant						6		4

		BovineHD0200030681		rs43717108		2		105,833,878		5,009		intergenic_variant						6		4

		BovineHD0200030683		rs43717067		2		105,841,698		7,821		intergenic_variant						6		4

		ARS-BFGL-NGS-95894		rs109536264		2		105,850,938		9,241		intergenic_variant						6		4

		BovineHD0200030694		rs43716104		2		105,879,502		28,565		intergenic_variant						6		4

		BovineHD0200030695		rs135250040		2		105,884,874		5,373		intergenic_variant						6		4

		BovineHD0200030697		rs110783314		2		105,892,082		7,209		intergenic_variant						6		4

		BovineHD0200030701		rs43314924		2		105,896,455		4,374		intergenic_variant						6		4

		BovineHD0200030704		rs43315735		2		105,901,115		4,661		intergenic_variant						6		4

		BovineHD0200030706		rs136809154		2		105,903,054		1,940		intergenic_variant						6		4

		BovineHD0200030708		rs135404793		2		105,906,765		3,712		intron_variant		TNS1				6		4

		BovineHD0200030711		rs43315749		2		105,910,827		4,063		intron_variant		TNS1				6		4

		BovineHD0200030715		rs43315758		2		105,921,117		10,291		intron_variant		TNS1				6		4

		BovineHD0200030718		rs43315772		2		105,935,186		14,070		intron_variant		TNS1				6		4

		BovineHD0200030720		rs121918890		2		105,944,211		9,026		intron_variant		TNS1				6		4

		BovineHD0200030722		rs43315781		2		105,948,798		4,588		intron_variant		TNS1				6		4

		BovineHD0200030724		rs134323978		2		105,953,451		4,654		missense_variant		TNS2		aaC/aaA		6		4

		BovineHD0200030728		rs134055110		2		105,962,718		9,268		intron_variant		TNS1				6		4

		BTA-48822-no-rs		rs41585634		2		105,967,579		4,862		intron_variant		TNS1				6		4

		BovineHD0200030733		rs43315800		2		105,971,746		4,168		intron_variant		TNS1				6		4

		BovineHD0200030740		rs136058144		2		106,003,042		31,297		missense_variant		TNS1		Aca/Cca		6		4

		BovineHD0200030744		rs43315807		2		106,017,209		14,168		intron_variant		TNS1				6		4

		BovineHD0200030753		rs110810421		2		106,063,695		46,487		intron_variant		TNS1				6		4

		BovineHD0200030757		rs137728048		2		106,082,924		19,230		intron_variant		TNS1				6		4

		BovineHD0200040254		rs135297607		2		106,088,934		6,011		intron_variant		TNS1				6		4

		BovineHD0200030770		rs43315824		2		106,134,401		45,468		intron_variant		TNS1				6		4

		BovineHD0200030772		rs109755402		2		106,139,936		5,536		intron_variant		TNS1				6		4

		BovineHD0200030782		rs43316855		2		106,178,987		39,052		intergenic_variant						6		4

		BovineHD0200030784		rs43316859		2		106,181,801		2,815		intergenic_variant						6		4

		BovineHD0200030786		rs43316863		2		106,185,592		3,792		intron_variant		CXCR2				6		4

		BovineHD0200030789		rs43322996		2		106,193,171		7,580		3_prime_UTR_variant		CXCR2				6		4

		ARS-BFGL-NGS-3684		rs43323008		2		106,202,297		9,127		intergenic_variant						6		4

		BovineHD0200030794		rs137585161		2		106,207,496		5,200		intergenic_variant						6		4

		BovineHD0200030796		rs109511901		2		106,212,440		4,945		intron_variant		CXCR1				6		4

		BovineHD0200030798		rs133273369		2		106,216,765		4,326		missense_variant		CXCR1		gGa/gAa		6		4

		BovineHD0200030800		rs41255710		2		106,218,459		1,695		intron_variant		CXCR1				6		4

		BovineHD0200030802		rs43323026		2		106,220,697		2,239		intergenic_variant						6		4

		BovineHD4100001474		rs41585644		2		106,225,867		5,171		intergenic_variant						6		4

		BovineHD0200030805		rs43313845		2		106,229,509		3,643		intergenic_variant						6		4

		BovineHD0200030806		rs109587852		2		106,231,282		1,774		intergenic_variant						6		4

		BovineHD0200030811		rs132943580		2		106,244,043		12,762		intergenic_variant						6		4

		BovineHD0200030813		rs110495051		2		106,253,680		9,638		intergenic_variant						6		4

		BovineHD0200030827		rs136479550		2		106,309,652		55,973		intron_variant		PNKD				6		4

		BovineHD0200030831		rs133882915		2		106,324,375		14,724		intron_variant		PNKD				6		4

		BovineHD0200030833		rs132706345		2		106,343,123		18,749		intron_variant		PNKD				6		4

		BovineHD0200030837		rs134331305		2		106,363,939		20,817		intron_variant		PNKD				6		4

		BovineHD0200030841		rs134343939		2		106,378,140		14,202		intergenic_variant						6		4

		BovineHD0200030846		rs133499182		2		106,409,766		31,627		intron_variant		CTDSP1				6		4

		BovineHD0200030866		rs110305008		2		106,489,124		79,359		intron_variant		USP37				6		4

		BovineHD0200030900		rs137369084		2		106,652,611		163,488		intron_variant		STK36				6		4

		BovineHD0200030904		rs43313912		2		106,682,111		29,501		intron_variant		TTLL4				6		4

		BovineHD0200030908		rs43313903		2		106,689,653		7,543		missense_variant		TTLL4		Cta/Ata		6		4

		BovineHD0200030911		rs43313891		2		106,700,064		10,412		intron_variant		TTLL4				6		4

		BovineHD0200030914		rs134270450		2		106,703,717		3,654		intron_variant		TTLL4				6		4

		BovineHD0200030917		rs109859973		2		106,718,526		14,810		intergenic_variant						6		4

		BovineHD0200030919		rs43313874		2		106,722,232		3,707		intergenic_variant						6		4

		BovineHD0200030921		rs43315144		2		106,744,988		22,757		intron_variant		CYP27A1				6		4

		BTB-00108937		rs43315150		2		106,755,925		10,938		intron_variant		CYP27A1				6		4

		BovineHD0200030928		rs110786065		2		106,764,478		8,554		intron_variant		CYP27A1				6		4

		BovineHD0200030930		rs109014192		2		106,769,441		4,964		intron_variant		CYP27A1				6		4

		BovineHD0200030935		rs43315175		2		106,781,125		11,685		synonymous_variant		CYP27A1				6		4

		BovineHD0200030936		rs43315177		2		106,783,577		2,453		intergenic_variant						6		4

		BovineHD0200030943		rs110424737		2		106,790,055		6,479		intron_variant		PRKAG3				6		4

		BovineHD0200030946		rs43316207		2		106,793,138		3,084		intron_variant		PRKAG3				6		4

		BovineHD0200030954		rs136844937		2		106,801,630		8,493		intergenic_variant						6		4

		BovineHD0200030957		rs108974752		2		106,805,888		4,259		intergenic_variant						6		4

		BovineHD0200030959		rs43316142		2		106,807,894		2,007		intergenic_variant						6		4

		BovineHD0200030971		rs121918891		2		106,852,691		44,798		intergenic_variant						6		4

		BovineHD0200030973		rs43317332		2		106,865,812		13,122		intergenic_variant						6		4

		BovineHD0200030974		rs29025796		2		106,874,739		8,928		intergenic_variant						6		4

		BovineHD0200030977		rs133237544		2		106,883,544		8,806		intergenic_variant						6		4

		BovineHD0200030980		rs43320438		2		106,892,935		9,392		intergenic_variant						6		4

		BovineHD0200030982		rs43320451		2		106,907,841		14,907		intergenic_variant						6		4

		BovineHD0200030986		rs110432829		2		106,920,684		12,844		intergenic_variant						6		4

		BovineHD0200030988		rs43317381		2		106,929,997		9,314		intergenic_variant						6		4

		BovineHD0200030992		rs136625647		2		106,944,592		14,596		intergenic_variant						6		4

		BovineHD0200031012		rs43318458		2		107,040,095		95,504		intron_variant		NHEJ1				6		4

		BovineHD0200031017		rs43318471		2		107,065,501		25,407		intron_variant		NHEJ1				6		4

		BovineHD0200031019		rs43318483		2		107,077,647		12,147		intron_variant		NHEJ1				6		4

		BovineHD0200031021		rs43318490		2		107,085,658		8,012		intron_variant		NHEJ1				6		4

		BovineHD0200031040		rs43319458		2		107,151,830		66,173		intergenic_variant						6		4

		BovineHD0200031051		rs109250575		2		107,186,014		34,185		intron_variant		ANKZF1				6		4

		BovineHD0200031055		rs43319468		2		107,194,177		8,164		intergenic_variant						6		4

		ARS-BFGL-NGS-7772		rs110666830		2		107,308,279		114,103		intron_variant		DNPEP				6

		Hapmap50373-BTA-48875		rs41564989		2		107,334,629		26,351		intergenic_variant						6

		BovineHD0200031106		rs43322940		2		107,407,598		72,970		synonymous_variant		SPEG				6

		BovineHD0200031123		rs43325345		2		107,471,549		63,952		intron_variant		CHPF				6

		BovineHD0200031126		rs137404938		2		107,477,932		6,384		intron_variant		TMEM198				6

		BovineHD4100001482		rs41585640		2		107,490,870		12,939		intron_variant		OBSL1				6

		BovineHD0200031134		rs43322159		2		107,523,103		32,234		intron_variant		STK11IP				6

		BovineHD0200031136		rs43322155		2		107,524,985		1,883		intron_variant		STK11IP				6

		BovineHD0200031138		rs135768010		2		107,526,814		1,830		intron_variant		STK11IP				6

		BovineHD0200031141		rs43321126		2		107,530,685		3,872		intron_variant		STK11IP				6

		BovineHD0200031148		rs43321080		2		107,558,848		28,164		intron_variant		SLC4A3				6

		BovineHD0200031150		rs43321071		2		107,560,803		1,956		intron_variant		SLC4A3				6

		BovineHD0200031152		rs134431529		2		107,564,727		3,925		intergenic_variant						6

		BovineHD0200031154		rs43321061		2		107,569,403		4,677		intergenic_variant						6

		BovineHD0200031161		rs43316896		2		107,607,643		38,241		intergenic_variant						6

		BovineHD0200031164		rs43316913		2		107,612,336		4,694		intergenic_variant						6

		BovineHD0200031171		rs43318004		2		107,625,986		13,651		intergenic_variant						6

		BovineHD0200031174		rs43318021		2		107,631,932		5,947		intergenic_variant						6

		BovineHD0200031177		rs109003097		2		107,639,270		7,339		intergenic_variant						6

		BovineHD0200031180		rs43319021		2		107,641,939		2,670		intergenic_variant						6

		BovineHD0200031182		rs43319025		2		107,643,546		1,608		intergenic_variant						6

		BovineHD0200031184		rs43320041		2		107,645,153		1,608		intergenic_variant						6

		BovineHD4100001485		rs41644213		2		107,649,383		4,231		intergenic_variant						6

		BovineHD0200031188		rs136461199		2		107,653,714		4,332		intergenic_variant						6

		BovineHD0200031192		rs43320088		2		107,659,020		5,307		intergenic_variant						6

		BovineHD0200031194		rs43320100		2		107,662,893		3,874		intergenic_variant						6

		BovineHD0200031196		rs43320113		2		107,668,452		5,560		intergenic_variant						6

		ARS-BFGL-NGS-60484		rs43320119		2		107,675,624		7,173		intergenic_variant						6

		BovineHD0200031219		rs136186727		2		107,740,450		64,827		intergenic_variant						6

		BovineHD0200031221		rs134747994		2		107,744,344		3,895		intergenic_variant						6

		BovineHD0200031224		rs43321696		2		107,750,041		5,698		intergenic_variant						6

		BovineHD0200031228		rs135773838		2		107,757,778		7,738		intergenic_variant						6

		BovineHD0200031236		rs109208456		2		107,772,997		15,220		intergenic_variant						6

		BovineHD0200031238		rs134427283		2		107,783,007		10,011		intergenic_variant						6

		BovineHD0200031240		rs109182482		2		107,787,067		4,061		intergenic_variant						6

		BovineHD0200031242		rs109025826		2		107,794,854		7,788		intergenic_variant						6

		BovineHD0200031254		rs110205644		2		107,819,969		25,116		intergenic_variant						6

		ARS-BFGL-NGS-14681		rs109495837		2		107,824,497		4,529		intergenic_variant						6

		BovineHD0200031259		rs110654717		2		107,827,321		2,825		intergenic_variant						6

		BovineHD0200031261		rs110239137		2		107,832,373		5,053		intergenic_variant						6

		BovineHD0200031265		rs137551281		2		107,846,181		13,809		intergenic_variant						6

		BovineHD0200031273		rs109284621		2		107,879,992		33,812		intergenic_variant						6

		BovineHD0200031275		rs110841288		2		107,883,420		3,429		intergenic_variant						6

		BovineHD0200031277		rs133630485		2		107,888,375		4,956		intergenic_variant						6

		BovineHD0200031279		rs132894370		2		107,891,201		2,827		intergenic_variant						6

		BovineHD0200031281		rs110353516		2		107,904,207		13,007		intergenic_variant						6

		BovineHD0200031286		rs110646257		2		107,918,166		13,960		intergenic_variant						6

		BovineHD0200031292		rs137255470		2		107,932,404		14,239		intergenic_variant						6

		BovineHD0200034680		rs110160941		2		118,957,388		11,024,985		intergenic_variant						7

		BovineHD0200034682		rs109520182		2		118,959,287		1,900		intergenic_variant						7

		BovineHD0200034688		rs134687722		2		118,967,958		8,672		intron_variant		ARMC9				7

		BovineHD0200034700		rs109145146		2		118,990,814		22,857		intron_variant		ARMC9				7

		BovineHD0200034708		rs133504053		2		119,012,257		21,444		intron_variant		ARMC9				7

		BovineHD0200034720		rs110937716		2		119,032,640		20,384		intron_variant		ARMC9				7

		BovineHD0200034722		rs132998160		2		119,034,864		2,225		intron_variant		ARMC9				7

		BovineHD0200034724		rs135148811		2		119,036,435		1,572		intron_variant		ARMC9				7

		BovineHD4100001589		rs41668683		2		119,039,435		3,001		missense_variant		ARMC9		cGt/cAt		7

		BovineHD0200018779		rs132768235		2		121,391,182		2,351,748		intergenic_variant						8		5

		BovineHD0200018780		rs133557870		2		121,393,886		2,705		intergenic_variant						8		5

		BovineHD0200036236		rs110512580		2		124,181,264		2,787,379		intergenic_variant						9

		BovineHD0200036238		rs109814775		2		124,201,686		20,423		intergenic_variant						9

		BovineHD0200036240		rs110143891		2		124,203,667		1,982		intergenic_variant						9

		BovineHD0200036242		rs133872955		2		124,206,642		2,976		intergenic_variant						9

		BovineHD0200036244		rs110696456		2		124,210,300		3,659		intergenic_variant						9

		BovineHD0200036250		rs133717367		2		124,224,351		14,052		intergenic_variant						9

		BovineHD0200036255		rs132654196		2		124,241,867		17,517		intron_variant		PTPRU				9

		BovineHD0200036261		rs136850624		2		124,260,768		18,902		intron_variant		PTPRU				9

		BovineHD4100001636		rs41636959		2		124,281,162		20,395		intron_variant		PTPRU				9

		BovineHD0200036268		rs135096417		2		124,290,173		9,012		intron_variant		PTPRU				9

		BovineHD0200036270		rs137001672		2		124,297,497		7,325		intron_variant		PTPRU				9

		BovineHD0200036273		rs134621604		2		124,311,864		14,368		intron_variant		PTPRU				9

		BovineHD0200036276		rs110379320		2		124,329,385		17,522		intergenic_variant						9

		BovineHD0200036278		rs133165471		2		124,332,411		3,027		intergenic_variant						9

		BovineHD0200036282		rs134628534		2		124,338,188		5,778		intron_variant		MECR				9

		BovineHD0200036316		rs133085549		2		124,473,861		135,674		intron_variant		EPB41				9

		BovineHD0200036324		rs137549475		2		124,509,356		35,496		intron_variant		EPB41				9

		BovineHD0200036333		rs110025904		2		124,574,682		65,327		intron_variant		EPB41				9

		BovineHD0200036335		rs135163751		2		124,578,087		3,406		intron_variant		EPB41				9

		BovineHD0200036337		rs133717241		2		124,580,905		2,819		intron_variant		EPB41				9

		BovineHD0200036340		rs137136377		2		124,588,852		7,948		intron_variant		EPB41				9

		BovineHD0200036342		rs136557247		2		124,600,968		12,117		intron_variant		EPB41				9

		BovineHD0200036347		rs134579963		2		124,608,780		7,813		intron_variant		EPB41				9

		BovineHD0200036355		rs110387181		2		124,640,766		31,987		intron_variant		OPRD1				9

		BovineHD0200036358		rs109374951		2		124,645,316		4,551		intron_variant		OPRD1				9

		BovineHD0200036360		rs137449127		2		124,647,089		1,774		intron_variant		OPRD1				9

		BovineHD0200036407		rs136691897		2		124,864,419		217,331		intron_variant		TRNAU1AP				9

		BovineHD0200036445		rs110450711		2		125,047,117		182,699		intergenic_variant						9

		BovineHD0200036451		rs109280712		2		125,073,030		25,914		intron_variant		MED18				9

		BovineHD0200036454		rs109542523		2		125,081,902		8,873		intergenic_variant						9

		BovineHD0200036462		rs110123616		2		125,129,930		48,029		intron_variant		SESN2				9

		BovineHD0200036469		rs109048493		2		125,152,768		22,839		intron_variant		DNAJC8				9

		BovineHD0200036475		rs133773646		2		125,177,595		24,828		intergenic_variant						9

		BovineHD0200036478		rs110718082		2		125,183,670		6,076		intron_variant		PTAFR				9

		BovineHD0200036484		rs134197587		2		125,203,911		20,242		intron_variant		PTAFR				9

		BovineHD0200036488		rs135419654		2		125,224,253		20,343		intron_variant		PTAFR				9

		BovineHD0200036491		rs109519294		2		125,234,628		10,376		intron_variant		EYA3				9

		BovineHD0200036496		rs110481802		2		125,250,396		15,769		intron_variant		EYA3				9

		BovineHD0200036500		rs135601003		2		125,263,094		12,699		intron_variant		EYA3				9

		BovineHD0200036502		rs136975788		2		125,267,601		4,508		intron_variant		EYA3				9

		BovineHD0200036504		rs110144275		2		125,272,002		4,402		intron_variant		EYA3				9

		BovineHD0200036516		rs121918894		2		125,328,149		56,148		intron_variant		EYA3				9

		BovineHD0200036526		rs132983594		2		125,354,723		26,575		intron_variant		EYA3				9

		BovineHD0200036528		rs135039946		2		125,361,542		6,820		intron_variant		EYA3				9

		BovineHD0200036536		rs110349760		2		125,371,975		10,434		synonymous_variant		EYA3				9

		BovineHD0200036545		rs109406533		2		125,393,566		21,592		intron_variant		XKR8				9

		BovineHD0200036551		rs110087345		2		125,408,025		14,460		intron_variant		SMPDL3B				9

		BovineHD0200036554		rs110650982		2		125,417,649		9,625		intron_variant		SMPDL3B				9

		BovineHD0200036556		rs109469606		2		125,420,397		2,749		intron_variant		SMPDL3B				9

		BovineHD0200036558		rs110257827		2		125,422,080		1,684		intron_variant		SMPDL3B				9

		BovineHD0200036561		rs110956793		2		125,425,593		3,514		intron_variant		SMPDL3B				9

		BovineHD0200036564		rs110374495		2		125,428,085		2,493		intron_variant		SMPDL3B				9

		BovineHD0200036567		rs110741898		2		125,430,101		2,017		intron_variant		SMPDL3B				9

		BovineHD0200036569		rs108962705		2		125,434,119		4,019		intergenic_variant						9

		BovineHD0200036571		rs109351723		2		125,436,835		2,717		intron_variant		RPA2				9

		BovineHD0200036573		rs137835339		2		125,439,135		2,301		intron_variant		RPA2				9

		BovineHD0200036578		rs109262428		2		125,455,319		16,185		intron_variant		RPA2				9

		BovineHD0200036581		rs136055287		2		125,464,048		8,730		intron_variant		RPA2				9

		BovineHD0200036586		rs109751417		2		125,467,669		3,622		intron_variant		RPA2				9

		BovineHD0200036588		rs110750470		2		125,471,513		3,845		intergenic_variant						9

		BovineHD0200036592		rs110229697		2		125,475,508		3,996		intron_variant		THEMIS2				9

		BovineHD0200036597		rs111000968		2		125,484,245		8,738		intron_variant		THEMIS2				9

		BovineHD0200036602		rs135572598		2		125,496,500		12,256		intergenic_variant						9

		BovineHD0200036609		rs110664813		2		125,506,900		10,401		intergenic_variant						9

		BovineHD0200036616		rs110415037		2		125,519,471		12,572		intergenic_variant						9

		BovineHD0200036618		rs109895555		2		125,521,377		1,907		intergenic_variant						9

		BovineHD0200036620		rs135035243		2		125,522,946		1,570		intergenic_variant						9

		BovineHD0200036624		rs109584866		2		125,526,783		3,838		intergenic_variant						9

		BovineHD0200036632		rs109950948		2		125,536,786		10,004		intron_variant		PPP1R8				9

		BovineHD0200036649		rs133333310		2		125,601,735		64,950		intergenic_variant						9

		BovineHD0200036658		rs133892815		2		125,639,877		38,143		intergenic_variant						9

		BovineHD0200037519		rs110783003		2		128,544,006		2,904,130		intron_variant		STPG1				10

		BovineHD0200037523		rs109667095		2		128,552,012		8,007		intron_variant		STPG1				10

		BovineHD0200037525		rs136290107		2		128,556,775		4,764		intron_variant		STPG1				10

		ARS-BFGL-NGS-112511		rs109442257		2		128,564,556		7,782		intron_variant		GRHL3				10

		BovineHD0200037531		rs134435857		2		128,577,586		13,031		intron_variant		GRHL3				10

		BovineHD0200037536		rs110282169		2		128,598,460		20,875		intron_variant		GRHL3				10

		BovineHD0200037539		rs110995592		2		128,602,450		3,991		intergenic_variant						10

		BovineHD0200037541		rs108972836		2		128,604,323		1,874		intergenic_variant						10

		BovineHD0200037543		rs134929883		2		128,606,301		1,979		intergenic_variant						10

		BovineHD0200037549		rs134769949		2		128,612,246		5,946		intergenic_variant						10

		BovineHD0200037552		rs109197644		2		128,627,263		15,018		intergenic_variant						10

		BovineHD0200037567		rs109837126		2		128,678,852		51,590		intergenic_variant						10

		BovineHD0200037571		rs133201595		2		128,701,060		22,209		intergenic_variant						10

		BovineHD0200037577		rs133852043		2		128,727,937		26,878		intron_variant		IFNLR1				10

		BovineHD0200037581		rs136479814		2		128,736,296		8,360		intron_variant		IFNLR1				10

		BovineHD0200037583		rs109431476		2		128,737,386		1,091		intron_variant		IFNLR1				10

		BovineHD0200037585		rs137033004		2		128,740,590		3,205		3_prime_UTR_variant		IFNLR1				10

		BovineHD0200037589		rs109020061		2		128,751,668		11,079		intergenic_variant						10

		BovineHD0200037591		rs110778388		2		128,754,704		3,037		intron_variant		IL22RA1				10

		BovineHD0200037594		rs109416386		2		128,768,781		14,078		intron_variant		IL22RA1				10

		BovineHD0200037597		rs109994196		2		128,774,599		5,819		intron_variant		IL22RA1				10

		BovineHD0200037599		rs110754100		2		128,782,288		7,690		intergenic_variant						10

		ARS-BFGL-NGS-35163		rs110748354		2		128,792,752		10,465		intron_variant		MYOM3				10

		BovineHD0200037606		rs135977281		2		128,804,408		11,657		intron_variant		MYOM3				10

		BovineHD0200037620		rs137348628		2		128,840,717		36,310		intergenic_variant						10

		BovineHD0200037622		rs136766888		2		128,843,543		2,827		intergenic_variant						10

		BovineHD0200037624		rs109879153		2		128,847,150		3,608		intergenic_variant						10

		BovineHD0200037628		rs109579334		2		128,858,958		11,809		intergenic_variant						10

		BovineHD0200037634		rs134873313		2		128,864,579		5,622		intergenic_variant						10

		BovineHD0200037632		rs135765694		2		128,867,445		2,867		intergenic_variant						10

		BovineHD0200037630		rs109505905		2		128,871,432		3,988		intergenic_variant						10

		BovineHD0200037636		rs132791396		2		128,872,860		1,429		intergenic_variant						10

		BovineHD0200037659		rs133213503		2		128,964,628		91,769		intergenic_variant						10

		ARS-BFGL-NGS-118648		rs110625239		2		129,013,033		48,406		intron_variant		CNR2				10

		BovineHD0200037678		rs135675581		2		129,022,426		9,394		intron_variant		CNR2				10

		BovineHD0200037685		rs109975628		2		129,068,395		45,970		intron_variant		CNR2				10

		BovineHD0200037688		rs110660690		2		129,077,060		8,666		intron_variant		FUCA1				10

		BovineHD0200037695		rs134945219		2		129,095,315		18,256		intergenic_variant						10

		BovineHD0200037697		rs134379822		2		129,098,350		3,036		intron_variant		HMGCL				10

		BovineHD0200037699		rs132781983		2		129,101,237		2,888		intron_variant		HMGCL				10

		BovineHD0200037706		rs133270742		2		129,121,123		19,887		intron_variant		HMGCL				10

		BovineHD0200037703		rs134756967		2		129,131,498		10,376		intergenic_variant						10

		BovineHD0200037708		rs137784559		2		129,134,451		2,954		intergenic_variant						10

		BovineHD0200037711		rs110309009		2		129,138,396		3,946		intergenic_variant						10

		BovineHD0200037712		rs133989614		2		129,145,147		6,752		intergenic_variant						10

		BovineHD0200037715		rs135883098		2		129,148,687		3,541		intron_variant		ELOA				10

		BovineHD0200040812		rs136747746		2		129,154,800		6,114		intron_variant		ELOA				10

		BovineHD0200037722		rs109579391		2		129,180,032		25,233		intron_variant		ELOA				10

		BovineHD0200037728		rs109787318		2		129,199,960		19,929		intergenic_variant						10

		BovineHD0200037736		rs136031580		2		129,225,442		25,483		intergenic_variant						10

		BovineHD0200037739		rs109317472		2		129,234,858		9,417		intergenic_variant						10

		BovineHD0200037747		rs110739747		2		129,259,148		24,291		intergenic_variant						10

		BovineHD0200037752		rs110913564		2		129,281,269		22,122		intergenic_variant						10

		BovineHD0200037754		rs109131612		2		129,285,891		4,623		intergenic_variant						10

		BovineHD0200037760		rs110507475		2		129,307,851		21,961		intergenic_variant						10

		BovineHD0200037768		rs134030466		2		129,353,800		45,950		intergenic_variant						10

		BovineHD0200037769		rs135251313		2		129,355,456		1,657		intergenic_variant						10

		BovineHD0200037771		rs134305014		2		129,361,318		5,863		intergenic_variant						10

		ARS-BFGL-NGS-60545		rs110290327		2		129,378,042		16,725		intron_variant		ASAP3				10

		BovineHD0200037816		rs109786033		2		129,533,473		155,432		intergenic_variant						10

		BovineHD0200037826		rs137654656		2		129,576,655		43,183		intergenic_variant						10

		BovineHD0200037843		rs137150728		2		129,641,912		65,258		intron_variant		HTR1D				10

		BovineHD0200037845		rs136567944		2		129,644,972		3,061		intron_variant		HTR1D				10

		BovineHD0200037847		rs137618712		2		129,653,011		8,040		missense_variant		HTR1D		cAa/cCa		10

		BovineHD0200037850		rs109093097		2		129,670,323		17,313		intron_variant		LUZP1				10

		BovineHD0200037861		rs110438775		2		129,704,769		34,447		intron_variant		LUZP1				10

		BovineHD0200037864		rs110705494		2		129,717,101		12,333		intron_variant		LUZP1				10

		BovineHD0200037876		rs17870482		2		129,771,693		54,593		intron_variant		KDM1A				10

		BovineHD0300004009		rs110350532		3		12,221,940				intergenic_variant						11

		BovineHD0300004011		rs134961533		3		12,225,644		3,705		intergenic_variant						11

		BovineHD0300004018		rs109612875		3		12,257,843		32,200		intergenic_variant						11

		BovineHD0300004020		rs109191032		3		12,264,352		6,510		intergenic_variant						11

		BovineHD0300004023		rs110611935		3		12,267,632		3,281		intron_variant		KIRREL1				11

		BovineHD0300004025		rs110061480		3		12,269,578		1,947		intron_variant		KIRREL1				11

		BovineHD0300004027		rs110304163		3		12,271,578		2,001		intron_variant		KIRREL1				11

		BovineHD0300004029		rs109100694		3		12,275,516		3,939		synonymous_variant		KIRREL1				11

		BovineHD0300004030		rs109539897		3		12,277,214		1,699		intron_variant		KIRREL1				11

		BovineHD0300004032		rs109411943		3		12,281,962		4,749		intron_variant		KIRREL1				11

		BovineHD4100001844		rs41591411		3		12,293,824		11,863		intron_variant		KIRREL1				11

		BovineHD0300004039		rs110826943		3		12,309,128		15,305		intron_variant		KIRREL1				11

		BovineHD0300004046		rs109028814		3		12,328,392		19,265		intron_variant		KIRREL1				11

		BovineHD0300004054		rs110976026		3		12,367,347		38,956		intron_variant		KIRREL1				11

		BovineHD0300004059		rs137230081		3		12,391,160		23,814		intergenic_variant						11

		BovineHD0300004068		rs110601872		3		12,411,054		19,895		intergenic_variant						11

		ARS-BFGL-NGS-1819		rs109034792		3		12,437,857		26,804		intergenic_variant						11

		BovineHD0300004118		rs109505609		3		12,570,277		132,421		intergenic_variant						11		6

		BovineHD0300004122		rs110022674		3		12,596,253		25,977		intron_variant		FCRL1				11		6

		BovineHD0300004124		rs133544740		3		12,598,780		2,528		intron_variant		FCRL1				11		6

		BovineHD0300004126		rs110457432		3		12,601,056		2,277		intron_variant		FCRL1				11		6

		BovineHD0300004128		rs109715946		3		12,605,170		4,115		intron_variant		FCRL1				11		6

		BovineHD0300004135		rs133631786		3		12,627,278		22,109		intergenic_variant						11		6

		BovineHD0300004143		rs110698023		3		12,662,709		35,432		intron_variant		FCRL3				11		6

		BovineHD0300004147		rs134161072		3		12,669,759		7,051		intron_variant		FCRL3				11		6

		ARS-BFGL-NGS-38423		rs110643545		3		12,671,675		1,917		intron_variant		FCRL3				11		6

		BovineHD0300004167		rs134350889		3		12,754,181		82,507		intron_variant		FCRL4				11		6

		BovineHD0300004171		rs109233642		3		12,768,652		14,472		intron_variant		FCRL4				11		6

		BovineHD0300004176		rs109713854		3		12,781,364		12,713		intergenic_variant						11		6

		Hapmap59741-rs29016987		rs29016987		3		12,784,219		2,856		intergenic_variant						11		6

		BovineHD0300004197		rs137265785		3		12,870,717		86,499		intergenic_variant						11		6

		BovineHD0300004202		rs111001867		3		12,884,420		13,704		intergenic_variant						11		6

		BovineHD0300004205		rs135038468		3		12,887,810		3,391		intergenic_variant						11		6

		BovineHD0300004207		rs133868159		3		12,889,187		1,378		intergenic_variant						11		6

		BovineHD0300004210		rs109028462		3		12,901,257		12,071		intergenic_variant						11		6

		BovineHD0300004213		rs109520639		3		12,912,956		11,700		intergenic_variant						11		6

		BovineHD0300004216		NA		3		12,928,495		15,540								11		6

		BovineHD0300004217		rs110397390		3		12,930,188		1,694		intergenic_variant						11		6

		BovineHD0300004220		rs136164043		3		12,932,499		2,312		intergenic_variant						11		6

		BovineHD0300004222		rs110380368		3		12,936,637		4,139		intergenic_variant						11		6

		BovineHD0300004226		rs110104923		3		12,941,655		5,019		intergenic_variant						11		6

		BovineHD0300004228		rs134045207		3		12,945,790		4,136		intergenic_variant						11		6

		BovineHD0300004231		rs110865847		3		12,955,040		9,251		intergenic_variant						11		6

		BovineHD0300004233		rs137460046		3		12,958,016		2,977		intergenic_variant						11		6

		BovineHD0300004236		rs135940350		3		12,961,242		3,227		intergenic_variant						11		6

		BovineHD0300004239		rs110618396		3		12,985,456		24,215		intergenic_variant						11		6

		BovineHD4100001848		rs41610864		3		13,009,804		24,349		intergenic_variant						11		6

		BovineHD0300004245		rs111031416		3		13,033,768		23,965		intergenic_variant						11		6

		BovineHD0300004250		rs133773031		3		13,045,850		12,083		intergenic_variant						11		6

		BovineHD0300004252		rs109055170		3		13,049,032		3,183		intergenic_variant						11		6

		BovineHD0300004256		rs133014529		3		13,064,059		15,028		intergenic_variant						11		6

		BovineHD0300004262		rs135947386		3		13,109,584		45,526		intergenic_variant						11		6

		BovineHD0300004265		rs137576985		3		13,119,091		9,508		intergenic_variant						11		6

		BovineHD0300004268		rs136473073		3		13,132,274		13,184		intergenic_variant						11		6

		BovineHD0300004270		rs109869647		3		13,159,887		27,614		intergenic_variant						11		6

		BovineHD0300004273		rs109195256		3		13,162,972		3,086		intergenic_variant						11		6

		BovineHD4100001852		rs29027542		3		13,176,554		13,583		intergenic_variant						11		6

		BovineHD0300004282		rs137174293		3		13,182,752		6,199		intergenic_variant						11		6

		BovineHD0300004290		rs133188344		3		13,215,818		33,067		intergenic_variant						11		6

		BovineHD0300004293		rs133723320		3		13,226,321		10,504		intergenic_variant						11		6

		BovineHD0300004296		rs109171057		3		13,240,978		14,658		intergenic_variant						11		6

		BovineHD0300004316		rs133639666		3		13,288,273		47,296		intergenic_variant						11		6

		BovineHD0300004320		rs135641168		3		13,293,448		5,176		intergenic_variant						11		6

		BovineHD0300004325		rs136605422		3		13,310,374		16,927		intergenic_variant						11		6

		BovineHD0300004338		rs133061294		3		13,369,401		59,028		intergenic_variant						11		6

		BovineHD0300004349		rs133831527		3		13,384,242		14,842		intergenic_variant						11		6

		BovineHD0300004352		rs136936208		3		13,394,363		10,122		intergenic_variant						11		6

		BovineHD0300004356		rs135501444		3		13,399,818		5,456		intergenic_variant						11		6

		BovineHD0300004358		rs134090543		3		13,402,929		3,112		intergenic_variant						11		6

		BovineHD0300004360		rs133463379		3		13,410,460		7,532		intergenic_variant						11		6

		BovineHD0300004364		rs135411224		3		13,422,796		12,337		intergenic_variant						11		6

		BovineHD0300004366		rs110502493		3		13,426,236		3,441		intergenic_variant						11		6

		BovineHD0500015405		rs41591530		3		13,480,211		53,976		intergenic_variant						11		6

		BovineHD0300004373		rs110784369		3		13,499,555		19,345		intergenic_variant						11		6

		BovineHD0300004377		rs108957436		3		13,504,672		5,118		intergenic_variant						11		6

		BovineHD0300004381		rs136555690		3		13,509,813		5,142		intergenic_variant						11		6

		BovineHD0300004383		rs137625551		3		13,512,012		2,200		intergenic_variant						11		6

		BovineHD0300004386		rs136366824		3		13,515,387		3,376		intergenic_variant						11		6

		BovineHD0300004389		rs109418925		3		13,519,632		4,246		intergenic_variant						11		6

		BovineHD0300004396		rs136151390		3		13,575,586		55,955		intergenic_variant						11		6

		BovineHD0300004398		rs137447170		3		13,578,807		3,222		intergenic_variant						11		6

		BovineHD0300004403		rs110149389		3		13,584,655		5,849		intergenic_variant						11		6

		BovineHD0300004405		rs136168570		3		13,588,704		4,050		intergenic_variant						11		6

		BovineHD0300004407		rs134356751		3		13,591,280		2,577		intergenic_variant						11		6

		BovineHD0300004410		rs133328137		3		13,596,878		5,599		intergenic_variant						11		6

		BovineHD0300004412		rs135713965		3		13,600,301		3,424		intergenic_variant						11		6

		BovineHD4100001853		rs136500094		3		13,606,552		6,252		intergenic_variant						11		6

		BovineHD0300004416		rs136891332		3		13,608,149		1,598		intergenic_variant						11		6

		BovineHD0300004418		rs109790795		3		13,609,842		1,694		intergenic_variant						11		6

		BovineHD0300004420		rs109180846		3		13,611,218		1,377		intergenic_variant						11		6

		BovineHD0300004424		rs110910418		3		13,616,108		4,891		intergenic_variant						11		6

		BovineHD0300004429		rs109298394		3		13,619,650		3,543		intergenic_variant						11		6

		BovineHD0300004432		rs110900262		3		13,622,672		3,023		intergenic_variant						11		6

		BovineHD0300004433		rs110840298		3		13,624,757		2,086		intergenic_variant						11		6

		BovineHD0300004435		rs110075143		3		13,629,470		4,714		intergenic_variant						11		6

		BovineHD0300004436		rs109098351		3		13,652,401		22,932		intergenic_variant						11		6

		BovineHD0300004438		rs110963318		3		13,658,165		5,765		intergenic_variant						11		6

		BovineHD0300004442		rs135949924		3		13,665,109		6,945		intergenic_variant						11		6

		BovineHD0300004444		rs133794748		3		13,671,061		5,953		intergenic_variant						11		6

		BovineHD0300004449		rs132798263		3		13,681,907		10,847		intergenic_variant						11		6

		BovineHD0300004451		rs135911540		3		13,684,352		2,446		intergenic_variant						11		6

		BovineHD0300004453		rs110730818		3		13,687,531		3,180		intergenic_variant						11		6

		BovineHD0300004455		rs133149937		3		13,695,034		7,504		intergenic_variant						11		6

		BovineHD0300004459		rs109876305		3		13,699,449		4,416		intergenic_variant						11		6

		BovineHD0300004463		rs110771084		3		13,703,468		4,020		intergenic_variant						11		6

		BovineHD0300004469		rs132658117		3		13,718,722		15,255		intergenic_variant						11		6

		BovineHD0300004471		rs135756355		3		13,721,029		2,308		intergenic_variant						11		6

		BovineHD0300004486		rs110643674		3		13,764,631		43,603		intergenic_variant						11		6

		BovineHD0300004489		rs109901613		3		13,780,272		15,642		intergenic_variant						11		6

		BovineHD0300004505		rs137333055		3		13,867,404		87,133		intron_variant		ARHGEF11				11		6

		BovineHD0300004513		rs110002586		3		13,882,083		14,680		intron_variant		ARHGEF11				11		6

		BovineHD4100001855		rs29025202		3		13,901,174		19,092		intron_variant		ARHGEF11				11		6

		BovineHD0300004526		rs110886985		3		13,913,387		12,214		intron_variant		ARHGEF11				11		6

		BovineHD0300004535		rs136953577		3		13,943,789		30,403		intron_variant		PEAR1				11		6

		BovineHD0300004537		rs109318794		3		13,944,997		1,209		intron_variant		PEAR1				11		6

		BovineHD0300004539		rs109820176		3		13,953,675		8,679		intron_variant		PEAR1				11		6

		BovineHD0300004541		rs110502809		3		13,955,341		1,667		intron_variant		PEAR1				11		6

		BovineHD0300004542		rs109908276		3		13,958,688		3,348		intron_variant		PEAR1				11		6

		BovineHD0300004546		rs136730703		3		13,969,764		11,077		intergenic_variant						11		6

		BovineHD0300004548		rs110065944		3		13,973,650		3,887		intron_variant		NTRK1				11		6

		BovineHD0300004552		rs133908087		3		13,994,168		20,519		intron_variant		NTRK1				11		6

		BovineHD0300004555		rs110773154		3		13,997,525		3,358		intron_variant		NTRK1				11		6

		BovineHD0300004560		rs135023397		3		14,017,028		19,504		intergenic_variant						11		6

		BovineHD0300004565		rs109624927		3		14,046,803		29,776		intron_variant		PRCC				11		6

		BovineHD0300004568		rs110375997		3		14,060,160		13,358		intron_variant		PRCC				11		6

		BovineHD0300004595		rs111015096		3		14,152,379		92,220		intergenic_variant						11		6

		BovineHD0300004600		rs109810055		3		14,168,746		16,368		intron_variant		NES				11		6

		BovineHD0300004602		rs132649452		3		14,174,264		5,519		intergenic_variant						11		6

		BovineHD0300004608		rs110059349		3		14,190,553		16,290		intron_variant		BCAN				11		6

		BovineHD0300004611		rs110384597		3		14,199,853		9,301		intergenic_variant						11		6

		BovineHD0300004613		rs110311797		3		14,212,530		12,678		intron_variant		HAPLN2				11		6

		BovineHD0300004616		rs137237672		3		14,220,549		8,020		intergenic_variant						11		6

		BovineHD0300004618		rs136841085		3		14,224,418		3,870		intergenic_variant						11		6

		BovineHD0300004620		rs109169132		3		14,228,014		3,597		intergenic_variant						11		6

		BovineHD0300004623		rs109750935		3		14,230,671		2,658		intergenic_variant						11		6

		BovineHD0300004625		rs133784790		3		14,233,203		2,533		intron_variant		GPATCH4				11		6

		BovineHD0300004628		rs132654115		3		14,235,500		2,298		intron_variant		GPATCH4				11		6

		BovineHD0300004630		rs110515517		3		14,236,587		1,088		intron_variant		GPATCH4				11		6

		BovineHD0300004632		rs110885782		3		14,238,160		1,574		intron_variant		GPATCH4				11		6

		BovineHD0300004634		rs133388741		3		14,240,235		2,076		missense_variant		GPATCH4		gAa/gGa		11		6

		BovineHD0300004637		rs110126271		3		14,244,167		3,933		intergenic_variant						11		6

		BovineHD0300004639		rs110977417		3		14,246,084		1,918		intergenic_variant						11		6

		BovineHD0300004641		rs110130155		3		14,247,902		1,819		intron_variant		TTC24				11		6

		BovineHD0300004643		rs110428735		3		14,249,414		1,513		intron_variant		TTC24				11		6

		BovineHD0300004645		rs109370560		3		14,253,571		4,158		intron_variant		TTC24				11		6

		BovineHD0300004649		rs134199588		3		14,267,622		14,052		intron_variant		IQGAP3				11		6

		BovineHD0300004655		rs110454624		3		14,278,790		11,169		intron_variant		IQGAP3				11		6

		BovineHD0300004660		rs109487434		3		14,295,549		16,760		intron_variant		IQGAP3				11		6

		BovineHD0300004663		rs137351611		3		14,302,111		6,563		intergenic_variant						11		6

		BovineHD0300004666		rs134539043		3		14,319,541		17,431		intergenic_variant						11		6

		BovineHD0300004667		rs135733622		3		14,326,300		6,760		intron_variant		MEF2D				11		6

		BovineHD0300004675		rs134607727		3		14,351,820		25,521		intron_variant		MEF2D				11		6

		BovineHD0300004682		rs134567926		3		14,378,475		26,656		intergenic_variant						11		6

		BovineHD0300004688		rs135850114		3		14,407,380		28,906		intergenic_variant						11		6

		BovineHD0300004690		rs134868156		3		14,413,856		6,477		intergenic_variant						11		6

		BovineHD0300004694		rs136552514		3		14,426,189		12,334		intergenic_variant						11		6

		BovineHD0300004697		rs109216257		3		14,438,793		12,605		intergenic_variant						11		6

		BovineHD0300004701		rs109990043		3		14,448,239		9,447		intron_variant		RHBG				11		6

		BovineHD0300004705		rs109254191		3		14,454,502		6,264		intergenic_variant						11		6

		BovineHD0300004709		rs137844097		3		14,465,307		10,806		intergenic_variant						11		6

		BovineHD0300015479		rs135973648		3		50,979,540		36,514,234		intergenic_variant						12

		BovineHD0300015491		rs109005481		3		51,046,489		66,950		intron_variant		RPAP2				12

		BovineHD0300015501		rs133902405		3		51,067,940		21,452		intron_variant		RPAP2				12

		BovineHD0300015506		rs135306104		3		51,080,784		12,845		intron_variant		RPAP2				12

		BovineHD0300015508		rs110561473		3		51,085,271		4,488		intron_variant		RPAP2				12

		BovineHD0300015509		rs110049407		3		51,086,565		1,295		intron_variant		RPAP2				12

		BovineHD0300015510		rs133482310		3		51,089,739		3,175		intron_variant		RPAP2				12

		BovineHD0300015514		rs137282446		3		51,103,165		13,427		intron_variant		RPAP3				12

		BovineHD0300015516		rs133289571		3		51,105,322		2,158		intron_variant		RPAP4				12

		BovineHD0300015523		rs109525309		3		51,136,188		30,867		intron_variant		RPAP5				12

		BovineHD0300015527		rs109278962		3		51,149,093		12,906		intron_variant		RPAP6				12

		BovineHD0300015531		rs134199875		3		51,163,763		14,671		intron_variant		RPAP7				12

		BovineHD0300015547		rs109270480		3		51,237,828		74,066		intron_variant		BTBD8				12

		BovineHD0300015549		rs109707367		3		51,246,591		8,764		intron_variant		BTBD8				12

		BovineHD0300015553		rs110979748		3		51,268,824		22,234		intron_variant		BTBD8				12

		BovineHD0300015556		rs133542655		3		51,290,285		21,462		intron_variant		BTBD8				12

		BovineHD0300015561		rs110037613		3		51,308,708		18,424		intron_variant		BTBD8				12

		BovineHD0300015563		rs110383162		3		51,309,999		1,292		intron_variant		BTBD8				12

		BovineHD0300015568		rs109786500		3		51,316,409		6,411		intron_variant		BTBD8				12

		BovineHD0300015571		rs110798884		3		51,322,596		6,188		intergenic_variant						12

		BovineHD0300015575		rs110545663		3		51,334,123		11,528		intergenic_variant						12

		BovineHD0300015577		rs110777983		3		51,335,619		1,497		intron_variant		EPHX4				12

		BovineHD0300015579		rs109817392		3		51,337,414		1,796		intron_variant		EPHX4				12

		BovineHD0300015582		rs135970164		3		51,347,489		10,076		intron_variant		EPHX4				12

		BovineHD0300015596		rs109389068		3		51,391,373		43,885		intron_variant		BRDT				12

		BovineHD0300015598		rs134724348		3		51,400,677		9,305		intron_variant		BRDT				12

		BovineHD0300015601		rs135128790		3		51,413,616		12,940		intergenic_variant						12

		BovineHD0300015604		rs110200857		3		51,423,064		9,449		intergenic_variant						12

		BovineHD0300015610		rs110881069		3		51,450,352		27,289		intergenic_variant						12

		BovineHD0300015612		rs110028624		3		51,455,020		4,669		intergenic_variant						12

		BovineHD0300015614		rs132742527		3		51,462,395		7,376		intergenic_variant						12

		BovineHD0300015617		rs135788271		3		51,469,413		7,019		intergenic_variant						12

		BovineHD0300015626		rs110883673		3		51,507,263		37,851		intron_variant		TGFBR3				12

		BovineHD0300015631		rs109039508		3		51,530,754		23,492		intron_variant		TGFBR3				12

		BovineHD0300015681		rs135555435		3		51,700,414		169,661		intron_variant		TGFBR3				12

		BovineHD0300015686		rs133252036		3		51,725,138		24,725		intergenic_variant						12

		BovineHD0300015692		rs134102496		3		51,740,729		15,592		intergenic_variant						12

		ARS-BFGL-NGS-85284		rs110926865		3		51,755,409		14,681		intergenic_variant						12

		BovineHD0300015701		rs134967398		3		51,767,127		11,719		intergenic_variant						12

		BovineHD0300015703		rs134230436		3		51,773,374		6,248		intergenic_variant						12

		BovineHD0300015706		rs134213784		3		51,779,683		6,310		intergenic_variant						12

		BovineHD0300015709		rs133720784		3		51,786,716		7,034		intergenic_variant						12

		BovineHD0300015711		rs136113542		3		51,793,053		6,338		intergenic_variant						12

		BovineHD0300015713		rs135212707		3		51,795,031		1,979		intergenic_variant						12

		BovineHD0300015714		rs109149373		3		51,799,456		4,426		intergenic_variant						12

		BovineHD0300015719		rs133815633		3		51,812,341		12,886		intergenic_variant						12

		ARS-BFGL-NGS-35164		rs110998192		3		51,841,394		29,054		intergenic_variant						12

		BovineHD0300015738		rs109317776		3		51,915,567		74,174		intergenic_variant						12

		BovineHD0300015749		rs133141466		3		51,979,254		63,688		intergenic_variant						12

		BovineHD0300015756		rs133154368		3		52,024,135		44,882		intron_variant		HFM1				12

		ARS-BFGL-NGS-112017		rs109357051		3		52,084,666		60,532		intron_variant		HFM1				12

		BovineHD0300015771		rs108955261		3		52,109,499		24,834		intergenic_variant						12

		BovineHD0300015773		rs109528626		3		52,117,571		8,073		intergenic_variant						12

		BovineHD0300015775		rs111002500		3		52,124,033		6,463		intergenic_variant						12

		BovineHD0300015777		rs134710121		3		52,127,367		3,335		intergenic_variant						12

		BovineHD0300015780		rs133227985		3		52,130,912		3,546		intergenic_variant						12

		BovineHD0300015783		rs109563223		3		52,134,194		3,283		intergenic_variant						12

		BovineHD0300015785		rs110977477		3		52,138,359		4,166		intergenic_variant						12

		ARS-BFGL-NGS-111399		rs110181484		3		52,142,387		4,029		intergenic_variant						12

		BovineHD0300015798		rs136806117		3		52,174,844		32,458		intergenic_variant						12

		BovineHD0300015802		rs109704800		3		52,188,315		13,472		intergenic_variant						12

		BovineHD0300015804		rs110148802		3		52,193,618		5,304		intergenic_variant						12

		BovineHD0300015806		rs136080236		3		52,196,458		2,841		intergenic_variant						12

		BovineHD0300015809		rs110130562		3		52,206,985		10,528		intergenic_variant						12

		BovineHD0300015816		rs110497524		3		52,229,831		22,847		intergenic_variant						12

		BovineHD0300015818		rs109745987		3		52,232,658		2,828		intergenic_variant						12

		BovineHD0300015823		rs109297018		3		52,253,734		21,077		intergenic_variant						12

		BovineHD0300015825		rs134757746		3		52,257,274		3,541		intergenic_variant						12

		BovineHD0300015837		rs134843187		3		52,276,822		19,549		intergenic_variant						12

		BovineHD0300015839		rs109282739		3		52,279,678		2,857		intergenic_variant						12

		BovineHD0300015842		rs133142078		3		52,285,839		6,162		intron_variant		ZNF644				12

		BovineHD0300015846		rs110923750		3		52,303,595		17,757		intron_variant		ZNF644				12

		BovineHD0300015855		rs110395742		3		52,339,767		36,173		intron_variant		ZNF644				12

		BovineHD0300015859		rs110872948		3		52,356,459		16,693		intergenic_variant						12

		BovineHD0300015867		rs110271571		3		52,388,172		31,714		intergenic_variant						12

		BovineHD0300015870		rs110279811		3		52,397,891		9,720		intergenic_variant						12

		BovineHD0300015880		rs109899219		3		52,420,811		22,921		intergenic_variant						12

		BovineHD0300015886		rs110450733		3		52,430,556		9,746		intergenic_variant						12

		BovineHD4100002115		rs41596196		3		52,466,227		35,672		intergenic_variant						12

		BovineHD0300015899		rs109693806		3		52,482,728		16,502		intergenic_variant						12

		BovineHD0300015903		rs137173319		3		52,493,810		11,083		intergenic_variant						12

		BovineHD0300015908		rs109334864		3		52,513,206		19,397		intergenic_variant						12

		BovineHD0300015917		rs136129442		3		52,556,175		42,970		intergenic_variant						12

		BovineHD0300015930		rs134330818		3		52,623,688		67,514		intergenic_variant						12

		BovineHD0300015934		rs135835809		3		52,633,827		10,140		intergenic_variant						12

		BovineHD0300015938		rs136946116		3		52,650,024		16,198		intergenic_variant						12

		BovineHD0300015948		rs132751103		3		52,668,617		18,594		intergenic_variant						12

		BovineHD0300015954		rs110734866		3		52,682,573		13,957		intergenic_variant						12

		BovineHD0300015952		rs134370904		3		52,686,300		3,728		intergenic_variant						12

		BovineHD0300015959		rs136436579		3		52,692,946		6,647		intergenic_variant						12

		BovineHD0300015961		rs135353295		3		52,695,790		2,845		intergenic_variant						12

		BovineHD0300015965		rs136697947		3		52,708,225		12,436		intergenic_variant						12

		BovineHD0300015969		rs134248708		3		52,726,985		18,761		intergenic_variant						12

		BovineHD0300015973		rs135792379		3		52,744,021		17,037		intergenic_variant						12

		BovineHD0300015980		rs133672156		3		52,765,299		21,279		intergenic_variant						12

		BovineHD0300015983		rs109238860		3		52,775,804		10,506		intergenic_variant						12

		BovineHD0300015991		rs110901462		3		52,808,856		33,053		intergenic_variant						12

		BovineHD0400003721		rs135798710		4		12,643,065				intergenic_variant						13		7

		BovineHD0400003729		rs136056657		4		12,670,162		27,098		intron_variant		PON2				13		7

		BovineHD0400003733		rs133412459		4		12,695,775		25,614		intergenic_variant						13		7

		BovineHD0400003736		rs133277590		4		12,702,349		6,575		intergenic_variant						13		7

		BovineHD0400003744		rs133870945		4		12,723,895		21,547		intergenic_variant						13		7

		BovineHD0400003746		rs108973982		4		12,729,693		5,799		intergenic_variant						13		7

		BovineHD0400003749		rs133065316		4		12,739,008		9,316		intergenic_variant						13		7

		BovineHD0400003752		rs110192577		4		12,750,079		11,072		intergenic_variant						13		7

		BovineHD0400003758		rs109208874		4		12,758,815		8,737		intron_variant		ASB4				13		7

		BovineHD0400003760		rs135583305		4		12,761,045		2,231		intron_variant		ASB4				13		7

		BovineHD0400003763		rs110112123		4		12,767,406		6,362		intron_variant		ASB4				13		7

		BovineHD0400003766		rs137756325		4		12,776,524		9,119		intron_variant		ASB4				13		7

		BovineHD0400003770		rs132637380		4		12,782,642		6,119		intron_variant		ASB4				13		7

		Hapmap31185-BTA-159806		rs109908555		4		12,783,996		1,355		intron_variant		ASB4				13		7

		BovineHD0400003773		rs132985687		4		12,788,122		4,127		intron_variant		ASB4				13		7

		BovineHD0400003780		rs109982448		4		12,807,214		19,093		intron_variant		ASB4				13		7

		BovineHD0400003782		rs109811305		4		12,810,703		3,490		intron_variant		ASB4				13		7

		BovineHD0400003785		rs110228754		4		12,816,313		5,611		intron_variant		ASB4				13		7

		BovineHD0400003789		rs110475268		4		12,829,590		13,278		intron_variant		ASB4				13		7

		BovineHD0400003794		rs109278518		4		12,846,555		16,966		intergenic_variant						13		7

		Hapmap43433-BTA-100837		rs41612688		4		12,860,940		14,386		intergenic_variant						13		7

		BovineHD0400003800		rs109603042		4		12,883,103		22,164		intron_variant		PDK4				13		7

		BovineHD0400003804		rs111018086		4		12,897,385		14,283		intergenic_variant						13		7

		BovineHD0400003806		rs109156465		4		12,903,463		6,079		intergenic_variant						13		7

		BovineHD0400003810		rs108940640		4		12,914,409		10,947		intergenic_variant						13		7

		BovineHD0400003834		rs109429528		4		13,014,977		100,569		intergenic_variant						13		7

		BovineHD0400003844		rs137119502		4		13,063,369		48,393		intron_variant		DYNC1I1				13		7

		BovineHD0400003846		rs132729765		4		13,066,175		2,807		intron_variant		DYNC1I1				13		7

		BovineHD0400003854		rs109005171		4		13,083,132		16,958		intron_variant		DYNC1I1				13		7

		BovineHD0400003859		rs136438669		4		13,091,809		8,678		intron_variant		DYNC1I1				13		7

		BovineHD0400003861		rs135297428		4		13,096,607		4,799		intron_variant		DYNC1I1				13		7

		BovineHD0400003863		rs110994863		4		13,101,873		5,267		intron_variant		DYNC1I1				13		7

		BovineHD0400003866		rs134359407		4		13,107,560		5,688		intron_variant		DYNC1I1				13		7

		BovineHD0400003868		rs109951163		4		13,115,530		7,971		intron_variant		DYNC1I1				13		7

		BovineHD0400003878		rs133505539		4		13,150,041		34,512		intron_variant		DYNC1I1				13		7

		Hapmap50844-BTA-100855		rs41569333		4		13,203,145		53,105		intron_variant		DYNC1I1				13		7

		BovineHD0400003904		rs134195701		4		13,242,231		39,087		intron_variant		DYNC1I1				13		7

		BovineHD0400003906		rs132941174		4		13,244,897		2,667		intron_variant		DYNC1I1				13		7

		BovineHD0400003909		rs133331738		4		13,251,854		6,958		intron_variant		DYNC1I1				13		7

		Hapmap40647-BTA-110965		rs41575187		4		13,352,573		100,720		intron_variant		DYNC1I1				13		7

		BovineHD0400003942		rs134594682		4		13,367,257		14,685		intron_variant		DYNC1I1				13		7

		BovineHD0400003949		rs110251672		4		13,390,881		23,625		intron_variant		DYNC1I1				13		7

		BovineHD0400003957		rs110238146		4		13,401,428		10,548		intron_variant		DYNC1I1				13		7

		BovineHD0400003961		rs109399220		4		13,408,492		7,065		intron_variant		DYNC1I1				13		7

		BovineHD0400003967		rs109714681		4		13,420,788		12,297		intron_variant		DYNC1I1				13		7

		BovineHD0400003977		rs110506752		4		13,462,303		41,516		intergenic_variant						13		7

		BovineHD0400003989		rs110671431		4		13,498,406		36,104		intron_variant		SLC25A13				13		7

		BovineHD0400003990		rs109078115		4		13,502,719		4,314		intron_variant		SLC25A13				13		7

		BovineHD0400003996		rs109251255		4		13,519,430		16,712		intron_variant		SLC25A13				13		7

		BovineHD0400004000		rs110071473		4		13,533,216		13,787		intron_variant		SLC25A13				13		7

		BovineHD0400004004		rs110569204		4		13,540,844		7,629		intron_variant		SLC25A13				13		7

		BovineHD0400004012		rs135363491		4		13,558,009		17,166		intron_variant		SLC25A13				13		7

		BovineHD0400004017		rs137835627		4		13,571,777		13,769		intron_variant		SLC25A13				13		7

		BovineHD0400004019		rs134964912		4		13,573,679		1,903		intron_variant		SLC25A13				13		7

		BovineHD0400004023		rs133754536		4		13,580,609		6,931		intron_variant		SLC25A13				13		7

		BovineHD0400004025		rs132736250		4		13,588,636		8,028		intron_variant		SLC25A13				13		7

		BovineHD0400004029		rs134838648		4		13,591,826		3,191		intron_variant		SLC25A13				13		7

		BovineHD0400004031		rs133325931		4		13,593,548		1,723		intron_variant		SLC25A13				13		7

		BovineHD0400004033		rs136374793		4		13,595,281		1,734		intron_variant		SLC25A13				13		7

		BovineHD0400004037		rs136085349		4		13,610,352		15,072		intron_variant		SLC25A13				13		7

		BovineHD0400004039		rs109318834		4		13,616,590		6,239		intron_variant		SLC25A13				13		7

		BovineHD0400004041		rs109904987		4		13,624,006		7,417		intron_variant		SLC25A13				13		7

		BovineHD0400004044		rs109930371		4		13,633,520		9,515		intron_variant		SLC25A13				13		7

		BovineHD0400004046		rs110816147		4		13,638,919		5,400		intron_variant		SLC25A13				13		7

		BovineHD0400004048		rs134646431		4		13,640,789		1,871		intron_variant		SLC25A13				13		7

		BovineHD0400004052		rs134586395		4		13,648,736		7,948		intron_variant		SLC25A13				13		7

		BovineHD0400004055		rs110918131		4		13,660,641		11,906		intron_variant		SLC25A13				13		7

		BovineHD0400004058		rs133347872		4		13,668,152		7,512		intron_variant		SLC25A13				13		7

		BovineHD0400004060		rs136136506		4		13,671,900		3,749		intron_variant		SLC25A13				13		7

		BovineHD0400004062		rs134476887		4		13,678,698		6,799		intron_variant		SLC25A13				13		7

		BovineHD0400004064		rs110349853		4		13,681,111		2,414		intron_variant		SLC25A13				13		7

		BovineHD0400004066		rs110155154		4		13,684,124		3,014		intron_variant		SLC25A13				13		7

		BovineHD0400004068		rs110358793		4		13,687,002		2,879		intron_variant		SLC25A13				13		7

		BovineHD0400004070		rs134270007		4		13,696,235		9,234		intergenic_variant						13		7

		BovineHD0400004076		rs134161193		4		13,724,944		28,710		intergenic_variant						13		7

		BovineHD0400004082		rs133342902		4		13,736,736		11,793		intergenic_variant						13		7

		BovineHD0400004094		rs109541273		4		13,793,791		57,056		intergenic_variant						13		7

		BovineHD0400004096		rs110124877		4		13,797,038		3,248		intergenic_variant						13		7

		BovineHD0400004101		rs109235187		4		13,817,107		20,070		intergenic_variant						13		7

		BovineHD0400004103		rs136247154		4		13,827,398		10,292		intergenic_variant						13		7

		BovineHD0400004106		rs136423646		4		13,845,627		18,230		intergenic_variant						13		7

		BovineHD0400004108		rs137309947		4		13,856,420		10,794		intergenic_variant						13		7

		BovineHD0400004114		rs133747586		4		13,893,495		37,076		intergenic_variant						13		7

		BovineHD0400004125		rs134768924		4		13,958,546		65,052		intergenic_variant						13		7

		BovineHD0400004128		rs136732352		4		13,973,452		14,907		intergenic_variant						13		7

		BovineHD0400035358		rs135597855		4		13,987,738		14,287		intergenic_variant						13		7

		BovineHD0400004134		rs110281695		4		13,995,771		8,034		intergenic_variant						13		7

		BovineHD0400004137		rs109258996		4		14,002,326		6,556		intergenic_variant						13		7

		BovineHD0400004140		rs134346543		4		14,014,441		12,116		intergenic_variant						13		7

		BovineHD0400004143		rs109741514		4		14,035,164		20,724		intergenic_variant						13		7

		BovineHD0400004148		rs136787395		4		14,061,507		26,344		intron_variant		SEM1				13		7

		BovineHD0400004154		rs137739006		4		14,078,725		17,219		intron_variant		SEM1				13		7

		BovineHD0400004156		rs137362460		4		14,089,785		11,061		intergenic_variant						13		7

		BovineHD0400004160		rs135862757		4		14,103,975		14,191		intergenic_variant						13		7

		BovineHD0400004163		rs109195522		4		14,111,903		7,929		intergenic_variant						13		7

		BovineHD0400004166		rs109263184		4		14,116,236		4,334		intergenic_variant						13		7

		BovineHD0400004168		rs110126186		4		14,126,226		9,991		intergenic_variant						13		7

		BovineHD0400004171		rs110143582		4		14,130,596		4,371		intergenic_variant						13		7

		BovineHD0400004173		rs134804203		4		14,133,858		3,263		intergenic_variant						13		7

		BovineHD0400004175		rs136784512		4		14,138,973		5,116		intergenic_variant						13		7

		BovineHD0400004177		rs110419814		4		14,140,770		1,798		intergenic_variant						13		7

		BovineHD0400004182		rs137522882		4		14,157,461		16,692		intergenic_variant						13		7

		BovineHD0400004188		rs110468445		4		14,185,737		28,277		intergenic_variant						13		7

		BovineHD0400004192		rs137676323		4		14,201,402		15,666		intergenic_variant						13		7

		BovineHD0400004199		rs135353083		4		14,236,613		35,212		intergenic_variant						13

		BovineHD0400004203		rs137832495		4		14,254,549		17,937		intergenic_variant						13

		BovineHD0400004205		rs137371775		4		14,263,815		9,267		intergenic_variant						13

		BovineHD0400004207		rs133875174		4		14,267,806		3,992		intergenic_variant						13

		BovineHD0400004211		rs135071044		4		14,276,470		8,665		intergenic_variant						13

		ARS-BFGL-NGS-74427		rs109759810		4		14,277,959		1,490		intergenic_variant						13

		BovineHD0400004219		rs133259695		4		14,313,935		35,977		intergenic_variant						13

		BovineHD0400004221		rs136080167		4		14,321,298		7,364		intergenic_variant						13

		BovineHD0400035870		rs134946822		4		14,339,564		18,267		intergenic_variant						13

		BovineHD0400004227		rs109359001		4		14,352,851		13,288		intergenic_variant						13

		BovineHD0400004229		rs110217740		4		14,358,689		5,839		intergenic_variant						13

		BovineHD0400004233		rs136031379		4		14,374,527		15,839		intergenic_variant						13

		BovineHD0400012367		rs42454656		4		44,835,312		30,460,786		intron_variant		RELN				14		9

		BovineHD0400012371		rs110549293		4		44,855,123		19,812		intron_variant		RELN				14		9

		ARS-BFGL-NGS-11339		rs109569524		4		44,863,584		8,462		intron_variant		RELN				14		9

		BovineHD0400012377		rs42454631		4		44,879,665		16,082		intron_variant		RELN				14		9

		BovineHD0400012382		rs42453924		4		44,904,768		25,104		intron_variant		RELN				14		9

		BovineHD0400012396		rs132634630		4		44,975,212		70,445		intron_variant		RELN				14		9

		BovineHD0400012415		rs134003278		4		45,090,033		114,822		intron_variant		RELN				14		9

		BovineHD0400012417		rs133058568		4		45,099,562		9,530		intron_variant		RELN				14		9

		ARS-BFGL-NGS-29867		rs110172941		4		45,161,683		62,122		intron_variant		RELN				14		9

		BovineHD0400012439		rs42802793		4		45,205,898		44,216		intron_variant		RELN				14		9

		BovineHD0400012444		rs109414861		4		45,233,534		27,637		intergenic_variant						14		9

		ARS-BFGL-NGS-90711		rs110801866		4		45,313,027		79,494		intergenic_variant						14		9

		BovineHD0400012466		rs110302453		4		45,334,461		21,435		intron_variant		ORC5				14		9

		BovineHD0400012469		rs134567892		4		45,355,992		21,532		intron_variant		ORC5				14		9

		BovineHD0400012472		rs42685977		4		45,368,911		12,920		intron_variant		ORC5				14		9

		BovineHD0400012474		rs109896943		4		45,375,936		7,026		intron_variant		ORC5				14		9

		BovineHD0400012477		rs42685962		4		45,383,439		7,504		intron_variant		ORC5				14		9

		BTB-01562667		rs42685998		4		45,400,553		17,115		intron_variant		ORC5				14		9

		BovineHD0400012482		rs42686011		4		45,407,842		7,290		intron_variant		ORC5				14		9

		BovineHD0400012486		rs42686027		4		45,421,947		14,106		intergenic_variant						14		9

		BovineHD0400012488		rs42686936		4		45,431,453		9,507		intergenic_variant						14		9

		BovineHD0400012491		rs42686958		4		45,442,459		11,007		intergenic_variant						14		9

		BovineHD0400012493		rs133263381		4		45,448,862		6,404		intergenic_variant						14		9

		BovineHD0400012499		rs43073403		4		45,480,987		32,126		intergenic_variant						14		9

		BovineHD0400012501		rs43073408		4		45,484,166		3,180		intergenic_variant						14		9

		BovineHD0400012506		rs42621343		4		45,501,584		17,419		intergenic_variant						14		9

		BovineHD0400012510		rs42620390		4		45,519,414		17,831		intergenic_variant						14		9

		BovineHD0400012512		rs135526088		4		45,530,153		10,740		intergenic_variant						14		9

		BovineHD0400012528		rs42472768		4		45,586,102		55,950		intron_variant		LHFPL3				14		9

		BTB-01351245		rs42472761		4		45,597,060		10,959		intron_variant		LHFPL3				14		9

		BovineHD0400012521		rs109930764		4		45,602,329		5,270		intron_variant		LHFPL3				14		9

		BovineHD0400012524		rs42472743		4		45,614,407		12,079		intron_variant		LHFPL3				14		9

		BovineHD0400012530		rs42472029		4		45,623,751		9,345		intron_variant		LHFPL3				14		9

		BovineHD0400012532		rs42472023		4		45,628,345		4,595		intron_variant		LHFPL3				14		9

		BovineHD0400012536		rs133616209		4		45,645,925		17,581		intron_variant		LHFPL3				14		9

		BovineHD0400012538		rs137803086		4		45,651,625		5,701		intron_variant		LHFPL3				14		9

		BovineHD0400012540		rs42471989		4		45,659,972		8,348		intron_variant		LHFPL3				14		9

		BovineHD0400012543		rs42471971		4		45,678,952		18,981		intron_variant		LHFPL3				14		9

		BovineHD0400012544		rs42471959		4		45,688,870		9,919		intron_variant		LHFPL3				14		9

		BovineHD0400012547		rs42471170		4		45,693,148		4,279		intron_variant		LHFPL3				14		9

		BovineHD0400012549		rs134197904		4		45,695,444		2,297		intron_variant		LHFPL3				14		9

		BovineHD0400012551		rs133674775		4		45,697,497		2,054		intron_variant		LHFPL3				14		9

		BovineHD0400012554		rs42471207		4		45,700,086		2,590		intron_variant		LHFPL3				14		9

		BovineHD0400012557		rs42471218		4		45,702,050		1,965		intron_variant		LHFPL3				14		9

		BovineHD0400012559		rs42471934		4		45,703,187		1,138		intron_variant		LHFPL3				14		9

		BovineHD0400012561		rs42471948		4		45,704,599		1,413		intron_variant		LHFPL3				14		9

		BovineHD0400012563		rs42471163		4		45,706,801		2,203		intron_variant		LHFPL3				14		9

		ARS-BFGL-NGS-108242		rs110089943		4		45,708,458		1,658		intron_variant		LHFPL3				14		9

		BovineHD0400012566		rs133063502		4		45,710,143		1,686		intron_variant		LHFPL3				14		9

		BovineHD0400012572		rs42471145		4		45,727,439		17,297		intron_variant		LHFPL3				14		9

		BovineHD0400012575		rs109868652		4		45,736,895		9,457		intron_variant		LHFPL3				14		9

		ARS-BFGL-NGS-79746		rs109684311		4		45,744,514		7,620		intron_variant		LHFPL3				14		9

		BovineHD0400012579		rs42479534		4		45,748,012		3,499		intron_variant		LHFPL3				14		9

		BovineHD0400012587		rs42478714		4		45,765,625		17,614		intron_variant		LHFPL3				14		9

		BovineHD0400012590		rs42478729		4		45,770,156		4,532		intron_variant		LHFPL3				14		9

		ARS-BFGL-NGS-23878		rs43152294		4		45,779,722		9,567		intron_variant		LHFPL3				14		9

		BovineHD0400012595		rs43152300		4		45,782,054		2,333		intron_variant		LHFPL3				14		9

		BovineHD0400012597		rs42720183		4		45,789,015		6,962		intron_variant		LHFPL3				14		9

		BovineHD4100002831		rs41625655		4		45,792,871		3,857		intron_variant		LHFPL3				14		9

		BovineHD0400012605		rs42720177		4		45,823,927		31,057		intron_variant		LHFPL3				14		9

		BovineHD0400012607		rs137696867		4		45,826,478		2,552		intron_variant		LHFPL3				14		9

		BovineHD0400012612		rs42720148		4		45,836,836		10,359		intron_variant		LHFPL3				14		9

		BovineHD0400012622		rs110388289		4		45,870,356		33,521		intron_variant		LHFPL3				14		9

		BovineHD0400012624		rs109349838		4		45,890,819		20,464		intron_variant		LHFPL3				14		9

		BovineHD0400012628		rs136230711		4		45,907,456		16,638		intron_variant		LHFPL3				14		9

		BovineHD0400012630		rs134965478		4		45,909,553		2,098		intron_variant		LHFPL3				14		9

		BovineHD0400012632		rs133813544		4		45,911,044		1,492		intron_variant		LHFPL3				14		9

		BovineHD0400012634		rs132651069		4		45,912,744		1,701		intron_variant		LHFPL3				14		9

		BovineHD0400012636		rs137521598		4		45,914,559		1,816		intron_variant		LHFPL3				14		9

		BovineHD0400012638		rs137104308		4		45,917,596		3,038		intron_variant		LHFPL3				14		9

		BovineHD0400012641		rs133682138		4		45,919,845		2,250		intron_variant		LHFPL3				14		9

		BovineHD0400012645		rs109581604		4		45,928,422		8,578		intron_variant		LHFPL3				14		9

		ARS-BFGL-NGS-101418		rs110496054		4		45,932,932		4,511		intron_variant		LHFPL3				14		9

		BovineHD0400012648		rs137259678		4		45,934,833		1,902		intron_variant		LHFPL3				14		9

		BovineHD0400012650		rs110658364		4		45,936,306		1,474		intron_variant		LHFPL3				14		9

		BovineHD0400012652		rs136052304		4		45,938,532		2,227		intron_variant		LHFPL3				14		9

		BovineHD0400012654		rs134960445		4		45,941,143		2,612		intron_variant		LHFPL3				14		9

		BovineHD0400012658		rs132646477		4		45,955,541		14,399		intron_variant		LHFPL3				14		9

		BovineHD0400012661		rs136367801		4		45,965,156		9,616		intron_variant		LHFPL3				14		9

		BTB-01066453		rs42221709		4		53,543,667		7,578,512		intergenic_variant						15

		BovineHD0400014830		rs43399209		4		53,603,093		59,427		intergenic_variant						15

		BTB-00188504		rs43399195		4		53,613,998		10,906		intergenic_variant						15

		BovineHD0400014838		rs43399172		4		53,631,836		17,839		intergenic_variant						15

		BovineHD0400014840		rs136544853		4		53,638,628		6,793		intergenic_variant						15

		BovineHD0400014843		rs43399230		4		53,653,789		15,162		intergenic_variant						15

		BTB-00188617		rs43400208		4		53,659,215		5,427		intergenic_variant						15

		BovineHD0400014846		rs43400187		4		53,662,737		3,523		intergenic_variant						15

		BovineHD0400014848		rs43400171		4		53,665,684		2,948		intergenic_variant						15

		BovineHD0400014850		rs43400159		4		53,667,837		2,154		intergenic_variant						15

		BovineHD0400014852		rs136557725		4		53,670,078		2,242		intergenic_variant						15

		BovineHD0400014854		rs43400217		4		53,674,342		4,265		intergenic_variant						15

		BovineHD0400014857		rs43401331		4		53,680,863		6,522		intergenic_variant						15

		BovineHD0400014858		rs110106251		4		53,687,160		6,298		intergenic_variant						15

		BovineHD0400014860		rs136087604		4		53,691,968		4,809		intergenic_variant						15

		BovineHD0400014862		rs43401369		4		53,693,819		1,852		intergenic_variant						15

		BovineHD0400014866		rs137704455		4		53,700,817		6,999		intergenic_variant						15

		BovineHD0400014869		rs43401409		4		53,707,436		6,620		intergenic_variant						15

		BovineHD0400014872		rs43401429		4		53,711,063		3,628		intergenic_variant						15

		Hapmap33484-BTA-142221		rs43402245		4		53,713,282		2,220		intergenic_variant						15

		BovineHD0400014876		rs43402264		4		53,722,558		9,277		intergenic_variant						15

		BovineHD0400014879		rs137673508		4		53,725,794		3,237		intergenic_variant						15

		BovineHD0400014882		rs43402315		4		53,730,769		4,976		intergenic_variant						15

		Hapmap48445-BTA-70755		rs41651975		4		53,747,397		16,629		intergenic_variant						15

		BovineHD0400014911		rs43394985		4		53,801,594		54,198		intron_variant		FOXP2				15

		BovineHD0400014946		rs42202179		4		53,951,273		149,680		intron_variant		FOXP2				15

		BovineHD0400015019		rs133736079		4		54,454,024		502,752		intergenic_variant						15

		BovineHD0400015027		rs42421323		4		54,520,032		66,009		intergenic_variant						15

		ARS-BFGL-NGS-39795		rs109716535		4		54,558,116		38,085		intron_variant		PPP1R3A				15

		BovineHD0400015045		rs133053673		4		54,592,017		33,902		intron_variant		PPP1R3A				15

		BovineHD0400015049		rs42421981		4		54,599,476		7,460		intergenic_variant						15

		BovineHD0400015051		rs137686527		4		54,611,816		12,341		intergenic_variant						15

		BovineHD0400015054		rs42422004		4		54,622,233		10,418		intergenic_variant						15

		BovineHD4100002883		rs41626340		4		54,634,823		12,591		intergenic_variant						15

		BovineHD0400015064		rs43395181		4		54,668,072		33,250		intergenic_variant						15

		BovineHD0400015071		rs109034930		4		54,724,637		56,566		intergenic_variant						15		10

		BovineHD0400015074		rs41588632		4		54,732,415		7,779		intergenic_variant						15		10

		BovineHD0400015076		rs43394621		4		54,743,084		10,670		intergenic_variant						15		10

		BovineHD0400015085		rs43394585		4		54,804,912		61,829		intergenic_variant						15		10

		BovineHD0400015093		rs43394562		4		54,844,670		39,759		intergenic_variant						15		10

		BovineHD0400015108		rs42760981		4		54,949,296		104,627		intergenic_variant						15		10

		BovineHD0400015116		rs42760958		4		55,001,658		52,363		intergenic_variant						15		10

		BTB-01263701		rs42285110		4		55,031,477		29,820		intergenic_variant						15		10

		BovineHD0400015121		rs42285123		4		55,040,171		8,695		intergenic_variant						15		10

		BTB-00555748		rs41724453		4		55,064,396		24,226		intergenic_variant						15		10

		BovineHD0400015135		rs42285946		4		55,104,362		39,967		intergenic_variant						15		10

		BovineHD0400015143		rs42285980		4		55,152,278		47,917		intergenic_variant						15		10

		BovineHD0400015145		rs42285986		4		55,155,744		3,467		intergenic_variant						15		10

		BovineHD0400015147		rs42285994		4		55,165,646		9,903		intergenic_variant						15		10

		BovineHD0400015155		rs110364054		4		55,217,341		51,696		intergenic_variant						15		10

		BovineHD0400015161		rs42851070		4		55,238,101		20,761		intergenic_variant						15		10

		BovineHD0400015163		rs42851064		4		55,244,303		6,203		intergenic_variant						15		10

		BovineHD0400015168		rs135426061		4		55,260,471		16,169		intergenic_variant						15		10

		BovineHD0400015172		rs42286594		4		55,270,675		10,205		intergenic_variant						15		10

		BovineHD0400015176		rs136612707		4		55,283,836		13,162		intergenic_variant						15		10

		BovineHD0400015179		rs42286015		4		55,289,147		5,312		intergenic_variant						15		10

		BTB-01263819		rs42286027		4		55,301,993		12,847		intergenic_variant						15		10

		BovineHD0400015187		rs42286547		4		55,326,061		24,069		intron_variant		GPR85				15		10

		BovineHD0400015191		rs42286554		4		55,334,874		8,814		intergenic_variant						15		10

		BovineHD0400015196		rs42997610		4		55,356,950		22,077		intergenic_variant						15		10

		BovineHD0400015198		rs42998434		4		55,358,812		1,863		intergenic_variant						15		10

		BovineHD0400015200		rs42997626		4		55,360,486		1,675		intergenic_variant						15		10

		BovineHD0400015202		rs42997618		4		55,361,845		1,360		intergenic_variant						15		10

		BovineHD0400015203		rs110643293		4		55,372,800		10,956		intergenic_variant						15		10

		BovineHD0400015206		rs42998473		4		55,374,529		1,730		intergenic_variant						15		10

		BovineHD0400015209		rs43753469		4		55,377,151		2,623		intergenic_variant						15		10

		BovineHD0900024987		rs134537141		4		55,393,935		16,785		intergenic_variant						15		10

		BovineHD0400015370		rs110912536		4		55,409,642		15,708		intergenic_variant						15		10

		BovineHD0400015372		rs136222425		4		55,413,197		3,556		intergenic_variant						15		10

		BovineHD0400015374		rs109283406		4		55,415,578		2,382		intergenic_variant						15		10

		BovineHD0400015391		rs42904701		4		55,481,540		65,963		intron_variant		BMT2				15		10

		BovineHD0400015400		rs110600473		4		55,513,436		31,897		intron_variant		BMT2				15		10

		BovineHD0400015404		rs132843783		4		55,529,499		16,064		intron_variant		BMT2				15		10

		BovineHD0400015411		rs43391906		4		55,562,479		32,981		intron_variant		TMEM168				15		10

		BovineHD0400015415		rs43391918		4		55,576,720		14,242		intron_variant		TMEM168				15		10

		BovineHD0400015416		rs137817723		4		55,585,322		8,603		intron_variant		TMEM168				15		10

		BovineHD0400015419		rs110239716		4		55,596,524		11,203		intron_variant		TMEM168				15		10

		BovineHD0400015421		rs109566700		4		55,606,531		10,008		intron_variant		TMEM168				15		10

		BovineHD0400015423		rs134506006		4		55,610,593		4,063		intron_variant		TMEM168				15		10

		BovineHD0400015427		rs111021881		4		55,617,011		6,419		intron_variant		TMEM168				15		10

		BovineHD0400015429		rs133264159		4		55,618,606		1,596		intergenic_variant						15		10

		BovineHD0400015431		rs135605952		4		55,621,040		2,435		intergenic_variant						15		10

		BovineHD0400015433		rs110853567		4		55,623,940		2,901		intergenic_variant						15		10

		BovineHD0400015435		rs110237350		4		55,635,684		11,745		intergenic_variant						15		10

		BovineHD0400015437		rs137801599		4		55,638,258		2,575		intergenic_variant						15		10

		BovineHD0400015447		rs110732951		4		55,671,704		33,447		intergenic_variant						15		10

		BovineHD0400015450		rs134424664		4		55,689,721		18,018		intergenic_variant						15		10

		BovineHD0400015452		rs133329109		4		55,696,184		6,464		intergenic_variant						15		10

		BovineHD0400015217		rs109066743		4		55,731,739		35,556		intergenic_variant						15		10

		BovineHD0400015219		rs133590263		4		55,740,690		8,952		intergenic_variant						15		10

		BovineHD0400021957		rs137128729		4		78,614,593		22,873,904		intergenic_variant						16

		BovineHD0400021963		rs42777890		4		78,637,123		22,531		intergenic_variant						16

		BovineHD0400029294		rs110029918		4		103,260,223		24,623,101		intergenic_variant						17

		BovineHD0400029297		rs109960243		4		103,270,887		10,665		intergenic_variant						17

		BovineHD0400029299		rs136636377		4		103,276,526		5,640		intergenic_variant						17

		BovineHD0400029300		rs109123163		4		103,280,513		3,988		intergenic_variant						17

		BovineHD0400029308		rs136808332		4		103,305,370		24,858		intron_variant		TBXAS1				17

		BovineHD0400029321		rs109523652		4		103,336,922		31,553		intron_variant		TBXAS1				17

		BovineHD4100003210		rs110942989		4		103,349,668		12,747		intron_variant		TBXAS1				17

		Hapmap49722-BTA-72000		rs41649312		4		103,359,434		9,767		intron_variant		TBXAS1				17

		BovineHD0400029328		rs109037421		4		103,360,870		1,437		intron_variant		TBXAS1				17

		BovineHD0400029331		rs110740854		4		103,363,281		2,412		intron_variant		TBXAS1				17

		BovineHD0400029333		rs109976263		4		103,364,630		1,350		intron_variant		TBXAS1				17

		BovineHD0400029334		rs109120839		4		103,366,470		1,841		intron_variant		TBXAS1				17

		BovineHD0400029339		rs109376079		4		103,371,059		4,590		intron_variant		TBXAS1				17

		BovineHD0400029341		rs109125000		4		103,372,023		965		intron_variant		TBXAS1				17

		BovineHD0400029343		rs110542197		4		103,374,284		2,262		intron_variant		TBXAS1				17

		BovineHD0400029345		rs109213687		4		103,375,772		1,489		intron_variant		TBXAS1				17

		BovineHD0400029348		rs134366845		4		103,381,112		5,341		intron_variant		TBXAS1				17

		BovineHD4100003213		rs29009792		4		103,394,100		12,989		intron_variant		TBXAS1				17

		BovineHD4100003214		rs29009788		4		103,397,872		3,773		intron_variant		TBXAS1				17

		BovineHD0400029352		rs110075132		4		103,399,798		1,927		intron_variant		TBXAS1				17

		BovineHD0400029356		rs110619578		4		103,408,612		8,815		intron_variant		TBXAS1				17

		ARS-BFGL-NGS-110903		rs109410618		4		103,409,974		1,363		intron_variant		TBXAS1				17

		BovineHD0400029359		rs109646129		4		103,411,605		1,632		intron_variant		TBXAS1				17

		BovineHD0400029363		rs110997760		4		103,413,990		2,386		intron_variant		TBXAS1				17

		BovineHD0400029365		rs109802610		4		103,415,855		1,866		intron_variant		TBXAS1				17

		BovineHD0400029368		rs109509830		4		103,419,236		3,382		intron_variant		TBXAS1				17

		BovineHD0400029371		rs137579052		4		103,425,964		6,729		intron_variant		TBXAS1				17

		BovineHD0400029374		rs110871805		4		103,435,108		9,145		intron_variant		TBXAS1				17

		BovineHD0400029376		rs137279757		4		103,437,807		2,700		intron_variant		TBXAS1				17

		BovineHD0400029378		rs136842193		4		103,441,642		3,836		intron_variant		TBXAS1				17

		BovineHD0400029381		rs109132453		4		103,449,218		7,577		intron_variant		TBXAS1				17

		BovineHD0400029394		rs108954369		4		103,485,582		36,365		intron_variant		PARP12				17

		BovineHD0400029907		rs134075726		4		105,064,459		1,578,878		intergenic_variant						18

		BovineHD0400029912		rs109306873		4		105,073,199		8,741		synonymous_variant		PRSS37				18

		BovineHD0400029916		rs109013728		4		105,076,160		2,962		intron_variant		PRSS37				18

		BovineHD0400029920		rs41633452		4		105,081,924		5,765		intergenic_variant						18

		BovineHD0400029924		rs109036440		4		105,088,495		6,572		intergenic_variant						18

		BTA-73832-no-rs		rs41604573		5		70,127,326				intron_variant		RIC8B				19

		BovineHD0500019744		rs109134803		5		70,144,360		17,035		intron_variant		RIC8B				19

		BovineHD0500019746		rs109860349		5		70,147,260		2,901		intron_variant		RIC8B				19

		BovineHD0500019751		rs110441828		5		70,165,790		18,531		intron_variant		RIC8B				19

		BovineHD0500019760		rs110814009		5		70,200,855		35,066		intergenic_variant						19

		BovineHD0500019776		rs133712982		5		70,278,710		77,856		intron_variant		CRY1				19

		BovineHD0500019788		rs133484931		5		70,339,799		61,090		intron_variant		CRY1				19

		BovineHD0500019795		rs110334379		5		70,369,043		29,245		intergenic_variant						19

		BovineHD0500019806		rs136811423		5		70,398,615		29,573		intergenic_variant						19

		BovineHD0500019808		rs137678374		5		70,410,227		11,613		intergenic_variant						19

		BovineHD0500019809		rs108947166		5		70,418,546		8,320		intergenic_variant						19

		BovineHD0500019811		rs135512588		5		70,421,869		3,324		intergenic_variant						19

		BovineHD0500035469		rs133376123		5		70,435,424		13,556		intergenic_variant						19

		BovineHD0500019815		rs29016858		5		70,444,793		9,370		intergenic_variant						19

		BovineHD0500019817		rs134774572		5		70,450,203		5,411		intergenic_variant						19

		BovineHD0500019819		rs133779496		5		70,462,390		12,188		intergenic_variant						19

		BovineHD0500019823		rs109473461		5		70,496,588		34,199		intergenic_variant						19

		BovineHD0500019826		rs135696317		5		70,514,793		18,206		intergenic_variant						19

		BovineHD0500019828		rs110801301		5		70,528,653		13,861		intergenic_variant						19

		BovineHD0500019830		rs109188630		5		70,533,489		4,837		intergenic_variant						19

		BovineHD4100003793		rs135394558		5		70,550,502		17,014		intergenic_variant						19

		BovineHD0500019840		rs110666217		5		70,569,397		18,896		intergenic_variant						19

		BovineHD0500019846		rs109683920		5		70,599,519		30,123		intron_variant		BTBD11				19

		BovineHD0500019848		rs110321964		5		70,602,200		2,682		intron_variant		BTBD11				19

		BovineHD0500019852		rs109761207		5		70,617,660		15,461		intron_variant		BTBD11				19

		BovineHD0500019855		rs109280009		5		70,639,135		21,476		intron_variant		BTBD11				19

		BovineHD0500019858		rs110329865		5		70,644,591		5,457		intron_variant		BTBD11				19

		BovineHD0500019861		rs135364527		5		70,648,962		4,372		intron_variant		BTBD11				19

		BovineHD0500019864		rs110051934		5		70,653,054		4,093		intron_variant		BTBD11				19

		BovineHD0500019869		rs109787548		5		70,656,934		3,881		intron_variant		BTBD11				19

		BovineHD0500019878		rs110574626		5		70,682,194		25,261		intron_variant		BTBD11				19

		BovineHD0500019900		rs110462183		5		70,705,766		23,573		intron_variant		BTBD11				19

		BovineHD0500019903		rs109025529		5		70,711,520		5,755		intron_variant		BTBD11				19

		BovineHD0500019905		rs110099364		5		70,713,125		1,606		intron_variant		BTBD11				19

		BovineHD0500019908		rs110557104		5		70,715,245		2,121		intron_variant		BTBD11				19

		BovineHD0500019910		rs110287287		5		70,716,724		1,480		intron_variant		BTBD11				19

		BovineHD0500019916		rs133131921		5		70,721,495		4,772		intron_variant		BTBD11				19

		BovineHD0500019918		rs135463958		5		70,724,132		2,638		intron_variant		BTBD11				19

		BovineHD0500019920		rs134698207		5		70,728,765		4,634		intron_variant		BTBD11				19

		BovineHD0500019924		rs137801116		5		70,742,148		13,384		intron_variant		BTBD11				19

		BovineHD0500019928		rs110971543		5		70,748,493		6,346		intron_variant		BTBD11				19

		BovineHD0500019930		rs133949521		5		70,752,944		4,452		intron_variant		BTBD11				19

		BovineHD0500019938		rs111005511		5		70,768,391		15,448		intron_variant		BTBD11				19

		BovineHD0500019942		rs134116064		5		70,775,681		7,291		intron_variant		BTBD11				19

		BovineHD0500019946		rs109310954		5		70,780,331		4,651		intron_variant		BTBD11				19

		BovineHD0500019948		rs109764011		5		70,782,585		2,255		intron_variant		BTBD11				19

		BovineHD0500019952		rs110173739		5		70,788,873		6,289		intron_variant		BTBD11				19

		BovineHD0500019954		rs137502019		5		70,790,814		1,942		intron_variant		BTBD11				19

		BovineHD0500019956		rs110299320		5		70,792,580		1,767		intron_variant		BTBD11				19

		BovineHD0500019958		rs110347398		5		70,795,334		2,755		intron_variant		BTBD11				19

		BovineHD0500019961		rs109087804		5		70,799,636		4,303		intron_variant		BTBD11				19

		BovineHD0500019965		rs133200254		5		70,814,932		15,297		intron_variant		BTBD11				19

		BovineHD0500019970		rs109622631		5		70,830,877		15,946		intron_variant		BTBD11				19

		BovineHD0500019972		rs136763809		5		70,833,488		2,612		intron_variant		BTBD11				19

		BovineHD0500019975		rs110342830		5		70,838,948		5,461		intron_variant		BTBD11				19

		BovineHD0500019978		rs110017607		5		70,849,458		10,511		intron_variant		BTBD11				19

		BovineHD0500019981		rs111027529		5		70,856,445		6,988		intron_variant		BTBD11				19

		BovineHD0500019983		rs109236185		5		70,858,994		2,550		intron_variant		BTBD11				19

		BovineHD0500019987		rs109384212		5		70,864,442		5,449		intron_variant		BTBD11				19

		BovineHD0500019989		rs134256760		5		70,870,995		6,554		intron_variant		BTBD11				19

		BovineHD0500019992		rs137277598		5		70,875,199		4,205		intron_variant		BTBD11				19

		BovineHD0500019994		rs110713035		5		70,879,073		3,875		intron_variant		BTBD11				19

		BovineHD0500019997		rs109169226		5		70,890,149		11,077		intron_variant		BTBD11				19

		BovineHD0500020001		rs135751128		5		70,903,985		13,837		intron_variant		BTBD11				19

		BovineHD0500020006		rs137078723		5		70,914,554		10,570		intergenic_variant						19

		BovineHD0500020009		rs134084452		5		70,925,335		10,782		intergenic_variant						19

		BovineHD0500020013		rs137653139		5		70,938,543		13,209		intron_variant		PWP1				19

		BovineHD0500020016		rs109755635		5		70,948,179		9,637		intron_variant		PWP1				19

		BovineHD0500020028		rs137429782		5		71,008,379		60,201		intron_variant		PRDM4				19

		BovineHD0500020035		rs42356201		5		71,041,333		32,955		intergenic_variant						19

		BovineHD0600024876		rs109595829		6		89,097,644				intron_variant		MTHFD2L				20

		BovineHD0600024882		rs135844432		6		89,110,478		12,835		intron_variant		MTHFD2L				20

		BovineHD4100005341		rs41654951		6		89,115,789		5,312		intron_variant		MTHFD2L				20

		BovineHD0600024890		rs134362379		6		89,141,859		26,071		intron_variant		MTHFD2L				20

		BovineHD0600024894		rs109383133		6		89,160,727		18,869		intron_variant		MTHFD2L				20

		BovineHD0600024896		rs41654947		6		89,166,655		5,929		intron_variant		MTHFD2L				20

		BovineHD4100005343		rs41654945		6		89,168,651		1,997		intron_variant		MTHFD2L				20

		BovineHD0600024899		rs109598484		6		89,171,508		2,858		intron_variant		MTHFD2L				20

		BovineHD0600024902		rs109122220		6		89,179,110		7,603		intron_variant		MTHFD2L				20

		BovineHD0600024905		rs110613158		6		89,184,039		4,930		intron_variant		MTHFD2L				20

		BovineHD0600024917		rs110116208		6		89,210,055		26,017		intron_variant		MTHFD2L				20

		BovineHD0600024923		rs133534783		6		89,230,639		20,585		intron_variant		MTHFD2L				20

		BovineHD0600024926		rs109654183		6		89,237,612		6,974		intron_variant		MTHFD2L				20

		BovineHD0600024928		rs136695322		6		89,240,099		2,488		intron_variant		MTHFD2L				20

		BovineHD0600024930		rs137464027		6		89,244,576		4,478		intron_variant		MTHFD2L				20

		BovineHD0600024935		rs109856314		6		89,268,960		24,385		intergenic_variant						20

		BTB-01849217		rs42959067		6		89,276,571		7,612		intergenic_variant						20

		BovineHD0600024939		rs42959053		6		89,293,054		16,484		intergenic_variant						20

		BovineHD0600024942		rs42959046		6		89,300,439		7,386		intergenic_variant						20

		BovineHD0600024962		rs135439985		6		89,390,701		90,263		intron_variant		AREG				20

		BovineHD0600024965		rs137779670		6		89,394,267		3,567		intergenic_variant						20

		BovineHD0600024967		rs42581612		6		89,398,999		4,733		intergenic_variant						20

		BovineHD0600024969		NA		6		89,402,761		3,763								20

		BovineHD0600024973		rs109685843		6		89,408,744		5,984		intergenic_variant						20

		BovineHD0600024975		rs42572743		6		89,410,525		1,782		intergenic_variant						20

		BovineHD0600024977		rs132671747		6		89,412,821		2,297		intergenic_variant						20

		BovineHD0600024979		rs109743041		6		89,414,735		1,915		intergenic_variant						20

		BovineHD0600024981		rs109386874		6		89,420,453		5,719		intergenic_variant						20

		BovineHD0600024988		rs110414141		6		89,452,083		31,631		intergenic_variant						20

		BovineHD0600025001		rs109737091		6		89,505,836		53,754		intergenic_variant						20

		BovineHD0600025003		rs109946207		6		89,508,765		2,930		intergenic_variant						20

		BovineHD0600025005		rs134859996		6		89,515,879		7,115		intergenic_variant						20

		BovineHD0600025007		rs109228921		6		89,523,085		7,207		intergenic_variant						20

		BovineHD0600025012		rs134727714		6		89,537,278		14,194		intergenic_variant						20

		BovineHD0600025015		rs109490966		6		89,546,848		9,571		intergenic_variant						20

		ARS-BFGL-NGS-13074		rs109826686		6		89,565,623		18,776		intergenic_variant						20

		BovineHD0600025030		rs109509203		6		89,570,699		5,077		intergenic_variant						20

		BovineHD0600025036		rs136132472		6		89,583,368		12,670		intergenic_variant						20

		BovineHD0600025039		rs137748637		6		89,592,747		9,380		intergenic_variant						20

		BovineHD0600025044		rs110265574		6		89,600,608		7,862		intergenic_variant						20

		BovineHD0600025055		rs134644149		6		89,641,018		40,411		intergenic_variant						20

		BovineHD0600025057		rs111026799		6		89,642,507		1,490		intergenic_variant						20

		BovineHD0600025069		rs42608667		6		89,674,618		32,112		intergenic_variant						20

		BovineHD0600025081		rs42607569		6		89,689,629		15,012		intron_variant		BTC				20

		BovineHD0600025083		rs110012739		6		89,694,485		4,857		intron_variant		BTC				20

		BovineHD0600025096		rs42606213		6		89,729,348		34,864		intron_variant		BTC				20

		BTB-01657893		rs42773532		6		89,736,709		7,362		intergenic_variant						20

		BovineHD0600025098		rs42771921		6		89,741,763		5,055		intergenic_variant						20

		BovineHD0600025113		rs134402900		6		89,768,367		26,605		intergenic_variant						20

		BovineHD0600025125		rs42775646		6		89,795,622		27,256		intergenic_variant						20

		BovineHD0600025127		rs110541157		6		89,800,200		4,579		intergenic_variant						20

		Hapmap48129-BTA-95633		rs41598313		6		89,828,968		28,769		intergenic_variant						20

		BovineHD0600025138		rs42590984		6		89,836,113		7,146		intergenic_variant						20

		BovineHD0600025141		rs137610211		6		89,845,195		9,083		intergenic_variant						20

		BovineHD0600025152		rs42592134		6		89,875,830		30,636		intron_variant		PARM1				20

		BovineHD0600025155		rs42592153		6		89,878,701		2,872		intron_variant		PARM1				20

		BovineHD0600025166		rs42592187		6		89,897,400		18,700		intron_variant		PARM1				20

		BovineHD0600025169		rs42592192		6		89,904,151		6,752		intron_variant		PARM1				20

		BTB-01466661		rs42592200		6		89,911,008		6,858		intron_variant		PARM1				20

		BovineHD0600025180		rs110262397		6		89,936,981		25,974		intron_variant		PARM1				20

		BovineHD0600025187		rs42592221		6		89,957,841		20,861		intron_variant		PARM1				20

		BovineHD0600025190		rs134189581		6		89,974,120		16,280		intergenic_variant						20

		BovineHD0600025192		rs133190778		6		89,980,380		6,261		intergenic_variant						20

		BovineHD0600025198		rs41664215		6		90,001,215		20,836		intergenic_variant						20

		BovineHD0600025204		rs133683159		6		90,013,753		12,539		intergenic_variant						20

		BovineHD0600025207		rs137015522		6		90,021,714		7,962		intergenic_variant						20

		BovineHD0600025213		rs42583536		6		90,031,716		10,003		intergenic_variant						20

		BovineHD0600025217		rs133151973		6		90,060,399		28,684		intergenic_variant						20

		BovineHD0600025219		rs110938385		6		90,068,092		7,694		intergenic_variant						20

		BovineHD0600025222		rs42503701		6		90,073,374		5,283		intergenic_variant						20

		BTA-86242-no-rs		rs41591081		6		90,103,125		29,752		intergenic_variant						20

		BovineHD0600025230		rs134002939		6		90,114,403		11,279		intergenic_variant						20

		BovineHD0600025235		rs42503719		6		90,138,316		23,914		intergenic_variant						20

		BovineHD0600025243		rs42614407		6		90,181,532		43,217		intergenic_variant						20

		BovineHD0600025248		rs109779574		6		90,204,827		23,296		intergenic_variant						20

		BovineHD0600025251		rs109103335		6		90,213,218		8,392		intergenic_variant						20

		BovineHD0600025256		rs110511562		6		90,240,675		27,458		intergenic_variant						20

		BovineHD0600025253		rs42615160		6		90,259,123		18,449		intergenic_variant						20

		BovineHD0600025258		rs42615163		6		90,265,585		6,463		intergenic_variant						20

		BovineHD0600025261		rs42615171		6		90,280,619		15,035		intergenic_variant						20

		BovineHD0600025270		rs134963097		6		90,319,445		38,827		intergenic_variant						20

		BovineHD0600025271		rs137700866		6		90,323,348		3,904		intron_variant		RCHY1				20

		BovineHD0600025276		rs43479292		6		90,336,052		12,705		intron_variant		THAP6				20

		BovineHD0600025279		rs132916988		6		90,357,014		20,963		intron_variant		THAP6				20

		BovineHD0600025283		rs110368569		6		90,370,975		13,962		intergenic_variant						20

		BovineHD0600025287		rs42943405		6		90,379,007		8,033		intergenic_variant						20

		BovineHD0600025293		rs110363737		6		90,387,391		8,385		intron_variant		ODAPH				20

		BovineHD0600025295		rs42943391		6		90,394,341		6,951		intergenic_variant						20

		BovineHD0600025304		rs136365477		6		90,427,125		32,785		intron_variant		CDKL2				20

		BovineHD0600025322		rs42992669		6		90,535,700		108,576		intron_variant		G3BP2				20

		BovineHD0600025329		rs42555007		6		90,571,119		35,420		intron_variant		USO1				20

		BovineHD0600025335		rs135457389		6		90,605,134		34,016		intron_variant		USO1				20

		BovineHD0600025337		rs42555855		6		90,611,088		5,955		intron_variant		USO1				20

		BovineHD0600025340		rs42555887		6		90,628,512		17,425		intron_variant		USO1				20

		BovineHD0600025342		rs42555898		6		90,630,358		1,847		intron_variant		USO1				20

		BovineHD0600025345		rs42555911		6		90,632,388		2,031		intron_variant		USO1				20

		BovineHD0600025348		rs42554981		6		90,637,749		5,362		intron_variant		USO1				20

		BovineHD0600025350		rs43478695		6		90,646,323		8,575		intergenic_variant						20

		BovineHD0600025352		rs110056186		6		90,655,096		8,774		intergenic_variant						20

		BovineHD0600025354		rs43478634		6		90,657,321		2,226		intergenic_variant						20

		BovineHD0600025356		rs110488474		6		90,663,381		6,061		intergenic_variant						20

		BovineHD0600025365		rs42553812		6		90,686,760		23,380		intergenic_variant						20

		BovineHD0600025368		rs110697764		6		90,699,559		12,800		intergenic_variant						20

		BovineHD0600025371		rs110713961		6		90,703,113		3,555		intergenic_variant						20

		BovineHD0600025376		rs109114353		6		90,723,043		19,931		missense_variant		PPEF2		aCg/aTg		20

		BovineHD0600025381		rs109167221		6		90,731,726		8,684		intron_variant		PPEF2				20

		ARS-BFGL-NGS-108278		rs109353608		6		90,760,107		28,382		intron_variant		NAAA				20

		BovineHD0600025392		rs135081234		6		90,772,505		12,399		intron_variant		NAAA				20

		BovineHD0600025394		rs136997820		6		90,774,237		1,733		intron_variant		NAAA				20

		BovineHD0600025397		rs134099096		6		90,777,275		3,039		synonymous_variant		NAAA				20

		BovineHD0600025403		rs109599740		6		90,783,813		6,539		intron_variant		NAAA				20

		BovineHD0600025422		rs134812464		6		90,826,814		43,002		intron_variant		SDAD1				20

		BovineHD0600025428		rs133492009		6		90,838,508		11,695		intron_variant		SDAD1				20

		BovineHD0600025430		rs43476998		6		90,840,792		2,285		intron_variant		SDAD1				20

		BovineHD0600025432		rs134889097		6		90,843,727		2,936		intergenic_variant						20

		BovineHD0600025434		rs43476286		6		90,847,159		3,433		intergenic_variant						20

		BovineHD0600025438		rs133934791		6		90,855,811		8,653		intergenic_variant						20

		BovineHD0600025440		rs43476260		6		90,857,264		1,454		intergenic_variant						20

		BovineHD0600025448		rs43476245		6		90,880,875		23,612		intron_variant		ART3				20

		BovineHD0600025449		rs135572047		6		90,883,990		3,116		intron_variant		ART3				20

		BovineHD0600025451		rs43475520		6		90,886,426		2,437		intron_variant		ART3				20

		BovineHD0600025453		rs43475529		6		90,888,339		1,914		intron_variant		ART3				20

		BovineHD0600025455		rs43476238		6		90,891,528		3,190		intron_variant		ART3				20

		BovineHD0600025458		rs42760387		6		90,915,933		24,406		intron_variant		ART3				20

		BovineHD0600025460		rs42760422		6		90,924,765		8,833		intron_variant		ART3				20

		BovineHD0600025477		rs133674648		6		90,969,434		44,670		intron_variant		ART3				20

		BovineHD0600025479		rs136068305		6		90,971,025		1,592		intron_variant		ART3				20

		BovineHD0600025481		rs134893243		6		90,972,440		1,416		intron_variant		ART3				20

		BovineHD0600025484		rs135086650		6		90,976,314		3,875		intron_variant		ART3				20

		BovineHD0600025511		rs43476203		6		91,046,875		70,562		intergenic_variant						20

		BovineHD0600025513		rs135882753		6		91,049,588		2,714		intron_variant		SCARB2				20

		BovineHD0600025515		rs137058767		6		91,050,900		1,313		intron_variant		SCARB2				20

		BovineHD0600025523		rs136064232		6		91,057,025		6,126		intron_variant		SCARB2				20

		BovineHD4100005354		rs41257046		6		91,059,069		2,045		synonymous_variant		SCARB2				20

		BovineHD0600025529		rs136457468		6		91,064,422		5,354		intron_variant		SCARB2				20

		BovineHD0600025543		rs110248086		6		91,080,104		15,683		intron_variant		SCARB2				20

		BovineHD0600025545		rs135479972		6		91,081,412		1,309		intron_variant		SCARB2				20

		BovineHD0600025551		rs136998170		6		91,089,867		8,456		intron_variant		SCARB2				20

		BovineHD0600025554		rs109898302		6		91,093,246		3,380		intron_variant		SCARB2				20

		BovineHD0600025572		rs43477303		6		91,118,700		25,455		intron_variant		SCARB2				20

		BovineHD0600025575		rs133896424		6		91,124,919		6,220		intron_variant		SCARB2				20

		BovineHD0600025577		rs136623907		6		91,126,191		1,273		intron_variant		SCARB2				20

		BovineHD0600025579		rs137674573		6		91,128,648		2,458		intron_variant		SCARB2				20

		BovineHD0600025581		rs134707096		6		91,134,037		5,390		intergenic_variant						20

		BovineHD0600025583		rs133212429		6		91,137,626		3,590		intergenic_variant						20

		BovineHD0600025591		rs135894930		6		91,168,327		30,702		intron_variant		FAM47E				20

		BovineHD0600025594		rs136216129		6		91,171,972		3,646		intron_variant		FAM47E				20

		BovineHD0600025608		rs43469942		6		91,197,879		25,908		intron_variant		FAM47E				20

		BovineHD0600025610		rs43469934		6		91,199,750		1,872		intron_variant		FAM47E				20

		BovineHD0600025612		rs43478223		6		91,201,316		1,567		intron_variant		FAM47E				20

		BovineHD0600025627		rs133459515		6		91,230,070		28,755		intron_variant		CCDC158				20

		BovineHD0600025644		rs135454766		6		91,271,819		41,750		intron_variant		CCDC158				20

		BovineHD0600025683		rs43471209		6		91,328,567		56,749		intron_variant		SHROOM3				20

		BovineHD0600025690		rs110677517		6		91,341,064		12,498		intron_variant		SHROOM3				20

		BovineHD0600025692		rs43472396		6		91,343,691		2,628		intron_variant		SHROOM3				20

		BovineHD0600025694		rs43472424		6		91,345,884		2,194		intron_variant		SHROOM3				20

		BovineHD0600025696		rs43473442		6		91,347,514		1,631		intron_variant		SHROOM3				20

		BovineHD0600025698		rs43473474		6		91,350,298		2,785		intron_variant		SHROOM3				20

		BovineHD0600025701		rs110206169		6		91,353,452		3,155		intron_variant		SHROOM3				20

		BovineHD0600025703		rs133089810		6		91,355,718		2,267		intron_variant		SHROOM3				20

		BTB-00267652		rs43473503		6		91,357,781		2,064		intron_variant		SHROOM3				20

		BovineHD0600025717		rs110234911		6		91,376,796		19,016		intron_variant		SHROOM3				20

		BovineHD0600025720		rs43473520		6		91,380,891		4,096		intron_variant		SHROOM3				20

		BovineHD0600025722		rs136404864		6		91,383,378		2,488		intron_variant		SHROOM3				20

		BovineHD0600025726		rs133693628		6		91,391,589		8,212		intron_variant		SHROOM3				20

		BovineHD0600025728		rs132964769		6		91,397,116		5,528		intron_variant		SHROOM3				20

		BovineHD0600025730		rs135450776		6		91,401,280		4,165		intron_variant		SHROOM3				20

		BovineHD0600025732		rs110332749		6		91,403,032		1,753		intron_variant		SHROOM3				20

		BovineHD0600025736		rs134547697		6		91,409,836		6,805		intron_variant		SHROOM3				20

		BovineHD0600025739		rs109384430		6		91,411,981		2,146		intron_variant		SHROOM3				20

		BovineHD0600025743		rs136224885		6		91,422,367		10,387		intron_variant		SHROOM3				20

		ARS-BFGL-NGS-92582		rs109766893		6		91,425,117		2,751		intron_variant		SHROOM3				20

		BovineHD0600025746		rs43475535		6		91,427,282		2,166		intron_variant		SHROOM3				20

		BovineHD0600025748		rs43474700		6		91,431,855		4,574		intron_variant		SHROOM3				20

		BovineHD0600025750		rs109938433		6		91,434,034		2,180		intron_variant		SHROOM3				20

		BovineHD0600025755		rs110129232		6		91,443,120		9,087		intron_variant		SHROOM3				20

		BovineHD0600025763		rs134698323		6		91,462,732		19,613		intron_variant		SHROOM3				20

		BovineHD0600025767		rs43475593		6		91,472,667		9,936		intron_variant		SHROOM3				20

		BovineHD0600025770		rs135074590		6		91,483,973		11,307		intron_variant		SHROOM3				20

		BovineHD0600025774		rs110666415		6		91,494,841		10,869		intron_variant		SHROOM3				20

		BovineHD0600025776		rs43476531		6		91,499,342		4,502		intron_variant		SHROOM3				20

		BovineHD0600025778		rs43476548		6		91,504,848		5,507		intron_variant		SHROOM3				20

		BovineHD4100005361		rs41655334		6		91,507,797		2,950		intron_variant		SHROOM3				20

		BovineHD0600025780		rs43476560		6		91,511,853		4,057		intron_variant		SHROOM3				20

		BovineHD0600025782		rs134851167		6		91,514,739		2,887		intron_variant		SHROOM3				20

		BovineHD0600025784		rs43476611		6		91,516,965		2,227		intron_variant		SHROOM3				20

		ARS-BFGL-NGS-112355		rs109721869		6		91,519,341		2,377		intron_variant		SHROOM3				20

		BovineHD0600025787		rs43477741		6		91,521,006		1,666		intron_variant		SHROOM3				20

		BovineHD0600025789		rs43477765		6		91,523,316		2,311		intron_variant		SHROOM3				20

		BovineHD0600025796		rs43477798		6		91,532,604		9,289		intron_variant		SHROOM3				20

		BovineHD0600025802		rs43477829		6		91,541,438		8,835		intron_variant		SHROOM3				20

		BovineHD0600025804		rs43478850		6		91,543,525		2,088		intron_variant		SHROOM3				20

		ARS-BFGL-NGS-115085		rs43478867		6		91,546,036		2,512		intron_variant		SHROOM3				20

		BovineHD0600025807		NA		6		91,548,000		1,965								20

		BovineHD0600025809		rs43478887		6		91,550,721		2,722		intron_variant		SHROOM3				20

		BovineHD0600025812		rs136734574		6		91,556,439		5,719		intron_variant		SHROOM3				20

		BovineHD0600025816		rs135056613		6		91,572,345		15,907		intron_variant		SHROOM3				20

		BovineHD0600025819		rs137472066		6		91,583,638		11,294		intron_variant		SHROOM3				20

		BovineHD4100005363		rs108996057		6		91,594,268		10,631		intron_variant		SHROOM3				20

		BovineHD0600025825		rs109657383		6		91,609,333		15,066		intron_variant		SHROOM3				20

		BovineHD0600025827		rs109015081		6		91,613,604		4,272		synonymous_variant		SHROOM3				20

		BovineHD0600025830		rs109261658		6		91,616,476		2,873		intron_variant		SHROOM3				20

		UA-IFASA-6709		rs41655339		6		91,629,835		13,360		synonymous_variant		SHROOM3				20

		BovineHD0600025838		rs110090222		6		91,641,819		11,985		intron_variant		SHROOM3				20

		BovineHD0600025844		rs43478900		6		91,666,641		24,823		intergenic_variant						20

		BovineHD0600025854		rs109817875		6		91,713,866		47,226		intergenic_variant						20

		BovineHD0600025855		rs43480050		6		91,718,305		4,440		intergenic_variant						20

		BovineHD0600025872		rs135859487		6		91,785,192		66,888		intron_variant		SEPT11				20

		BovineHD0600025877		rs43480090		6		91,793,034		7,843		intron_variant		SEPT11				20

		BovineHD0600025880		rs43480088		6		91,797,583		4,550		intron_variant		SEPT11				20

		BovineHD0600025882		rs135579566		6		91,801,407		3,825		intron_variant		SEPT11				20

		BovineHD0600025885		rs135757659		6		91,808,108		6,702		intron_variant		SEPT11				20

		BovineHD0600025905		rs137359110		6		91,850,573		42,466		intron_variant		SEPT11				20

		BovineHD0600025923		rs135838385		6		91,885,867		35,295		intron_variant		CCNI				20

		BovineHD0600025925		rs134139367		6		91,887,949		2,083		intron_variant		CCNI				20

		BovineHD0600025927		rs133674795		6		91,891,961		4,013		synonymous_variant		CCNI				20

		BovineHD0600025930		rs133261018		6		91,895,461		3,501		intron_variant		CCNI				20

		BovineHD0600025934		rs110636311		6		91,900,934		5,474		intron_variant		CCNI				20

		BovineHD0600025938		rs132854961		6		91,908,296		7,363		intron_variant		CCNI				20

		BovineHD0600025940		rs109312557		6		91,914,251		5,956		intron_variant		CCNI				20

		BovineHD0600025942		rs43470950		6		91,916,385		2,135		intron_variant		CCNI				20

		BovineHD0600025946		rs43470954		6		91,924,528		8,144		intergenic_variant						20

		BovineHD0600025950		rs133497218		6		91,931,445		6,918		intergenic_variant						20

		BovineHD0600025952		rs135871612		6		91,933,269		1,825		intergenic_variant						20

		BovineHD0600025956		rs133750992		6		91,938,049		4,781		intergenic_variant						20

		BovineHD0600025961		rs132883717		6		91,956,680		18,632		intergenic_variant						20

		BovineHD0600025982		rs134427884		6		92,019,487		62,808		intergenic_variant						20

		BovineHD0600026001		rs43167319		6		92,067,320		47,834		intergenic_variant						20

		BovineHD0600026008		rs42825446		6		92,078,928		11,609		intergenic_variant						20

		BovineHD0600026010		rs110052151		6		92,080,808		1,881		intergenic_variant						20

		BovineHD0600026015		rs42824390		6		92,094,895		14,088		intergenic_variant						20

		BovineHD0600026019		rs42824380		6		92,104,666		9,772		intergenic_variant						20

		BovineHD0600026031		rs43144286		6		92,146,782		42,117		intergenic_variant						20

		BovineHD0600026037		rs136843498		6		92,167,389		20,608		intergenic_variant						20

		Hapmap43810-BTA-22040		rs41629192		6		92,180,352		12,964		intergenic_variant						20

		BovineHD0600026042		rs42975307		6		92,202,639		22,288		intergenic_variant						20

		BovineHD0700023163		rs43526221		7		77,017,218				intergenic_variant						21				15

		BovineHD0700023172		rs42667694		7		77,064,173		46,956		intergenic_variant						21				15

		BovineHD0700023174		rs42667706		7		77,066,085		1,913		intergenic_variant						21				15

		BovineHD0700023181		rs42667723		7		77,106,314		40,230		intergenic_variant						21				15

		BovineHD0700023184		rs135410737		7		77,117,956		11,643		intergenic_variant						21				15

		BovineHD0700023187		rs136108908		7		77,135,408		17,453		intergenic_variant						21				15

		BovineHD0700023194		rs42668266		7		77,158,771		23,364		intergenic_variant						21				15

		BTB-01549763		rs42668304		7		77,181,235		22,465		intergenic_variant						21				15

		BovineHD4100006233		rs41656542		7		77,196,641		15,407		intergenic_variant						21				15

		BovineHD0700023204		rs109170899		7		77,202,210		5,570		intergenic_variant						21				15

		BovineHD0700023206		rs43525408		7		77,210,922		8,713		intergenic_variant						21				15

		BovineHD0700023211		rs43525380		7		77,225,362		14,441		intergenic_variant						21				15

		BovineHD0700023214		rs43525378		7		77,231,309		5,948		intergenic_variant						21				15

		BovineHD0700023217		rs109693440		7		77,242,189		10,881		intergenic_variant						21				15

		BovineHD0700023219		rs132720424		7		77,243,985		1,797		intergenic_variant						21				15

		BovineHD0700023220		rs110306297		7		77,245,750		1,766		intergenic_variant						21				15

		BovineHD0700023228		rs110194033		7		77,274,471		28,722		intergenic_variant						21				15

		BovineHD0700023230		rs135052457		7		77,277,775		3,305		intergenic_variant						21				15

		BovineHD0700023233		rs135485533		7		77,288,483		10,709		intergenic_variant						21				15

		BovineHD0700023235		rs43532729		7		77,296,688		8,206		intergenic_variant						21				15

		BovineHD0700023239		rs133537231		7		77,315,883		19,196		intergenic_variant						21				15

		BovineHD0700023242		rs133873280		7		77,327,414		11,532		intergenic_variant						21				15

		BovineHD0700023245		rs43532710		7		77,333,399		5,986		intergenic_variant						21				15

		BovineHD0700023250		rs134907859		7		77,343,634		10,236		intergenic_variant						21				15

		BovineHD0700023255		rs133188459		7		77,372,968		29,335		intergenic_variant						21				15

		BovineHD0700023259		rs43532645		7		77,389,754		16,787		intergenic_variant						21				15

		BovineHD0700023262		rs135192384		7		77,401,445		11,692		intergenic_variant						21				15

		BovineHD0700023263		rs137811556		7		77,407,902		6,458		intergenic_variant						21				15

		BovineHD0700023268		rs42915823		7		77,423,607		15,706		intergenic_variant						21				15

		BovineHD0700023272		rs42916432		7		77,429,412		5,806		intergenic_variant						21				15

		BovineHD0700023275		rs137564838		7		77,443,117		13,706		intergenic_variant						21				15

		BovineHD0700023278		rs42916447		7		77,447,521		4,405		intergenic_variant						21				15

		BovineHD0700023280		rs133049219		7		77,449,601		2,081		intergenic_variant						21				15

		BovineHD0700023283		rs42916462		7		77,458,756		9,156		intergenic_variant						21				15

		BovineHD0700023288		rs136412382		7		77,509,148		50,393		intergenic_variant						21				15

		BovineHD0700023290		rs135850299		7		77,515,927		6,780		intergenic_variant						21				15

		BovineHD0700023291		rs133059791		7		77,521,613		5,687		intergenic_variant						21				15

		BovineHD0700023296		rs135692295		7		77,550,536		28,924		intergenic_variant						21				15

		BovineHD0700023297		rs132681682		7		77,561,639		11,104		intergenic_variant						21				15

		BovineHD0700023300		rs136822843		7		77,573,397		11,759		intergenic_variant						21				15

		BovineHD0700023303		rs133321847		7		77,584,310		10,914		intergenic_variant						21				15

		BovineHD0700023310		rs43528704		7		77,612,526		28,217		intergenic_variant						21				15

		BovineHD0700023312		rs43528716		7		77,615,587		3,062		intergenic_variant						21				15

		BovineHD0700023319		rs43768362		7		77,625,130		9,544		intergenic_variant						21				15

		BovineHD0700023332		rs43767983		7		77,649,058		23,929		intergenic_variant						21				15

		BovineHD0700023336		rs135022561		7		77,665,948		16,891		intergenic_variant						21				15

		BovineHD0700023339		rs133818762		7		77,673,247		7,300		intergenic_variant						21				15

		BTB-01273492		rs42400920		7		77,759,680		86,434		intergenic_variant						21				15

		BovineHD0700023358		rs136237721		7		77,773,173		13,494		intergenic_variant						21				15

		BovineHD0700023361		rs110511319		7		77,783,095		9,923		intergenic_variant						21				15

		BovineHD0700023366		rs109069248		7		77,814,509		31,415		intergenic_variant						21				15

		BTB-01273562		rs42395990		7		77,854,382		39,874		intergenic_variant						21				15

		BovineHD0700023378		rs42395996		7		77,858,815		4,434		intergenic_variant						21				15

		BovineHD0700023382		rs109047166		7		77,868,515		9,701		intergenic_variant						21				15

		BovineHD0700023384		rs133802601		7		77,874,129		5,615		intergenic_variant						21				15

		BovineHD0700023398		rs42396953		7		77,916,481		42,353		intergenic_variant						21				15

		BovineHD0700023399		rs42396970		7		77,921,762		5,282		intergenic_variant						21				15

		Hapmap50899-BTA-16135		rs41625271		7		77,946,199		24,438		intergenic_variant						21				15

		BovineHD0700023406		rs42397027		7		77,953,225		7,027		intergenic_variant						21				15

		BTB-01273731		rs42397759		7		77,985,281		32,057		intergenic_variant						21				15

		BovineHD0700023423		rs42397772		7		78,008,701		23,421		intergenic_variant						21				15

		BovineHD0700023430		rs42398441		7		78,032,838		24,138		intergenic_variant						21				15

		BovineHD0700023432		rs42398432		7		78,037,929		5,092		intergenic_variant						21				15

		BovineHD0700023433		rs42397823		7		78,041,932		4,004		intergenic_variant						21				15

		BovineHD0700023437		rs42397810		7		78,052,494		10,563		intergenic_variant						21				15

		BovineHD0700023441		rs109389994		7		78,062,361		9,868		intergenic_variant						21				15

		BovineHD0700023445		rs109518283		7		78,081,528		19,168		intergenic_variant						21				15

		BovineHD0700023448		rs110956621		7		78,089,587		8,060		intergenic_variant						21				15

		BovineHD0700023451		rs109503307		7		78,094,164		4,578		intergenic_variant						21				15

		BovineHD0700023455		rs133334148		7		78,098,350		4,187		intergenic_variant						21				15

		BovineHD0700023457		rs109032937		7		78,107,367		9,018		intergenic_variant						21				15

		BovineHD0700023459		rs134596091		7		78,110,195		2,829		intergenic_variant						21				15

		BovineHD0700023465		rs110875335		7		78,127,118		16,924		intergenic_variant						21				15

		BovineHD0700023468		rs109612674		7		78,140,089		12,972		intergenic_variant						21				15

		BovineHD0700023471		rs109782114		7		78,145,555		5,467		intergenic_variant						21				15

		BovineHD0700023474		rs135524684		7		78,159,542		13,988		intergenic_variant						21				15

		BovineHD0700023476		rs109134788		7		78,172,839		13,298		intergenic_variant						21				15

		BovineHD0700023479		rs109594222		7		78,188,006		15,168		intergenic_variant						21				15

		BovineHD0700023482		rs109770463		7		78,191,952		3,947		intergenic_variant						21				15

		ARS-BFGL-NGS-110279		rs110141541		7		78,196,679		4,728		intergenic_variant						21				15

		BovineHD0700023487		rs109245105		7		78,214,052		17,374		intergenic_variant						21				15

		BovineHD0700023490		rs109320281		7		78,217,885		3,834		intergenic_variant						21				15

		BovineHD0700023494		rs110139182		7		78,222,517		4,633		intergenic_variant						21				15

		BovineHD0700023496		rs109513798		7		78,226,056		3,540		intergenic_variant						21				15

		BovineHD0700023498		rs109483115		7		78,230,140		4,085		intergenic_variant						21				15

		BovineHD0700023501		rs110960658		7		78,234,147		4,008		intergenic_variant						21				15

		BovineHD0700023503		rs109891826		7		78,237,567		3,421		intergenic_variant						21				15

		BovineHD0700023505		rs109451189		7		78,239,748		2,182		intergenic_variant						21				15

		BovineHD0700023508		rs110706748		7		78,243,861		4,114		intergenic_variant						21				15

		BovineHD0700023510		rs43525828		7		78,245,104		1,244		intergenic_variant						21				15

		BovineHD0700023511		rs43525823		7		78,246,579		1,476		intergenic_variant						21				15

		BovineHD0700023517		rs43527340		7		78,262,171		15,593		intergenic_variant						21				15

		BovineHD0700023520		rs43526596		7		78,266,174		4,004		intergenic_variant						21				15

		BovineHD0700023526		rs133644243		7		78,285,216		19,043		intergenic_variant						21				15

		BovineHD0700023528		rs136111447		7		78,302,137		16,922		intergenic_variant						21				15

		BovineHD0700023530		rs134957097		7		78,312,764		10,628		intergenic_variant						21				15

		BovineHD0700023531		rs136626965		7		78,325,982		13,219		intergenic_variant						21				15

		BovineHD0700023534		rs132636869		7		78,348,022		22,041		intergenic_variant						21				15

		BovineHD0700023535		rs110064479		7		78,358,118		10,097		intergenic_variant						21				15

		BovineHD0700023548		rs137754026		7		78,427,146		69,029		intergenic_variant						21				15

		BovineHD0700023569		rs137829433		7		78,542,530		115,385		intergenic_variant						21				15

		BovineHD0700023576		rs136914598		7		78,578,511		35,982		intergenic_variant						21				15

		BovineHD0700023580		rs135041727		7		78,599,451		20,941		intergenic_variant						21				15

		BovineHD0700023584		rs109715678		7		78,617,218		17,768		intergenic_variant						21				15

		BovineHD0700023586		rs137089570		7		78,628,665		11,448		intergenic_variant						21				15

		BovineHD0800010044		rs110397814		8		33,568,412				intergenic_variant						22

		BovineHD0800010062		rs42737165		8		33,650,669		82,258		intergenic_variant						22

		BovineHD0800010065		rs109284922		8		33,661,989		11,321		intergenic_variant						22

		BovineHD0800010067		rs42737209		8		33,663,476		1,488		intergenic_variant						22

		BovineHD0800010069		rs135280980		8		33,670,119		6,644		intergenic_variant						22

		BovineHD0800010072		rs137207147		8		33,673,690		3,572		intergenic_variant						22

		BovineHD0800010074		rs136974116		8		33,677,148		3,459		intergenic_variant						22

		BovineHD0800010079		rs42730109		8		33,701,484		24,337		intergenic_variant						22

		BovineHD0800010100		rs42455539		8		33,777,524		76,041		intergenic_variant						22

		BovineHD0800010110		rs42454991		8		33,836,990		59,467		intergenic_variant						22

		BovineHD0800010141		rs133528204		8		33,960,147		123,158		intergenic_variant						22

		BovineHD0900026833		rs110655540		9		93,211,812				intergenic_variant						23		15

		BovineHD0900026837		rs109298576		9		93,221,725		9,914		intergenic_variant						23		15

		BovineHD0900026841		rs136656504		9		93,236,721		14,997		intergenic_variant						23		15

		BovineHD0900026853		rs109850381		9		93,284,134		47,414		intergenic_variant						23		15

		BovineHD0900026867		rs110784839		9		93,335,995		51,862		intergenic_variant						23		15

		BovineHD0900026869		rs132916848		9		93,341,763		5,769		intergenic_variant						23		15

		BovineHD0900026871		rs137556810		9		93,343,767		2,005		intergenic_variant						23		15

		BovineHD0900026873		rs137159701		9		93,348,720		4,954		intergenic_variant						23		15

		BovineHD0900026895		rs109205141		9		93,439,818		91,099		intron_variant		ARID1B				23		15

		BovineHD0900026899		rs110076748		9		93,456,011		16,194		intron_variant		ARID1B				23		15

		BovineHD0900026903		rs134679030		9		93,473,386		17,376		intron_variant		ARID1B				23		15

		BovineHD0900026906		rs133631571		9		93,478,853		5,468		intron_variant		ARID1B				23		15

		BovineHD0900026908		rs132981915		9		93,483,413		4,561		intron_variant		ARID1B				23		15

		BovineHD0900026911		rs132647347		9		93,494,408		10,996		intron_variant		ARID1B				23		15

		BovineHD0900026913		rs108948159		9		93,506,387		11,980		intron_variant		ARID1B				23		15

		BovineHD0900026915		rs109046692		9		93,519,219		12,833		intron_variant		ARID1B				23		15

		BovineHD0900026917		rs109712307		9		93,521,575		2,357		intron_variant		ARID1B				23		15

		BovineHD0900026919		rs135428986		9		93,528,398		6,824		intron_variant		ARID1B				23		15

		BovineHD0900026921		rs109320058		9		93,533,299		4,902		intron_variant		ARID1B				23		15

		BovineHD0900026927		rs135807333		9		93,560,087		26,789		intron_variant		ARID1B				23		15

		BovineHD0900026929		rs132819998		9		93,573,809		13,723		intron_variant		ARID1B				23		15

		BovineHD0900026932		rs136019144		9		93,588,287		14,479		intron_variant		ARID1B				23		15

		BovineHD0900026934		rs137117490		9		93,596,505		8,219		intron_variant		ARID1B				23		15

		BovineHD0900026936		rs136552445		9		93,601,884		5,380		intron_variant		ARID1B				23		15

		BTA-24108-no-rs		rs41573356		9		93,613,642		11,759		intron_variant		ARID1B				23		15

		BovineHD0900026942		rs133461737		9		93,634,565		20,924		intron_variant		ARID1B				23		15

		BovineHD0900026943		rs110104898		9		93,638,978		4,414		intron_variant		ARID1B				23		15

		BovineHD0900026946		rs109853094		9		93,651,372		12,395		intron_variant		ARID1B				23		15

		BovineHD0900026948		rs133994717		9		93,657,195		5,824		intron_variant		ARID1B				23		15

		BovineHD0900026950		rs137842215		9		93,661,213		4,019		intron_variant		ARID1B				23		15

		BovineHD0900026952		rs109395729		9		93,671,704		10,492		intron_variant		ARID1B				23		15

		BovineHD0900026954		rs134052241		9		93,675,399		3,696		intron_variant		ARID1B				23		15

		BovineHD0900026959		rs109731225		9		93,696,004		20,606		intron_variant		ARID1B				23		15

		ARS-BFGL-NGS-110296		rs110298193		9		93,699,875		3,872		intron_variant		ARID1B				23		15

		BovineHD0900026962		rs133413737		9		93,706,366		6,492		intron_variant		ARID1B				23		15

		BovineHD0900026966		rs133577891		9		93,718,819		12,454		intron_variant		ARID1B				23		15

		BovineHD0900026967		rs137286344		9		93,723,092		4,274		intron_variant		ARID1B				23		15

		BovineHD0900026969		rs136893400		9		93,728,693		5,602		intron_variant		ARID1B				23		15

		BovineHD0900026971		rs110868826		9		93,733,598		4,906		intron_variant		ARID1B				23		15

		ARS-BFGL-NGS-15852		rs110681299		9		93,741,723		8,126		intron_variant		ARID1B				23		15

		BovineHD0900026974		rs133032689		9		93,744,138		2,416		intron_variant		ARID1B				23		15

		BovineHD0900026976		rs137461725		9		93,745,882		1,745		intron_variant		ARID1B				23		15

		BovineHD0900026978		rs137063874		9		93,749,307		3,426		intron_variant		ARID1B				23		15

		BovineHD0900026980		rs133034853		9		93,752,129		2,823		intron_variant		ARID1B				23		15

		BovineHD0900026982		rs109256489		9		93,754,907		2,779		intron_variant		ARID1B				23		15

		BovineHD0900026984		rs134853049		9		93,759,842		4,936		intron_variant		ARID1B				23		15

		BovineHD0900026985		rs137622230		9		93,762,478		2,637		intron_variant		ARID1B				23		15

		ARS-BFGL-NGS-116567		rs110709153		9		93,766,803		4,326		intron_variant		ARID1B				23		15

		BovineHD0900026992		rs135847592		9		93,791,745		24,943		intron_variant		ARID1B				23		15

		BovineHD0900027008		rs133056198		9		93,861,862		70,118		intergenic_variant						23		15

		BovineHD0900027010		rs109568223		9		93,863,477		1,616		intergenic_variant						23		15

		BovineHD0900027012		rs109219399		9		93,865,903		2,427		intergenic_variant						23		15

		BovineHD0900027015		rs110854898		9		93,869,531		3,629		intergenic_variant						23		15

		BovineHD0900027017		rs136441514		9		93,871,949		2,419		intergenic_variant						23		15

		BovineHD0900027019		rs110333727		9		93,875,289		3,341		intergenic_variant						23		15

		BovineHD0900027021		rs109486100		9		93,878,169		2,881		intergenic_variant						23		15

		BovineHD4100007681		rs41656395		9		93,882,032		3,864		intergenic_variant						23		15

		BovineHD0900027026		rs133248778		9		93,885,155		3,124		intergenic_variant						23		15

		BovineHD0900027028		rs135708674		9		93,887,141		1,987		intergenic_variant						23		15

		BovineHD4100007682		rs41610026		9		93,989,031		101,891		intergenic_variant						23		15

		BovineHD0900027062		rs136211976		9		94,002,336		13,306		intergenic_variant						23		15

		BovineHD0900027064		rs110940834		9		94,009,446		7,111		intergenic_variant						23		15

		BovineHD0900027076		rs109741438		9		94,041,252		31,807		intron_variant		ZDHHC14				23		15

		BovineHD0900027078		rs109791780		9		94,046,009		4,758		intron_variant		ZDHHC14				23		15

		BovineHD0900027086		rs109314159		9		94,060,173		14,165		intron_variant		ZDHHC14				23		15

		BovineHD0900027088		rs110144916		9		94,061,719		1,547		intron_variant		ZDHHC14				23		15

		BovineHD0900027093		rs132797278		9		94,068,969		7,251		intron_variant		ZDHHC14				23		15

		BovineHD0900027097		rs110943367		9		94,075,709		6,741		intron_variant		ZDHHC14				23		15

		BovineHD0900027099		rs135419671		9		94,077,190		1,482		intron_variant		ZDHHC14				23		15

		BovineHD0900027115		rs109596137		9		94,132,489		55,300		intron_variant		ZDHHC14				23

		BovineHD4100007685		rs41656409		9		94,143,252		10,764		intron_variant		ZDHHC14				23

		BovineHD0900027124		rs109142531		9		94,150,059		6,808		intron_variant		ZDHHC14				23

		BovineHD0900027127		rs109491144		9		94,154,514		4,456		intron_variant		ZDHHC14				23

		BovineHD0900027143		rs110555258		9		94,169,520		15,007		intron_variant		ZDHHC14				23

		BovineHD0900027145		rs136376707		9		94,172,536		3,017		intron_variant		ZDHHC14				23

		BovineHD0900027148		rs136092680		9		94,179,130		6,595		intron_variant		ZDHHC14				23

		BovineHD0900027151		rs137791982		9		94,185,224		6,095		intron_variant		ZDHHC14				23

		ARS-BFGL-NGS-42139		rs110934628		9		94,189,767		4,544		intron_variant		ZDHHC14				23

		BovineHD0900027154		rs132668890		9		94,193,290		3,524		intron_variant		ZDHHC14				23

		BovineHD0900027157		rs109374023		9		94,200,726		7,437		intron_variant		ZDHHC14				23

		BovineHD0900027160		rs109755236		9		94,204,841		4,116		intron_variant		ZDHHC14				23

		BovineHD0900027162		rs110467953		9		94,206,950		2,110		intron_variant		ZDHHC14				23

		BovineHD0900027165		rs135385400		9		94,213,320		6,371		intron_variant		ZDHHC14				23

		BovineHD0900027167		rs133308766		9		94,214,831		1,512		intron_variant		ZDHHC14				23

		BovineHD0900027169		rs109426536		9		94,216,540		1,710		intron_variant		ZDHHC14				23

		BovineHD0900027173		rs110142215		9		94,220,729		4,190		intron_variant		ZDHHC14				23

		BovineHD0900027175		rs135397180		9		94,222,747		2,019		intron_variant		ZDHHC14				23

		BovineHD0900027177		rs133791190		9		94,224,975		2,229		intron_variant		ZDHHC14				23

		BovineHD0900027180		rs134856561		9		94,231,028		6,054		intron_variant		ZDHHC14				23

		BovineHD0900027187		rs134249399		9		94,240,451		9,424		intron_variant		ZDHHC14				23

		BovineHD0900027189		rs133095733		9		94,241,769		1,319		intron_variant		ZDHHC14				23

		BovineHD0900027193		rs110434428		9		94,248,351		6,583		intron_variant		ZDHHC14				23

		BovineHD0900027195		rs109428453		9		94,250,993		2,643		intron_variant		ZDHHC14				23

		BovineHD0900027199		rs133858637		9		94,254,183		3,191		intron_variant		ZDHHC14				23

		BovineHD1100014967		rs110045788		11		50,922,174				intergenic_variant						24

		BovineHD1100014972		rs137306805		11		50,944,686		22,513		intergenic_variant						24

		BovineHD1100014974		rs109030344		11		50,953,481		8,796		intergenic_variant						24

		BovineHD1100014978		rs135061387		11		50,971,215		17,735		intergenic_variant						24

		BovineHD1100014980		rs109808924		11		50,974,060		2,846		intergenic_variant						24

		BovineHD1100014985		rs110526648		11		51,003,233		29,174		intergenic_variant						24

		BovineHD1100014990		rs134886733		11		51,034,040		30,808		intergenic_variant						24

		BovineHD1100014992		rs133300106		11		51,042,232		8,193		intergenic_variant						24

		BovineHD1100014996		rs137467445		11		51,058,378		16,147		intergenic_variant						24

		BovineHD1100014998		rs136906440		11		51,064,323		5,946		intergenic_variant						24

		BovineHD1100015013		rs134882656		11		51,102,668		38,346		intergenic_variant						24

		ARS-BFGL-NGS-66339		rs109476024		11		51,109,955		7,288		intergenic_variant						24

		BovineHD1100015003		rs136573190		11		51,129,277		19,323		intergenic_variant						24

		BovineHD1100015005		rs110001879		11		51,132,016		2,740		intergenic_variant						24

		BovineHD1100015007		rs134122694		11		51,135,350		3,335		intergenic_variant						24

		BovineHD1100015010		rs109099650		11		51,138,501		3,152		intergenic_variant						24

		BovineHD1100015022		rs132855464		11		51,163,934		25,434		intergenic_variant						24

		BovineHD1100015026		rs136689088		11		51,182,736		18,803		intergenic_variant						24

		BovineHD1100015028		rs110742774		11		51,190,405		7,670		intergenic_variant						24

		BovineHD1100015036		rs109078478		11		51,217,276		26,872		intergenic_variant						24

		BovineHD1100015039		rs135461357		11		51,230,072		12,797		intergenic_variant						24

		BovineHD1100015055		rs136334230		11		51,312,133		82,062		intergenic_variant						24

		BovineHD1100015062		rs133612591		11		51,356,063		43,931		intergenic_variant						24

		BovineHD1100015066		rs133809376		11		51,385,727		29,665		intergenic_variant						24

		BovineHD1100015068		rs132720551		11		51,393,418		7,692		intergenic_variant						24

		BovineHD1100015071		rs132861479		11		51,403,766		10,349		intergenic_variant						24

		BovineHD1100015077		rs109465522		11		51,415,607		11,842		intergenic_variant						24

		BovineHD1100015094		rs132691722		11		51,449,332		33,726		intergenic_variant						24

		BovineHD1100015097		rs136636470		11		51,455,702		6,371		intergenic_variant						24

		BovineHD1100015100		rs133445716		11		51,462,813		7,112		intergenic_variant						24

		BovineHD1100015102		rs109712262		11		51,466,730		3,918		intergenic_variant						24

		BovineHD1100015104		rs109936081		11		51,471,175		4,446		intergenic_variant						24

		Hapmap38714-BTA-93410		rs41613511		11		51,479,638		8,464		intergenic_variant						24

		BovineHD1100015107		rs135101255		11		51,484,358		4,721		intergenic_variant						24

		BovineHD1100015109		rs110573545		11		51,491,219		6,862		intergenic_variant						24

		BovineHD1100015116		rs110815401		11		51,520,368		29,150		intergenic_variant						24

		BovineHD1100015119		rs110626657		11		51,525,566		5,199		intergenic_variant						24

		BovineHD1100015121		rs109032425		11		51,529,480		3,915		intergenic_variant						24

		BovineHD1100015125		rs109321234		11		51,553,923		24,444		intergenic_variant						24

		BovineHD1100015128		rs136240231		11		51,562,597		8,675		intergenic_variant						24

		BovineHD1100015130		rs135055375		11		51,565,704		3,108		intergenic_variant						24

		BovineHD1100015134		rs110192034		11		51,571,620		5,917		intergenic_variant						24

		BovineHD1100015139		rs109597234		11		51,579,104		7,485		intergenic_variant						24

		BovineHD1100015143		rs133475103		11		51,583,008		3,905		intergenic_variant						24

		BovineHD1100015146		rs108955690		11		51,589,338		6,331		intergenic_variant						24

		BovineHD1100015151		rs109545956		11		51,608,124		18,787		intergenic_variant						24

		BovineHD1100015161		rs41611858		11		51,630,818		22,695		intergenic_variant						24

		BovineHD1100015171		rs110409669		11		51,668,409		37,592		intergenic_variant						24

		BovineHD1100015181		rs137077898		11		51,711,651		43,243		intergenic_variant						24

		BovineHD1100015184		rs134743204		11		51,716,899		5,249		intergenic_variant						24

		BovineHD1100015191		rs110023592		11		51,734,262		17,364		intergenic_variant						24

		BovineHD1100015193		rs109934521		11		51,740,370		6,109		intergenic_variant						24

		BovineHD1100015215		rs136020541		11		51,793,910		53,541		intergenic_variant						24

		BovineHD1100015218		rs132884137		11		51,796,401		2,492		intergenic_variant						24

		BovineHD1100015220		rs134985060		11		51,799,531		3,131		intergenic_variant						24

		BovineHD1100015223		rs137590868		11		51,802,770		3,240		intergenic_variant						24

		BovineHD1100015229		rs110991970		11		51,838,643		35,874		intergenic_variant						24

		BovineHD1100015242		rs136635421		11		51,866,429		27,787		intergenic_variant						24

		BovineHD1100015264		rs110522464		11		52,001,416		134,988		intergenic_variant						24

		Hapmap49363-BTA-89255		rs41589378		11		52,049,957		48,542		intergenic_variant						24

		BovineHD1100015276		rs134606904		11		52,082,201		32,245		intergenic_variant						24

		BovineHD1100015296		rs109373737		11		52,207,947		125,747		intergenic_variant						24

		ARS-BFGL-BAC-11717		rs110527959		11		52,281,751		73,805		intergenic_variant						24

		BovineHD1100015331		rs133722298		11		52,414,032		132,282		intergenic_variant						24

		BovineHD1100015335		rs134504323		11		52,460,692		46,661		intergenic_variant						24

		Hapmap59913-rs29011971		rs29011971		11		52,574,977		114,286		intergenic_variant						24

		BovineHD1100015348		rs132735596		11		52,590,864		15,888		intergenic_variant						24

		BovineHD1100015351		rs137657806		11		52,615,171		24,308		intergenic_variant						24

		Hapmap26721-BTA-152115		rs110684598		11		52,621,574		6,404		intergenic_variant						24

		BovineHD1100015355		rs136858558		11		52,642,207		20,634		intergenic_variant						24

		BovineHD1100015358		rs110412233		11		52,660,278		18,072		intergenic_variant						24

		BovineHD1100015360		rs137812542		11		52,670,101		9,824		intergenic_variant						24

		BovineHD1100015363		rs137268773		11		52,673,436		3,336		intergenic_variant						24

		BovineHD1100015365		rs109864981		11		52,678,364		4,929		intergenic_variant						24

		BovineHD1100015367		rs132938702		11		52,680,083		1,720		intergenic_variant						24

		BovineHD1100015370		rs108974710		11		52,684,301		4,219		intergenic_variant						24

		BovineHD1100015372		rs110315491		11		52,687,666		3,366		intergenic_variant						24

		BovineHD1100015374		rs134411279		11		52,690,600		2,935		intergenic_variant						24

		BovineHD1100015377		rs133294609		11		52,694,015		3,416		intergenic_variant						24

		BovineHD1100015378		rs134148669		11		52,695,780		1,766		intergenic_variant						24

		BovineHD1100015382		rs110499431		11		52,704,469		8,690		intergenic_variant						24

		BovineHD1100015392		rs132877872		11		52,748,476		44,008		intergenic_variant						24

		ARS-BFGL-NGS-117912		rs110063973		11		52,758,789		10,314		intergenic_variant						24

		BovineHD1100015397		rs137605297		11		52,764,980		6,192		intergenic_variant						24

		BovineHD1100015399		rs109516541		11		52,767,238		2,259		intergenic_variant						24

		BovineHD1100015402		rs133532553		11		52,769,972		2,735		intergenic_variant						24

		BovineHD1100015404		rs136411980		11		52,773,351		3,380		intergenic_variant						24

		BovineHD1100015406		rs134781532		11		52,775,023		1,673		intergenic_variant						24

		BovineHD1100015408		rs109479322		11		52,783,290		8,268		intergenic_variant						24

		BovineHD1100015413		rs110484848		11		52,801,215		17,926		intergenic_variant						24

		BovineHD1100015417		rs109274167		11		52,831,960		30,746		intergenic_variant						24

		BovineHD1100015433		rs110064147		11		52,943,205		111,246		intergenic_variant						24

		BovineHD1100015435		rs136985176		11		52,951,017		7,813		intergenic_variant						24

		BovineHD1100015441		rs110314336		11		52,985,147		34,131		intergenic_variant						24

		BovineHD1100015445		rs109356133		11		52,996,804		11,658		intergenic_variant						24

		BovineHD1100015447		rs133191032		11		53,012,456		15,653		intergenic_variant						24

		BovineHD1100015453		rs109133602		11		53,047,184		34,729		intergenic_variant						24

		BovineHD1100015455		rs110741767		11		53,058,217		11,034		intergenic_variant						24

		BovineHD1100015458		rs109890758		11		53,073,939		15,723		intergenic_variant						24

		BovineHD1100015462		rs134036002		11		53,085,699		11,761		intergenic_variant						24

		BovineHD1100015469		rs110896502		11		53,108,139		22,441		intergenic_variant						24

		BovineHD1100015473		rs110885609		11		53,118,636		10,498		intergenic_variant						24

		BovineHD1100015475		rs110643596		11		53,126,116		7,481		intergenic_variant						24

		BovineHD1100015478		rs110362303		11		53,130,078		3,963		intergenic_variant						24

		BovineHD1100015480		rs109621811		11		53,137,240		7,163		intergenic_variant						24

		BovineHD1100015484		rs110126546		11		53,153,617		16,378		intergenic_variant						24

		BovineHD1100015489		rs109157152		11		53,177,687		24,071		intergenic_variant						24

		BovineHD1100015492		rs135092872		11		53,187,168		9,482		intergenic_variant						24

		BovineHD1100015506		rs137093431		11		53,228,896		41,729		intergenic_variant						24

		BovineHD1100015508		rs133132844		11		53,232,473		3,578		intergenic_variant						24

		BovineHD1100015511		rs109447083		11		53,241,421		8,949		intergenic_variant						24

		BovineHD1100015513		rs137666985		11		53,249,561		8,141		intergenic_variant						24

		BovineHD1100015515		rs110051460		11		53,251,822		2,262		intergenic_variant						24

		BovineHD1100015517		rs134010040		11		53,253,320		1,499		intergenic_variant						24

		BovineHD1100015519		rs135942393		11		53,255,292		1,973		intergenic_variant						24

		BovineHD1100015521		rs110640893		11		53,261,306		6,015		intergenic_variant						24

		BovineHD1100015524		rs110491528		11		53,268,035		6,730		intergenic_variant						24

		BovineHD1100015528		rs132971807		11		53,288,559		20,525		intergenic_variant						24

		BovineHD1100015532		rs109275394		11		53,299,829		11,271		intergenic_variant						24

		BovineHD1100015534		rs111020943		11		53,302,618		2,790		intergenic_variant						24

		BovineHD1100015537		rs136115214		11		53,307,502		4,885		intergenic_variant						24

		BovineHD1100015540		rs109385939		11		53,315,361		7,860		intergenic_variant						24

		BovineHD1100015542		rs135887514		11		53,317,805		2,445		intergenic_variant						24

		BovineHD1100015547		rs134298253		11		53,325,385		7,581		intergenic_variant						24

		BovineHD1100015550		rs134039948		11		53,344,993		19,609		intergenic_variant						24

		BovineHD1100015552		rs109800555		11		53,356,837		11,845		intergenic_variant						24

		BovineHD1100015554		rs135387059		11		53,361,196		4,360		intergenic_variant						24

		BovineHD1100015557		rs137762408		11		53,388,458		27,263		intergenic_variant						24

		BovineHD1100015562		rs134172094		11		53,408,698		20,241		intergenic_variant						24

		BovineHD1100015567		rs110306618		11		53,424,313		15,616		intergenic_variant						24

		BovineHD1100015569		rs110390577		11		53,431,633		7,321		intergenic_variant						24

		BovineHD1100015571		rs133007972		11		53,432,771		1,139		intergenic_variant						24

		BovineHD1100015573		rs109050344		11		53,438,256		5,486		intergenic_variant						24

		BovineHD1100015576		rs109422500		11		53,448,308		10,053		intergenic_variant						24

		BovineHD1100015578		rs135146288		11		53,456,311		8,004		intergenic_variant						24

		BovineHD1100015580		rs133765541		11		53,462,375		6,065		intergenic_variant						24

		BovineHD1100015582		rs137780554		11		53,476,587		14,213		intergenic_variant						24

		BovineHD1100015585		rs137215200		11		53,486,152		9,566		intergenic_variant						24

		BovineHD1100015589		rs110919782		11		53,503,915		17,764		intergenic_variant						24

		BovineHD1100015598		rs41651189		11		53,544,761		40,847		intergenic_variant						24

		BovineHD1100015603		rs109170478		11		53,564,373		19,613		intergenic_variant						24

		BovineHD1100015607		rs133638387		11		53,572,427		8,055		intergenic_variant						24

		BovineHD1100015612		rs110817873		11		53,590,223		17,797		intergenic_variant						24

		BovineHD1100015629		rs108949104		11		53,664,097		73,875		intergenic_variant						24

		BovineHD4100008843		rs29014689		11		53,674,810		10,714		intergenic_variant						24

		BovineHD1100015670		rs108976039		11		53,826,835		152,026		intergenic_variant						24

		BovineHD1100015672		rs110738396		11		53,833,063		6,229		intergenic_variant						24

		BovineHD1100015676		rs108964564		11		53,856,562		23,500		intergenic_variant						24

		BovineHD1100015685		rs109859987		11		53,890,637		34,076		intergenic_variant						24

		BovineHD1100015690		rs110387994		11		53,917,743		27,107		intergenic_variant						24

		BovineHD1100015693		rs133990035		11		53,924,721		6,979		intergenic_variant						24

		BovineHD1100015695		rs135937305		11		53,932,016		7,296		intergenic_variant						24

		BovineHD1100015698		rs136695484		11		53,944,374		12,359		intergenic_variant						24

		BovineHD1100015702		rs134392405		11		53,963,007		18,634		intergenic_variant						24

		BovineHD1100015724		rs132771755		11		54,072,154		109,148		intergenic_variant						24

		BovineHD1100015730		rs133530931		11		54,099,321		27,168		intergenic_variant						24

		BovineHD1100015733		rs110680985		11		54,109,112		9,792		intergenic_variant						24

		BovineHD1100015738		rs109156023		11		54,120,993		11,882		intergenic_variant						24

		BovineHD1100015741		rs136645526		11		54,125,949		4,957		intergenic_variant						24

		BovineHD1100015743		rs135011963		11		54,141,445		15,497		intergenic_variant						24

		BovineHD1100015750		rs136805907		11		54,214,094		72,650		intergenic_variant						24

		BovineHD1100015755		rs136468807		11		54,259,409		45,316		intergenic_variant						24

		BovineHD1100015757		rs137210952		11		54,261,923		2,515		intergenic_variant						24

		ARS-BFGL-NGS-11740		rs109865038		11		54,269,486		7,564		intergenic_variant						24

		BovineHD1100015761		rs111001887		11		54,288,154		18,669		intergenic_variant						24

		BovineHD1100015762		rs110500871		11		54,302,212		14,059		intergenic_variant						24

		BovineHD1100015766		rs137554524		11		54,335,538		33,327		intergenic_variant						24

		BovineHD1100015770		rs109517531		11		54,346,524		10,987		intergenic_variant						24

		BovineHD1100015772		rs109481332		11		54,353,197		6,674		intergenic_variant						24

		BovineHD1100015775		rs109129217		11		54,357,533		4,337		intergenic_variant						24

		BovineHD1100015778		rs135940638		11		54,361,041		3,509		intergenic_variant						24

		BovineHD1100015780		rs134966411		11		54,364,918		3,878		intergenic_variant						24

		BovineHD1100015782		rs136979239		11		54,367,525		2,608		intergenic_variant						24

		BovineHD1100015784		rs136580411		11		54,370,980		3,456		intergenic_variant						24

		BovineHD1100015788		rs134596938		11		54,377,060		6,081		intergenic_variant						24

		BovineHD1100015794		rs133181252		11		54,417,760		40,701		intergenic_variant						24

		ARS-BFGL-NGS-7469		rs110974890		11		54,492,825		75,066		intergenic_variant						24

		BovineHD1100015826		rs136928665		11		54,576,096		83,272		intergenic_variant						24

		BovineHD1100015832		rs134032163		11		54,609,566		33,471		intergenic_variant						24

		BovineHD1100015835		rs133434296		11		54,619,299		9,734		intergenic_variant						24

		BovineHD1100015838		rs110825823		11		54,626,776		7,478		intergenic_variant						24

		BovineHD1100015840		rs135363324		11		54,629,926		3,151		intergenic_variant						24

		BovineHD1100015842		rs110770550		11		54,640,249		10,324		intergenic_variant						24

		BovineHD1100015847		rs132737679		11		54,667,025		26,777		intergenic_variant						24

		BovineHD1100015851		rs137105077		11		54,687,119		20,095		intergenic_variant						24

		BovineHD1100015853		rs136707138		11		54,696,136		9,018		intergenic_variant						24

		BovineHD1100015856		rs133324157		11		54,711,175		15,040		intergenic_variant						24

		BovineHD1100015858		rs136359541		11		54,720,044		8,870		intergenic_variant						24

		BovineHD1100015861		rs136049092		11		54,733,644		13,601		intergenic_variant						24

		BovineHD1100015865		rs110343195		11		54,747,992		14,349		intergenic_variant						24

		BovineHD1100015871		rs110047324		11		54,788,519		40,528		intergenic_variant						24

		BovineHD1100015875		rs132956922		11		54,799,748		11,230		intron_variant		CTNNA2				24

		BovineHD4100008845		rs41565999		11		54,802,825		3,078		intron_variant		CTNNA2				24

		BovineHD1100015878		rs110037475		11		54,804,768		1,944		intron_variant		CTNNA2				24

		BovineHD1100015880		rs109272142		11		54,806,137		1,370		intron_variant		CTNNA2				24

		BovineHD1100015881		rs108966458		11		54,812,206		6,070		intron_variant		CTNNA2				24

		BovineHD1100015882		rs134479331		11		54,819,653		7,448		intron_variant		CTNNA2				24

		BovineHD1100015884		rs133360052		11		54,825,113		5,461		intron_variant		CTNNA2				24

		BovineHD1100015885		rs134659060		11		54,828,602		3,490		intron_variant		CTNNA2				24

		BovineHD1100015887		rs136878806		11		54,834,100		5,499		intron_variant		CTNNA2				24

		BovineHD1100015889		rs137786812		11		54,838,829		4,730		intron_variant		CTNNA2				24

		Hapmap27153-BTA-126567		rs81117935		11		54,841,971		3,143		intron_variant		CTNNA2				24

		BovineHD1100015892		rs133128862		11		54,844,435		2,465		intron_variant		CTNNA2				24

		BovineHD1100015894		rs135769661		11		54,849,601		5,167		intron_variant		CTNNA2				24

		BovineHD1100015903		rs110959117		11		54,875,204		25,604		intron_variant		CTNNA2				24

		BovineHD1100015906		rs110324041		11		54,882,509		7,306		intron_variant		CTNNA2				24

		BovineHD1100015910		rs110843114		11		54,897,720		15,212		intron_variant		CTNNA2				24

		BovineHD1100015917		rs109116222		11		54,908,177		10,458		intron_variant		CTNNA2				24

		BovineHD1100015919		rs108982949		11		54,910,883		2,707		intron_variant		CTNNA2				24

		BovineHD1100015923		rs110588710		11		54,915,637		4,755		intron_variant		CTNNA2				24

		BovineHD1100015925		rs133749462		11		54,918,388		2,752		intron_variant		CTNNA2				24

		BovineHD1100015927		rs109042141		11		54,920,637		2,250		intron_variant		CTNNA2				24

		BovineHD1100015933		rs110245259		11		54,937,150		16,514		intron_variant		CTNNA2				24

		BovineHD1100015940		rs110590354		11		54,951,849		14,700		intron_variant		CTNNA2				24

		BovineHD1100015941		rs110138706		11		54,955,475		3,627		intron_variant		CTNNA2				24

		BovineHD1100015943		rs110470807		11		54,958,586		3,112		intron_variant		CTNNA2				24

		BovineHD1100015945		rs110164750		11		54,960,228		1,643		intron_variant		CTNNA2				24

		BovineHD4100008850		rs43710121		11		54,962,182		1,955		intron_variant		CTNNA2				24

		BovineHD1100015954		rs110303734		11		54,980,694		18,513		intron_variant		CTNNA2				24

		BovineHD1100015960		rs110920020		11		55,007,607		26,914		intron_variant		CTNNA2				24

		BovineHD1100015964		rs109724950		11		55,012,169		4,563		intron_variant		CTNNA2				24

		BovineHD1100015968		rs110743317		11		55,020,711		8,543		intron_variant		CTNNA2				24

		ARS-BFGL-NGS-42944		rs110528191		11		55,025,522		4,812		intron_variant		CTNNA2				24

		BovineHD1100016021		rs136483959		11		55,231,805		206,284		intron_variant		CTNNA2				24

		BovineHD1100016037		rs42978999		11		55,258,495		26,691		intron_variant		CTNNA2				24

		BovineHD1100016039		rs42978987		11		55,264,396		5,902		intron_variant		CTNNA2				24

		BovineHD1100016023		rs135006402		11		55,270,174		5,779		intron_variant		CTNNA2				24

		BovineHD1100016025		rs133884319		11		55,273,064		2,891		intron_variant		CTNNA2				24

		BovineHD1100016027		rs42750156		11		55,275,706		2,643		intron_variant		CTNNA2				24

		BovineHD1100016028		rs42750163		11		55,277,929		2,224		intron_variant		CTNNA2				24

		BovineHD1100016030		rs42750174		11		55,281,565		3,637		intron_variant		CTNNA2				24

		BovineHD1100016032		rs42750184		11		55,284,448		2,884		intron_variant		CTNNA2				24

		BovineHD1100016042		rs42750145		11		55,289,659		5,212		intron_variant		CTNNA2				24

		BovineHD1100016044		rs41620198		11		55,291,465		1,807		intron_variant		CTNNA2				24

		BovineHD1100016046		rs42749780		11		55,293,912		2,448		intron_variant		CTNNA2				24

		BovineHD1100016050		rs42749821		11		55,301,003		7,092		intron_variant		CTNNA2				24

		BovineHD1100016052		rs42749826		11		55,302,810		1,808		intron_variant		CTNNA2				24

		BovineHD1100016055		rs133000700		11		55,324,534		21,725		intron_variant		CTNNA2				24

		BovineHD1100016058		rs109287777		11		55,334,415		9,882		intron_variant		CTNNA2				24

		BovineHD1100016060		rs110589737		11		55,342,510		8,096		intron_variant		CTNNA2				24

		BovineHD1100016063		rs42759710		11		55,355,323		12,814		intron_variant		CTNNA2				24

		BovineHD1100016066		rs134663348		11		55,361,023		5,701		intron_variant		CTNNA2				24

		BovineHD1100016068		rs42518971		11		55,368,137		7,115		intron_variant		CTNNA2				24

		BovineHD1100016069		rs110276620		11		55,370,906		2,770		intron_variant		CTNNA2				24

		BovineHD1100016071		rs133766946		11		55,377,069		6,164		intron_variant		CTNNA2				24

		BovineHD1100016073		rs42518986		11		55,380,894		3,826		intron_variant		CTNNA2				24

		BovineHD1100016076		rs132761860		11		55,389,528		8,635		intron_variant		CTNNA2				24

		BovineHD1100016078		rs42518996		11		55,395,787		6,260		intron_variant		CTNNA2				24

		BovineHD1100016081		rs42518997		11		55,400,115		4,329		intron_variant		CTNNA2				24

		BovineHD1100016083		rs134815467		11		55,408,846		8,732		intron_variant		CTNNA2				24

		BovineHD1100016085		rs133280768		11		55,412,610		3,765		intron_variant		CTNNA2				24

		BovineHD1100016087		rs136259111		11		55,417,517		4,908		intron_variant		CTNNA2				24

		BovineHD1100017367		rs136403077		11		61,050,785		5,633,269		intergenic_variant						25

		BovineHD1100017374		rs110038671		11		61,077,440		26,656		intergenic_variant						25

		BovineHD1100017383		rs133682033		11		61,120,707		43,268		intergenic_variant						25

		BTA-117086-no-rs		rs41618429		11		61,126,116		5,410		intergenic_variant						25

		BovineHD1100017387		rs134891125		11		61,129,610		3,495		intergenic_variant						25

		BovineHD1100017389		rs133807584		11		61,134,854		5,245		intergenic_variant						25

		BovineHD1100017392		rs133959880		11		61,139,508		4,655		intergenic_variant						25

		BovineHD1100017394		rs132845887		11		61,144,196		4,689		intergenic_variant						25

		BovineHD1100017397		rs136677672		11		61,148,048		3,853		intergenic_variant						25

		BovineHD1100017399		rs136273672		11		61,150,073		2,026		intergenic_variant						25

		BovineHD1100017403		rs133358824		11		61,158,377		8,305		intergenic_variant						25

		BovineHD1100017405		rs109340644		11		61,161,078		2,702		intergenic_variant						25

		BovineHD1100017408		rs134740806		11		61,164,853		3,776		intergenic_variant						25

		BovineHD1100017411		rs133615812		11		61,167,780		2,928		intergenic_variant						25

		BovineHD1100017415		rs133813828		11		61,172,809		5,030		intergenic_variant						25

		BovineHD1100017417		rs110700203		11		61,175,812		3,004		intergenic_variant						25

		BovineHD1100017420		rs110026841		11		61,178,205		2,394		intergenic_variant						25

		BovineHD1100017422		rs135516224		11		61,180,890		2,686		intergenic_variant						25

		BovineHD1100017427		rs109245019		11		61,194,656		13,767		intron_variant		EHBP1				25

		BovineHD4100008890		rs41668632		11		61,208,881		14,226		intron_variant		EHBP1				25

		Hapmap53406-rs29014440		rs29014440		11		61,220,553		11,673		intron_variant		EHBP1				25

		BovineHD1100017433		rs134763560		11		61,232,187		11,635		intron_variant		EHBP1				25

		BovineHD1100017436		rs133906370		11		61,242,589		10,403		intron_variant		EHBP1				25

		BovineHD1100017440		rs110127165		11		61,260,395		17,807		intron_variant		EHBP1				25

		BovineHD1100017452		rs133218871		11		61,328,314		67,920		intron_variant		EHBP1				25

		BovineHD1100017461		rs110634043		11		61,388,081		59,768		intron_variant		EHBP1				25

		BovineHD1100017466		rs132716319		11		61,410,046		21,966		intron_variant		EHBP1				25

		BovineHD1100017470		rs136630862		11		61,430,869		20,824		intron_variant		EHBP1				25

		BovineHD1100017475		rs110248749		11		61,444,042		13,174		intron_variant		EHBP1				25

		BovineHD1100017500		rs109486087		11		61,716,106		272,065		intergenic_variant						25

		BovineHD1100017503		rs110139821		11		61,730,614		14,509		intron_variant		WDPCP				25

		BovineHD1100017507		rs110155856		11		61,771,314		40,701		intron_variant		WDPCP				25

		BovineHD1100017510		rs110376793		11		61,787,307		15,994		intron_variant		WDPCP				25

		BovineHD1100017513		rs110123996		11		61,810,984		23,678		intron_variant		WDPCP				25

		BovineHD1100017925		rs109435083		11		63,345,445		1,534,462		intergenic_variant						26

		BovineHD1100017928		rs132991064		11		63,352,160		6,716		intergenic_variant						26

		BovineHD1100017930		rs137435268		11		63,354,855		2,696		intergenic_variant						26

		BovineHD1100017933		rs110764333		11		63,361,998		7,144		intergenic_variant						26

		BovineHD1100017935		rs133506189		11		63,376,645		14,648		intergenic_variant						26

		ARS-BFGL-NGS-111061		rs110448250		11		63,379,048		2,404		intergenic_variant						26

		BovineHD1100017938		rs136861478		11		63,383,608		4,561		intron_variant		SLC1A4				26

		BovineHD1100017940		rs137769492		11		63,385,908		2,301		intron_variant		SLC1A4				26

		BovineHD1100017942		rs137209037		11		63,394,059		8,152		intron_variant		SLC1A4				26

		BovineHD1100017945		rs109361572		11		63,408,093		14,035		3_prime_UTR_variant		SLC1A4				26

		ARS-BFGL-NGS-103794		rs110167538		11		63,414,618		6,526		intergenic_variant						26

		BovineHD1100017949		rs109417935		11		63,430,683		16,066		intergenic_variant						26

		BovineHD1100017963		rs109006556		11		63,477,617		46,935		intron_variant		RAB1A				26

		BovineHD1100017967		rs110384570		11		63,491,142		13,526		intron_variant		RAB1A				26

		BovineHD1100017969		rs109877897		11		63,492,263		1,122		intron_variant		RAB1A				26

		BovineHD1100017972		rs110427694		11		63,503,872		11,610		intron_variant		RAB1A				26

		BovineHD1100017975		rs137546174		11		63,515,122		11,251		intergenic_variant						26

		BovineHD1100017979		rs109650869		11		63,525,394		10,273		intergenic_variant						26

		BovineHD1100017981		rs135888223		11		63,527,938		2,545		intergenic_variant						26

		BovineHD4100008907		rs41610037		11		63,530,009		2,072		intergenic_variant						26

		BovineHD1100017988		rs133949674		11		63,555,412		25,404		intergenic_variant						26

		BovineHD1100017991		rs110308453		11		63,559,134		3,723		intergenic_variant						26

		BovineHD1100017994		rs136583184		11		63,564,302		5,169		intergenic_variant						26

		BovineHD1500001181		rs136627506		15		4,673,363				intergenic_variant						27		23

		BovineHD1500001183		rs137454931		15		4,683,780		10,418		intergenic_variant						27		23

		BovineHD1500001186		rs136279168		15		4,696,577		12,798		intergenic_variant						27		23

		BovineHD1500001189		rs135865249		15		4,703,992		7,416		intergenic_variant						27		23

		BovineHD1500001193		rs110538638		15		4,716,642		12,651		intergenic_variant						27		23

		BovineHD1500001196		rs133873223		15		4,725,189		8,548		intergenic_variant						27		23

		BovineHD1500001199		rs109251884		15		4,729,932		4,744		intergenic_variant						27		23

		BovineHD1500001202		rs109848220		15		4,735,130		5,199		intergenic_variant						27		23

		BovineHD1500001205		rs135635998		15		4,743,393		8,264		intergenic_variant						27		23

		BovineHD1500001207		rs134143723		15		4,745,809		2,417		intergenic_variant						27		23

		BTB-01545112		rs42661376		15		4,749,231		3,423		intergenic_variant						27		23

		BovineHD1500001213		rs133396387		15		4,773,196		23,966		intergenic_variant						27		23

		BTB-01576968		rs42696216		15		4,776,153		2,958		intergenic_variant						27		23

		BovineHD1500001219		rs137791004		15		4,812,040		35,888		intergenic_variant						27		23

		BovineHD1500001233		rs134136367		15		4,874,546		62,507		intergenic_variant						27		23

		BTB-01802172		rs42913233		15		4,894,028		19,483		intergenic_variant						27		23

		BovineHD1500001238		rs109525922		15		4,910,711		16,684		intergenic_variant						27		23

		BovineHD1500001243		rs110738180		15		4,929,114		18,404		intergenic_variant						27		23

		BovineHD1500001245		rs136490108		15		4,934,189		5,076		intergenic_variant						27		23

		BovineHD1500001248		rs137398244		15		4,947,001		12,813		intergenic_variant						27		23

		BovineHD1500001252		rs135177570		15		4,955,958		8,958		intergenic_variant						27		23

		BovineHD1500001254		rs110513024		15		4,958,568		2,611		intergenic_variant						27		23

		BovineHD1500001257		rs134464112		15		4,964,952		6,385		intergenic_variant						27		23

		BovineHD1500001258		rs109240541		15		4,973,191		8,240		intergenic_variant						27		23

		BovineHD1500001260		rs110322547		15		4,985,484		12,294		intergenic_variant						27		23

		BovineHD1500001262		rs110147176		15		4,989,220		3,737		intergenic_variant						27		23

		BovineHD1500001264		rs42595429		15		4,990,897		1,678		intergenic_variant						27		23

		BovineHD1500001269		rs134626671		15		5,011,004		20,108		intergenic_variant						27		23

		BovineHD1500001271		rs133979771		15		5,018,516		7,513		intergenic_variant						27		23

		BovineHD1500001274		rs136921011		15		5,033,188		14,673		intergenic_variant						27		23

		BovineHD1500001296		rs42595668		15		5,114,101		80,914		intron_variant		DYNC2H1				27		23

		BovineHD1500001310		rs42803665		15		5,156,658		42,558		intron_variant		DYNC2H1				27		23

		BovineHD1500001315		rs42804758		15		5,169,964		13,307		intron_variant		DYNC2H1				27		23

		ARS-BFGL-BAC-35399		rs42804772		15		5,183,069		13,106		intron_variant		DYNC2H1				27		23

		BovineHD1500001319		rs42804830		15		5,192,484		9,416		intron_variant		DYNC2H1				27		23

		BovineHD1500001323		rs42805773		15		5,196,923		4,440		intron_variant		DYNC2H1				27		23

		BovineHD1500001326		rs42806659		15		5,200,832		3,910		intron_variant		DYNC2H1				27		23

		BTB-01870522		rs42978239		15		5,234,380		33,549		intron_variant		DYNC2H1				27		23

		BovineHD1500001337		rs43125334		15		5,256,799		22,420		intron_variant		DYNC2H1				27		23

		BovineHD1500001341		rs134558957		15		5,268,855		12,057		intron_variant		DYNC2H1				27		23

		BovineHD1500001343		rs133718757		15		5,270,661		1,807		intron_variant		DYNC2H1				27		23

		BovineHD1500001345		rs132982726		15		5,276,798		6,138		intron_variant		DYNC2H1				27		23

		BovineHD1500001347		rs135134392		15		5,278,259		1,462		intron_variant		DYNC2H1				27		23

		BovineHD1500001349		rs137196932		15		5,282,257		3,999		intron_variant		DYNC2H1				27		23

		BovineHD1500001351		rs136556881		15		5,283,973		1,717		intron_variant		DYNC2H1				27		23

		BovineHD1500001354		rs136322839		15		5,288,553		4,581		intron_variant		DYNC2H1				27		23

		BovineHD1500001357		rs136299839		15		5,301,581		13,029		intron_variant		DYNC2H1				27		23

		BovineHD1500001359		rs137286741		15		5,308,446		6,866		intron_variant		DYNC2H1				27		23

		BovineHD1500001361		rs136889990		15		5,310,175		1,730		intron_variant		DYNC2H1				27		23

		BovineHD1500001363		rs136025958		15		5,311,845		1,671		intron_variant		DYNC2H1				27		23

		BovineHD1500001366		rs109671290		15		5,323,874		12,030		intron_variant		DYNC2H1				27		23

		BovineHD1500001372		rs133031390		15		5,343,993		20,120		intron_variant		DYNC2H1				27		23

		BovineHD1500001375		rs136350432		15		5,367,165		23,173		intron_variant		DYNC2H1				27		23

		BovineHD1500001377		rs42022690		15		5,375,276		8,112		intron_variant		DYNC2H1				27		23

		BovineHD1500001381		rs135919312		15		5,397,657		22,382		intron_variant		DYNC2H1				27		23

		BovineHD1500001383		rs134685793		15		5,409,220		11,564		intron_variant		DYNC2H1				27		23

		BovineHD1500001385		rs110690075		15		5,425,567		16,348		intron_variant		DYNC2H1				27		23

		BovineHD1500001389		rs41745620		15		5,437,185		11,619		intron_variant		DYNC2H1				27		23

		BovineHD1500001393		rs109688015		15		5,455,620		18,436		intergenic_variant						27		23

		BovineHD1500001396		rs135675753		15		5,471,133		15,514		intergenic_variant						27		23

		BovineHD1500001400		rs41740670		15		5,481,234		10,102		intron_variant		DCUN1D5				27		23

		BTB-00578376		rs41740668		15		5,487,639		6,406		intron_variant		DCUN1D5				27		23

		BovineHD1500001403		rs41740665		15		5,490,089		2,451		intron_variant		DCUN1D5				27		23

		BovineHD1500001405		rs41740655		15		5,497,435		7,347		intron_variant		DCUN1D5				27		23

		Hapmap40172-BTA-37943		rs41632705		15		5,525,921		28,487		intergenic_variant						27		23

		BovineHD1500001415		rs41740687		15		5,546,478		20,558		intergenic_variant						27		23

		BovineHD1500001418		rs41740708		15		5,561,980		15,503		intergenic_variant						27		23

		BovineHD1500001423		rs137659423		15		5,598,374		36,395		intergenic_variant						27		23

		BovineHD1500001428		rs109507529		15		5,622,899		24,526		intergenic_variant						27		23

		BovineHD1500001434		rs42023581		15		5,640,016		17,118		intergenic_variant						27		23

		BovineHD1500001440		rs110633651		15		5,662,687		22,672		intergenic_variant						27		23

		BovineHD1500001452		rs42024846		15		5,684,582		21,896		intergenic_variant						27		23

		BovineHD1500001454		rs133994420		15		5,686,213		1,632		intergenic_variant						27		23

		BovineHD1500001470		rs110863606		15		5,711,450		25,238		intergenic_variant						27		23

		BovineHD1500001476		rs41740728		15		5,726,508		15,059		intergenic_variant						27		23

		BovineHD1500001481		rs41743132		15		5,738,943		12,436		intergenic_variant						27		23

		BovineHD1500001488		rs134074214		15		5,756,411		17,469		intergenic_variant						27		23

		BovineHD1500001491		rs41743196		15		5,764,493		8,083		intergenic_variant						27		23

		BovineHD1500001494		rs110781038		15		5,771,962		7,470		intergenic_variant						27		23

		BovineHD1500001497		rs41744043		15		5,776,968		5,007		intergenic_variant						27		23

		BovineHD1500001499		rs41744063		15		5,781,184		4,217		intron_variant		MMP3				27		23

		BovineHD1500001510		rs42886083		15		5,824,887		43,704		intergenic_variant						27		23

		Hapmap50884-BTA-120303		rs41621468		15		5,847,288		22,402		intergenic_variant						27		23

		BovineHD1500001515		rs42887049		15		5,852,756		5,469		intergenic_variant						27		23

		BovineHD1500001530		rs42885061		15		5,868,982		16,227		intron_variant		MMP1				27		23

		BovineHD1500001539		rs132940889		15		5,912,126		43,145		intergenic_variant						27		23

		BovineHD1500001547		rs43771045		15		5,936,041		23,916		synonymous_variant		MMP8				27		23

		BovineHD1500001554		rs41745448		15		5,955,102		19,062		intron_variant		MMP27				27		23

		BovineHD1500001556		rs41745470		15		5,966,432		11,331		intergenic_variant						27		23

		BovineHD1500001561		rs109229235		15		5,983,474		17,043		intergenic_variant						27		23

		BovineHD1500001564		rs43135552		15		5,992,326		8,853		intergenic_variant						27		23

		BovineHD1500001566		rs43135533		15		6,001,437		9,112		intergenic_variant						27		23

		BovineHD1500001568		rs137662844		15		6,004,242		2,806		intergenic_variant						27		23

		ARS-BFGL-NGS-113484		rs41746570		15		6,021,999		17,758		intergenic_variant						27		23

		BovineHD1500001572		rs133135439		15		6,033,369		11,371		intron_variant		MMP20				27		23

		BovineHD1500001576		rs41746600		15		6,043,558		10,190		intron_variant		MMP20				27		23

		BovineHD1500001578		rs133799195		15		6,048,975		5,418		intron_variant		MMP20				27		23

		BovineHD1500001579		rs41746594		15		6,050,758		1,784		intron_variant		MMP20				27		23

		BovineHD1500001581		rs41746592		15		6,054,588		3,831		intron_variant		MMP20				27		23

		BovineHD1500001586		rs136749904		15		6,066,153		11,566		intron_variant		MMP20				27		23

		BovineHD1500001588		rs135564212		15		6,074,090		7,938		intron_variant		MMP20				27		23

		BovineHD1500001591		rs41746628		15		6,087,289		13,200		intron_variant		MMP20				27		23

		UA-IFASA-6437		rs41628605		15		6,088,503		1,215		intron_variant		MMP20				27		23

		BovineHD1500001598		rs110765587		15		6,104,661		16,159		intergenic_variant						27		23

		BovineHD1500001599		rs42840396		15		6,117,719		13,059		intergenic_variant						27		23

		BovineHD1500001601		rs42840348		15		6,120,076		2,358		intergenic_variant						27		23

		BovineHD1500001603		rs42840355		15		6,122,355		2,280		intergenic_variant						27		23

		BovineHD1500001605		rs109064000		15		6,132,365		10,011		intergenic_variant						27		23

		BovineHD1500001608		rs42839827		15		6,148,810		16,446		intron_variant		MMP7				27		23

		BovineHD1500001609		rs110937961		15		6,154,069		5,260		intergenic_variant						27		23

		BovineHD1500001611		rs134879418		15		6,156,936		2,868		intergenic_variant						27		23

		BovineHD1500001613		rs110004617		15		6,170,424		13,489		intergenic_variant						27		23

		BovineHD1500001615		rs136517093		15		6,174,390		3,967		intergenic_variant						27		23

		BovineHD1500001617		rs109282924		15		6,185,717		11,328		intergenic_variant						27		23

		BovineHD1500001619		rs42827708		15		6,194,013		8,297		intergenic_variant						27		23

		BovineHD1500001621		rs42827712		15		6,201,713		7,701		intergenic_variant						27		23

		BovineHD1500001624		rs42827723		15		6,209,571		7,859		intergenic_variant						27		23

		BovineHD1500001625		rs134418746		15		6,215,736		6,166		intergenic_variant						27		23

		BovineHD1500001627		rs42828444		15		6,218,953		3,218		intergenic_variant						27		23

		BovineHD1500001632		rs136802073		15		6,241,341		22,389		intron_variant		TMEM123				27		23

		BovineHD1500001637		rs108996513		15		6,262,584		21,244		intron_variant		TMEM123				27		23

		BovineHD1500001641		rs41753673		15		6,281,169		18,586		intron_variant		TMEM123				27		23

		BTB-00580383		rs41753695		15		6,300,942		19,774		intron_variant		TMEM123				27		23

		BovineHD1500001645		rs41753704		15		6,306,797		5,856		intergenic_variant						27		23

		BovineHD1500001647		rs41753712		15		6,308,964		2,168		intergenic_variant						27		23

		BovineHD1500001650		rs132741708		15		6,327,818		18,855		intergenic_variant						27		23

		BovineHD1500001668		rs42541554		15		6,434,913		107,096		intergenic_variant						27		23

		BovineHD1500001671		rs109315387		15		6,451,524		16,612		intergenic_variant						27		23

		BovineHD1500001673		rs137527645		15		6,456,472		4,949		intergenic_variant						27		23

		BovineHD1500001675		rs109013825		15		6,459,849		3,378		intergenic_variant						27		23

		BovineHD1500001680		rs134474683		15		6,504,844		44,996		intron_variant		YAP1				27		23

		BovineHD1500001683		rs43327622		15		6,515,271		10,428		intron_variant		YAP1				27		23

		BovineHD1500001686		rs43327621		15		6,524,003		8,733		intron_variant		YAP1				27		23

		BovineHD1500001710		rs42541611		15		6,588,001		63,999		intron_variant		YAP1				27

		BovineHD1500001712		rs110878926		15		6,597,767		9,767		intron_variant		YAP1				27

		BovineHD1500001718		rs42542447		15		6,606,892		9,126		intron_variant		YAP1				27

		BovineHD1500001720		rs42542464		15		6,610,205		3,314		intron_variant		YAP1				27

		BovineHD1500001722		rs133295169		15		6,612,112		1,908		intron_variant		YAP1				27

		BovineHD1500001724		rs109603709		15		6,613,862		1,751		intron_variant		YAP1				27

		BovineHD1500001728		rs137816332		15		6,622,210		8,349		intron_variant		YAP1				27

		BovineHD1500001730		rs43327745		15		6,628,834		6,625		intron_variant		YAP1				27

		BovineHD1500001731		rs135894722		15		6,630,698		1,865		intron_variant		YAP1				27

		BovineHD1700014633		rs135452052		17		50,099,253				intergenic_variant						28

		BovineHD1700014635		rs110132989		17		50,103,530		4,278		intergenic_variant						28

		BovineHD1700014637		rs108956087		17		50,105,014		1,485		intergenic_variant						28

		BovineHD1700014639		rs110706513		17		50,106,946		1,933		intergenic_variant						28

		ARS-BFGL-NGS-17507		rs110411177		17		50,114,545		7,600		intergenic_variant						28

		BovineHD1700014641		rs109442743		17		50,126,240		11,696		intergenic_variant						28

		BovineHD1700014644		rs133891630		17		50,130,313		4,074		intergenic_variant						28

		BovineHD1700014647		rs110843689		17		50,133,951		3,639		intergenic_variant						28

		BovineHD1700014649		rs137415549		17		50,139,154		5,204		intergenic_variant						28

		BovineHD1700014651		rs134372499		17		50,142,483		3,330		intergenic_variant						28

		BovineHD1700014653		rs110905380		17		50,144,898		2,416		intergenic_variant						28

		BovineHD1700014656		rs110680092		17		50,152,369		7,472		intergenic_variant						28

		BovineHD1700014658		rs134746470		17		50,155,518		3,150		intergenic_variant						28

		BovineHD1700014659		rs137592053		17		50,159,516		3,999		intergenic_variant						28

		BovineHD1700014673		rs135322283		17		50,181,094		21,579		intergenic_variant						28

		BovineHD1700014677		rs137586401		17		50,190,069		8,976		intergenic_variant						28

		BovineHD1700014680		rs111009506		17		50,197,001		6,933		intergenic_variant						28

		BovineHD1700014683		rs110418844		17		50,203,444		6,444		intergenic_variant						28

		ARS-BFGL-NGS-96193		rs109133367		17		50,206,433		2,990		intergenic_variant						28

		BovineHD1700014687		rs109010171		17		50,214,381		7,949		intergenic_variant						28

		BovineHD1700014689		rs137354781		17		50,218,332		3,952		intergenic_variant						28

		BovineHD1700014691		rs133749936		17		50,221,455		3,124		intergenic_variant						28

		BovineHD1700014708		rs135822404		17		50,249,290		27,836		intergenic_variant						28

		BovineHD1700014717		rs137525285		17		50,262,075		12,786		intergenic_variant						28

		BovineHD1700014726		rs132871306		17		50,274,476		12,402		intergenic_variant						28

		BovineHD1700014730		rs133034359		17		50,281,166		6,691		intergenic_variant						28

		BovineHD1700014733		rs135465959		17		50,286,783		5,618		intergenic_variant						28

		BovineHD1700014735		rs134889354		17		50,293,140		6,358		intergenic_variant						28

		BovineHD1700014737		rs136796425		17		50,296,664		3,525		intergenic_variant						28

		BovineHD1700014749		rs135053435		17		50,328,133		31,470		intron_variant		TMEM132B				28

		BovineHD1700014752		rs134443464		17		50,332,703		4,571		intron_variant		TMEM132B				28

		BovineHD1700014759		rs137297332		17		50,344,823		12,121		intron_variant		TMEM132B				28

		BovineHD1700014761		rs136736258		17		50,350,973		6,151		intron_variant		TMEM132B				28

		BovineHD1700014763		rs110830558		17		50,353,893		2,921		intron_variant		TMEM132B				28

		BovineHD1700014765		rs135070808		17		50,355,548		1,656		intron_variant		TMEM132B				28

		BovineHD1700014767		rs133947360		17		50,363,632		8,085		intron_variant		TMEM132B				28

		BovineHD1700014769		rs132848181		17		50,365,720		2,089		intron_variant		TMEM132B				28

		BovineHD1700014771		rs110279344		17		50,371,448		5,729		intron_variant		TMEM132B				28

		BovineHD1700014773		rs109161732		17		50,374,167		2,720		intron_variant		TMEM132B				28

		BovineHD1700014775		rs110438175		17		50,379,139		4,973		intron_variant		TMEM132B				28

		BovineHD1700014777		rs109078163		17		50,385,751		6,613		intron_variant		TMEM132B				28

		BovineHD1700014779		rs108982512		17		50,389,847		4,097		intron_variant		TMEM132B				28

		BovineHD1700014781		rs133660888		17		50,392,819		2,973		intron_variant		TMEM132B				28

		BovineHD1700014783		rs109846043		17		50,396,443		3,625		intron_variant		TMEM132B				28

		BovineHD1700014785		rs109137707		17		50,399,854		3,412		intron_variant		TMEM132B				28

		BovineHD1700014787		rs110222720		17		50,401,414		1,561		intron_variant		TMEM132B				28

		BovineHD1700014789		rs135759157		17		50,403,284		1,871		intron_variant		TMEM132B				28

		BovineHD1700014791		rs137470845		17		50,405,232		1,949		intron_variant		TMEM132B				28

		BovineHD1700014795		rs110179467		17		50,410,791		5,560		intron_variant		TMEM132B				28

		BovineHD1700014797		rs110060249		17		50,420,372		9,582		intron_variant		TMEM132B				28

		BovineHD1700014799		rs109528703		17		50,423,535		3,164		intron_variant		TMEM132B				28

		BovineHD1700014801		rs137645726		17		50,425,399		1,865		intron_variant		TMEM132B				28

		BovineHD1700014803		rs109084799		17		50,426,889		1,491		intron_variant		TMEM132B				28

		BovineHD1700014806		rs109089576		17		50,436,026		9,138		intron_variant		TMEM132B				28

		BovineHD1700014809		rs109540119		17		50,443,488		7,463		intron_variant		TMEM132B				28

		BovineHD1700014814		rs132664834		17		50,458,243		14,756		intron_variant		TMEM132B				28

		BovineHD1700014816		rs109707445		17		50,461,324		3,082		intron_variant		TMEM132B				28

		BovineHD1700014818		rs109059248		17		50,464,230		2,907		intron_variant		TMEM132B				28

		BovineHD1700014822		rs109329381		17		50,468,610		4,381		intron_variant		TMEM132B				28

		BovineHD1700014825		rs133113665		17		50,471,861		3,252		intron_variant		TMEM132B				28

		BovineHD1700014827		rs110170808		17		50,473,709		1,849		intron_variant		TMEM132B				28

		BovineHD1700014829		rs137247289		17		50,475,644		1,936		intron_variant		TMEM132B				28

		BovineHD1700014831		rs109436886		17		50,478,446		2,803		intron_variant		TMEM132B				28

		ARS-BFGL-NGS-99210		rs110578763		17		50,485,602		7,157		intron_variant		TMEM132B				28

		BovineHD1700014838		rs110771077		17		50,489,589		3,988		intron_variant		TMEM132B				28

		BovineHD1700014843		rs132854106		17		50,494,468		4,880		intron_variant		TMEM132B				28

		BovineHD1700014848		rs134741721		17		50,500,087		5,620		intron_variant		TMEM132B				28

		BovineHD1700014850		rs133206084		17		50,502,717		2,631		intron_variant		TMEM132B				28

		BovineHD1700014857		rs135247751		17		50,513,337		10,621		intron_variant		TMEM132B				28

		ARS-BFGL-NGS-13988		rs110814995		17		50,522,879		9,543		intron_variant		TMEM132B				28

		BovineHD1700014862		rs132960863		17		50,530,342		7,464		intron_variant		TMEM132B				28

		BovineHD1700014865		rs110168237		17		50,536,174		5,833		intron_variant		TMEM132B				28

		BovineHD1700014867		rs110376261		17		50,539,700		3,527		intron_variant		TMEM132B				28

		BovineHD1700022331		rs133476176		17		50,549,733		10,034		intron_variant		TMEM132B				28

		BovineHD1700014873		rs135289000		17		50,556,809		7,077		intron_variant		TMEM132B				28

		BovineHD1700014875		rs110833982		17		50,563,978		7,170		intron_variant		TMEM132B				28

		BovineHD1700014878		rs109923782		17		50,587,322		23,345		intron_variant		TMEM132B				28

		BovineHD1700014883		rs136620374		17		50,600,943		13,622		intron_variant		TMEM132B				28

		BovineHD1700014885		rs137371645		17		50,604,225		3,283		intron_variant		TMEM132B				28

		BovineHD1700014887		rs110403394		17		50,611,171		6,947		intron_variant		TMEM132B				28

		BovineHD1700014889		rs110870133		17		50,615,834		4,664		intron_variant		TMEM132B				28

		BovineHD1700014891		rs110593836		17		50,620,884		5,051		intron_variant		TMEM132B				28

		BovineHD1700014894		rs109750270		17		50,633,327		12,444		intron_variant		TMEM132B				28

		BovineHD1700014896		rs109880760		17		50,639,136		5,810		intron_variant		TMEM132B				28

		BovineHD1700014901		rs109441974		17		50,651,396		12,261		intron_variant		TMEM132B				28

		BovineHD1700014903		rs109602038		17		50,659,531		8,136		intron_variant		TMEM132B				28

		BovineHD1700014905		rs136571742		17		50,661,735		2,205		intron_variant		TMEM132B				28

		BovineHD1700014907		rs135900266		17		50,664,030		2,296		intron_variant		TMEM132B				28

		BovineHD1700014910		rs134503796		17		50,670,207		6,178		intron_variant		TMEM132B				28

		BovineHD1700014912		rs110698200		17		50,674,626		4,420		intron_variant		TMEM132B				28

		Hapmap52863-rs29024498		rs29024498		17		50,707,074		32,449		intergenic_variant						28

		BovineHD1700014919		rs110381819		17		50,716,855		9,782		intergenic_variant						28

		BovineHD1700014921		rs109507026		17		50,720,459		3,605		intron_variant		AACS				28

		BovineHD1700014924		rs109498877		17		50,722,838		2,380		intron_variant		AACS				28

		BovineHD1700014926		rs109063928		17		50,724,716		1,879		intron_variant		AACS				28

		BovineHD1700014928		rs109115990		17		50,726,549		1,834		intron_variant		AACS				28

		BovineHD1700014930		rs110792212		17		50,728,698		2,150		intron_variant		AACS				28

		BovineHD1700014932		rs110855206		17		50,731,825		3,128		intron_variant		AACS				28

		BovineHD1700014934		rs134129679		17		50,737,936		6,112		intron_variant		AACS				28

		BovineHD1700014938		rs110126328		17		50,746,254		8,319		intron_variant		AACS				28

		BovineHD1700014941		rs108993375		17		50,754,476		8,223		intron_variant		AACS				28

		BovineHD1700014944		rs110594229		17		50,762,187		7,712		intron_variant		AACS				28

		BovineHD1700014947		rs133942135		17		50,769,132		6,946		intron_variant		AACS				28

		BovineHD1700014950		rs110375397		17		50,774,229		5,098		intergenic_variant						28

		BovineHD1700014952		rs110890660		17		50,780,361		6,133		intergenic_variant						28

		BovineHD1700014955		rs109005671		17		50,790,408		10,048		intergenic_variant						28

		BovineHD1700014958		rs109390088		17		50,797,339		6,932		intergenic_variant						28

		BovineHD1700014960		rs133371797		17		50,802,847		5,509		intergenic_variant						28

		BovineHD1700014962		rs136095551		17		50,814,457		11,611		intron_variant		BRI3BP				28

		BovineHD1700014964		rs109504321		17		50,817,880		3,424		intron_variant		BRI3BP				28

		BovineHD1700014966		rs109370346		17		50,819,836		1,957		intron_variant		BRI3BP				28

		BovineHD1700014973		rs109834676		17		50,833,744		13,909		intron_variant		BRI3BP				28

		BovineHD1700014976		rs134921532		17		50,840,594		6,851		intron_variant		DHX37				28

		BovineHD1700014978		rs109525800		17		50,845,408		4,815		intron_variant		DHX37				28

		BovineHD1700014981		rs134909706		17		50,850,186		4,779		missense_variant		DHX37		Gtc/Atc		28

		BovineHD1700014986		rs109941441		17		50,858,698		8,513		missense_variant		DHX37		Cgc/Tgc		28

		BovineHD2300005776		rs137305043		23		22,140,098				intergenic_variant						29

		BovineHD2300005778		rs137009145		23		22,147,723		7,626		intergenic_variant						29

		BovineHD2300005781		rs109586730		23		22,152,393		4,671		intergenic_variant						29

		BovineHD2300005783		rs135323757		23		22,156,787		4,395		intergenic_variant						29

		BovineHD2300005785		rs133762863		23		22,163,325		6,539		intergenic_variant						29

		BovineHD2300005787		rs110141826		23		22,166,650		3,326		intergenic_variant						29

		BovineHD2300005790		rs109759662		23		22,182,586		15,937		intergenic_variant						29

		BovineHD2300005793		rs110821063		23		22,190,525		7,940		intergenic_variant						29

		BovineHD2300005796		rs133379319		23		22,201,446		10,922		intergenic_variant						29

		BovineHD2300005804		rs137738793		23		22,216,091		14,646		intergenic_variant						29

		BovineHD2300005808		rs109648192		23		22,233,886		17,796		intron_variant		MUT				29

		BovineHD2300005810		rs110499896		23		22,247,068		13,183		intron_variant		MUT				29

		BovineHD2300005813		rs136789080		23		22,263,974		16,907		intron_variant		CENPQ				29

		Hapmap44684-BTA-55791		rs41604175		23		22,275,114		11,141		intron_variant		CENPQ				29

		BovineHD2300005817		rs134474684		23		22,289,737		14,624		intergenic_variant						29

		BovineHD2300005820		rs137357669		23		22,298,896		9,160		intron_variant		GLYATL3				29

		BovineHD2300005822		rs134002912		23		22,310,386		11,491		intergenic_variant						29

		BovineHD2300005823		rs135300677		23		22,317,370		6,985		intergenic_variant						29

		BovineHD2300005827		rs110209789		23		22,344,293		26,924		intergenic_variant						29

		BovineHD2300005829		rs137507381		23		22,348,967		4,675		intergenic_variant						29

		BovineHD2300005832		rs135449759		23		22,360,832		11,866		intergenic_variant						29

		Hapmap39064-BTA-55787		rs41587222		23		22,362,944		2,113		intergenic_variant						29

		BovineHD2300005835		rs41587220		23		22,365,620		2,677		intergenic_variant						29

		BovineHD2300005841		rs41641232		23		22,381,615		15,996		intron_variant		RHAG				29

		BovineHD2300005844		rs136009360		23		22,387,128		5,514		intron_variant		RHAG				29

		BovineHD2300005847		rs135051454		23		22,391,209		4,082		intron_variant		RHAG				29

		BovineHD2300005849		rs133881439		23		22,396,746		5,538		intergenic_variant						29

		BovineHD2300005855		rs110909491		23		22,416,677		19,932		intron_variant		CRISP2				29

		BovineHD2300005863		rs109936716		23		22,460,805		44,129		intron_variant		CRISP3				29

		BovineHD2300005867		rs135328277		23		22,472,770		11,966		intergenic_variant						29

		BovineHD2300005870		rs109101809		23		22,477,625		4,856		intergenic_variant						29

		BovineHD2300005872		rs110720380		23		22,495,058		17,434		intergenic_variant						29

		BovineHD2300005876		rs134723686		23		22,505,580		10,523		intergenic_variant						29

		BovineHD2300005878		rs109200530		23		22,509,399		3,820		intergenic_variant						29

		BovineHD2300005882		rs110637172		23		22,520,278		10,880		intergenic_variant						29

		BovineHD2300005884		rs110729363		23		22,525,498		5,221		intergenic_variant						29

		BovineHD2300005888		rs137366286		23		22,534,104		8,607		intron_variant		CRISP1				29

		BovineHD2300005890		rs110962755		23		22,536,254		2,151		intron_variant		CRISP1				29

		BovineHD2300005892		rs109103984		23		22,538,968		2,715		intron_variant		CRISP1				29

		BovineHD2300005899		rs133349884		23		22,572,630		33,663		intergenic_variant						29

		BovineHD2300005901		rs135693610		23		22,578,788		6,159		intergenic_variant						29

		BovineHD2300005903		rs134477895		23		22,589,067		10,280		intergenic_variant						29

		BovineHD2300005906		rs134884434		23		22,594,847		5,781		intergenic_variant						29

		BovineHD2300005908		rs110328558		23		22,600,906		6,060		intergenic_variant						29

		BovineHD2300005910		rs136484333		23		22,603,839		2,934		intergenic_variant						29

		BovineHD2300005912		rs109713333		23		22,606,475		2,637		intergenic_variant						29

		BovineHD2300005914		rs109009054		23		22,614,075		7,601		intron_variant		DEFB114				29

		BovineHD2300005916		rs136576784		23		22,620,168		6,094		intergenic_variant						29

		BovineHD2300005921		rs109324429		23		22,648,781		28,614		intron_variant		DEFB110				29

		BovineHD2300005923		rs110700161		23		22,667,223		18,443		intron_variant		DEFB112				29

		BovineHD2300005925		rs133682372		23		22,681,744		14,522		intron_variant		DEFB112				29

		BovineHD2300005930		rs137713479		23		22,713,870		32,127		intergenic_variant						29

		BovineHD2300005932		rs137418433		23		22,720,181		6,312		intergenic_variant						29

		BovineHD2300005934		rs133888783		23		22,723,111		2,931		intergenic_variant						29

		BovineHD2300005940		rs110876736		23		22,764,867		41,757		intergenic_variant						29

		BovineHD2300005942		rs110564809		23		22,770,390		5,524		intergenic_variant						29

		BovineHD2300005948		rs110118230		23		22,811,611		41,222		intergenic_variant						29

		BovineHD2300005953		rs135328009		23		22,837,302		25,692		intergenic_variant						29

		BovineHD2300005959		rs110799839		23		22,874,563		37,262		intergenic_variant						29

		BovineHD2300005961		rs134721680		23		22,887,200		12,638		intergenic_variant						29

		BovineHD2300005964		rs133670887		23		22,896,915		9,716		intergenic_variant						29

		BovineHD2300005966		rs137571494		23		22,903,462		6,548		intergenic_variant						29

		BovineHD2300005971		rs110637420		23		22,929,453		25,992		intergenic_variant						29

		BovineHD2300005976		rs137760543		23		22,943,516		14,064		intergenic_variant						29

		Hapmap23007-BTA-137198		rs110953944		23		22,963,662		20,147		intergenic_variant						29

		BovineHD2300005981		rs135717701		23		22,985,879		22,218		intergenic_variant						29

		BovineHD2300015615		rs108938444		23		22,993,955		8,077		intergenic_variant						29

		BovineHD2300005984		rs109315276		23		23,007,795		13,841		intergenic_variant						29

		BovineHD2300005988		rs110807605		23		23,019,495		11,701		intergenic_variant						29

		BovineHD2300005992		rs110236986		23		23,025,220		5,726		intergenic_variant						29

		BovineHD2300005995		rs136941414		23		23,028,549		3,330		intergenic_variant						29

		BovineHD2300005998		rs134231158		23		23,035,089		6,541		intergenic_variant						29

		BovineHD2300006000		rs136623514		23		23,037,358		2,270		intergenic_variant						29

		BovineHD2300006005		rs137052898		23		23,065,885		28,528		intergenic_variant						29

		BovineHD2300006010		rs136773574		23		23,091,995		26,111		intergenic_variant						29

		BovineHD2300006013		rs133514979		23		23,105,070		13,076		intergenic_variant						29

		BovineHD2300006016		rs110972721		23		23,114,460		9,391		intergenic_variant						29

		BovineHD2300006018		rs109008543		23		23,131,484		17,025		intergenic_variant						29

		BovineHD2300006020		rs135066940		23		23,136,419		4,936		intergenic_variant						29

		BovineHD2300006024		rs109815477		23		23,151,433		15,015		intergenic_variant						29

		BovineHD2300006027		rs109472205		23		23,156,811		5,379		intergenic_variant						29

		BovineHD2300006034		rs109000056		23		23,185,268		28,458		intergenic_variant						29

		BovineHD2300006036		rs137784846		23		23,204,895		19,628		intergenic_variant						29

		BovineHD2300006038		rs109210689		23		23,207,400		2,506		intergenic_variant						29

		BovineHD2300006040		rs133859705		23		23,218,584		11,185		intergenic_variant						29

		BovineHD2300006044		rs109330454		23		23,241,658		23,075		intergenic_variant						29

		BovineHD2300006048		rs132890942		23		23,253,748		12,091		intergenic_variant						29

		BovineHD2300006050		rs109362456		23		23,262,647		8,900		intergenic_variant						29

		BovineHD2300006053		rs109241856		23		23,273,545		10,899		intergenic_variant						29

		BTA-55939-no-rs		rs41566363		23		23,277,585		4,041		intergenic_variant						29

		BovineHD2300006057		rs110198940		23		23,286,010		8,426		intron_variant		TFAP2D				29

		BovineHD2300006059		rs109922278		23		23,295,051		9,042		intron_variant		TFAP2D				29

		BovineHD2300006064		rs136993534		23		23,303,010		7,960		intron_variant		TFAP2D				29

		BovineHD2300006066		rs132706819		23		23,306,959		3,950		intron_variant		TFAP2D				29

		BovineHD4100016044		rs110932205		23		23,313,657		6,699		intron_variant		TFAP2D				29

		BovineHD2300006071		rs132920997		23		23,319,089		5,433		intron_variant		TFAP2D				29

		BovineHD2300006073		rs110514047		23		23,321,722		2,634		intron_variant		TFAP2D				29

		BovineHD2300006075		rs41587556		23		23,323,257		1,536		intron_variant		TFAP2D				29

		BovineHD2300006077		rs109994302		23		23,325,769		2,513		intron_variant		TFAP2D				29

		BovineHD2300006081		rs134896643		23		23,342,696		16,928		intergenic_variant						29

		BovineHD2300006087		rs108958778		23		23,351,798		9,103		intergenic_variant						29

		BovineHD2300006091		rs109786126		23		23,357,662		5,865		intergenic_variant						29

		BovineHD2300006094		rs110259741		23		23,366,234		8,573		intergenic_variant						29

		BovineHD2300006096		rs110386421		23		23,369,505		3,272		intergenic_variant						29

		BovineHD2300006098		rs109841704		23		23,371,836		2,332		intergenic_variant						29

		BovineHD2300006101		rs111018154		23		23,387,374		15,539		intron_variant		TFAP2B				29

		BovineHD2300006103		rs135752655		23		23,390,492		3,119		intron_variant		TFAP2B				29

		BovineHD2300006105		rs110903715		23		23,397,599		7,108		intron_variant		TFAP2B				29

		BovineHD2300006110		rs109421998		23		23,422,980		25,382		intergenic_variant						29

		BovineHD2300006113		rs137002626		23		23,436,672		13,693		intergenic_variant						29

		BovineHD2300006115		rs110867873		23		23,440,898		4,227		intergenic_variant						29

		BovineHD2300006119		rs110774760		23		23,472,010		31,113		intergenic_variant						29

		BovineHD2300006122		rs110351070		23		23,480,390		8,381		intergenic_variant						29

		BovineHD2300006126		rs135091666		23		23,489,626		9,237		intergenic_variant						29

		BovineHD2300006138		rs109413801		23		23,518,187		28,562		intergenic_variant						29

		BovineHD2300006146		rs109756280		23		23,556,277		38,091		intergenic_variant						29

		ARS-BFGL-NGS-27191		rs109654307		23		23,563,209		6,933		intergenic_variant						29

		BovineHD2300006156		rs109454165		23		23,585,031		21,823		intergenic_variant						29

		BovineHD2300006158		rs135654833		23		23,590,050		5,020		intergenic_variant						29

		BovineHD2300006169		rs43562639		23		23,627,801		37,752		intergenic_variant						29

		BovineHD2300006171		rs110438196		23		23,633,631		5,831		intergenic_variant						29

		BovineHD2300006173		rs134613001		23		23,636,138		2,508		intergenic_variant						29

		BovineHD2300006175		rs134246283		23		23,644,024		7,887		intergenic_variant						29

		BovineHD2300006177		rs43561791		23		23,647,288		3,265		intergenic_variant						29

		BovineHD2300006180		rs133056989		23		23,654,053		6,766		intergenic_variant						29

		BovineHD2300006183		rs132883854		23		23,658,371		4,319		intergenic_variant						29

		BovineHD2300006187		rs134149183		23		23,663,060		4,690		intergenic_variant						29

		BovineHD2300006189		rs133467561		23		23,668,394		5,335		intergenic_variant						29

		BovineHD2300006191		rs136459021		23		23,670,447		2,054		intergenic_variant						29

		BovineHD2300006193		rs110718476		23		23,676,507		6,061		intergenic_variant						29

		BovineHD2300006199		rs110236885		23		23,694,147		17,641		intergenic_variant						29

		BovineHD2300006201		rs134294270		23		23,698,687		4,541		intergenic_variant						29

		BovineHD2300006204		rs110556135		23		23,704,336		5,650		intergenic_variant						29

		BovineHD2300006206		rs110707710		23		23,710,195		5,860		intergenic_variant						29

		BovineHD2300006209		rs110526676		23		23,716,491		6,297		intergenic_variant						29

		BovineHD2300006212		rs109231126		23		23,733,408		16,918		intergenic_variant						29

		BovineHD2300006214		rs136158219		23		23,737,106		3,699		intergenic_variant						29

		BovineHD2300006216		rs43561755		23		23,750,046		12,941		intergenic_variant						29

		BTB-00354572		rs43561770		23		23,757,091		7,046		intergenic_variant						29

		BovineHD2300006221		rs43561752		23		23,775,474		18,384		intergenic_variant						29

		ARS-BFGL-NGS-114061		rs43561026		23		23,786,806		11,333		intergenic_variant						29

		BovineHD2300006225		rs110609308		23		23,789,982		3,177		intergenic_variant						29

		BovineHD2300006227		rs43561746		23		23,792,529		2,548		intergenic_variant						29

		BovineHD4100016047		rs41657254		23		23,797,472		4,944		intergenic_variant						29

		BovineHD2300006230		rs134899415		23		23,802,510		5,039		intergenic_variant						29

		BovineHD2300006232		rs43560971		23		23,808,715		6,206		intergenic_variant						29

		BovineHD2300006234		rs43560988		23		23,811,232		2,518		intergenic_variant						29

		BovineHD2300006236		rs110527820		23		23,820,652		9,421		intergenic_variant						29

		BovineHD2300006238		rs43560993		23		23,824,845		4,194		intergenic_variant						29

		BovineHD2300006240		rs136682927		23		23,827,052		2,208		intergenic_variant						29

		BovineHD2300006242		rs135660935		23		23,832,462		5,411		intergenic_variant						29

		BovineHD2300006244		rs134920039		23		23,836,047		3,586		intergenic_variant						29

		BovineHD2300006248		rs43561012		23		23,846,546		10,500		intergenic_variant						29

		BovineHD2300006251		rs110110866		23		23,855,349		8,804		intergenic_variant						29

		BovineHD2300006256		rs137257981		23		23,862,536		7,188		intergenic_variant						29

		BovineHD2300006259		rs110168270		23		23,868,119		5,584		intergenic_variant						29

		BovineHD2300006261		rs43560122		23		23,870,281		2,163		intergenic_variant						29

		BovineHD2300006263		rs43560090		23		23,873,423		3,143		intergenic_variant						29

		BovineHD2300006265		rs43560082		23		23,878,090		4,668		intergenic_variant						29

		BovineHD2300006267		rs43560074		23		23,882,730		4,641		intergenic_variant						29

		BovineHD4100016049		rs41657245		23		23,885,928		3,199		intergenic_variant						29

		BovineHD2300006270		rs43560053		23		23,888,245		2,318		intergenic_variant						29

		BovineHD2300006272		rs43560043		23		23,891,504		3,260		intergenic_variant						29

		BovineHD2300006275		rs43559311		23		23,898,308		6,805		intergenic_variant						29

		BovineHD2300006277		rs43559276		23		23,912,632		14,325		intergenic_variant						29

		BovineHD2300006279		rs110282615		23		23,917,570		4,939		intergenic_variant						29

		BovineHD2300006281		rs109940265		23		23,920,481		2,912		intergenic_variant						29

		BovineHD2300006283		rs132817793		23		23,922,258		1,778		intergenic_variant						29

		BovineHD4100016051		rs41657238		23		23,925,623		3,366		intergenic_variant						29

		BovineHD2300006286		rs43559263		23		23,930,661		5,039		intergenic_variant						29

		BovineHD2300006289		rs109968445		23		23,949,931		19,271		intergenic_variant						29

		BovineHD2300006293		rs109553058		23		23,964,343		14,413		intergenic_variant						29

		BovineHD2300006296		rs43559248		23		23,968,151		3,809		intergenic_variant						29

		BovineHD2300006298		rs133852553		23		23,971,003		2,853		intergenic_variant						29

		BovineHD2300006299		rs137512158		23		23,973,636		2,634		intergenic_variant						29

		BovineHD2300006300		rs136105984		23		23,977,969		4,334		intergenic_variant						29

		BovineHD2300006302		rs109561854		23		23,991,829		13,861		intergenic_variant						29

		BovineHD2300006304		rs110887161		23		23,994,723		2,895		intergenic_variant						29

		BovineHD4100016056		rs110409768		23		24,006,319		11,597		intergenic_variant						29

		BovineHD2300006314		rs135555121		23		24,018,088		11,770		intergenic_variant						29

		ARS-BFGL-NGS-69490		rs110665802		23		24,025,634		7,547		intergenic_variant						29

		BovineHD2300006319		rs43557362		23		24,038,873		13,240		intergenic_variant						29

		BovineHD2300006321		rs135923408		23		24,044,945		6,073		intergenic_variant						29

		BovineHD2300006325		rs43560867		23		24,053,636		8,692		intergenic_variant						29

		BTA-81631-no-rs		rs41670209		23		24,060,064		6,429		intergenic_variant						29

		BovineHD2300006329		rs136135955		23		24,065,194		5,131		intergenic_variant						29

		BovineHD2300006331		rs110940649		23		24,067,925		2,732		intergenic_variant						29

		BovineHD2300006333		rs108977765		23		24,073,805		5,881		intergenic_variant						29

		BovineHD2300006343		rs43246086		23		24,100,087		26,283		intron_variant		PKHD1				29

		BovineHD2300006350		rs110005199		23		24,115,740		15,654		intron_variant		PKHD1				29

		BovineHD2300006352		rs135382666		23		24,117,509		1,770		intron_variant		PKHD1				29

		BovineHD2300006354		rs134143054		23		24,128,297		10,789		intron_variant		PKHD1				29

		BovineHD2300006361		rs136518960		23		24,155,213		26,917		intron_variant		PKHD1				29

		BovineHD2300006363		rs110335686		23		24,157,621		2,409		intron_variant		PKHD1				29

		BovineHD2300006365		rs108965854		23		24,161,748		4,128		intron_variant		PKHD1				29

		BovineHD2300006368		rs109588017		23		24,167,736		5,989		intron_variant		PKHD1				29

		BovineHD2300006370		rs110445044		23		24,170,158		2,423		intron_variant		PKHD1				29

		BovineHD2300006371		rs109896616		23		24,176,997		6,840		intron_variant		PKHD1				29

		BovineHD2300006373		rs136817221		23		24,181,824		4,828		intron_variant		PKHD1				29

		UA-IFASA-8890		rs41634501		23		24,187,660		5,837		missense_variant		PKHD1		cAa/cCa		29

		BovineHD2300006379		rs43246783		23		24,194,217		6,558		intron_variant		PKHD1				29

		BovineHD2300006382		rs43246820		23		24,197,667		3,451		intron_variant		PKHD1				29

		BovineHD2300006384		rs43247559		23		24,200,934		3,268		intron_variant		PKHD1				29

		BovineHD2300006386		rs133533536		23		24,202,826		1,893		intron_variant		PKHD1				29

		BovineHD2300006388		rs43247575		23		24,207,969		5,144		intron_variant		PKHD1				29

		BovineHD2300006391		rs43247588		23		24,220,571		12,603		intron_variant		PKHD1				29

		BovineHD2300006393		rs43247603		23		24,222,788		2,218		intron_variant		PKHD1				29

		BovineHD2300006395		rs133107846		23		24,224,688		1,901		intron_variant		PKHD1				29

		BovineHD2300006397		rs136279827		23		24,227,832		3,145		intron_variant		PKHD1				29

		BovineHD2300006399		rs43248476		23		24,229,407		1,576		intron_variant		PKHD1				29

		BovineHD2300006401		rs43248463		23		24,231,501		2,095		intron_variant		PKHD1				29

		BovineHD2300006403		rs43248449		23		24,234,626		3,126		intron_variant		PKHD1				29

		BovineHD2300006406		rs43248439		23		24,237,440		2,815		intron_variant		PKHD1				29

		BovineHD2300006409		rs136673532		23		24,242,149		4,710		intron_variant		PKHD1				29

		BovineHD2300006411		rs43248512		23		24,245,297		3,149		intron_variant		PKHD1				29

		BovineHD2300006413		rs133003175		23		24,248,703		3,407		intron_variant		PKHD1				29

		BovineHD2300006415		rs136181786		23		24,252,119		3,417		intron_variant		PKHD1				29

		BovineHD2300006417		rs42182547		23		24,256,876		4,758		intron_variant		PKHD1				29

		BovineHD2300006419		rs110510067		23		24,261,268		4,393		intron_variant		PKHD1				29

		BovineHD2300006421		rs135469264		23		24,263,939		2,672		intron_variant		PKHD1				29

		BovineHD2300006423		rs42181524		23		24,266,984		3,046		intron_variant		PKHD1				29

		BovineHD2300006426		rs42181511		23		24,270,138		3,155		intron_variant		PKHD1				29

		ARS-BFGL-NGS-4505		rs109133415		23		24,273,540		3,403		intron_variant		PKHD1				29

		BovineHD2300006431		rs42181484		23		24,278,390		4,851		intron_variant		PKHD1				29

		BovineHD2300006435		rs110986114		23		24,289,892		11,503		intron_variant		PKHD1				29

		BovineHD2300006439		rs42180392		23		24,294,028		4,137		intron_variant		PKHD1				29

		BovineHD2300006441		rs42180380		23		24,295,872		1,845		intron_variant		PKHD1				29

		BovineHD2300006445		rs136846645		23		24,300,414		4,543		intron_variant		PKHD1				29

		BovineHD2300006447		rs42180353		23		24,303,099		2,686		intron_variant		PKHD1				29

		BovineHD2300006452		rs108967923		23		24,313,441		10,343		intron_variant		PKHD1				29

		BTA-55907-no-rs		rs41641303		23		24,315,857		2,417		intron_variant		PKHD1				29

		BovineHD2300006456		rs42026069		23		24,318,027		2,171		intron_variant		PKHD1				29

		BovineHD2300006461		rs137595427		23		24,328,911		10,885		intron_variant		PKHD1				29

		BovineHD2300006463		rs137196769		23		24,334,789		5,879		intron_variant		PKHD1				29

		BovineHD2300006466		rs42025267		23		24,345,237		10,449		intron_variant		PKHD1				29

		BovineHD2300006468		rs133656796		23		24,353,787		8,551		intron_variant		PKHD1				29

		BovineHD2300006470		rs42024336		23		24,359,511		5,725		intron_variant		PKHD1				29

		BovineHD2300006475		rs42023069		23		24,378,533		19,023		intron_variant		PKHD1				29

		BovineHD2300006482		rs42023039		23		24,403,593		25,061		intron_variant		PKHD1				29

		BovineHD2300006485		rs42031711		23		24,407,595		4,003		intron_variant		PKHD1				29

		BovineHD2300006487		rs42031700		23		24,409,973		2,379		intron_variant		PKHD1				29

		BovineHD2300006489		rs42031697		23		24,415,019		5,047		intron_variant		PKHD1				29

		BovineHD2300006492		rs42031676		23		24,427,860		12,842		intron_variant		PKHD1				29

		BovineHD2300006494		rs42031668		23		24,436,699		8,840		intron_variant		PKHD1				29

		Hapmap50029-BTA-55899		rs41641297		23		24,439,671		2,973		intron_variant		PKHD1				29

		BovineHD2300006497		rs136890219		23		24,442,120		2,450		intron_variant		PKHD1				29

		BovineHD2300006499		rs109321408		23		24,444,511		2,392		missense_variant		PKHD1		aCg/aTg		29

		BovineHD2300006501		rs136176883		23		24,446,921		2,411		intron_variant		PKHD1				29

		BovineHD2300006503		rs42029297		23		24,449,190		2,270		intron_variant		PKHD1				29

		BovineHD2300006505		rs42029321		23		24,456,963		7,774		intron_variant		PKHD1				29

		BovineHD2300006507		rs42030649		23		24,463,879		6,917		intron_variant		PKHD1				29

		BovineHD2300006508		rs109598801		23		24,469,098		5,220		intron_variant		PKHD1				29

		BovineHD2300006510		rs136096090		23		24,471,226		2,129		missense_variant		PKHD1		aTg/aCg		29

		BovineHD2300006512		rs110493343		23		24,475,407		4,182		intron_variant		PKHD1				29

		BovineHD2300006514		rs110049085		23		24,477,724		2,318		intron_variant		PKHD1				29

		BovineHD2300006518		rs134180008		23		24,483,520		5,797		intron_variant		PKHD1				29

		BovineHD2300006523		rs135096618		23		24,494,668		11,149		intron_variant		PKHD1				29

		BovineHD2300006525		rs42027030		23		24,497,207		2,540		intron_variant		PKHD1				29

		BovineHD2300006527		rs42028241		23		24,499,907		2,701		intron_variant		PKHD1				29

		BovineHD2300006530		rs133492246		23		24,509,188		9,282		intron_variant		PKHD1				29

		BovineHD2300006531		rs109850164		23		24,512,820		3,633		intron_variant		PKHD1				29

		BovineHD2300006533		rs42026942		23		24,516,324		3,505		intergenic_variant						29

		BovineHD2300006536		rs42026962		23		24,520,753		4,430		intergenic_variant						29

		BovineHD2300006538		rs42026126		23		24,526,787		6,035		intergenic_variant						29

		BovineHD2300006540		rs42706432		23		24,539,852		13,066		intergenic_variant						29

		BovineHD2300006544		rs132983940		23		24,547,145		7,294		intergenic_variant						29

		BovineHD2300006546		rs109516601		23		24,553,905		6,761		intergenic_variant						29

		ARS-BFGL-NGS-117576		rs42705227		23		24,561,615		7,711		intergenic_variant						29

		BovineHD2300006549		rs109023188		23		24,566,528		4,914		intergenic_variant						29

		BovineHD2300006551		rs109550233		23		24,571,616		5,089		intergenic_variant						29

		BovineHD2300006553		rs109654219		23		24,575,792		4,177		intergenic_variant						29

		BovineHD2300006555		rs136172502		23		24,584,133		8,342		intergenic_variant						29

		BovineHD2300006557		rs134718331		23		24,597,471		13,339		intergenic_variant						29

		BovineHD2300006560		rs133577579		23		24,607,520		10,050		intron_variant		IL17A				29

		BovineHD2300006562		rs132922562		23		24,609,341		1,822		3_prime_UTR_variant		IL17A				29

		BovineHD2300006564		rs135033107		23		24,611,865		2,525		intergenic_variant						29

		BovineHD2300006566		rs109783488		23		24,616,274		4,410		intergenic_variant						29

		BovineHD2300006568		rs136684090		23		24,622,681		6,408		intergenic_variant						29

		BovineHD2300006572		rs135470574		23		24,630,675		7,995		intergenic_variant						29

		BovineHD4100016063		rs41611947		23		24,633,237		2,563		intergenic_variant						29

		BovineHD2300006575		rs109533546		23		24,635,981		2,745		intergenic_variant						29

		BovineHD2300006577		rs110511981		23		24,642,125		6,145		intergenic_variant						29

		BovineHD2300006579		rs135915026		23		24,644,130		2,006		intergenic_variant						29

		BovineHD2300006581		rs109076938		23		24,647,873		3,744		synonymous_variant		IL17F				29

		BovineHD4100016064		rs41630121		23		24,650,926		3,054		intron_variant		IL17F				29

		BovineHD2300006583		rs110992283		23		24,655,836		4,911		intron_variant		IL17F				29

		BovineHD2300006586		rs134940118		23		24,663,935		8,100		intergenic_variant						29

		BovineHD2300006590		rs109495530		23		24,686,739		22,805		intergenic_variant						29

		ARS-BFGL-NGS-40502		rs110117552		23		24,697,169		10,431		intron_variant		MCM3				29

		BovineHD2300006596		rs110466810		23		24,699,153		1,985		synonymous_variant		MCM3				29

		BovineHD2300006598		rs42028306		23		24,701,041		1,889		intron_variant		MCM3				29

		BovineHD2300006601		rs109054198		23		24,703,647		2,607		intron_variant		MCM3				29

		BovineHD2300006603		rs110550551		23		24,705,116		1,470		synonymous_variant		MCM3				29

		BovineHD2300006605		rs110245650		23		24,707,082		1,967		intron_variant		MCM3				29

		BovineHD4100016066		rs41642038		23		24,713,874		6,793		intron_variant		PAQR8				29

		BovineHD4100016067		rs41642041		23		24,718,990		5,117		intron_variant		PAQR8				29

		BovineHD2300006617		rs110770106		23		24,733,786		14,797		intron_variant		PAQR8				29

		BovineHD2300006623		rs136510060		23		24,746,583		12,798		intron_variant		PAQR8				29

		BovineHD2300006627		rs137017736		23		24,758,501		11,919		intron_variant		PAQR8				29

		BovineHD2300006629		rs136620449		23		24,763,374		4,874		intron_variant		PAQR8				29

		BovineHD2300006633		rs110548307		23		24,768,246		4,873		intron_variant		PAQR8				29

		BovineHD2300006636		rs109041179		23		24,779,302		11,057		intron_variant		PAQR8				29

		BovineHD2300006644		rs110282961		23		24,794,179		14,878		intron_variant		PAQR8				29		33

		BovineHD2300006650		rs135084802		23		24,802,086		7,908		intron_variant		PAQR8				29		33

		BovineHD2300006653		rs109039001		23		24,809,314		7,229		intron_variant		PAQR8				29		33

		BovineHD2300006655		rs109719272		23		24,815,054		5,741		intron_variant		PAQR8				29		33

		BovineHD2300006659		rs136272966		23		24,820,138		5,085		intron_variant		PAQR8				29		33

		BovineHD2300006661		rs110480087		23		24,822,939		2,802		intron_variant		PAQR8				29		33

		BovineHD2300006663		rs136710542		23		24,825,970		3,032		3_prime_UTR_variant		PAQR8				29		33

		BovineHD2300006665		rs137781532		23		24,829,426		3,457		intergenic_variant						29		33

		BovineHD2300006670		rs135169103		23		24,836,032		6,607		intergenic_variant						29		33

		BovineHD2300006672		rs136886589		23		24,838,284		2,253		intergenic_variant						29		33

		BovineHD2300006674		rs136652803		23		24,840,917		2,634		intergenic_variant						29		33

		ARS-BFGL-NGS-63551		rs109493269		23		24,863,032		22,116		intron_variant		EFHC1				29		33

		BovineHD2300006693		rs110185106		23		24,867,478		4,447		intron_variant		EFHC1				29		33

		BovineHD2300006697		rs134398608		23		24,872,580		5,103		intron_variant		EFHC1				29		33

		BovineHD2300006699		rs136650332		23		24,880,628		8,049		intron_variant		EFHC1				29		33

		BovineHD2300006703		rs137657608		23		24,885,120		4,493		intergenic_variant						29		33

		BovineHD2300006704		rs133060203		23		24,888,954		3,835		intergenic_variant						29		33

		BovineHD4100016072		rs41642054		23		24,892,466		3,513		intergenic_variant						29		33

		BovineHD2300006708		rs137223181		23		24,894,800		2,335		intron_variant		TRAM2				29		33

		BovineHD2300006710		rs110106836		23		24,898,004		3,205		intron_variant		TRAM2				29		33

		BovineHD2300006712		rs109540393		23		24,899,816		1,813		intron_variant		TRAM2				29		33

		BovineHD2300006715		rs109769612		23		24,902,945		3,130		intron_variant		TRAM2				29		33

		BovineHD2300006717		rs137399464		23		24,904,607		1,663		intron_variant		TRAM2				29		33

		BovineHD2300006721		rs42028326		23		24,910,551		5,945		intron_variant		TRAM2				29		33

		BovineHD4100016073		rs41587577		23		24,917,092		6,542		intron_variant		TRAM2				29		33

		BovineHD2300006729		rs109225518		23		24,919,921		2,830		intron_variant		TRAM2				29		33

		ARS-BFGL-NGS-16284		rs110883586		23		24,922,231		2,311		intron_variant		TRAM2				29		33

		BovineHD2300006733		rs133711553		23		24,924,800		2,570		intron_variant		TRAM2				29		33

		BovineHD2300006734		rs110869874		23		24,928,148		3,349		intron_variant		TRAM2				29		33

		BovineHD2300006741		rs109200910		23		24,940,727		12,580		intron_variant		TRAM2				29		33

		BovineHD2300006743		rs110260384		23		24,947,532		6,806		intron_variant		TRAM2				29		33

		BovineHD2300006746		rs137079191		23		24,951,652		4,121		intron_variant		TRAM2				29		33

		BovineHD2300006748		rs136682271		23		24,955,272		3,621		intron_variant		TRAM2				29		33

		BovineHD2300006750		rs136272036		23		24,957,120		1,849		intron_variant		TRAM2				29		33

		BovineHD2300006753		rs110312303		23		24,964,930		7,811		intergenic_variant						29		33

		BovineHD2300006755		rs137255004		23		24,969,415		4,486		intergenic_variant						29		33

		BovineHD2300006757		rs109739576		23		24,974,206		4,792		intergenic_variant						29		33

		BovineHD2300006759		rs135907548		23		24,976,644		2,439		intergenic_variant						29		33

		BovineHD2300006762		rs135161567		23		24,981,615		4,972		intergenic_variant						29		33

		BovineHD2300006764		rs133611300		23		24,987,352		5,738		intergenic_variant						29		33

		BovineHD2300006766		rs109277369		23		24,990,203		2,852		intergenic_variant						29		33

		BovineHD2300006769		rs135614226		23		24,993,986		3,784		intergenic_variant						29		33

		BovineHD2300006771		rs109807966		23		24,997,337		3,352		intergenic_variant						29		33

		BovineHD2300006773		rs136860779		23		25,007,552		10,216		intergenic_variant						29		33

		BovineHD2300006777		rs134688009		23		25,013,356		5,805		intergenic_variant						29		33

		BovineHD2300006780		rs134593757		23		25,018,873		5,518		intergenic_variant						29		33

		BovineHD2300006782		rs137018541		23		25,021,629		2,757		intergenic_variant						29		33

		BovineHD2300006784		rs137762108		23		25,024,407		2,779		intergenic_variant						29		33

		BovineHD2300006786		rs135853491		23		25,027,623		3,217		intergenic_variant						29		33

		BovineHD2300006788		rs134460300		23		25,030,535		2,913		intergenic_variant						29		33

		BovineHD2300006790		rs109517632		23		25,034,851		4,317		intergenic_variant						29		33

		BovineHD2300006792		rs110036562		23		25,042,149		7,299		intergenic_variant						29		33

		BovineHD2300006794		rs134146337		23		25,043,862		1,714		intergenic_variant						29		33

		BovineHD2300006797		rs134494611		23		25,049,054		5,193		intergenic_variant						29		33

		BovineHD2300006803		rs135144178		23		25,061,099		12,046		intron_variant		TMEM14A				29		33

		BovineHD2300006806		rs109207603		23		25,071,230		10,132		intron_variant		TMEM14A				29		33

		BovineHD2300006808		rs110655791		23		25,075,453		4,224		intergenic_variant						29		33

		BovineHD2300006811		rs110658871		23		25,078,868		3,416		intergenic_variant						29		33

		BovineHD2300006813		rs109492462		23		25,081,207		2,340		intergenic_variant						29		33

		BovineHD2300006815		rs110768794		23		25,082,779		1,573		intergenic_variant						29		33

		BovineHD2300006817		rs109512429		23		25,085,299		2,521		intergenic_variant						29		33

		BovineHD2300006820		rs133703366		23		25,089,919		4,621		intergenic_variant						29		33

		BovineHD2300006823		rs133950265		23		25,103,938		14,020		intergenic_variant						29		33

		BovineHD2300006825		rs110724132		23		25,106,818		2,881		intergenic_variant						29		33

		BovineHD2300006827		rs135087153		23		25,112,300		5,483		intergenic_variant						29		33

		BovineHD2300006829		rs134003936		23		25,115,213		2,914		intergenic_variant						29		33

		ARS-BFGL-NGS-17549		rs109090067		23		25,120,522		5,310		intergenic_variant						29		33

		BovineHD2300006834		rs137458016		23		25,125,666		5,145		intergenic_variant						29		33

		BovineHD2300006837		rs137060087		23		25,130,486		4,821		intergenic_variant						29		33

		BovineHD2300006842		rs133593959		23		25,141,234		10,749		intergenic_variant						29		33

		BovineHD2300006844		rs109348470		23		25,143,923		2,690		intergenic_variant						29		33

		BovineHD2300006846		rs134602978		23		25,146,146		2,224		intergenic_variant						29		33

		BovineHD2300006850		rs109179639		23		25,164,433		18,288		intergenic_variant						29		33

		BovineHD2300006853		rs110872862		23		25,168,540		4,108		intergenic_variant						29		33

		BovineHD2300006855		rs109906835		23		25,171,897		3,358		intergenic_variant						29		33

		BovineHD2300006857		rs110043199		23		25,175,265		3,369		intergenic_variant						29		33

		BovineHD2300006864		rs110464523		23		25,197,026		21,762		intron_variant		GSTA3				29		33

		BovineHD2300006866		rs110686017		23		25,199,834		2,809		intron_variant		GSTA3				29		33

		BovineHD2300006868		rs137057304		23		25,201,563		1,730		intron_variant		GSTA3				29		33

		BovineHD2300006870		rs110484476		23		25,204,747		3,185		intron_variant		GSTA3				29		33

		ARS-BFGL-NGS-96246		rs110020451		23		25,207,610		2,864		intron_variant		GSTA3				29		33

		BovineHD2300006873		rs133085990		23		25,212,525		4,916		intron_variant		GSTA4				29		33

		BovineHD2300006875		rs110300548		23		25,214,766		2,242		intron_variant		GSTA4				29		33

		BovineHD2300006877		rs137396245		23		25,216,685		1,920		intron_variant		GSTA4				29		33

		BovineHD2300006879		rs109478640		23		25,219,418		2,734		intron_variant		GSTA4				29		33

		BovineHD2300006882		rs110531764		23		25,222,382		2,965		intron_variant		GSTA4				29		33

		BovineHD2300006884		rs135724025		23		25,229,133		6,752		intron_variant		ICK				29		33

		BovineHD2300006887		rs134447547		23		25,235,072		5,940		intron_variant		ICK				29		33

		BovineHD2300006888		rs110430423		23		25,236,647		1,576		intron_variant		ICK				29		33

		BovineHD2300006891		rs109663409		23		25,239,271		2,625		intron_variant		ICK				29		33

		BovineHD2300006894		rs109081083		23		25,245,926		6,656		intron_variant		ICK				29		33

		BovineHD2300006895		rs109977799		23		25,249,725		3,800		intron_variant		ICK				29		33

		BovineHD2300006897		rs110924612		23		25,251,705		1,981		intron_variant		ICK				29		33

		BovineHD2300006900		rs109445723		23		25,255,669		3,965		intron_variant		ICK				29		33

		BovineHD2300006902		rs110927671		23		25,258,962		3,294		intron_variant		ICK				29		33

		BovineHD2300006905		rs132660036		23		25,264,180		5,219		intron_variant		ICK				29		33

		BovineHD2300006906		rs109365846		23		25,267,644		3,465		intron_variant		ICK				29		33

		BovineHD2300006908		rs109024276		23		25,269,310		1,667		intron_variant		ICK				29		33

		BovineHD2300006910		rs135498395		23		25,271,502		2,193		intron_variant		ICK				29		33

		BovineHD2300006912		rs134245103		23		25,274,871		3,370		intergenic_variant						29		33

		BovineHD2300006914		rs110202137		23		25,278,275		3,405		intron_variant		FBXO9				29		33

		BovineHD2300006916		rs135808481		23		25,281,282		3,008		intron_variant		FBXO9				29		33

		BovineHD2300006918		rs109394946		23		25,287,624		6,343		intron_variant		FBXO9				29		33

		BovineHD4100016078		rs41642059		23		25,289,713		2,090		intron_variant		FBXO9				29		33

		BovineHD2300006921		rs110183275		23		25,291,760		2,048		intron_variant		FBXO9				29		33

		BovineHD2300006923		rs109484253		23		25,294,792		3,033		missense_variant		FBXO9		Gca/Aca		29		33

		BovineHD2300006927		rs135261286		23		25,302,633		7,842		intergenic_variant						29		33

		BovineHD2300006929		rs134157895		23		25,305,153		2,521		intergenic_variant						29		33

		BovineHD2300006931		rs110288158		23		25,308,832		3,680		intergenic_variant						29		33

		BovineHD2300006933		rs137603137		23		25,313,007		4,176		synonymous_variant		GCM1				29		33

		BovineHD2300006935		rs109046094		23		25,315,275		2,269		synonymous_variant		GCM1				29		33

		BovineHD2300006937		rs133247520		23		25,319,197		3,923		intron_variant		GCM1				29		33

		BovineHD4100016079		rs41620879		23		25,325,817		6,621		intron_variant		GCM1				29		33

		BovineHD2300006942		rs134555809		23		25,329,783		3,967		intron_variant		GCM1				29		33

		BovineHD2300006947		rs133603511		23		25,335,013		5,231		intergenic_variant						29		33

		BovineHD2300006949		rs110010585		23		25,341,929		6,917		intergenic_variant						29		33

		BovineHD2300006951		rs109558096		23		25,344,672		2,744		intergenic_variant						29		33

		BovineHD2300006953		rs134569303		23		25,347,363		2,692		intergenic_variant						29		33

		BovineHD2300006955		rs110541786		23		25,350,840		3,478		intergenic_variant						29		33

		BovineHD2300006957		rs109936627		23		25,355,995		5,156		intergenic_variant						29		33

		BovineHD2300006959		rs133270448		23		25,359,256		3,262		intergenic_variant						29		33

		BovineHD2300006961		rs109986726		23		25,362,526		3,271		intergenic_variant						29		33

		BovineHD2300006963		rs110014930		23		25,364,990		2,465		intergenic_variant						29		33

		BovineHD2300006966		rs134547015		23		25,370,228		5,239		intergenic_variant						29		33

		BovineHD2300006972		rs135727720		23		25,381,511		11,284		intergenic_variant						29		33

		BovineHD2300006974		rs137125894		23		25,389,334		7,824		intergenic_variant						29		33

		BovineHD2300006977		rs134163202		23		25,399,136		9,803		intergenic_variant						29		33

		BovineHD2300006980		rs134554592		23		25,401,682		2,547		intron_variant		ELOVL5				29		33

		BovineHD2300006982		rs133261423		23		25,403,605		1,924		intron_variant		ELOVL5				29		33

		BovineHD2300006984		rs136254317		23		25,405,397		1,793		intron_variant		ELOVL5				29		33

		BovineHD2300006986		rs135137826		23		25,407,628		2,232		intron_variant		ELOVL5				29		33

		BovineHD2300006989		rs134353632		23		25,410,080		2,453		intron_variant		ELOVL5				29		33

		BovineHD2300006992		rs133743765		23		25,412,742		2,663		intron_variant		ELOVL5				29		33

		BovineHD2300006998		rs134237994		23		25,422,711		9,970		intron_variant		ELOVL5				29		33

		BovineHD2300007000		rs136726731		23		25,425,822		3,112		intron_variant		ELOVL5				29		33

		BovineHD2300007003		rs133525536		23		25,430,473		4,652		intron_variant		ELOVL5				29		33

		BovineHD2300007006		rs109109903		23		25,434,905		4,433		intron_variant		ELOVL5				29		33

		BovineHD2300007007		rs135264235		23		25,447,560		12,656		intron_variant		ELOVL5				29		33

		BovineHD2300007009		rs136903208		23		25,453,245		5,686		intron_variant		ELOVL5				29		33

		BovineHD2300007011		rs137810965		23		25,460,418		7,174		intron_variant		ELOVL5				29		33

		BovineHD2300007013		rs109289782		23		25,463,373		2,956		intron_variant		ELOVL5				29		33

		BovineHD2300007017		rs110865070		23		25,469,472		6,100		intron_variant		ELOVL5				29		33

		BovineHD2300007019		rs135686953		23		25,474,130		4,659		intergenic_variant						29		33

		BovineHD2300007021		rs109894685		23		25,481,219		7,090		intergenic_variant						29		33

		BovineHD2300007022		rs136362632		23		25,486,229		5,011		intergenic_variant						29		33

		BovineHD2300007025		rs135146076		23		25,491,332		5,104		intergenic_variant						29		33

		BovineHD2300007028		rs109328589		23		25,500,546		9,215		intergenic_variant						29		33

		BovineHD2300007030		rs109066321		23		25,508,598		8,053		intergenic_variant						29		33

		BovineHD2300007032		rs109782022		23		25,560,755		52,158		intergenic_variant						29		33

		BovineHD2300007037		rs110364215		23		25,574,900		14,146		intergenic_variant						29		33

		ARS-BFGL-NGS-54047		rs110525467		23		25,692,139		117,240		intergenic_variant						29		33

		BovineHD2300007069		rs137652883		23		25,710,418		18,280		intergenic_variant						29		33

		BovineHD2300007071		rs109478968		23		25,713,077		2,660		intergenic_variant						29		33

		BovineHD2300007077		rs108963203		23		25,733,054		19,978		intron_variant		BOLA-DRB3				29		33

		BovineHD2300007080		rs110714355		23		25,736,571		3,518		intergenic_variant						29		33

		BovineHD2300007082		rs136506418		23		25,739,802		3,232		intergenic_variant						29		33

		BovineHD2300007088		rs135177773		23		25,753,182		13,381		intergenic_variant						29		33

		ARS-BFGL-NGS-4203		rs110579760		23		25,758,656		5,475		intergenic_variant						29		33

		BovineHD2300007103		rs110579177		23		25,792,666		34,011		intergenic_variant						29		33

		BovineHD2300007116		rs42029366		23		25,817,103		24,438		intron_variant		BOLA-DRB2				29		33

		BovineHD2300007119		rs133221397		23		25,820,875		3,773		intron_variant		BOLA-DRB2				29		33

		BovineHD2300007121		rs136208658		23		25,822,698		1,824		intron_variant		BOLA-DRB2				29		33

		BovineHD2300007124		rs109982158		23		25,827,861		5,164		intron_variant		BOLA-DRB2				29		33

		BovineHD2300007127		rs133701311		23		25,830,803		2,943		intergenic_variant						29		33

		BovineHD2300007129		rs109665645		23		25,838,636		7,834		intron_variant		BOLA-DRA				29		33

		BovineHD2300007131		rs135156403		23		25,840,572		1,937		intron_variant		BOLA-DRA				29		33

		BovineHD2300007133		rs136964514		23		25,844,971		4,400		intergenic_variant						29		33

		BovineHD2300007135		rs110129745		23		25,883,487		38,517		intron_variant		BTNL2				29		33

		BovineHD2300007136		rs134561458		23		25,920,242		36,756		intergenic_variant						29		33

		BovineHD2300007202		rs134669948		23		26,556,968		636,727		intergenic_variant						29		33

		BovineHD2300007219		rs43020616		23		26,863,188		306,221		intron_variant		C23H6orf10				29		33

		BovineHD2300007231		rs137457305		23		26,926,436		63,249		intron_variant		C23H6orf10				29		33

		BovineHD2300007234		rs135101869		23		26,933,044		6,609		intron_variant		C23H6orf10				29		33

		BovineHD2300007236		rs134227091		23		26,938,031		4,988		intron_variant		C23H6orf10				29		33

		BovineHD2300007238		rs110502864		23		26,940,151		2,121		intron_variant		C23H6orf10				29		33

		BovineHD2300007240		rs137632655		23		26,943,744		3,594		intron_variant		C23H6orf10				29		33

		BovineHD2300007242		rs137234318		23		26,947,314		3,571		intron_variant		C23H6orf10				29		33

		BovineHD2300007244		rs110915869		23		26,950,713		3,400		intron_variant		C23H6orf10				29		33

		BovineHD2300007247		rs136520665		23		26,957,499		6,787		intron_variant		C23H6orf10				29		33

		BovineHD2300007251		rs110559631		23		26,968,889		11,391		intron_variant		C23H6orf10				29		33

		BovineHD2300007253		rs109917510		23		26,976,976		8,088		intron_variant		C23H6orf10				29		33

		BovineHD2300007256		rs135212990		23		26,983,640		6,665		intron_variant		C23H6orf10				29		33

		BovineHD2300007258		rs137077158		23		26,986,992		3,353		intron_variant		C23H6orf10				29		33

		BovineHD2300007261		rs108990012		23		26,997,454		10,463		intergenic_variant						29		33

		BovineHD2300007263		rs110025395		23		27,003,102		5,649		intergenic_variant						29		33

		ARS-BFGL-NGS-85480		rs109630261		23		27,009,758		6,657		intergenic_variant						29		33

		BovineHD2300007268		rs133552171		23		27,019,526		9,769		intergenic_variant						29		33

		BovineHD2300007270		rs110831086		23		27,024,879		5,354		intergenic_variant						29		33

		BovineHD2300007273		rs136134408		23		27,036,429		11,551		intergenic_variant						29		33

		BovineHD2300007277		rs136663923		23		27,042,804		6,376		intergenic_variant						29		33

		BovineHD2300007279		rs110298374		23		27,048,086		5,283		intergenic_variant						29		33

		BovineHD2300007282		rs136331927		23		27,053,921		5,836		intergenic_variant						29		33

		BovineHD2300007284		rs134475968		23		27,063,095		9,175		intergenic_variant						29		33

		BovineHD2300007287		rs134738176		23		27,071,261		8,167		intergenic_variant						29		33

		BovineHD2300007291		rs110590154		23		27,088,448		17,188		intergenic_variant						29		33

		BovineHD2300007293		rs42545226		23		27,090,662		2,215		intergenic_variant						29		33

		BovineHD2300007295		rs135969917		23		27,093,689		3,028		intergenic_variant						29		33

		BovineHD2300007298		rs135190137		23		27,097,840		4,152		intergenic_variant						29		33

		BovineHD2300007301		rs109395037		23		27,101,425		3,586		intergenic_variant						29		33

		BovineHD2300007304		rs109899718		23		27,110,058		8,634		intergenic_variant						29		33

		BovineHD2300007310		rs135774022		23		27,116,848		6,791		intergenic_variant						29		33

		BovineHD2300007314		rs134537834		23		27,121,252		4,405		intergenic_variant						29		33

		BovineHD2300007316		rs133177329		23		27,122,907		1,656		intergenic_variant						29		33

		BovineHD2300007318		rs137825017		23		27,124,998		2,092		intergenic_variant						29		33

		BovineHD2300007343		rs109094215		23		27,152,211		27,214		intergenic_variant						29		33

		BovineHD2300007346		rs132788551		23		27,155,577		3,367		intergenic_variant						29		33

		BovineHD2300007348		rs135657688		23		27,157,945		2,369		intergenic_variant						29		33

		BovineHD2300007350		rs110640974		23		27,160,675		2,731		intergenic_variant						29		33

		BovineHD2300007352		rs136870766		23		27,166,740		6,066		intergenic_variant						29		33

		BovineHD2300007354		rs137690856		23		27,168,978		2,239		intergenic_variant						29		33

		BovineHD2300007356		rs109800146		23		27,172,078		3,101		intron_variant		NOTCH4				29		33

		BovineHD2300007358		rs133843540		23		27,173,912		1,835		intron_variant		NOTCH4				29		33

		BovineHD2300007360		rs109668769		23		27,176,362		2,451		intron_variant		NOTCH4				29		33

		BovineHD2300007362		rs110008687		23		27,180,160		3,799		intron_variant		NOTCH4				29		33

		BovineHD2300007366		rs135219550		23		27,187,213		7,054		intron_variant		NOTCH4				29		33

		BovineHD2300007368		rs134103430		23		27,190,955		3,743		intron_variant		NOTCH4				29		33

		BovineHD2300007372		rs137135818		23		27,200,885		9,931		intron_variant		PBX2				29		33

		BovineHD2300007374		rs133275826		23		27,202,748		1,864		intron_variant		PBX2				29		33

		BovineHD2300007376		rs110073295		23		27,205,062		2,315		3_prime_UTR_variant		PBX2				29		33

		BovineHD2300007378		rs109208306		23		27,208,139		3,078		intron_variant		AGER				29		33

		BovineHD2300007381		rs109733359		23		27,212,032		3,894		intergenic_variant						29		33

		BovineHD2300007382		rs110882751		23		27,219,166		7,135		intron_variant		AGPAT1				29		33

		BovineHD2300007384		rs109212550		23		27,227,888		8,723		intergenic_variant						29		33

		BovineHD2300007387		rs109092438		23		27,232,833		4,946		intergenic_variant						29		33

		BovineHD2300007390		rs109223327		23		27,248,055		15,223		intergenic_variant						29		33

		BovineHD2300007392		rs109510052		23		27,254,543		6,489		intergenic_variant						29		33

		BovineHD2300007393		rs109327409		23		27,256,718		2,176		missense_variant		ATF6B				29		33

		BovineHD2300007396		rs137301104		23		27,262,401		5,684		intron_variant		ATF6B				29		33

		BovineHD2300007398		rs136740060		23		27,264,560		2,160		3_prime_UTR_variant		ATF6B				29		33

		BovineHD2300007400		rs109909428		23		27,268,607		4,048		intergenic_variant						29		33

		BovineHD2300007401		rs42023987		23		27,272,290		3,684		intergenic_variant						29		33

		BovineHD4100016084		rs41642111		23		27,273,927		1,638		intergenic_variant						29		33

		BovineHD2300007427		rs136732275		23		27,287,154		13,228		intron_variant		TNXB				29		33

		BovineHD2300007423		rs133173177		23		27,292,833		5,680		intron_variant		TNXB				29		33

		BovineHD2300007419		rs133566352		23		27,298,861		6,029		intron_variant		TNXB				29		33

		BovineHD2300007417		rs134195953		23		27,303,100		4,240		intron_variant		TNXB				29		33

		BovineHD2300007415		rs136364449		23		27,307,395		4,296		intron_variant		TNXB				29		33

		BovineHD2300007411		rs109397224		23		27,312,590		5,196		intron_variant		TNXB				29		33

		BovineHD2300007408		rs133089064		23		27,316,853		4,264		intron_variant		TNXB				29		33

		BovineHD2300007405		rs110866308		23		27,320,625		3,773		intron_variant		TNXB				29		33

		BovineHD2300007404		rs109486282		23		27,325,180		4,556		intron_variant		TNXB				29		33

		BovineHD2300007430		rs134086871		23		27,348,931		23,752		intergenic_variant						29		33

		BovineHD2300007436		rs42023955		23		27,360,333		11,403		intergenic_variant						29		33

		BovineHD2300007442		rs135635140		23		27,387,736		27,404		intron_variant		STK19				29		33

		BovineHD2300007444		rs134164464		23		27,395,680		7,945		intron_variant		STK19				29		33

		Hapmap47328-BTA-56087		rs41566364		23		27,405,086		9,407		intron_variant		DXO				29		33

		BovineHD2300007450		rs110882211		23		27,410,296		5,211		intron_variant		NELFE				29		33

		BovineHD2300007452		rs109677730		23		27,413,426		3,131		intron_variant		NELFE				29		33

		BovineHD2300007454		rs135129143		23		27,416,633		3,208		intron_variant		CFB				29		33

		BovineHD2300007458		rs137488533		23		27,423,932		7,300		intron_variant		C2				29		33

		BovineHD2300007460		rs134178964		23		27,426,589		2,658		intron_variant		C2				29		33

		BovineHD2300007462		rs133042880		23		27,428,614		2,026		intron_variant		C2				29		33

		BovineHD2300007464		rs110044267		23		27,430,660		2,047		intron_variant		C2				29		33

		BovineHD2300007466		rs109138055		23		27,435,156		4,497		intergenic_variant						29		33

		BovineHD2300007468		rs110665854		23		27,442,523		7,368		intergenic_variant						29		33

		BovineHD2300007472		rs137329669		23		27,454,523		12,001		intergenic_variant						29		33

		BovineHD2300007475		rs134762603		23		27,461,012		6,490		intergenic_variant						29		33

		BovineHD2300007477		rs133622606		23		27,463,527		2,516		intron_variant		ZBTB12				29		33

		BovineHD2300007480		rs110617852		23		27,469,211		5,685		intron_variant		EHMT2				29		33

		BovineHD2300007483		rs137106792		23		27,476,816		7,606		intron_variant		EHMT2				29		33

		BovineHD2300007485		rs133183983		23		27,484,913		8,098		synonymous_variant		SLC44A4				29		33

		BovineHD2300007487		rs41255513		23		27,492,193		7,281		synonymous_variant		SLC44A4				29		33

		BovineHD2300007489		rs134744501		23		27,495,035		2,843		intron_variant		NEU1				29		33

		BovineHD2300007490		rs41255867		23		27,496,020		986		intron_variant		NEU1				29		33

		BovineHD4100016085		rs41257176		23		27,498,320		2,301		3_prime_UTR_variant		NEU1				29		33

		BovineHD2300007493		rs109533671		23		27,501,531		3,212		intergenic_variant						29		33

		BovineHD2300007495		rs134794442		23		27,504,283		2,753		intergenic_variant						29		33

		BovineHD2300007497		rs136925854		23		27,507,964		3,682		intergenic_variant						29		33

		BovineHD2300007499		rs137835527		23		27,510,292		2,329		intergenic_variant						29		33

		BovineHD2300007501		rs135775113		23		27,512,504		2,213		intergenic_variant						29		33

		BovineHD2300007503		rs109228042		23		27,514,878		2,375		intergenic_variant						29		33

		BovineHD2300007506		rs110850310		23		27,520,600		5,723		5_prime_UTR_variant		HSPA1L				29		33

		BovineHD2300007508		rs136865486		23		27,524,509		3,910		intron_variant		HSPA1L				29		33

		BovineHD2300007510		rs110490018		23		27,531,899		7,391		intron_variant		HSPA1L				29		33

		BovineHD2300007512		rs109118525		23		27,533,998		2,100		5_prime_UTR_variant		VARS1				29		33

		BovineHD2300007526		rs134268741		23		27,539,220		5,223		intron_variant		VARS1				29		33

		BovineHD2300007524		rs137370357		23		27,542,835		3,616		intron_variant		VARS1				29		33

		BovineHD2300007522		rs109798093		23		27,546,817		3,983		intron_variant		VWA7				29		33

		BovineHD2300007520		rs133965139		23		27,549,212		2,396		intron_variant		VWA7				29		33

		BovineHD2300007518		rs110513814		23		27,551,720		2,509		intron_variant		VWA7				29		33

		BovineHD2300007516		NA		23		27,554,945		3,226								29		33

		BovineHD2300007528		rs133115579		23		27,559,651		4,707		intron_variant		MSH5				29		33

		BovineHD2300007530		rs109610690		23		27,562,665		3,015		intron_variant		MSH5				29		33

		BovineHD2300007531		rs136867888		23		27,566,694		4,030		intron_variant		MSH5				29		33

		BovineHD2300007533		rs110272633		23		27,575,300		8,607		intron_variant		MSH5				29		33

		BovineHD2300007536		rs136536639		23		27,586,094		10,795		intron_variant		MPIG6B				29		33

		BovineHD2300007538		rs109189663		23		27,590,261		4,168		intron_variant		LY6G6C				29		33

		BovineHD2300007540		rs136957735		23		27,595,626		5,366		intergenic_variant						29		33

		BovineHD2300007542		rs109596246		23		27,598,589		2,964		intergenic_variant						29		33

		BovineHD2300007544		rs109329466		23		27,600,440		1,852		intron_variant		ABHD16A				29		33

		Hapmap57616-rs29026690		rs29026690		23		27,603,651		3,212		intron_variant		ABHD16A				29		33

		BovineHD2300007547		rs109291169		23		27,609,257		5,607		intron_variant		ABHD16A				29		33

		BovineHD2300007549		rs137135936		23		27,610,828		1,572		intron_variant		ABHD16A				29		33

		BovineHD2300007551		rs109090598		23		27,613,404		2,577		intron_variant		ABHD16A				29		33

		BovineHD2300007553		rs136335561		23		27,615,741		2,338		intron_variant		ABHD16A				29		33

		BovineHD2300007555		rs110333219		23		27,617,747		2,007		missense_variant		ABHD16A		Acc/Gcc		29		33

		BovineHD2300007558		rs110500032		23		27,622,984		5,238		intron_variant		LY6G5C				29		33

		ARS-BFGL-NGS-104658		rs110861313		23		27,626,367		3,384		intergenic_variant						29		33

		BovineHD2300007562		rs133619611		23		27,630,499		4,133		intron_variant		CSNK2B				29		33

		BovineHD2300007565		rs110889596		23		27,636,196		5,698		missense_variant		GPANK1		aAt/aGt		29		33

		BovineHD2300007567		rs109369533		23		27,639,515		3,320		intergenic_variant						29		33

		BovineHD2300007569		rs110721287		23		27,643,343		3,829		intron_variant		APOM				29		33

		BovineHD2300007571		rs109634094		23		27,649,082		5,740		intron_variant		BAG6				29		33

		BovineHD2300007573		rs109051509		23		27,651,046		1,965		intron_variant		BAG6				29		33

		BovineHD2300007575		rs110515060		23		27,656,154		5,109		intron_variant		BAG6				29		33

		BovineHD2300007578		rs109204924		23		27,660,630		4,477		intron_variant		PRRC2A				29		33

		BovineHD2300007580		rs133318407		23		27,665,264		4,635		intron_variant		PRRC2A				29		33

		BovineHD2300007581		rs110035793		23		27,671,637		6,374		intergenic_variant						29		33

		BovineHD2300007583		rs108988435		23		27,685,119		13,483		intron_variant		NCR3				29		33

		BovineHD2300007586		rs110455583		23		27,694,046		8,928		intron_variant		NCR3				29		33

		BovineHD2300007589		rs134707507		23		27,698,509		4,464		intron_variant		NCR3				29		33

		BovineHD2300007591		rs109067787		23		27,703,981		5,473		intron_variant		NCR3				29		33

		BovineHD2300007594		rs133548891		23		27,707,229		3,249		intron_variant		NCR3				29		33

		BovineHD2300007598		rs17871898		23		27,713,307		6,079		intron_variant		NCR3				29		33

		BovineHD2300007607		rs110163206		23		27,729,614		16,308		intergenic_variant						29		33

		BovineHD2300007610		rs134920397		23		27,733,741		4,128		intron_variant		NFKBIL1				29		33

		BovineHD2300007613		rs109825947		23		27,741,046		7,306		intron_variant		NFKBIL1				29		33

		BovineHD2300007615		rs109185942		23		27,743,611		2,566		intergenic_variant						29		33

		BovineHD2300007618		rs109268323		23		27,747,582		3,972		intergenic_variant						29		33

		BovineHD2300007622		rs110181169		23		27,752,301		4,720		intron_variant		DDX39B				29		33

		BovineHD4100016088		rs41257361		23		27,758,120		5,820		synonymous_variant		DDX39B				29		33

		BovineHD2300007625		rs109223751		23		27,760,654		2,535		intergenic_variant						29		33

		ARS-BFGL-NGS-43021		rs110930105		23		27,765,742		5,089		intergenic_variant						29		33

		BovineHD2300007637		rs136604072		23		27,801,348		35,607		intergenic_variant						29		33

		BovineHD2300007640		rs133197588		23		27,815,800		14,453		intergenic_variant						29		33

		BovineHD2300007646		rs136000192		23		27,824,468		8,669		intergenic_variant						29		33

		BovineHD2300007648		rs134764462		23		27,829,761		5,294		intergenic_variant						29		33

		BovineHD2300007662		rs110231701		23		27,868,370		38,610		intergenic_variant						29		33

		BovineHD2300007685		rs109435581		23		27,976,925		108,556		intergenic_variant						29		33

		BovineHD2300007687		rs110227765		23		27,980,936		4,012		intergenic_variant						29		33

		BovineHD2300007691		rs134832791		23		27,987,130		6,195		intergenic_variant						29		33

		ARS-BFGL-NGS-11887		rs109258111		23		27,988,980		1,851		intron_variant		TCF19				29		33

		BovineHD4100016090		rs43705563		23		27,990,828		1,849		intron_variant		TCF19				29		33

		BovineHD2300007695		rs109657389		23		27,993,476		2,649		intron_variant		CCHCR1				29		33

		BovineHD4100016091		rs17871039		23		27,998,654		5,179		intron_variant		CCHCR1				29		33

		BovineHD2300007704		rs109617554		23		28,003,650		4,997		intron_variant		CCHCR1				29		33

		BovineHD2300007706		rs110168422		23		28,006,596		2,947		intron_variant		PSORS1C2				29		33

		BovineHD2300007709		rs134743306		23		28,012,745		6,150		intergenic_variant						29		33

		BovineHD2300007712		rs137273261		23		28,015,716		2,972		intergenic_variant						29		33

		BovineHD2300007713		rs136070962		23		28,017,671		1,956		intergenic_variant						29		33

		BovineHD2300007715		rs135354265		23		28,019,435		1,765		intergenic_variant						29		33

		BovineHD2300007718		rs134024659		23		28,023,132		3,698		intron_variant		CDSN				29		33

		BovineHD2300007722		rs134090213		23		28,030,223		7,092		intergenic_variant						29		33

		BovineHD2300007726		rs135684073		23		28,034,392		4,170		intergenic_variant						29		33

		BovineHD2300007729		rs109761464		23		28,038,673		4,282		intergenic_variant						29		33

		BovineHD2300007733		rs110941023		23		28,043,084		4,412		intergenic_variant						29		33

		BovineHD2300007735		rs108940258		23		28,047,375		4,292		intergenic_variant						29		33

		BovineHD2300007738		rs108993901		23		28,052,268		4,894		intergenic_variant						29		33

		BovineHD2300007742		rs136959594		23		28,059,704		7,437		intergenic_variant						29		33

		BovineHD2300007744		rs110642272		23		28,063,795		4,092		intergenic_variant						29		33

		BovineHD2300007750		rs109161248		23		28,077,790		13,996		intergenic_variant						29		33

		BovineHD2300007752		rs135335192		23		28,080,573		2,784		intergenic_variant						29		33

		BovineHD2300007754		rs137129803		23		28,088,721		8,149		intergenic_variant						29		33

		BovineHD2300007756		rs110161626		23		28,093,136		4,416		intergenic_variant						29		33

		BovineHD2300007758		rs136337086		23		28,095,963		2,828		intergenic_variant						29		33

		BovineHD2300007760		rs109503783		23		28,104,868		8,906		intergenic_variant						29		33

		Hapmap46836-BTA-55820		rs41587536		23		28,120,282		15,415		intergenic_variant						29		33

		BovineHD2300007765		rs137302614		23		28,127,755		7,474		intron_variant		MUCL3				29		33

		BovineHD2300007767		rs136904709		23		28,130,267		2,513		intron_variant		MUCL3				29		33

		BovineHD2300007772		rs110714504		23		28,138,391		8,125		intergenic_variant						29		33

		BovineHD2300007774		rs110359063		23		28,142,880		4,490		intron_variant		SFTA2				29		33

		BovineHD4100016092		rs41641247		23		28,144,870		1,991		intergenic_variant						29		33

		BovineHD2300007777		rs136075558		23		28,147,906		3,037		intergenic_variant						29		33

		BovineHD4100016093		rs41641251		23		28,154,567		6,662		intron_variant		VARS2				29		33

		BovineHD2300007781		rs109299570		23		28,160,790		6,224		intron_variant		GTF2H4				29		33

		BovineHD2300007782		rs109537552		23		28,169,587		8,798		intergenic_variant						29		33

		BovineHD2300007784		rs109970530		23		28,172,662		3,076		intergenic_variant						29		33

		BovineHD2300007787		rs133705609		23		28,177,862		5,201		intron_variant		DDR1				29		33

		BovineHD2300007788		rs135207199		23		28,180,286		2,425		intron_variant		DDR1				29		33

		BovineHD2300007791		rs108987623		23		28,187,589		7,304		intergenic_variant						29		33

		BovineHD2300007793		rs109166170		23		28,193,443		5,855		intergenic_variant						29		33

		BovineHD2300007795		rs110899993		23		28,196,673		3,231		intergenic_variant						29		33

		BovineHD2300007797		rs109471233		23		28,198,896		2,224		intergenic_variant						29		33

		BovineHD2300007799		rs110409742		23		28,200,955		2,060		intergenic_variant						29		33

		BovineHD2300007805		rs109864653		23		28,211,402		10,448		intergenic_variant						29		33

		BovineHD2300007807		rs133805466		23		28,214,057		2,656		intergenic_variant						29		33

		ARS-BFGL-NGS-90570		rs109756967		23		28,217,498		3,442		intergenic_variant						29		33

		BovineHD2300007811		rs109412830		23		28,221,054		3,557		intergenic_variant						29		33

		BovineHD4100016098		rs41641276		23		28,223,085		2,032		intergenic_variant						29		33

		BovineHD2300007814		rs110755717		23		28,226,442		3,358		intergenic_variant						29		33

		BovineHD2300007816		rs136605372		23		28,231,800		5,359		intergenic_variant						29		33

		BTA-55867-no-rs		rs41641284		23		28,242,781		10,982		intergenic_variant						29		33

		BovineHD2300007822		rs134220165		23		28,248,208		5,428		intergenic_variant						29		33

		BovineHD2300007824		rs109916764		23		28,250,895		2,688		intergenic_variant						29		33

		BovineHD2300007827		rs110348002		23		28,257,450		6,556		intergenic_variant						29		33

		BovineHD2300007829		rs110622081		23		28,260,136		2,687		intergenic_variant						29		33

		BovineHD2300007832		rs109060709		23		28,267,015		6,880		intergenic_variant						29		33

		BovineHD2300007834		rs109651664		23		28,272,487		5,473		intergenic_variant						29		33

		BovineHD2300007836		rs110860815		23		28,277,976		5,490		intron_variant		IER3				29		33

		BovineHD2300007838		rs133033809		23		28,281,616		3,641		intron_variant		IER3				29		33

		BovineHD2300007839		rs109780087		23		28,287,617		6,002		intergenic_variant						29		33

		BovineHD2300007842		rs109548103		23		28,293,193		5,577		intron_variant		FLOT1				29		33

		BovineHD2300007845		rs110276194		23		28,299,819		6,627		intergenic_variant						29		33

		BovineHD2300007855		rs110547795		23		28,311,041		11,223		intron_variant		MDC1				29		33

		BovineHD2300007853		rs110924443		23		28,313,098		2,058		synonymous_variant		MDC1				29		33

		BovineHD2300007851		rs110358955		23		28,315,367		2,270		intron_variant		MDC1				29		33

		BovineHD2300007849		rs108940411		23		28,318,567		3,201		intergenic_variant						29		33

		BovineHD2300007847		rs133464899		23		28,321,444		2,878		intron_variant		NRM				29		33

		BovineHD2300007857		rs108977449		23		28,326,761		5,318		intron_variant		PPP1R18				29		33

		BovineHD2300007859		rs110172894		23		28,328,650		1,890		intron_variant		PPP1R18				29		33

		BovineHD2300007861		rs110765575		23		28,330,223		1,574		intron_variant		PPP1R18				29		33

		BovineHD2300007865		rs110286599		23		28,336,904		6,682		intergenic_variant						29		33

		BovineHD2300007869		rs110522801		23		28,344,384		7,481		intron_variant		DHX16				29		33

		BovineHD2300007870		rs136072126		23		28,350,722		6,339		intron_variant		C23H6orf136				29		33

		BovineHD2300007872		rs109338593		23		28,354,213		3,492		intergenic_variant						29		33

		BovineHD2300007874		rs133711684		23		28,360,110		5,898		intron_variant		PPP1R10				29		33

		BovineHD2300007876		rs137851633		23		28,367,574		7,465		intron_variant		PPP1R10				29		33

		BovineHD2300007879		rs132793351		23		28,377,719		10,146		intron_variant		PPP1R10				29		33

		BovineHD2300007881		rs41641288		23		28,382,194		4,476		intron_variant		PPP1R10				29		33

		BovineHD2300007882		rs132680130		23		28,385,509		3,316		intron_variant		PPP1R10				29		33

		BovineHD2300007884		rs136336084		23		28,389,212		3,704		3_prime_UTR_variant		PPP1R10				29		33

		BovineHD2300007886		rs110667946		23		28,394,715		5,504		intergenic_variant						29		33

		BovineHD2300007888		rs108972010		23		28,398,875		4,161		intergenic_variant						29		33

		BovineHD2300007891		rs110149893		23		28,403,741		4,867		intron_variant		ABCF1				29		33

		BovineHD2300007894		rs136970868		23		28,406,991		3,251		intron_variant		ABCF1				29		33

		BovineHD2300007896		rs109493792		23		28,409,735		2,745		intergenic_variant						29		33

		BovineHD2300007898		rs110942981		23		28,413,406		3,672		intergenic_variant						29		33

		BovineHD2300007900		rs109591165		23		28,417,545		4,140		intron_variant		PRR3				29		33

		BovineHD2300007901		rs110243923		23		28,420,531		2,987		intron_variant		PRR3				29		33

		BovineHD2300007903		rs132797790		23		28,424,581		4,051		intron_variant		GNL1				29		33

		BovineHD2300007905		rs110839066		23		28,426,949		2,369		intron_variant		GNL1				29		33

		BovineHD2300007912		rs110354120		23		28,431,648		4,700		intergenic_variant						29		33

		BovineHD2300007910		rs110689905		23		28,435,447		3,800		intergenic_variant						29		33

		BovineHD2300007908		rs109507276		23		28,440,244		4,798		intergenic_variant						29		33

		BovineHD2300007915		rs110041615		23		28,444,963		4,720		intergenic_variant						29		33

		BovineHD2300007918		rs109140495		23		28,451,722		6,760		missense_variant		RPP21				29		33

		BovineHD2300007920		rs136575851		23		28,453,204		1,483		intron_variant		RPP21				29		33

		BovineHD2300007923		rs133037896		23		28,456,556		3,353		intergenic_variant						29		33

		BovineHD2300007928		rs110377572		23		28,464,976		8,421		intergenic_variant						29		33

		BovineHD2300007930		rs134202951		23		28,468,351		3,376		intergenic_variant						29		33

		BovineHD2300007935		rs133419490		23		28,482,119		13,769		intergenic_variant						29		33

		BovineHD2300007937		rs110849318		23		28,486,206		4,088		intergenic_variant						29		33

		BovineHD2300007939		rs134921559		23		28,490,402		4,197		intergenic_variant						29		33

		BovineHD2300007941		rs42029266		23		28,494,965		4,564		intergenic_variant						29		33

		BovineHD2300007943		rs132695771		23		28,498,107		3,143		intergenic_variant						29		33

		BovineHD2300007945		rs110486636		23		28,500,788		2,682		intergenic_variant						29		33

		UA-IFASA-7712		rs41587547		23		28,504,980		4,193		intergenic_variant						29		33

		BovineHD4100016103		rs41658345		23		28,511,663		6,684		intergenic_variant						29		33

		BovineHD2300007952		rs109992327		23		28,524,226		12,564		intergenic_variant						29		33

		BovineHD2300007965		rs110855962		23		28,560,191		35,966		intergenic_variant						29		33

		BovineHD2300007979		rs110040505		23		28,590,793		30,603		intergenic_variant						29		33

		BovineHD2300007981		rs110150532		23		28,594,065		3,273		intergenic_variant						29		33

		BovineHD2300007983		rs132909165		23		28,596,845		2,781		intergenic_variant						29		33

		BovineHD2300007987		rs110525295		23		28,604,149		7,305		intergenic_variant						29		33

		BovineHD2300007989		rs133131161		23		28,606,173		2,025		intergenic_variant						29		33

		BovineHD2300007993		rs134448932		23		28,614,214		8,042		intergenic_variant						29		33

		BovineHD2300007999		rs136024691		23		28,629,291		15,078		intergenic_variant						29		33

		BovineHD2300008043		rs134754344		23		28,768,059		138,769		intergenic_variant						29		33

		BovineHD2300008045		rs133683877		23		28,772,663		4,605		intergenic_variant						29		33

		BovineHD2300008047		rs136430611		23		28,774,482		1,820		intergenic_variant						29		33

		BovineHD2300008049		rs136007552		23		28,776,526		2,045		intergenic_variant						29		33

		BovineHD2300008051		rs136950824		23		28,778,612		2,087		intergenic_variant						29		33

		BovineHD2300008056		rs134975091		23		28,785,343		6,732		intergenic_variant						29		33

		BovineHD2300008058		rs134298108		23		28,788,200		2,858		intergenic_variant						29		33

		BovineHD2300008061		rs110523668		23		28,798,733		10,534		intergenic_variant						29		33

		BovineHD2300008062		rs137111435		23		28,801,726		2,994		intergenic_variant						29		33

		BovineHD2300008064		rs110184942		23		28,804,972		3,247		intron_variant		TRIM15				29		33

		BovineHD4100016104		rs41642115		23		28,806,779		1,808		intron_variant		TRIM15				29		33

		BovineHD2300008067		rs110439483		23		28,808,892		2,114		intron_variant		TRIM15				29		33

		BovineHD2300008069		rs110548644		23		28,811,333		2,442		intron_variant		TRIM15				29		33

		BovineHD2300008072		rs136092545		23		28,814,399		3,067		intergenic_variant						29		33

		BovineHD2300008074		rs135301495		23		28,816,953		2,555		intergenic_variant						29		33

		BovineHD2300008076		rs110316340		23		28,818,791		1,839		intron_variant		TRIM10				29		33

		BovineHD2300008078		rs109476334		23		28,822,289		3,499		intron_variant		TRIM10				29		33

		BovineHD2300008079		rs109905817		23		28,824,263		1,975		synonymous_variant		TRIM10				29		33

		BovineHD2300008081		rs109284993		23		28,825,626		1,364		intron_variant		TRIM10				29		33

		BovineHD2300008083		rs134718228		23		28,829,534		3,909		missense_variant		TRIM40		Ggt/Agt		29		33

		BovineHD2300008086		rs110125762		23		28,833,553		4,020		intron_variant		TRIM40				29		33

		BovineHD2300008089		rs136805566		23		28,836,068		2,516		intron_variant		TRIM40				29		33

		BovineHD2300008091		rs108939431		23		28,839,035		2,968		intron_variant		TRIM40				29		33

		BovineHD2300008095		rs136161835		23		28,845,193		6,159		intergenic_variant						29		33

		BovineHD2300008098		rs132780685		23		28,849,871		4,679		intergenic_variant						29		33

		BovineHD2300008099		rs110086760		23		28,853,095		3,225		intergenic_variant						29		33

		BovineHD2300008101		rs132726538		23		28,855,995		2,901		intron_variant		TRIM31				29		33

		BovineHD2300008106		rs110861610		23		28,863,952		7,958		intron_variant		TRIM31				29		33

		BovineHD2300008109		rs133312583		23		28,868,872		4,921		missense_variant		TRIM31		Gat/Aat		29		33

		BovineHD2300008113		rs133148387		23		28,874,534		5,663		intron_variant		TRIM31				29		33

		UA-IFASA-9236		rs41642753		23		28,877,219		2,686		missense_variant		TRIM31		cGg/cAg		29		33

		BovineHD4100016108		rs41642755		23		28,879,365		2,147		3_prime_UTR_variant		TRIM31				29		33

		BovineHD2300008120		rs137709537		23		28,935,375		56,011		intergenic_variant						29		33

		ARS-BFGL-NGS-31638		rs109572712		23		28,938,903		3,529		missense_variant		ZFP57		Ggg/Tgg		29		33

		BovineHD2300008124		rs132915159		23		28,940,387		1,485		intron_variant		ZFP57				29		33

		BovineHD2300008126		rs108960359		23		28,942,331		1,945		intron_variant		ZFP57				29		33

		BovineHD2300008128		rs137141519		23		28,944,939		2,609		missense_variant		MOG		aAt/aGt		29		33

		BovineHD2300008131		rs136580117		23		28,947,418		2,480		intron_variant		MOG				29		33

		BovineHD2300008134		rs109505412		23		28,951,102		3,685		intron_variant		MOG				29		33

		BovineHD2300008136		rs109716980		23		28,953,077		1,976		intron_variant		MOG				29		33

		BovineHD2300008140		rs110240383		23		28,958,054		4,978		intergenic_variant						29		33

		BovineHD2300008142		rs109389951		23		28,961,253		3,200		intergenic_variant						29		33

		BovineHD2300008147		rs136001741		23		28,969,445		8,193		intergenic_variant						29		33

		BovineHD2300008153		rs109528441		23		28,980,855		11,411		intron_variant		GABBR1				29		33

		BovineHD2300008155		rs109180004		23		28,985,719		4,865		intron_variant		GABBR1				29		33

		BovineHD2300008157		rs109934304		23		28,987,920		2,202		intron_variant		GABBR1				29		33

		ARS-BFGL-NGS-80691		rs110312070		23		28,991,960		4,041		intron_variant		GABBR1				29		33

		BovineHD2300008162		rs110873309		23		28,995,203		3,244		intron_variant		GABBR1				29		33

		BovineHD2300008164		rs110042420		23		28,997,121		1,919		intron_variant		GABBR1				29		33

		BovineHD2300008166		rs110204572		23		28,999,043		1,923		intron_variant		GABBR1				29		33

		BovineHD2300008168		rs109601524		23		29,001,677		2,635		intron_variant		GABBR1				29		33

		BovineHD2300008170		rs111020283		23		29,003,973		2,297		intergenic_variant						29		33

		BovineHD2300008175		rs134916245		23		29,009,070		5,098		intergenic_variant						29		33

		BovineHD2300008177		rs41257015		23		29,013,635		4,566		intergenic_variant						29		33

		BovineHD2300008179		rs110706866		23		29,017,749		4,115		intergenic_variant						29		33

		BovineHD2300008185		rs132909057		23		29,037,560		19,812		intergenic_variant						29		33

		BovineHD2300008192		rs111010240		23		29,059,011		21,452		intergenic_variant						29		33

		BovineHD2300008194		rs110595913		23		29,063,225		4,215		intergenic_variant						29		33

		BovineHD2300008196		rs137338167		23		29,067,029		3,805		intergenic_variant						29		33

		BovineHD4100016110		rs41255518		23		29,072,880		5,852		intergenic_variant						29		33

		BovineHD2300008200		rs41604211		23		29,075,438		2,559		intergenic_variant						29		33

		BovineHD2300008202		rs134930702		23		29,080,059		4,622		intergenic_variant						29		33

		ARS-BFGL-NGS-105966		rs110812229		23		29,101,822		21,764		intergenic_variant						29		33

		BovineHD2300008210		rs132718863		23		29,108,839		7,018		intergenic_variant						29		33

		BovineHD2300008212		rs134636909		23		29,114,346		5,508		intergenic_variant						29		33

		BovineHD2300008215		rs137170297		23		29,118,801		4,456		intron_variant		UBD				29		33

		BovineHD2300008220		rs137678796		23		29,133,485		14,685		intergenic_variant						29		33

		BovineHD2300008222		rs134459332		23		29,149,925		16,441		intergenic_variant						29		33

		BovineHD2300008224		rs133813403		23		29,155,048		5,124		intergenic_variant						29		33

		BovineHD2300008227		rs136948539		23		29,158,610		3,563		intergenic_variant						29		33

		BovineHD2300008232		rs134244325		23		29,180,205		21,596		intergenic_variant						29		33

		BovineHD2300008236		rs134285170		23		29,191,050		10,846		intergenic_variant						29		33

		BovineHD2300008239		rs137113406		23		29,198,023		6,974		intergenic_variant						29		33

		BovineHD2300008244		rs134839191		23		29,210,103		12,081		intergenic_variant						29		33

		BovineHD2300008269		rs132824156		23		29,319,430		109,328		intergenic_variant						29		33

		BovineHD2300008271		rs135702077		23		29,325,564		6,135		intergenic_variant						29		33

		BovineHD2300008273		rs137039386		23		29,330,133		4,570		intron_variant		OR12D2E				29		33

		BovineHD2300008275		rs136804274		23		29,343,294		13,162		intergenic_variant						29		33

		BovineHD2300008277		rs136407254		23		29,349,616		6,323		intergenic_variant						29		33

		BovineHD2300008278		rs133413969		23		29,352,852		3,237		intergenic_variant						29		33

		BovineHD2300008280		rs136543202		23		29,354,639		1,788		intergenic_variant						29		33

		BovineHD2300008282		rs137377445		23		29,356,328		1,690		intergenic_variant						29		33

		BovineHD2300008285		rs109244662		23		29,360,073		3,746		intergenic_variant						29		33

		BovineHD4100016114		rs41642779		23		29,369,069		8,997		intergenic_variant						29		33

		BovineHD2300008288		rs134220182		23		29,371,832		2,764		intergenic_variant						29		33

		BovineHD2300008290		rs136636779		23		29,374,525		2,694		intergenic_variant						29		33

		BovineHD2300008292		rs109296598		23		29,378,499		3,975		intergenic_variant						29		33

		BovineHD2300008294		rs110408984		23		29,381,796		3,298		intergenic_variant						29		33

		BovineHD2300008296		rs133305224		23		29,387,809		6,014		intron_variant		OR5V1				29		33

		ARS-BFGL-NGS-96241		rs109621402		23		29,392,824		5,016		intergenic_variant						29		33

		BovineHD2300008300		rs109247305		23		29,397,552		4,729		intergenic_variant						29		33

		BovineHD2300008303		rs110343544		23		29,405,131		7,580		intergenic_variant						29		33

		ARS-BFGL-NGS-95687		rs110915730		23		29,414,179		9,049		intergenic_variant						29		33

		BovineHD2300008308		rs136978308		23		29,419,829		5,651		intergenic_variant						29		33

		BovineHD2300008310		rs136579505		23		29,424,629		4,801		intergenic_variant						29		33

		BovineHD2300008312		rs136187101		23		29,427,631		3,003		intergenic_variant						29		33

		BovineHD2300008314		rs134863318		23		29,430,911		3,281		intergenic_variant						29		33

		BovineHD2300008317		rs110617074		23		29,435,629		4,719		intergenic_variant						29		33

		BovineHD2300008319		rs133421150		23		29,439,878		4,250		intergenic_variant						29		33

		BovineHD2300008322		rs133806140		23		29,453,754		13,877		intergenic_variant						29		33

		BovineHD2300008329		rs134240841		23		29,467,571		13,818		intergenic_variant						29		33

		BovineHD2300008334		rs134752170		23		29,484,394		16,824		intergenic_variant						29		33

		BovineHD2300008345		rs110373794		23		29,507,416		23,023		intergenic_variant						29		33

		BovineHD2300008349		rs134493368		23		29,516,215		8,800		intergenic_variant						29		33

		BovineHD2300008360		rs132818848		23		29,538,955		22,741		intergenic_variant						29		33

		BovineHD2300008369		rs110536813		23		29,569,522		30,568		intergenic_variant						29		33

		BovineHD2300008374		rs137748736		23		29,586,411		16,890		intergenic_variant						29		33

		BovineHD2300008385		rs134332679		23		29,629,555		43,145		intergenic_variant						29		33

		BTA-94041-no-rs		rs41668394		23		29,663,663		34,109		intergenic_variant						29		33

		BovineHD2300008390		rs133407247		23		29,672,380		8,718		intergenic_variant						29		33

		BovineHD2300008395		rs110347497		23		29,680,667		8,288		intergenic_variant						29		33

		BovineHD2300008398		rs133898569		23		29,702,543		21,877		intron_variant		OR2J3				29		33

		BovineHD2300008401		rs133851220		23		29,709,370		6,828		intergenic_variant						29		33

		BovineHD2300008404		rs109246185		23		29,714,253		4,884		intergenic_variant						29		33

		BovineHD2300008408		rs136144770		23		29,721,976		7,724		intergenic_variant						29		33

		BovineHD2300008413		rs110454861		23		29,733,528		11,553		intergenic_variant						29		33

		BovineHD2300008415		rs133470904		23		29,736,420		2,893		intergenic_variant						29		33

		BovineHD2300008417		rs135827022		23		29,738,533		2,114		intergenic_variant						29		33

		BovineHD2300008419		rs109641746		23		29,741,706		3,174		intergenic_variant						29		33

		BovineHD2300008421		rs110284287		23		29,743,673		1,968		intergenic_variant						29		33

		BovineHD2300008424		rs137780653		23		29,747,298		3,626		intergenic_variant						29		33

		BovineHD2300008429		rs108970266		23		29,763,442		16,145		intergenic_variant						29		33

		BovineHD2300008432		rs137038690		23		29,771,487		8,046		intergenic_variant						29		33

		BovineHD2300008436		rs135376843		23		29,780,854		9,368		intergenic_variant						29		33

		BovineHD2300008438		rs134788339		23		29,791,727		10,874		intergenic_variant						29		33

		BovineHD2300008445		rs136017924		23		29,817,580		25,854		intergenic_variant						29		33

		BovineHD2300008448		rs41598839		23		29,823,228		5,649		intergenic_variant						29		33

		BovineHD2300008451		rs109012651		23		29,827,635		4,408		intergenic_variant						29		33

		BovineHD2300008460		rs110930987		23		29,860,009		32,375		intergenic_variant						29		33

		BovineHD2300008466		rs109788172		23		29,874,986		14,978		intergenic_variant						29		33

		BovineHD2300008471		rs108944506		23		29,883,846		8,861		intergenic_variant						29		33

		BovineHD2300008476		rs137549134		23		29,896,428		12,583		intergenic_variant						29		33

		BovineHD2300008512		rs109670963		23		29,973,210		76,783		intergenic_variant						29		33

		BovineHD2300008514		rs109609843		23		29,978,908		5,699		intergenic_variant						29		33

		BovineHD2300008517		rs109318937		23		29,993,120		14,213		intergenic_variant						29		33

		BovineHD2300008520		rs109546793		23		30,001,140		8,021		intron_variant		ZNF311				29		33

		BovineHD2300008523		rs137312372		23		30,004,610		3,471		intron_variant		ZNF311				29		33

		BovineHD2300008526		rs134470798		23		30,007,679		3,070		3_prime_UTR_variant		ZNF311				29		33

		BovineHD2300008528		rs109987575		23		30,010,876		3,198		intergenic_variant						29		33

		BovineHD2300008534		rs137007928		23		30,022,813		11,938		intergenic_variant						29		33

		BovineHD2300008536		rs132825953		23		30,026,474		3,662		intergenic_variant						29		33

		BovineHD2300008539		rs109337614		23		30,029,518		3,045		intergenic_variant						29		33

		BovineHD2300008545		rs133269373		23		30,049,148		19,631		intron_variant		TRIM27				29		33

		BovineHD2300008547		rs110886923		23		30,052,715		3,568		intron_variant		TRIM27				29		33

		BovineHD2300008550		rs110422620		23		30,061,689		8,975		intergenic_variant						29		33

		BovineHD2300008552		rs136015613		23		30,070,931		9,243		intergenic_variant						29		33

		BovineHD2300008554		rs109798944		23		30,073,569		2,639		intergenic_variant						29		33

		BovineHD2300008556		rs41572757		23		30,078,877		5,309		intergenic_variant						29		33

		BovineHD2300008559		rs134954356		23		30,084,882		6,006		intergenic_variant						29		33

		BovineHD2300008567		rs137342679		23		30,096,108		11,227		intergenic_variant						29		33

		BovineHD2300008569		rs133435468		23		30,103,590		7,483		intergenic_variant						29		33

		BovineHD2300008571		rs136468442		23		30,105,708		2,119		intergenic_variant						29		33

		BovineHD2300008573		rs134522926		23		30,107,350		1,643		intergenic_variant						29		33

		BovineHD2300008575		rs43744395		23		30,110,928		3,579		intergenic_variant						29		33

		BovineHD2300008577		rs132755870		23		30,112,485		1,558		intergenic_variant						29		33

		BovineHD2300008579		rs29018239		23		30,114,477		1,993		intergenic_variant						29		33

		BovineHD2300008581		rs134360038		23		30,118,991		4,515		intergenic_variant						29		33

		BovineHD2300008583		rs136613479		23		30,120,665		1,675		intergenic_variant						29		33

		BovineHD2300008585		rs137685836		23		30,124,320		3,656		intergenic_variant						29		33

		BovineHD2300008587		rs134963807		23		30,126,927		2,608		intergenic_variant						29		33

		BovineHD2300008589		rs133549395		23		30,132,240		5,314		intergenic_variant						29		33

		BovineHD2300008591		rs109400296		23		30,138,938		6,699		intergenic_variant						29		33

		BovineHD2300008594		rs135958308		23		30,148,662		9,725		intergenic_variant						29		33

		BovineHD2300008597		rs132817453		23		30,153,623		4,962		intergenic_variant						29		33

		BovineHD2300008599		rs109710816		23		30,160,304		6,682		intergenic_variant						29		33

		BovineHD2300008603		rs136210328		23		30,169,708		9,405		intergenic_variant						29		33

		BovineHD2300008608		rs109869412		23		30,184,122		14,415		intergenic_variant						29		33

		BovineHD2300008613		rs108978228		23		30,195,426		11,305		intergenic_variant						29		33

		BovineHD2300008618		rs109083733		23		30,205,302		9,877		intergenic_variant						29		33

		BovineHD2300008623		rs135583667		23		30,340,852		135,551		intron_variant		ZSCAN12				29		33

		BovineHD2300008628		rs133029544		23		30,355,178		14,327		intron_variant		ZSCAN12				29		33

		BovineHD2300008630		rs135631597		23		30,362,402		7,225		intergenic_variant						29		33

		BovineHD2300008633		rs135387068		23		30,374,314		11,913		intron_variant		ZSCAN31				29		33

		BovineHD2300008644		rs136034715		23		30,387,415		13,102		intergenic_variant						29		33

		BovineHD2300008647		rs133779448		23		30,392,703		5,289		intron_variant		PGBD1				29		33

		BovineHD2300008649		rs109300123		23		30,394,473		1,771		intron_variant		PGBD1				29		33

		BovineHD2300008652		rs132822933		23		30,404,637		10,165		intron_variant		PGBD1				29		33

		BovineHD2300008654		rs110871700		23		30,407,639		3,003		intron_variant		PGBD1				29		33

		BovineHD2300008656		rs134035884		23		30,411,228		3,590		intron_variant		PGBD1				29		33

		BTA-06687-no-rs		rs29021044		23		30,419,716		8,489		intron_variant		ZSCAN26				29		33

		BovineHD2300008660		rs109429653		23		30,421,554		1,839		missense_variant		ZSCAN26		Aag/Gag		29		33

		BovineHD2300008663		rs136476545		23		30,424,756		3,203		intron_variant		ZSCAN26				29		33

		BovineHD2300008666		rs136120561		23		30,435,831		11,076		intergenic_variant						29		33

		BovineHD2300008670		rs136582772		23		30,443,268		7,438		missense_variant		ZKSCAN4		Aaa/Gaa		29		33

		BovineHD2300008673		rs132890915		23		30,446,673		3,406		intron_variant		ZKSCAN4				29		33

		BovineHD2300008675		rs137547950		23		30,449,137		2,465		intron_variant		ZKSCAN4				29		33

		BovineHD2300008677		rs137157215		23		30,451,086		1,950		intergenic_variant						29		33

		BTA-93796-no-rs		rs41667354		23		30,453,819		2,734		intergenic_variant						29		33

		BovineHD2300008680		rs134984833		23		30,455,904		2,086		intergenic_variant						29		33

		BovineHD2300008682		rs133553231		23		30,458,694		2,791		intergenic_variant						29		33

		BovineHD2300008684		rs110270661		23		30,462,805		4,112		intergenic_variant						29		33

		BovineHD2300008686		rs109853959		23		30,465,233		2,429		intron_variant		ZSCAN9				29		33

		BovineHD2300008689		rs134972936		23		30,468,333		3,101		intergenic_variant						29		33

		BovineHD2300008692		rs109457983		23		30,472,164		3,832		intergenic_variant						29		33

		ARS-BFGL-NGS-78313		rs109862194		23		30,478,885		6,722		intergenic_variant						29		33

		BovineHD2300008696		rs109432256		23		30,485,070		6,186		intergenic_variant						29		33

		BovineHD2300008698		rs134881155		23		30,488,039		2,970		intergenic_variant						29		33

		BovineHD2300008703		rs137154819		23		30,498,684		10,646		intergenic_variant						29		33

		BovineHD2300008705		rs109635091		23		30,508,000		9,317		intergenic_variant						29		33

		BovineHD2300008709		rs133358160		23		30,512,980		4,981		intergenic_variant						29		33

		BovineHD2300008711		rs110029135		23		30,515,642		2,663		intergenic_variant						29		33

		BovineHD2300008713		rs137411359		23		30,521,221		5,580		intron_variant		ZNF389				29		33

		BovineHD2300008716		rs137015987		23		30,530,717		9,497		intron_variant		ZNF389				29		33

		BovineHD2300008718		rs110092161		23		30,536,101		5,385		intron_variant		ZKSCAN8				29		33

		BovineHD2300008721		rs136044453		23		30,543,845		7,745		intron_variant		ZKSCAN8				29		33

		BovineHD2300008723		rs110355022		23		30,546,106		2,262		intron_variant		ZKSCAN8				29		33

		BovineHD2300008725		rs41642761		23		30,547,558		1,453		intron_variant		ZKSCAN8				29		33

		BovineHD2300008727		rs135388371		23		30,553,234		5,677		intergenic_variant						29		33

		BovineHD2300008730		rs134569850		23		30,560,198		6,965		intergenic_variant						29		33

		BovineHD2300008732		rs109531953		23		30,562,385		2,188		intron_variant		ZSCAN16				29		33

		BovineHD2300008735		rs137755062		23		30,565,977		3,593		missense_variant		ZSCAN16		Aca/Gca		29		33

		BovineHD2300008737		rs110700244		23		30,567,458		1,482		intron_variant		ZSCAN16				29		33

		BovineHD2300008739		rs133769522		23		30,570,566		3,109		intergenic_variant						29		33

		BovineHD2300008742		rs109907716		23		30,573,541		2,976		intergenic_variant						29		33

		BTA-56199-no-rs		rs41587619		23		30,578,676		5,136		intergenic_variant						29		33

		BovineHD2300008746		rs134325739		23		30,584,796		6,121		intergenic_variant						29		33

		BovineHD2300008749		rs110117619		23		30,588,438		3,643		intron_variant		ZNF165				29		33

		BovineHD2300008751		rs110812141		23		30,591,041		2,604		intron_variant		ZNF165				29		33

		BovineHD2300008754		rs110636765		23		30,595,357		4,317		intron_variant		ZNF165				29		33

		BovineHD2300008756		rs136473029		23		30,599,115		3,759		intron_variant		ZNF165				29		33

		BovineHD2300008757		rs110502732		23		30,602,343		3,229		intergenic_variant						29		33

		BovineHD2300008759		rs137751651		23		30,605,885		3,543		missense_variant		OR1F12		cGt/cAt		29		33

		BovineHD2300008761		rs137517659		23		30,608,550		2,666		intergenic_variant						29		33

		BovineHD2300008763		rs136881192		23		30,610,344		1,795		intergenic_variant						29		33

		BovineHD2300008768		rs135393338		23		30,617,871		7,528		intergenic_variant						29		33

		BovineHD2300008770		NA		23		30,620,350		2,480								29		33

		ARS-BFGL-NGS-2400		rs110594281		23		30,626,306		5,957		intergenic_variant						29		33

		BovineHD2300008778		rs110161573		23		30,639,910		13,605		intergenic_variant						29		33

		BovineHD2300008780		rs136952155		23		30,649,506		9,597		intergenic_variant						29		33

		BovineHD2600000005		rs133225398		26		109,933				intergenic_variant						30

		BovineHD2600000026		rs110415716		26		635,940		526,008		intergenic_variant						30

		BovineHD4100017606		rs41646490		26		726,355		90,416		intergenic_variant						30

		BovineHD2600000039		rs134871812		26		736,380		10,026		intergenic_variant						30

		BovineHD2600000065		rs134677234		26		994,310		257,931		intergenic_variant						30

		BovineHD2600000071		rs133772925		26		1,005,422		11,113		intergenic_variant						30

		BovineHD2600000075		rs135838483		26		1,027,746		22,325		intergenic_variant						30

		BovineHD2600000079		rs42898093		26		1,038,562		10,817		intergenic_variant						30

		BovineHD2600000088		rs136834796		26		1,062,916		24,355		intergenic_variant						30

		Hapmap45824-BTA-21209		rs41580820		26		1,067,267		4,352		intergenic_variant						30

		BovineHD2600000090		rs136437744		26		1,078,070		10,804		intergenic_variant						30

		BovineHD2600000099		rs110880949		26		1,108,155		30,086		intergenic_variant						30

		BovineHD2600000104		rs109816587		26		1,124,481		16,327		intergenic_variant						30

		BovineHD2600000106		rs134890477		26		1,132,316		7,836		intergenic_variant						30

		BovineHD2600000109		rs133458451		26		1,150,472		18,157		intergenic_variant						30

		BovineHD2600000112		rs136835784		26		1,159,797		9,326		intergenic_variant						30

		BovineHD2600000113		rs109787924		26		1,170,978		11,182		intergenic_variant						30

		BovineHD2600000115		rs109010227		26		1,173,067		2,090		intergenic_variant						30

		BovineHD2600000117		rs109472338		26		1,176,671		3,605		intergenic_variant						30

		BovineHD2600000123		rs132833226		26		1,206,710		30,040		intergenic_variant						30

		BovineHD2600000125		rs110303943		26		1,210,210		3,501		intergenic_variant						30

		BovineHD2600000127		rs109041471		26		1,212,319		2,110		intergenic_variant						30

		BovineHD2600000142		rs42954647		26		1,243,676		31,358		intergenic_variant						30

		BovineHD2600000144		rs132667677		26		1,246,057		2,382		intergenic_variant						30

		BovineHD2600000146		rs42954682		26		1,249,129		3,073		intergenic_variant						30

		BovineHD2600000148		rs134078139		26		1,252,616		3,488		intergenic_variant						30

		BovineHD2600000150		rs133418083		26		1,254,907		2,292		intergenic_variant						30

		BovineHD2600000153		rs42954729		26		1,259,966		5,060		intergenic_variant						30

		BovineHD2600000155		rs42954707		26		1,263,173		3,208		intergenic_variant						30

		BovineHD2600000157		rs42955365		26		1,268,732		5,560		intergenic_variant						30

		ARS-BFGL-NGS-36475		rs110978706		26		1,272,311		3,580		intergenic_variant						30

		BovineHD2600000160		rs42955392		26		1,274,253		1,943		intergenic_variant						30

		BovineHD2600000163		rs110551058		26		1,280,149		5,897		intergenic_variant						30

		BovineHD2600000166		rs42906836		26		1,285,609		5,461		intergenic_variant						30

		ARS-BFGL-NGS-29458		rs109694905		26		1,292,511		6,903		intergenic_variant						30

		BovineHD2600000174		rs42906887		26		1,296,892		4,382		intergenic_variant						30

		BovineHD2600000176		rs42906867		26		1,298,899		2,008		intergenic_variant						30

		BovineHD2600000178		rs42906928		26		1,300,725		1,827		intergenic_variant						30

		BovineHD2600000181		rs42907767		26		1,319,121		18,397		intergenic_variant						30

		BovineHD2600000183		rs42907762		26		1,326,699		7,579		intergenic_variant						30
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		SNP_name		rsID number		Chr		bp		Distance		SNP_gene		Gene		Variant		IND		ET		AT

		BovineHD0100004589		rs136103827		1		15,553,080				intron_variant		NCAM2						1

		BovineHD0100004591		rs137142121		1		15,556,940		3,861		intron_variant		NCAM2						1

		BovineHD0100004595		rs42378378		1		15,564,893		7,954		intron_variant		NCAM2						1

		BovineHD0100004597		rs134830662		1		15,568,338		3,446		intron_variant		NCAM2						1

		BovineHD0100004599		rs42378350		1		15,569,909		1,572		intron_variant		NCAM2						1

		BovineHD0100004601		rs109490851		1		15,571,608		1,700		intron_variant		NCAM2						1

		BovineHD0100004605		rs134134030		1		15,576,428		4,821		intron_variant		NCAM2						1

		ARS-BFGL-NGS-102441		rs41612438		1		15,592,825		16,398		intron_variant		NCAM2						1

		BovineHD0100004610		rs42379413		1		15,596,401		3,577		intron_variant		NCAM2						1

		BovineHD0100004611		rs42379405		1		15,597,737		1,337		intron_variant		NCAM2						1

		BovineHD0100004618		rs42379355		1		15,608,900		11,164		intron_variant		NCAM2						1

		ARS-BFGL-BAC-13008		rs109803675		1		15,612,315		3,416		intron_variant		NCAM2						1

		BovineHD0100004625		rs42379343		1		15,621,388		9,074		intron_variant		NCAM2						1

		BovineHD0100004631		rs42380768		1		15,642,260		20,873		intron_variant		NCAM2						1

		BovineHD0100004632		rs42380751		1		15,644,216		1,957		intron_variant		NCAM2						1

		BovineHD0100004634		rs42380322		1		15,653,451		9,236		intron_variant		NCAM2						1

		BovineHD0100004637		rs136774622		1		15,660,288		6,838		intron_variant		NCAM2						1

		BovineHD0100004639		rs136378754		1		15,671,296		11,009		intron_variant		NCAM2						1

		BovineHD0100004642		rs42381532		1		15,676,502		5,207		intron_variant		NCAM2						1

		BovineHD0100004650		rs42382138		1		15,690,224		13,723		intron_variant		NCAM2						1

		BovineHD0100004653		rs42381595		1		15,696,355		6,132		intron_variant		NCAM2						1

		BovineHD0100004657		rs110829260		1		15,713,457		17,103		intron_variant		NCAM2						1

		BovineHD0100004662		rs109198988		1		15,728,834		15,378		intron_variant		NCAM2						1

		BovineHD0100004668		rs109806972		1		15,741,949		13,116		intron_variant		NCAM2						1

		BovineHD0100004673		rs109550928		1		15,757,230		15,282		intron_variant		NCAM2						1

		BovineHD0100004683		rs109156677		1		15,805,757		48,528		intron_variant		NCAM2						1

		BovineHD0100004688		rs135436860		1		15,827,979		22,223		intron_variant		NCAM2						1

		BovineHD0100004691		rs135772164		1		15,845,651		17,673		intron_variant		NCAM2						1

		BovineHD0100004694		rs137851010		1		15,853,871		8,221		intron_variant		NCAM2						1

		BovineHD0100004696		rs137373823		1		15,859,988		6,118		intron_variant		NCAM2						1

		BovineHD0100004704		rs135017638		1		15,890,699		30,712		intergenic_variant								1

		BovineHD0100004706		rs134394930		1		15,897,439		6,741		intergenic_variant								1

		BovineHD0100004710		rs110175127		1		15,915,856		18,418		intergenic_variant								1

		BovineHD0100004712		rs137203180		1		15,931,146		15,291		intergenic_variant								1

		BovineHD0100004714		rs136807918		1		15,942,907		11,762		intergenic_variant								1

		BovineHD0100004718		rs135908530		1		15,951,798		8,892		intergenic_variant								1

		BTB-00097114		rs43307553		2		41,871,660				intron_variant		GALNT13						2

		BovineHD0200012163		rs137656950		2		41,888,538		16,879		intron_variant		GALNT13						2

		BovineHD0200012169		rs43307606		2		41,919,713		31,176		intron_variant		GALNT13						2

		BovineHD0200012173		rs136421988		2		41,930,698		10,986		intron_variant		GALNT13						2

		BovineHD0200012178		rs42987899		2		41,959,698		29,001		intron_variant		GALNT13						2

		Hapmap54983-rs29020503		rs29020503		2		42,021,985		62,288		intron_variant		GALNT13						2

		BovineHD0200012209		rs41755579		2		42,023,950		1,966		intron_variant		GALNT13						2

		BovineHD0200012212		rs136172063		2		42,032,759		8,810		intron_variant		GALNT13						2

		BovineHD0200012188		rs110155260		2		42,036,840		4,082		intron_variant		GALNT13						2

		BovineHD0200012192		rs136281883		2		42,043,161		6,322		intron_variant		GALNT13						2

		BovineHD0200012193		rs133235037		2		42,052,188		9,028		intron_variant		GALNT13						2

		BovineHD0200012195		rs136469695		2		42,054,237		2,050		intron_variant		GALNT13						2

		BovineHD0200012197		rs43308483		2		42,059,991		5,755		intron_variant		GALNT13						2

		BovineHD0200012199		rs133960244		2		42,065,750		5,760		intron_variant		GALNT13						2

		BovineHD0200012201		rs135846051		2		42,067,514		1,765		intron_variant		GALNT13						2

		BovineHD0200012203		rs43308471		2		42,070,879		3,366		intron_variant		GALNT13						2

		BovineHD0200012214		rs43308491		2		42,076,637		5,759		intron_variant		GALNT13						2

		BovineHD0200012216		rs136727061		2		42,080,848		4,212		intron_variant		GALNT13						2

		BovineHD0200012222		rs43309171		2		42,099,023		18,176		intron_variant		GALNT13						2

		BovineHD0200012224		rs43309177		2		42,111,162		12,140		intron_variant		GALNT13						2

		BovineHD0200012227		rs133155429		2		42,118,721		7,560		intron_variant		GALNT13						2

		BovineHD0200012229		rs41755549		2		42,122,577		3,857		intron_variant		GALNT13						2

		BovineHD0200012232		rs137609708		2		42,132,892		10,316		intron_variant		GALNT13						2

		BovineHD0200012234		rs41755564		2		42,141,244		8,353		intron_variant		GALNT13						2

		BovineHD0200012236		rs41755536		2		42,151,164		9,921		intron_variant		GALNT13						2

		BovineHD0200012239		rs41755323		2		42,164,025		12,862		intron_variant		GALNT13						2

		BovineHD0200012241		rs110749944		2		42,174,191		10,167		intron_variant		GALNT13						2

		BovineHD0200012243		rs41755311		2		42,181,561		7,371		intron_variant		GALNT13						2

		BovineHD0200012245		rs41755309		2		42,182,729		1,169		intron_variant		GALNT13						2

		BovineHD0200012251		rs41755276		2		42,216,247		33,519		intron_variant		GALNT13						2

		BovineHD0200012254		rs110111916		2		42,232,678		16,432		intron_variant		GALNT13						2

		BovineHD0200012257		rs133278413		2		42,236,387		3,710		intron_variant		GALNT13						2

		BovineHD0200012259		rs41755256		2		42,238,894		2,508		intron_variant		GALNT13						2

		BovineHD0200012262		rs41754724		2		42,251,283		12,390		intron_variant		GALNT13						2

		BovineHD0200012266		rs133883281		2		42,264,175		12,893		intron_variant		GALNT13						2

		BovineHD4100001172		rs41568276		2		42,270,653		6,479		intergenic_variant								2

		BovineHD0200012269		rs134351349		2		42,278,314		7,662		intergenic_variant								2

		BovineHD0200012271		rs132770942		2		42,281,605		3,292		intergenic_variant								2

		BovineHD0200012273		rs135585408		2		42,284,080		2,476		intergenic_variant								2

		BTB-01242289		rs41754716		2		42,285,413		1,334		intergenic_variant								2

		BovineHD0200012276		rs41754703		2		42,289,062		3,650		intergenic_variant								2

		BovineHD0200012284		rs41754653		2		42,326,234		37,173		intergenic_variant								2

		BovineHD0200012288		rs133036935		2		42,334,656		8,423		intergenic_variant								2

		BovineHD0200012290		rs137426575		2		42,348,621		13,966		intergenic_variant								2

		BovineHD0200012292		rs137172446		2		42,354,672		6,052		intergenic_variant								2

		BovineHD0200012294		rs132771923		2		42,365,652		10,981		intergenic_variant								2

		BovineHD0200012296		rs136181809		2		42,368,526		2,875		intergenic_variant								2

		BovineHD0200012298		rs134759613		2		42,378,792		10,267		intergenic_variant								2

		BovineHD0200012304		rs134666476		2		42,406,771		27,980		intergenic_variant								2

		BovineHD0200012306		rs41760890		2		42,421,129		14,359		intergenic_variant								2

		BovineHD0200012312		rs43033262		2		42,457,983		36,855		intergenic_variant								2

		BovineHD0200012331		rs42557999		2		42,491,692		33,710		intergenic_variant								2

		BovineHD0200012350		rs109740515		2		42,569,154		77,463		intergenic_variant								2

		BovineHD0200012358		rs110135503		2		42,593,387		24,234		intergenic_variant								2

		BovineHD0200012362		rs137143733		2		42,600,380		6,994		intergenic_variant								2

		ARS-BFGL-NGS-45548		rs109395886		2		42,626,098		25,719		intergenic_variant								2

		BovineHD0200012379		rs134403795		2		42,664,019		37,922		intergenic_variant								2

		BovineHD0200012382		rs134613279		2		42,676,864		12,846		intergenic_variant								2

		BovineHD0200012384		rs133704752		2		42,688,622		11,759		intergenic_variant								2

		BovineHD0200012386		rs135628506		2		42,699,673		11,052		intergenic_variant								2

		BovineHD0200012388		rs134806193		2		42,711,951		12,279		intergenic_variant								2

		BovineHD0200012397		rs135614153		2		42,762,086		50,136		intergenic_variant								2

		BovineHD0200012399		rs134730679		2		42,772,323		10,238		intergenic_variant								2

		BovineHD0200012416		rs43343080		2		42,827,662		55,340		intergenic_variant								2

		BovineHD0200012419		rs42949789		2		42,850,642		22,981		intergenic_variant								2

		BovineHD0200012421		rs42949778		2		42,852,821		2,180		intergenic_variant								2

		BovineHD0200012422		rs42949770		2		42,855,196		2,376		intergenic_variant								2

		BovineHD0200012424		rs134305552		2		42,862,973		7,778		intergenic_variant								2

		BovineHD0200012426		rs42949821		2		42,868,963		5,991		intergenic_variant								2

		BTB-01838972		rs42950532		2		42,880,642		11,680		intergenic_variant								2

		BovineHD0200012408		rs134695884		2		42,912,682		32,041		intergenic_variant								2

		BovineHD0200012434		rs41863686		2		42,923,691		11,010		intergenic_variant								2

		BovineHD0200012440		rs137845945		2		42,942,186		18,496		intergenic_variant								2

		BovineHD0200012442		rs41911555		2		42,945,600		3,415		intergenic_variant								2

		BovineHD0200012445		rs135160487		2		42,950,892		5,293		intergenic_variant								2

		BovineHD0200012447		rs109569931		2		42,954,448		3,557		intergenic_variant								2

		BovineHD0200012449		rs41863639		2		42,959,892		5,445		intergenic_variant								2

		BovineHD0200012452		rs43290860		2		42,970,929		11,038		intergenic_variant								2

		BovineHD0200012454		rs43290836		2		42,985,846		14,918		intergenic_variant								2

		BovineHD0200012458		rs136013868		2		43,002,134		16,289		intergenic_variant								2

		BovineHD0200012460		rs134737731		2		43,003,899		1,766		intergenic_variant								2

		BovineHD0200012463		rs134225936		2		43,007,894		3,996		intergenic_variant								2

		BovineHD0200012465		rs43295984		2		43,010,880		2,987		intergenic_variant								2

		BovineHD0200012468		rs43295941		2		43,015,073		4,194		intergenic_variant								2

		BovineHD0200012470		rs132785182		2		43,017,168		2,096		intergenic_variant								2

		BovineHD0200012472		rs43294918		2		43,020,157		2,990		intergenic_variant								2

		BovineHD0200012489		rs134732840		2		43,124,109		103,953		intergenic_variant								2

		Hapmap39338-BTA-47826		rs41638239		2		62,622,363		19,498,255		intron_variant		TMEM163				4		3

		BovineHD0200018181		rs110678123		2		62,624,969		2,607		intron_variant		TMEM163				4		3

		BovineHD0200018183		rs110674384		2		62,626,125		1,157		intron_variant		TMEM163				4		3

		BovineHD0200018185		rs109430646		2		62,627,974		1,850		intron_variant		TMEM163				4		3

		BovineHD0200018187		rs110300291		2		62,629,357		1,384		intron_variant		TMEM163				4		3

		BovineHD0200018189		rs110333974		2		62,635,182		5,826		intron_variant		TMEM163				4		3

		BovineHD0200018192		rs110357654		2		62,649,380		14,199		intron_variant		TMEM163				4		3

		BovineHD0200018194		rs134821816		2		62,652,689		3,310		intron_variant		TMEM163				4		3

		BovineHD0200018196		rs109730867		2		62,656,810		4,122		intron_variant		TMEM163				4		3

		BovineHD0200018198		rs109479083		2		62,660,826		4,017		intron_variant		TMEM163				4		3

		BovineHD0200018200		rs110937524		2		62,661,947		1,122		intron_variant		TMEM163				4		3

		BovineHD0200018202		rs109645822		2		62,664,151		2,205		intron_variant		TMEM163				4		3

		BovineHD0200018205		rs110167201		2		62,670,623		6,473		intron_variant		TMEM163				4		3

		BovineHD0200018208		rs109474414		2		62,674,312		3,690		intron_variant		TMEM163				4		3

		BovineHD0200018221		rs136541069		2		62,687,022		12,711		intron_variant		TMEM163				4		3

		BovineHD0200018223		rs110909037		2		62,690,648		3,627		intron_variant		TMEM163				4		3

		BovineHD0200018229		rs110802649		2		62,714,571		23,924		intron_variant		TMEM163				4		3

		BovineHD0200018233		rs133304622		2		62,727,051		12,481		intron_variant		TMEM163				4		3

		BovineHD4100001268		rs29023549		2		62,730,377		3,327		intron_variant		TMEM163				4		3

		BovineHD0200018236		rs109582567		2		62,741,048		10,672		intron_variant		TMEM163				4		3

		BovineHD0200018243		rs110018340		2		62,766,149		25,102		intron_variant		TMEM163				4		3

		BovineHD0200018253		rs109320873		2		62,794,869		28,721		intron_variant		MGAT5				4		3

		BovineHD4100001270		rs41583001		2		62,836,715		41,847		intron_variant		MGAT5				4		3

		BovineHD0200018265		rs137774735		2		62,838,098		1,384		intron_variant		MGAT5				4		3

		BovineHD0200018267		rs137396822		2		62,839,453		1,356		intron_variant		MGAT5				4		3

		BovineHD0200018269		rs109575720		2		62,843,905		4,453		intron_variant		MGAT5				4		3

		BovineHD0200018271		rs132816073		2		62,845,479		1,575		intron_variant		MGAT5				4		3

		BovineHD0200018273		rs134369609		2		62,855,705		10,227		intron_variant		MGAT5				4		3

		BovineHD0200018279		rs109429986		2		62,879,299		23,595		intron_variant		MGAT5				4		3

		BovineHD0200018287		rs133831400		2		62,901,857		22,559		intron_variant		MGAT5				4		3

		BovineHD0200018293		rs109109417		2		62,927,121		25,265		intron_variant		MGAT5				4		3

		BovineHD0200018305		rs110544259		2		62,958,311		31,191		intron_variant		MGAT5				4		3

		BovineHD0200018314		rs110362740		2		62,986,346		28,036		intron_variant		MGAT5				4		3

		Hapmap23544-BTA-134040		rs109223038		2		63,002,162		15,817		intron_variant		MGAT5				4		3

		BovineHD0200018320		rs109932082		2		63,005,630		3,469		intron_variant		MGAT5				4		3

		BovineHD0200018325		rs108945658		2		63,017,470		11,841		intron_variant		MGAT5				4		3

		BovineHD0200018331		rs110983778		2		63,023,522		6,053		intron_variant		MGAT5				4		3

		BovineHD0200018334		rs111016517		2		63,026,854		3,333		intron_variant		MGAT5				4		3

		BovineHD0200018339		rs108974342		2		63,035,095		8,242		intron_variant		MGAT5				4		3

		BovineHD0200018344		rs133463759		2		63,057,026		21,932		intron_variant		MGAT5				4		3

		BovineHD0200018348		rs110373172		2		63,072,806		15,781		intron_variant		MGAT5				4		3

		BovineHD0200018350		rs109040228		2		63,075,124		2,319		intron_variant		MGAT5				4		3

		BTA-02913-rs29010456		rs29010456		2		63,081,005		5,882		intron_variant		MGAT5				4		3

		BovineHD0200018357		rs110144199		2		63,084,372		3,368		intron_variant		MGAT5				4		3

		BovineHD0200018359		rs133007459		2		63,089,396		5,025		intron_variant		MGAT5				4		3

		BovineHD0200018363		rs109135070		2		63,106,123		16,728		intron_variant		MGAT5				4		3

		BovineHD0200018368		rs109432474		2		63,121,901		15,779		intron_variant		MGAT5				4		3

		BovineHD0200018383		rs133401543		2		63,173,626		51,726		intron_variant		MGAT5				4		3

		BovineHD0200018385		rs109295415		2		63,176,460		2,835		intron_variant		MGAT5				4		3

		BTA-47843-no-rs		rs41638245		2		63,185,984		9,525		intergenic_variant						4		3

		BovineHD0200018390		rs110595192		2		63,203,574		17,591		intergenic_variant						4		3

		ARS-BFGL-NGS-117921		rs110961912		2		63,221,291		17,718		intergenic_variant						4		3

		BovineHD0200018396		rs136891531		2		63,224,980		3,690		intergenic_variant						4		3

		BovineHD0200018398		rs110380956		2		63,227,629		2,650		intergenic_variant						4		3

		BovineHD4100001272		rs41583008		2		63,255,259		27,631		intergenic_variant						4		3

		BovineHD0200018408		rs135130706		2		63,269,687		14,429		intergenic_variant						4		3

		BovineHD0200018410		rs133237136		2		63,272,102		2,416		intergenic_variant						4		3

		BovineHD0200018412		rs137773183		2		63,275,021		2,920		intergenic_variant						4		3

		BovineHD0200018414		rs137396515		2		63,277,111		2,091		intergenic_variant						4		3

		BovineHD0200018416		rs133830766		2		63,278,963		1,853		intergenic_variant						4		3

		BovineHD0200018420		rs135314033		2		63,294,469		15,507		intergenic_variant						4		3

		BovineHD0200018426		rs134846609		2		63,317,690		23,222		intergenic_variant						4		3

		BovineHD0200018430		rs137207918		2		63,332,384		14,695		intergenic_variant						4		3

		BovineHD0200018432		rs109554677		2		63,335,577		3,194		intergenic_variant						4		3

		BovineHD0200018437		rs135942329		2		63,368,806		33,230		intergenic_variant						4		3

		BovineHD0200018442		rs135194483		2		63,387,841		19,036		intergenic_variant						4		3

		BovineHD0200018457		rs134660941		2		63,443,985		56,145		intergenic_variant						4		3

		Hapmap41884-BTA-47859		rs41638248		2		63,538,313		94,329		intergenic_variant						4		3

		BovineHD0200018471		rs109172234		2		63,563,631		25,319		intergenic_variant						4		3

		BovineHD0200018474		rs137341814		2		63,570,676		7,046		intergenic_variant						4		3

		BovineHD0200018477		rs109811235		2		63,574,644		3,969		intergenic_variant						4		3

		BovineHD0200018485		rs109253712		2		63,593,851		19,208		intergenic_variant						4		3

		BovineHD0200018494		rs109401708		2		63,625,603		31,753		intergenic_variant						4		3

		BovineHD0200018498		rs136190521		2		63,647,481		21,879		intergenic_variant						4		3

		BovineHD0200018509		rs109167945		2		63,683,464		35,984		intergenic_variant						4		3

		BTA-47869-no-rs		rs41638256		2		63,711,962		28,499		intron_variant		NCKAP5				4		3

		BovineHD0200018523		rs109308394		2		63,757,972		46,011		intron_variant		NCKAP5				4		3

		BovineHD0200018531		rs133869855		2		63,831,279		73,308		intron_variant		NCKAP5				4		3

		BovineHD0200018533		rs132750917		2		63,840,556		9,278		intron_variant		NCKAP5				4		3

		BovineHD0200018534		rs109626175		2		63,846,799		6,244		intron_variant		NCKAP5				4		3

		BovineHD0200018538		rs109613909		2		63,860,508		13,710		intron_variant		NCKAP5				4		3

		ARS-BFGL-NGS-85797		rs109244614		2		63,867,196		6,689		intron_variant		NCKAP5				4		3

		BovineHD0200018556		rs110388263		2		63,916,014		48,819		intron_variant		NCKAP5				4		3

		BovineHD0200018559		rs133129486		2		63,922,380		6,367		intron_variant		NCKAP5				4		3

		BovineHD0200018564		rs135704507		2		63,973,645		51,266		intron_variant		NCKAP5				4		3

		BovineHD0200018570		rs137777303		2		64,000,059		26,415		intron_variant		NCKAP5				4		3

		BovineHD0200018577		rs110816306		2		64,038,180		38,122		intron_variant		NCKAP5				4		3

		BovineHD0200018583		rs136662342		2		64,058,356		20,177		intron_variant		NCKAP5				4		3

		BovineHD0200018585		rs109773052		2		64,061,356		3,001		intron_variant		NCKAP5				4		3

		BovineHD0200018590		rs137067864		2		64,074,691		13,336		intron_variant		NCKAP5				4		3

		BovineHD0200018596		rs136438189		2		64,084,459		9,769		intron_variant		NCKAP5				4		3

		BovineHD0200018600		rs109812407		2		64,104,097		19,639		intron_variant		NCKAP5				4		3

		BovineHD0200018602		rs136264491		2		64,112,554		8,458		intron_variant		NCKAP5				4		3

		BovineHD0200018604		rs135187840		2		64,114,198		1,645		intron_variant		NCKAP5				4		3

		BovineHD0200018609		rs134177537		2		64,135,968		21,771		intron_variant		NCKAP5				4		3

		BovineHD0200018611		rs110997363		2		64,147,106		11,139		intron_variant		NCKAP5				4		3

		BovineHD0200018612		rs134854641		2		64,151,841		4,736		intron_variant		NCKAP5				4		3

		BovineHD0200018615		rs135030499		2		64,161,942		10,102		intron_variant		NCKAP5				4		3

		BovineHD0200018617		rs136814898		2		64,166,680		4,739		intron_variant		NCKAP5				4		3

		BovineHD0200018621		rs110389720		2		64,176,230		9,551		intron_variant		NCKAP5				4		3

		BovineHD4100001278		rs41661629		2		64,189,692		13,463		intron_variant		NCKAP5				4		3

		BovineHD0200018626		rs133102347		2		64,191,183		1,492		intron_variant		NCKAP5				4		3

		BovineHD0200018628		rs135202700		2		64,196,109		4,927		intron_variant		NCKAP5				4		3

		BovineHD0200018630		rs134382734		2		64,212,262		16,154		intron_variant		NCKAP5				4		3

		BovineHD0200018632		rs133042394		2		64,215,560		3,299		intron_variant		NCKAP5				4		3

		BovineHD0200018634		rs137556274		2		64,217,761		2,202		intron_variant		NCKAP5				4		3

		BovineHD0200018636		rs137341534		2		64,219,336		1,576		intron_variant		NCKAP5				4		3

		BovineHD0200018638		rs110661922		2		64,221,812		2,477		intron_variant		NCKAP5				4		3

		BovineHD0200018640		rs136124075		2		64,226,159		4,348		intron_variant		NCKAP5				4		3

		BovineHD0200018643		rs109769774		2		64,237,846		11,688		intron_variant		NCKAP5				4		3

		BovineHD0200018645		rs109849885		2		64,247,505		9,660		intron_variant		NCKAP5				4		3

		BovineHD0200018648		rs135581638		2		64,256,397		8,893		intron_variant		NCKAP5				4		3

		ARS-BFGL-NGS-2340		rs109469810		2		64,263,556		7,160		intron_variant		NCKAP5				4		3

		BovineHD0200018659		rs109803502		2		64,298,426		34,871		intron_variant		NCKAP5				4		3

		BovineHD0200018661		rs110573290		2		64,309,913		11,488		intron_variant		NCKAP5				4		3

		BovineHD0200018664		rs110192698		2		64,331,403		21,491		intron_variant		NCKAP5				4		3

		BovineHD0200018667		rs110587587		2		64,351,103		19,701		intron_variant		NCKAP5				4		3

		BovineHD0200018670		rs108991544		2		64,368,587		17,485		intron_variant		NCKAP5				4		3

		BovineHD0200018680		rs137268197		2		64,424,306		55,720		intron_variant		NCKAP5				4		3

		BovineHD0200018682		rs133256985		2		64,428,055		3,750		intron_variant		NCKAP5				4		3

		BovineHD0200018695		rs109416086		2		64,468,371		40,317		intron_variant		NCKAP5				4		3

		BovineHD0200018700		rs110209621		2		64,497,573		29,203		intron_variant		NCKAP5				4		3

		BovineHD0200018704		rs137291325		2		64,513,257		15,685		intron_variant		NCKAP5				4		3

		BovineHD0200018714		rs132764476		2		64,557,354		44,098		intron_variant		NCKAP5				4		3

		BovineHD0200018718		rs134594727		2		64,577,544		20,191		intron_variant		NCKAP5				4		3

		BovineHD0200018720		rs110605999		2		64,586,741		9,198		intron_variant		NCKAP5				4		3

		Hapmap40176-BTA-47878		rs41638264		2		64,606,781		20,041		intron_variant		NCKAP5				4		3

		BovineHD0200018726		rs109448193		2		64,612,120		5,340		intron_variant		NCKAP5				4		3

		BovineHD0200018729		rs136096509		2		64,622,017		9,898		intron_variant		NCKAP5				4		3

		BovineHD0200018732		rs137805014		2		64,628,583		6,567		intron_variant		NCKAP5				4		3

		BovineHD0200018737		rs110938146		2		64,634,431		5,849		intron_variant		NCKAP5				4		3

		BovineHD0200018739		rs137069506		2		64,635,637		1,207		intron_variant		NCKAP5				4		3

		BovineHD0200018743		rs133358295		2		64,638,781		3,145		intron_variant		NCKAP5				4		3

		BovineHD0200018745		rs109484680		2		64,640,284		1,504		intron_variant		NCKAP5				4		3

		BovineHD0200018747		rs134800496		2		64,642,268		1,985		intron_variant		NCKAP5				4		3

		BovineHD0200018750		rs137239011		2		64,644,724		2,457		intron_variant		NCKAP5				4		3

		BovineHD0200018752		rs134257938		2		64,646,018		1,295		intron_variant		NCKAP5				4		3

		BovineHD0200018754		rs136426306		2		64,647,564		1,547		intron_variant		NCKAP5				4		3

		BovineHD0200018756		rs135416885		2		64,649,567		2,004		intron_variant		NCKAP5				4		3

		BovineHD0200018759		rs137389937		2		64,652,628		3,062		intron_variant		NCKAP5				4		3

		BovineHD0200018772		rs136499044		2		64,658,588		5,961		intron_variant		NCKAP5				4		3

		BovineHD0200018776		rs110206321		2		64,671,436		12,849		intron_variant		NCKAP5				4		3

		BovineHD0200018768		rs134726544		2		64,686,724		15,289		intron_variant		NCKAP5				4		3

		BovineHD0200018766		rs109193786		2		64,693,200		6,477		intron_variant		NCKAP5				4		3

		BovineHD0200018764		rs133193157		2		64,694,848		1,649		intron_variant		NCKAP5				4		3

		BovineHD0200018762		rs134367048		2		64,697,685		2,838		intron_variant		NCKAP5				4		3

		BovineHD0200018784		rs110288527		2		64,707,472		9,788		intron_variant		NCKAP5				4		3

		BovineHD0200018790		rs110714396		2		64,716,697		9,226		intron_variant		NCKAP5				4		3

		BovineHD0200018793		rs41564947		2		64,720,759		4,063		intron_variant		NCKAP5				4		3

		BovineHD0200018797		rs109138210		2		64,724,365		3,607		intron_variant		NCKAP5				4		3

		BovineHD0200018800		rs135009699		2		64,726,286		1,922		intron_variant		NCKAP5				4		3

		BovineHD0200018801		rs110708467		2		64,729,740		3,455		intron_variant		NCKAP5				4		3

		UA-IFASA-3968		rs29011465		2		64,731,462		1,723		synonymous_variant		NCKAP5				4		3

		BovineHD0200018804		rs136594067		2		64,736,028		4,567		intron_variant		NCKAP5				4		3

		BovineHD0200018806		rs109141811		2		64,737,793		1,766		intron_variant		LYPD1				4		3

		BovineHD0200018808		rs109320032		2		64,739,957		2,165		intron_variant		LYPD1				4		3

		BovineHD0200018811		rs109334748		2		64,743,629		3,673		intron_variant		LYPD1				4		3

		BovineHD0200018815		rs136131441		2		64,748,236		4,608		intron_variant		LYPD1				4		3

		BovineHD0200018819		rs109603363		2		64,761,606		13,371		intron_variant		LYPD1				4		3

		BovineHD0200018821		rs110595277		2		64,763,652		2,047		intron_variant		LYPD1				4		3

		BovineHD0200018823		rs135594862		2		64,770,208		6,557		intron_variant		LYPD1				4		3

		BovineHD0200018827		rs136595594		2		64,784,024		13,817		intron_variant		LYPD1				4		3

		BovineHD0200018829		rs137687235		2		64,789,365		5,342		intron_variant		LYPD1				4		3

		BovineHD0200018835		rs110868474		2		64,797,510		8,146		intron_variant		LYPD1				4		3

		BovineHD0200018837		rs110841061		2		64,801,793		4,284		intron_variant		LYPD1				4		3

		BovineHD0200018847		rs136939069		2		64,843,635		41,843		intron_variant		LYPD1				4		3

		BovineHD0200018853		rs134104797		2		64,860,440		16,806		intron_variant		LYPD1				4		3

		BovineHD0200018860		rs109724614		2		64,887,715		27,276		intron_variant		LYPD1				4		3

		BovineHD0200018863		rs137841167		2		64,896,709		8,995		intron_variant		LYPD1				4		3

		BovineHD0200018865		rs109478067		2		64,911,687		14,979		intron_variant		LYPD1				4		3

		BovineHD0200018868		rs108996335		2		64,922,906		11,220		intron_variant		LYPD1				4		3

		ARS-BFGL-NGS-100756		rs110977600		2		64,936,887		13,982		intron_variant		GPR39				4		3

		BovineHD0200018875		rs137615388		2		64,951,125		14,239		intron_variant		GPR39				4		3

		BovineHD0200018878		rs110331610		2		64,965,379		14,255		intron_variant		GPR39				4		3

		BovineHD0200018880		rs110219077		2		64,971,848		6,470		intron_variant		GPR39				4		3

		BovineHD0200018882		rs136878352		2		64,975,428		3,581		intron_variant		GPR39				4		3

		BovineHD0200018884		rs136052259		2		64,980,973		5,546		intron_variant		GPR39				4		3

		BovineHD0200018886		rs109654608		2		64,991,426		10,454		intron_variant		GPR39				4		3

		BovineHD0200018889		rs133931644		2		65,011,232		19,807		intron_variant		GPR39				4		3

		BovineHD0200018891		rs132773021		2		65,014,550		3,319		intron_variant		GPR39				4		3

		BovineHD0200018893		rs135439717		2		65,017,324		2,775		intron_variant		GPR39				4		3

		BovineHD0200018895		rs134602100		2		65,020,424		3,101		intron_variant		GPR39				4		3

		BovineHD0200018901		rs137220518		2		65,045,356		24,933		intron_variant		GPR39				4		3

		BovineHD0200018906		rs136880942		2		65,059,636		14,281		intron_variant		GPR39				4		3

		BovineHD0200018908		rs137809250		2		65,063,006		3,371		intron_variant		GPR39				4		3

		ARS-BFGL-NGS-36544		rs109319583		2		65,072,264		9,259		intron_variant		GPR39				4		3

		BovineHD0200018911		rs132659627		2		65,076,018		3,755		intron_variant		GPR39				4		3

		BovineHD0200018913		rs135813468		2		65,078,449		2,432		intron_variant		GPR39				4		3

		BovineHD0200018915		rs137072342		2		65,080,664		2,216		intron_variant		GPR39				4		3

		BovineHD0200018917		rs136818412		2		65,082,609		1,946		intron_variant		GPR39				4		3

		BovineHD0200018919		rs135450670		2		65,084,632		2,024		intron_variant		GPR39				4		3

		BovineHD0200018921		rs134810873		2		65,088,559		3,928		intron_variant		GPR39				4		3

		ARS-BFGL-NGS-116582		rs109193886		2		65,092,674		4,116		intron_variant		GPR39				4		3

		BovineHD0200018926		rs137009761		2		65,097,634		4,961		intron_variant		GPR39				4		3

		BovineHD0200018928		rs110164910		2		65,101,709		4,076		intron_variant		GPR39				4		3

		BovineHD0200018933		rs108978132		2		65,109,396		7,688		intron_variant		GPR39				4		3

		BovineHD0200018935		rs134331228		2		65,122,602		13,207		intron_variant		GPR39				4		3

		BovineHD0200018937		rs132843317		2		65,125,528		2,927		intron_variant		GPR39				4		3

		BovineHD0200018938		rs134107763		2		65,127,540		2,013		intron_variant		GPR39				4		3

		BovineHD0200018940		rs136820834		2		65,129,471		1,932		intron_variant		GPR39				4		3

		BovineHD0200018942		rs109352005		2		65,132,144		2,674		intron_variant		GPR39				4		3

		BovineHD0200018944		rs109142888		2		65,137,835		5,692		intron_variant		GPR39				4		3

		BovineHD0200018946		rs133990714		2		65,140,655		2,821		intron_variant		GPR39				4		3

		BovineHD0200018948		rs135983771		2		65,143,301		2,647		intron_variant		GPR39				4		3

		BovineHD0200018950		rs135136207		2		65,145,738		2,438		intron_variant		GPR39				4		3

		BovineHD0200018951		rs110404766		2		65,148,171		2,434		intron_variant		GPR39				4		3

		BovineHD0200018953		rs109322207		2		65,150,334		2,164		intron_variant		GPR39				4		3

		BovineHD0200018955		rs134185071		2		65,151,917		1,584		intron_variant		GPR39				4		3

		BovineHD0200018958		rs109382313		2		65,157,332		5,416		intron_variant		GPR39				4		3

		BovineHD0200018961		rs135737208		2		65,163,763		6,432		intron_variant		GPR39				4		3

		BovineHD0200018963		rs134996111		2		65,169,683		5,921		intron_variant		GPR39				4		3

		BovineHD0200018964		rs136379762		2		65,172,073		2,391		intron_variant		GPR39				4		3

		BovineHD0200018966		rs110537507		2		65,175,124		3,052		intron_variant		GPR39				4		3

		BovineHD0200018968		rs133177725		2		65,177,324		2,201		intron_variant		GPR39				4		3

		BovineHD0200018974		rs133881745		2		65,183,691		6,368		intron_variant		GPR39				4		3

		BovineHD0200018972		rs135025733		2		65,185,516		1,826		intergenic_variant						4		3

		BovineHD0200018970		rs136212269		2		65,189,527		4,012		intergenic_variant						4		3

		BovineHD0200018976		rs136598854		2		65,206,210		16,684		intergenic_variant						4		3

		BovineHD0200018978		rs137505434		2		65,207,556		1,347		intergenic_variant						4		3

		ARS-BFGL-NGS-55924		rs109009496		2		65,209,479		1,924		intergenic_variant						4		3

		BovineHD0200018981		rs136196629		2		65,211,237		1,759		intergenic_variant						4		3

		BovineHD0200018983		rs137172381		2		65,213,184		1,948		intergenic_variant						4		3

		BovineHD0200018985		rs110761678		2		65,216,716		3,533		intergenic_variant						4		3

		BovineHD0200018987		rs136148526		2		65,220,803		4,088		intergenic_variant						4		3

		BovineHD0200018990		rs135843646		2		65,224,203		3,401		intergenic_variant						4		3

		BovineHD0200018992		rs137511098		2		65,228,860		4,658		intergenic_variant						4		3

		BovineHD0200018994		rs109193412		2		65,231,460		2,601		intergenic_variant						4		3

		ARS-BFGL-NGS-96204		rs110788003		2		65,257,805		26,346		intergenic_variant						4		3

		BovineHD0200019004		rs109514060		2		65,278,798		20,994		intergenic_variant						4		3

		BovineHD0200019006		rs133084909		2		65,280,425		1,628		intergenic_variant						4		3

		BovineHD0200019008		rs135558856		2		65,282,799		2,375		intergenic_variant						4		3

		BovineHD0200019010		rs134558909		2		65,284,862		2,064		intergenic_variant						4		3

		BovineHD0200030417		rs134860130		2		104,886,722		39,601,861		intergenic_variant						6		4

		BovineHD0200030423		rs109342165		2		104,892,487		5,766		intergenic_variant						6		4

		BovineHD0200030426		rs133758948		2		104,895,173		2,687		intergenic_variant						6		4

		BovineHD0200030428		rs137724563		2		104,906,350		11,178		intergenic_variant						6		4

		BovineHD0200030435		rs137124585		2		104,941,981		35,632		intergenic_variant						6		4

		BovineHD0200030438		rs134178322		2		104,945,206		3,226		intergenic_variant						6		4

		BovineHD0200030440		rs133324668		2		104,947,668		2,463		intergenic_variant						6		4

		BovineHD0200030441		rs134361112		2		104,951,633		3,966		intergenic_variant						6		4

		BovineHD0200030446		rs136738872		2		104,964,364		12,732		intergenic_variant						6		4

		BovineHD0200030448		rs136444862		2		104,968,967		4,604		intergenic_variant						6		4

		BovineHD0200030449		rs109645124		2		104,971,286		2,320		intergenic_variant						6		4

		BovineHD0200030452		rs136417475		2		104,973,803		2,518		intergenic_variant						6		4

		BovineHD0200030454		rs137464997		2		104,982,647		8,845		intergenic_variant						6		4

		BovineHD0200030456		rs137169882		2		104,987,758		5,112		intergenic_variant						6		4

		BovineHD0200030459		rs134312548		2		104,991,733		3,976		intergenic_variant						6		4

		BovineHD0200030461		rs41257727		2		104,994,051		2,319		intergenic_variant						6		4

		BovineHD0200030464		rs109364450		2		105,002,335		8,285		intergenic_variant						6		4

		BovineHD0200030466		rs136391930		2		105,003,847		1,513		intergenic_variant						6		4

		BovineHD0200030468		rs135333928		2		105,009,171		5,325		intergenic_variant						6		4

		BovineHD0200030470		rs136899445		2		105,011,783		2,613		intergenic_variant						6		4

		BovineHD0200030472		rs109994338		2		105,014,984		3,202		intergenic_variant						6		4

		BovineHD0200030478		rs132923798		2		105,024,158		9,175		intergenic_variant						6		4

		BovineHD0200030481		rs135466457		2		105,027,822		3,665		intergenic_variant						6		4

		BovineHD0200030483		rs110358318		2		105,031,377		3,556		intergenic_variant						6		4

		BovineHD0200030485		rs110287061		2		105,033,248		1,872		intergenic_variant						6		4

		BovineHD0200030487		rs110338901		2		105,035,200		1,953		intergenic_variant						6		4

		BovineHD0200030489		rs109104302		2		105,039,526		4,327		intergenic_variant						6		4

		BovineHD0200030493		rs110950008		2		105,062,587		23,062		intergenic_variant						6		4

		BovineHD0200030500		rs134582595		2		105,092,370		29,784		intergenic_variant						6		4

		BovineHD0200030510		rs110990367		2		105,109,729		17,360		intergenic_variant						6		4

		BovineHD0200030512		rs109077156		2		105,117,662		7,934		intergenic_variant						6		4

		BovineHD0200030514		rs136951542		2		105,119,682		2,021		intergenic_variant						6		4

		BovineHD0200030517		rs137838786		2		105,125,546		5,865		intergenic_variant						6		4

		BovineHD0200030523		rs134668144		2		105,142,526		16,981		intergenic_variant						6		4

		BovineHD0200030528		rs109391667		2		105,161,039		18,514		intergenic_variant						6		4

		BovineHD0200040755		rs136764651		2		105,191,288		30,250		intergenic_variant						6		4

		BovineHD0200030537		rs133206213		2		105,222,977		31,690		intergenic_variant						6		4

		BovineHD0200030540		rs110232728		2		105,238,469		15,493		intergenic_variant						6		4

		BovineHD0200030542		rs110522785		2		105,244,635		6,167		intergenic_variant						6		4

		BovineHD0200030544		rs135247902		2		105,251,970		7,336		intergenic_variant						6		4

		BovineHD0200030546		rs134415994		2		105,253,108		1,139		intergenic_variant						6		4

		BovineHD0200030548		rs132782414		2		105,255,702		2,595		intergenic_variant						6		4

		BovineHD0200030550		rs135713123		2		105,267,333		11,632		intergenic_variant						6		4

		BovineHD0200030559		rs136537110		2		105,313,365		46,033		intergenic_variant						6		4

		BovineHD0200030562		rs136059588		2		105,325,859		12,495		intergenic_variant						6		4

		BovineHD0200030564		rs135315462		2		105,337,301		11,443		intergenic_variant						6		4

		BovineHD0200030565		rs132751827		2		105,346,436		9,136		intergenic_variant						6		4

		BovineHD0200030573		rs136381233		2		105,381,534		35,099		intergenic_variant						6		4

		BovineHD0200030580		rs137722671		2		105,412,051		30,518		intergenic_variant						6		4

		BovineHD0200030582		rs134737428		2		105,422,378		10,328		intergenic_variant						6		4

		Hapmap47315-BTA-48803		rs41644174		2		105,443,573		21,196		intergenic_variant						6		4

		BovineHD0200030586		rs110373152		2		105,448,743		5,171		intergenic_variant						6		4

		BovineHD0200030592		rs132970782		2		105,482,507		33,765		intergenic_variant						6		4

		BovineHD0200030596		rs109434550		2		105,500,806		18,300		intergenic_variant						6		4

		BovineHD0200030599		rs134463678		2		105,508,509		7,704		intergenic_variant						6		4

		BovineHD0200030601		rs110404129		2		105,512,457		3,949		intergenic_variant						6		4

		Hapmap49626-BTA-48806		rs41644177		2		105,556,193		43,737		intergenic_variant						6		4

		BovineHD0200040757		rs137551202		2		105,627,822		71,630		intergenic_variant						6		4

		BovineHD0200030646		rs134268427		2		105,711,755		83,934		intergenic_variant						6		4

		BovineHD0200030655		rs110486009		2		105,736,700		24,946		intergenic_variant						6		4

		BovineHD0200030660		rs110273442		2		105,755,545		18,846		intergenic_variant						6		4

		BovineHD0200030667		rs43717126		2		105,787,107		31,563		intergenic_variant						6		4

		BovineHD0200030669		rs134751521		2		105,793,871		6,765		intergenic_variant						6		4

		ARS-BFGL-NGS-108614		rs109683894		2		105,804,359		10,489		intergenic_variant						6		4

		BovineHD0200030673		rs43717089		2		105,813,508		9,150		intergenic_variant						6		4

		BovineHD0200030678		rs109914593		2		105,828,870		15,363		intergenic_variant						6		4

		BovineHD0200030681		rs43717108		2		105,833,878		5,009		intergenic_variant						6		4

		BovineHD0200030683		rs43717067		2		105,841,698		7,821		intergenic_variant						6		4

		ARS-BFGL-NGS-95894		rs109536264		2		105,850,938		9,241		intergenic_variant						6		4

		BovineHD0200030694		rs43716104		2		105,879,502		28,565		intergenic_variant						6		4

		BovineHD0200030695		rs135250040		2		105,884,874		5,373		intergenic_variant						6		4

		BovineHD0200030697		rs110783314		2		105,892,082		7,209		intergenic_variant						6		4

		BovineHD0200030701		rs43314924		2		105,896,455		4,374		intergenic_variant						6		4

		BovineHD0200030704		rs43315735		2		105,901,115		4,661		intergenic_variant						6		4

		BovineHD0200030706		rs136809154		2		105,903,054		1,940		intergenic_variant						6		4

		BovineHD0200030708		rs135404793		2		105,906,765		3,712		intron_variant		TNS1				6		4

		BovineHD0200030711		rs43315749		2		105,910,827		4,063		intron_variant		TNS1				6		4

		BovineHD0200030715		rs43315758		2		105,921,117		10,291		intron_variant		TNS1				6		4

		BovineHD0200030718		rs43315772		2		105,935,186		14,070		intron_variant		TNS1				6		4

		BovineHD0200030720		rs121918890		2		105,944,211		9,026		intron_variant		TNS1				6		4

		BovineHD0200030722		rs43315781		2		105,948,798		4,588		intron_variant		TNS1				6		4

		BovineHD0200030724		rs134323978		2		105,953,451		4,654		missense_variant		TNS2		aaC/aaA		6		4

		BovineHD0200030728		rs134055110		2		105,962,718		9,268		intron_variant		TNS1				6		4

		BTA-48822-no-rs		rs41585634		2		105,967,579		4,862		intron_variant		TNS1				6		4

		BovineHD0200030733		rs43315800		2		105,971,746		4,168		intron_variant		TNS1				6		4

		BovineHD0200030740		rs136058144		2		106,003,042		31,297		missense_variant		TNS1		Aca/Cca		6		4

		BovineHD0200030744		rs43315807		2		106,017,209		14,168		intron_variant		TNS1				6		4

		BovineHD0200030753		rs110810421		2		106,063,695		46,487		intron_variant		TNS1				6		4

		BovineHD0200030757		rs137728048		2		106,082,924		19,230		intron_variant		TNS1				6		4

		BovineHD0200040254		rs135297607		2		106,088,934		6,011		intron_variant		TNS1				6		4

		BovineHD0200030770		rs43315824		2		106,134,401		45,468		intron_variant		TNS1				6		4

		BovineHD0200030772		rs109755402		2		106,139,936		5,536		intron_variant		TNS1				6		4

		BovineHD0200030782		rs43316855		2		106,178,987		39,052		intergenic_variant						6		4

		BovineHD0200030784		rs43316859		2		106,181,801		2,815		intergenic_variant						6		4

		BovineHD0200030786		rs43316863		2		106,185,592		3,792		intron_variant		CXCR2				6		4

		BovineHD0200030789		rs43322996		2		106,193,171		7,580		3_prime_UTR_variant		CXCR2				6		4

		ARS-BFGL-NGS-3684		rs43323008		2		106,202,297		9,127		intergenic_variant						6		4

		BovineHD0200030794		rs137585161		2		106,207,496		5,200		intergenic_variant						6		4

		BovineHD0200030796		rs109511901		2		106,212,440		4,945		intron_variant		CXCR1				6		4

		BovineHD0200030798		rs133273369		2		106,216,765		4,326		missense_variant		CXCR1		gGa/gAa		6		4

		BovineHD0200030800		rs41255710		2		106,218,459		1,695		intron_variant		CXCR1				6		4

		BovineHD0200030802		rs43323026		2		106,220,697		2,239		intergenic_variant						6		4

		BovineHD4100001474		rs41585644		2		106,225,867		5,171		intergenic_variant						6		4

		BovineHD0200030805		rs43313845		2		106,229,509		3,643		intergenic_variant						6		4

		BovineHD0200030806		rs109587852		2		106,231,282		1,774		intergenic_variant						6		4

		BovineHD0200030811		rs132943580		2		106,244,043		12,762		intergenic_variant						6		4

		BovineHD0200030813		rs110495051		2		106,253,680		9,638		intergenic_variant						6		4

		BovineHD0200030827		rs136479550		2		106,309,652		55,973		intron_variant		PNKD				6		4

		BovineHD0200030831		rs133882915		2		106,324,375		14,724		intron_variant		PNKD				6		4

		BovineHD0200030833		rs132706345		2		106,343,123		18,749		intron_variant		PNKD				6		4

		BovineHD0200030837		rs134331305		2		106,363,939		20,817		intron_variant		PNKD				6		4

		BovineHD0200030841		rs134343939		2		106,378,140		14,202		intergenic_variant						6		4

		BovineHD0200030846		rs133499182		2		106,409,766		31,627		intron_variant		CTDSP1				6		4

		BovineHD0200030866		rs110305008		2		106,489,124		79,359		intron_variant		USP37				6		4

		BovineHD0200030900		rs137369084		2		106,652,611		163,488		intron_variant		STK36				6		4

		BovineHD0200030904		rs43313912		2		106,682,111		29,501		intron_variant		TTLL4				6		4

		BovineHD0200030908		rs43313903		2		106,689,653		7,543		missense_variant		TTLL4		Cta/Ata		6		4

		BovineHD0200030911		rs43313891		2		106,700,064		10,412		intron_variant		TTLL4				6		4

		BovineHD0200030914		rs134270450		2		106,703,717		3,654		intron_variant		TTLL4				6		4

		BovineHD0200030917		rs109859973		2		106,718,526		14,810		intergenic_variant						6		4

		BovineHD0200030919		rs43313874		2		106,722,232		3,707		intergenic_variant						6		4

		BovineHD0200030921		rs43315144		2		106,744,988		22,757		intron_variant		CYP27A1				6		4

		BTB-00108937		rs43315150		2		106,755,925		10,938		intron_variant		CYP27A1				6		4

		BovineHD0200030928		rs110786065		2		106,764,478		8,554		intron_variant		CYP27A1				6		4

		BovineHD0200030930		rs109014192		2		106,769,441		4,964		intron_variant		CYP27A1				6		4

		BovineHD0200030935		rs43315175		2		106,781,125		11,685		synonymous_variant		CYP27A1				6		4

		BovineHD0200030936		rs43315177		2		106,783,577		2,453		intergenic_variant						6		4

		BovineHD0200030943		rs110424737		2		106,790,055		6,479		intron_variant		PRKAG3				6		4

		BovineHD0200030946		rs43316207		2		106,793,138		3,084		intron_variant		PRKAG3				6		4

		BovineHD0200030954		rs136844937		2		106,801,630		8,493		intergenic_variant						6		4

		BovineHD0200030957		rs108974752		2		106,805,888		4,259		intergenic_variant						6		4

		BovineHD0200030959		rs43316142		2		106,807,894		2,007		intergenic_variant						6		4

		BovineHD0200030971		rs121918891		2		106,852,691		44,798		intergenic_variant						6		4

		BovineHD0200030973		rs43317332		2		106,865,812		13,122		intergenic_variant						6		4

		BovineHD0200030974		rs29025796		2		106,874,739		8,928		intergenic_variant						6		4

		BovineHD0200030977		rs133237544		2		106,883,544		8,806		intergenic_variant						6		4

		BovineHD0200030980		rs43320438		2		106,892,935		9,392		intergenic_variant						6		4

		BovineHD0200030982		rs43320451		2		106,907,841		14,907		intergenic_variant						6		4

		BovineHD0200030986		rs110432829		2		106,920,684		12,844		intergenic_variant						6		4

		BovineHD0200030988		rs43317381		2		106,929,997		9,314		intergenic_variant						6		4

		BovineHD0200030992		rs136625647		2		106,944,592		14,596		intergenic_variant						6		4

		BovineHD0200031012		rs43318458		2		107,040,095		95,504		intron_variant		NHEJ1				6		4

		BovineHD0200031017		rs43318471		2		107,065,501		25,407		intron_variant		NHEJ1				6		4

		BovineHD0200031019		rs43318483		2		107,077,647		12,147		intron_variant		NHEJ1				6		4

		BovineHD0200031021		rs43318490		2		107,085,658		8,012		intron_variant		NHEJ1				6		4

		BovineHD0200031040		rs43319458		2		107,151,830		66,173		intergenic_variant						6		4

		BovineHD0200031051		rs109250575		2		107,186,014		34,185		intron_variant		ANKZF1				6		4

		BovineHD0200031055		rs43319468		2		107,194,177		8,164		intergenic_variant						6		4

		BovineHD0200018779		rs132768235		2		121,391,182		14,197,006		intergenic_variant						8		5

		BovineHD0200018780		rs133557870		2		121,393,886		2,705		intergenic_variant						8		5

		BovineHD0300004118		rs109505609		3		12,570,277				intergenic_variant						11		6

		BovineHD0300004122		rs110022674		3		12,596,253		25,977		intron_variant		FCRL1				11		6

		BovineHD0300004124		rs133544740		3		12,598,780		2,528		intron_variant		FCRL1				11		6

		BovineHD0300004126		rs110457432		3		12,601,056		2,277		intron_variant		FCRL1				11		6

		BovineHD0300004128		rs109715946		3		12,605,170		4,115		intron_variant		FCRL1				11		6

		BovineHD0300004135		rs133631786		3		12,627,278		22,109		intergenic_variant						11		6

		BovineHD0300004143		rs110698023		3		12,662,709		35,432		intron_variant		FCRL3				11		6

		BovineHD0300004147		rs134161072		3		12,669,759		7,051		intron_variant		FCRL3				11		6

		ARS-BFGL-NGS-38423		rs110643545		3		12,671,675		1,917		intron_variant		FCRL3				11		6

		BovineHD0300004167		rs134350889		3		12,754,181		82,507		intron_variant		FCRL4				11		6

		BovineHD0300004171		rs109233642		3		12,768,652		14,472		intron_variant		FCRL4				11		6

		BovineHD0300004176		rs109713854		3		12,781,364		12,713		intergenic_variant						11		6

		Hapmap59741-rs29016987		rs29016987		3		12,784,219		2,856		intergenic_variant						11		6

		BovineHD0300004197		rs137265785		3		12,870,717		86,499		intergenic_variant						11		6

		BovineHD0300004202		rs111001867		3		12,884,420		13,704		intergenic_variant						11		6

		BovineHD0300004205		rs135038468		3		12,887,810		3,391		intergenic_variant						11		6

		BovineHD0300004207		rs133868159		3		12,889,187		1,378		intergenic_variant						11		6

		BovineHD0300004210		rs109028462		3		12,901,257		12,071		intergenic_variant						11		6

		BovineHD0300004213		rs109520639		3		12,912,956		11,700		intergenic_variant						11		6

		BovineHD0300004216		NA		3		12,928,495		15,540								11		6

		BovineHD0300004217		rs110397390		3		12,930,188		1,694		intergenic_variant						11		6

		BovineHD0300004220		rs136164043		3		12,932,499		2,312		intergenic_variant						11		6

		BovineHD0300004222		rs110380368		3		12,936,637		4,139		intergenic_variant						11		6

		BovineHD0300004226		rs110104923		3		12,941,655		5,019		intergenic_variant						11		6

		BovineHD0300004228		rs134045207		3		12,945,790		4,136		intergenic_variant						11		6

		BovineHD0300004231		rs110865847		3		12,955,040		9,251		intergenic_variant						11		6

		BovineHD0300004233		rs137460046		3		12,958,016		2,977		intergenic_variant						11		6

		BovineHD0300004236		rs135940350		3		12,961,242		3,227		intergenic_variant						11		6

		BovineHD0300004239		rs110618396		3		12,985,456		24,215		intergenic_variant						11		6

		BovineHD4100001848		rs41610864		3		13,009,804		24,349		intergenic_variant						11		6

		BovineHD0300004245		rs111031416		3		13,033,768		23,965		intergenic_variant						11		6

		BovineHD0300004250		rs133773031		3		13,045,850		12,083		intergenic_variant						11		6

		BovineHD0300004252		rs109055170		3		13,049,032		3,183		intergenic_variant						11		6

		BovineHD0300004256		rs133014529		3		13,064,059		15,028		intergenic_variant						11		6

		BovineHD0300004262		rs135947386		3		13,109,584		45,526		intergenic_variant						11		6

		BovineHD0300004265		rs137576985		3		13,119,091		9,508		intergenic_variant						11		6

		BovineHD0300004268		rs136473073		3		13,132,274		13,184		intergenic_variant						11		6

		BovineHD0300004270		rs109869647		3		13,159,887		27,614		intergenic_variant						11		6

		BovineHD0300004273		rs109195256		3		13,162,972		3,086		intergenic_variant						11		6

		BovineHD4100001852		rs29027542		3		13,176,554		13,583		intergenic_variant						11		6

		BovineHD0300004282		rs137174293		3		13,182,752		6,199		intergenic_variant						11		6

		BovineHD0300004290		rs133188344		3		13,215,818		33,067		intergenic_variant						11		6

		BovineHD0300004293		rs133723320		3		13,226,321		10,504		intergenic_variant						11		6

		BovineHD0300004296		rs109171057		3		13,240,978		14,658		intergenic_variant						11		6

		BovineHD0300004316		rs133639666		3		13,288,273		47,296		intergenic_variant						11		6

		BovineHD0300004320		rs135641168		3		13,293,448		5,176		intergenic_variant						11		6

		BovineHD0300004325		rs136605422		3		13,310,374		16,927		intergenic_variant						11		6

		BovineHD0300004338		rs133061294		3		13,369,401		59,028		intergenic_variant						11		6

		BovineHD0300004349		rs133831527		3		13,384,242		14,842		intergenic_variant						11		6

		BovineHD0300004352		rs136936208		3		13,394,363		10,122		intergenic_variant						11		6

		BovineHD0300004356		rs135501444		3		13,399,818		5,456		intergenic_variant						11		6

		BovineHD0300004358		rs134090543		3		13,402,929		3,112		intergenic_variant						11		6

		BovineHD0300004360		rs133463379		3		13,410,460		7,532		intergenic_variant						11		6

		BovineHD0300004364		rs135411224		3		13,422,796		12,337		intergenic_variant						11		6

		BovineHD0300004366		rs110502493		3		13,426,236		3,441		intergenic_variant						11		6

		BovineHD0500015405		rs41591530		3		13,480,211		53,976		intergenic_variant						11		6

		BovineHD0300004373		rs110784369		3		13,499,555		19,345		intergenic_variant						11		6

		BovineHD0300004377		rs108957436		3		13,504,672		5,118		intergenic_variant						11		6

		BovineHD0300004381		rs136555690		3		13,509,813		5,142		intergenic_variant						11		6

		BovineHD0300004383		rs137625551		3		13,512,012		2,200		intergenic_variant						11		6

		BovineHD0300004386		rs136366824		3		13,515,387		3,376		intergenic_variant						11		6

		BovineHD0300004389		rs109418925		3		13,519,632		4,246		intergenic_variant						11		6

		BovineHD0300004396		rs136151390		3		13,575,586		55,955		intergenic_variant						11		6

		BovineHD0300004398		rs137447170		3		13,578,807		3,222		intergenic_variant						11		6

		BovineHD0300004403		rs110149389		3		13,584,655		5,849		intergenic_variant						11		6

		BovineHD0300004405		rs136168570		3		13,588,704		4,050		intergenic_variant						11		6

		BovineHD0300004407		rs134356751		3		13,591,280		2,577		intergenic_variant						11		6

		BovineHD0300004410		rs133328137		3		13,596,878		5,599		intergenic_variant						11		6

		BovineHD0300004412		rs135713965		3		13,600,301		3,424		intergenic_variant						11		6

		BovineHD4100001853		rs136500094		3		13,606,552		6,252		intergenic_variant						11		6

		BovineHD0300004416		rs136891332		3		13,608,149		1,598		intergenic_variant						11		6

		BovineHD0300004418		rs109790795		3		13,609,842		1,694		intergenic_variant						11		6

		BovineHD0300004420		rs109180846		3		13,611,218		1,377		intergenic_variant						11		6

		BovineHD0300004424		rs110910418		3		13,616,108		4,891		intergenic_variant						11		6

		BovineHD0300004429		rs109298394		3		13,619,650		3,543		intergenic_variant						11		6

		BovineHD0300004432		rs110900262		3		13,622,672		3,023		intergenic_variant						11		6

		BovineHD0300004433		rs110840298		3		13,624,757		2,086		intergenic_variant						11		6

		BovineHD0300004435		rs110075143		3		13,629,470		4,714		intergenic_variant						11		6

		BovineHD0300004436		rs109098351		3		13,652,401		22,932		intergenic_variant						11		6

		BovineHD0300004438		rs110963318		3		13,658,165		5,765		intergenic_variant						11		6

		BovineHD0300004442		rs135949924		3		13,665,109		6,945		intergenic_variant						11		6

		BovineHD0300004444		rs133794748		3		13,671,061		5,953		intergenic_variant						11		6

		BovineHD0300004449		rs132798263		3		13,681,907		10,847		intergenic_variant						11		6

		BovineHD0300004451		rs135911540		3		13,684,352		2,446		intergenic_variant						11		6

		BovineHD0300004453		rs110730818		3		13,687,531		3,180		intergenic_variant						11		6

		BovineHD0300004455		rs133149937		3		13,695,034		7,504		intergenic_variant						11		6

		BovineHD0300004459		rs109876305		3		13,699,449		4,416		intergenic_variant						11		6

		BovineHD0300004463		rs110771084		3		13,703,468		4,020		intergenic_variant						11		6

		BovineHD0300004469		rs132658117		3		13,718,722		15,255		intergenic_variant						11		6

		BovineHD0300004471		rs135756355		3		13,721,029		2,308		intergenic_variant						11		6

		BovineHD0300004486		rs110643674		3		13,764,631		43,603		intergenic_variant						11		6

		BovineHD0300004489		rs109901613		3		13,780,272		15,642		intergenic_variant						11		6

		BovineHD0300004505		rs137333055		3		13,867,404		87,133		intron_variant		ARHGEF11				11		6

		BovineHD0300004513		rs110002586		3		13,882,083		14,680		intron_variant		ARHGEF11				11		6

		BovineHD4100001855		rs29025202		3		13,901,174		19,092		intron_variant		ARHGEF11				11		6

		BovineHD0300004526		rs110886985		3		13,913,387		12,214		intron_variant		ARHGEF11				11		6

		BovineHD0300004535		rs136953577		3		13,943,789		30,403		intron_variant		PEAR1				11		6

		BovineHD0300004537		rs109318794		3		13,944,997		1,209		intron_variant		PEAR1				11		6

		BovineHD0300004539		rs109820176		3		13,953,675		8,679		intron_variant		PEAR1				11		6

		BovineHD0300004541		rs110502809		3		13,955,341		1,667		intron_variant		PEAR1				11		6

		BovineHD0300004542		rs109908276		3		13,958,688		3,348		intron_variant		PEAR1				11		6

		BovineHD0300004546		rs136730703		3		13,969,764		11,077		intergenic_variant						11		6

		BovineHD0300004548		rs110065944		3		13,973,650		3,887		intron_variant		NTRK1				11		6

		BovineHD0300004552		rs133908087		3		13,994,168		20,519		intron_variant		NTRK1				11		6

		BovineHD0300004555		rs110773154		3		13,997,525		3,358		intron_variant		NTRK1				11		6

		BovineHD0300004560		rs135023397		3		14,017,028		19,504		intergenic_variant						11		6

		BovineHD0300004565		rs109624927		3		14,046,803		29,776		intron_variant		PRCC				11		6

		BovineHD0300004568		rs110375997		3		14,060,160		13,358		intron_variant		PRCC				11		6

		BovineHD0300004595		rs111015096		3		14,152,379		92,220		intergenic_variant						11		6

		BovineHD0300004600		rs109810055		3		14,168,746		16,368		intron_variant		NES				11		6

		BovineHD0300004602		rs132649452		3		14,174,264		5,519		intergenic_variant						11		6

		BovineHD0300004608		rs110059349		3		14,190,553		16,290		intron_variant		BCAN				11		6

		BovineHD0300004611		rs110384597		3		14,199,853		9,301		intergenic_variant						11		6

		BovineHD0300004613		rs110311797		3		14,212,530		12,678		intron_variant		HAPLN2				11		6

		BovineHD0300004616		rs137237672		3		14,220,549		8,020		intergenic_variant						11		6

		BovineHD0300004618		rs136841085		3		14,224,418		3,870		intergenic_variant						11		6

		BovineHD0300004620		rs109169132		3		14,228,014		3,597		intergenic_variant						11		6

		BovineHD0300004623		rs109750935		3		14,230,671		2,658		intergenic_variant						11		6

		BovineHD0300004625		rs133784790		3		14,233,203		2,533		intron_variant		GPATCH4				11		6

		BovineHD0300004628		rs132654115		3		14,235,500		2,298		intron_variant		GPATCH4				11		6

		BovineHD0300004630		rs110515517		3		14,236,587		1,088		intron_variant		GPATCH4				11		6

		BovineHD0300004632		rs110885782		3		14,238,160		1,574		intron_variant		GPATCH4				11		6

		BovineHD0300004634		rs133388741		3		14,240,235		2,076		missense_variant		GPATCH4		gAa/gGa		11		6

		BovineHD0300004637		rs110126271		3		14,244,167		3,933		intergenic_variant						11		6

		BovineHD0300004639		rs110977417		3		14,246,084		1,918		intergenic_variant						11		6

		BovineHD0300004641		rs110130155		3		14,247,902		1,819		intron_variant		TTC24				11		6

		BovineHD0300004643		rs110428735		3		14,249,414		1,513		intron_variant		TTC24				11		6

		BovineHD0300004645		rs109370560		3		14,253,571		4,158		intron_variant		TTC24				11		6

		BovineHD0300004649		rs134199588		3		14,267,622		14,052		intron_variant		IQGAP3				11		6

		BovineHD0300004655		rs110454624		3		14,278,790		11,169		intron_variant		IQGAP3				11		6

		BovineHD0300004660		rs109487434		3		14,295,549		16,760		intron_variant		IQGAP3				11		6

		BovineHD0300004663		rs137351611		3		14,302,111		6,563		intergenic_variant						11		6

		BovineHD0300004666		rs134539043		3		14,319,541		17,431		intergenic_variant						11		6

		BovineHD0300004667		rs135733622		3		14,326,300		6,760		intron_variant		MEF2D				11		6

		BovineHD0300004675		rs134607727		3		14,351,820		25,521		intron_variant		MEF2D				11		6

		BovineHD0300004682		rs134567926		3		14,378,475		26,656		intergenic_variant						11		6

		BovineHD0300004688		rs135850114		3		14,407,380		28,906		intergenic_variant						11		6

		BovineHD0300004690		rs134868156		3		14,413,856		6,477		intergenic_variant						11		6

		BovineHD0300004694		rs136552514		3		14,426,189		12,334		intergenic_variant						11		6

		BovineHD0300004697		rs109216257		3		14,438,793		12,605		intergenic_variant						11		6

		BovineHD0300004701		rs109990043		3		14,448,239		9,447		intron_variant		RHBG				11		6

		BovineHD0300004705		rs109254191		3		14,454,502		6,264		intergenic_variant						11		6

		BovineHD0300004709		rs137844097		3		14,465,307		10,806		intergenic_variant						11		6

		BovineHD0300004745		rs137619458		3		14,590,341		125,035		intron_variant		SLC25A44						6

		BovineHD0300004750		rs135199477		3		14,611,192		20,852		intron_variant		SEMA4A						6

		BovineHD0300004766		rs132666761		3		14,666,226		55,035		intergenic_variant								6

		BovineHD0300004776		rs133567610		3		14,718,432		52,207		intron_variant		UBQLN4						6

		BovineHD0300004780		rs133781067		3		14,728,590		10,159		intergenic_variant								6

		BovineHD0300004795		rs109519412		3		14,769,381		40,792		intron_variant		ARHGEF2						6

		BovineHD0300004799		rs136836089		3		14,779,665		10,285		intron_variant		ARHGEF2						6

		BovineHD0300004803		rs136005627		3		14,791,810		12,146		intron_variant		ARHGEF2						6

		BovineHD0300004805		rs134044241		3		14,796,654		4,845		intron_variant		ARHGEF2						6

		BovineHD0300004808		rs41601159		3		14,800,718		4,065		intron_variant		ARHGEF2						6

		BovineHD0300004811		rs134069047		3		14,807,347		6,630		intron_variant		ARHGEF2						6

		BovineHD0300004820		rs136215009		3		14,827,309		19,963		intergenic_variant								6

		BovineHD0300004825		rs109982944		3		14,839,142		11,834		intron_variant		KHDC4						6

		ARS-BFGL-NGS-107249		rs109655984		3		14,864,207		25,066		intergenic_variant								6

		BovineHD0300004839		rs135193421		3		14,884,680		20,474		synonymous_variant		SYT11						6

		BovineHD0300004843		rs137347921		3		14,895,364		10,685		intergenic_variant								6

		BovineHD0300004850		rs110867386		3		14,926,605		31,242		intron_variant		GON4L						6

		ARS-BFGL-NGS-102327		rs109862739		3		14,937,102		10,498		intron_variant		GON4L						6

		BovineHD0300004866		rs109578506		3		14,983,274		46,173		missense_variant		GON4L		Ggt/Agt				6

		BovineHD0300004875		rs109254663		3		14,996,451		13,178		intron_variant		GON4L						6

		BovineHD0300004880		rs110394850		3		15,002,797		6,347		intron_variant		GON4L						6

		BovineHD0300004882		rs110101795		3		15,005,137		2,341		intron_variant		GON4L						6

		BovineHD0300004885		rs110278908		3		15,010,740		5,604		intron_variant		GON4L						6

		BovineHD0300004887		rs109690312		3		15,012,234		1,495		intron_variant		GON4L						6

		BovineHD0300004891		rs110075142		3		15,015,472		3,239		intron_variant		GON4L						6

		BovineHD0300004893		rs136899056		3		15,017,627		2,156		intron_variant		GON4L						6

		BovineHD0300004896		rs111026921		3		15,020,374		2,748		intron_variant		GON4L						6

		BovineHD0300004899		rs109076218		3		15,024,025		3,652		synonymous_variant		GON4L						6

		BovineHD0300004901		rs110892585		3		15,026,297		2,273		intron_variant		GON4L						6

		BovineHD0300004904		rs110419337		3		15,029,434		3,138		intron_variant		GON4L						6

		BovineHD0300004910		rs109644824		3		15,034,833		5,400		intron_variant		GON4L						6

		BovineHD0300004912		rs110699218		3		15,041,567		6,735		intron_variant		MSTO1						6

		BovineHD0300004915		rs109863519		3		15,047,685		6,119		intergenic_variant								6

		BovineHD0300004917		rs108968044		3		15,057,636		9,952		intron_variant		DAP3						6

		BovineHD0300004919		rs133776077		3		15,059,511		1,876		intron_variant		DAP3						6

		BovineHD0300004923		rs137632943		3		15,064,114		4,604		intron_variant		DAP3						6

		BovineHD0300004983		rs109224468		3		15,238,796		174,683		intron_variant		ASH1L						6

		BovineHD0300004985		rs109245855		3		15,241,876		3,081		intron_variant		ASH1L						6

		BovineHD0300004987		rs109778371		3		15,246,645		4,770		intron_variant		ASH1L						6

		BovineHD0300004989		rs109032486		3		15,253,867		7,223		intron_variant		ASH1L						6

		BovineHD0300004994		rs135449933		3		15,275,627		21,761		intron_variant		ASH1L						6

		BovineHD0300004999		rs110017699		3		15,285,834		10,208		intron_variant		ASH1L						6

		ARS-BFGL-NGS-13586		rs110924374		3		15,325,549		39,716		intron_variant		FDPS						6

		BovineHD0300005036		rs136328444		3		15,359,236		33,688		intron_variant		HCN3						6

		BovineHD0300005046		rs133770521		3		15,379,219		19,984		synonymous_variant		SCAMP3						6

		BovineHD0300005051		rs132842247		3		15,391,374		12,156		intron_variant		GBA						6

		BovineHD0300005055		rs109767437		3		15,398,532		7,159		intron_variant		GBA						6

		BovineHD0300005057		rs109451228		3		15,401,819		3,288		intron_variant		GBA						6

		BovineHD0300005060		rs109786928		3		15,406,014		4,196		intron_variant		THBS3						6

		BovineHD0300005064		rs109110141		3		15,418,788		12,775		intron_variant		THBS3						6

		BovineHD0300005067		rs136140183		3		15,426,637		7,850		intergenic_variant								6

		Hapmap42643-BTA-69885		rs41602655		3		15,443,604		16,968		intron_variant		KRTCAP2						6

		BovineHD0300005083		rs109565468		3		15,468,924		25,321		intron_variant		EFNA1						6

		BovineHD0300005085		rs110896877		3		15,476,941		8,018		intergenic_variant								6

		BovineHD0300005088		rs110212299		3		15,480,802		3,862		intergenic_variant								6

		BovineHD0300005091		rs109550074		3		15,489,255		8,454		intergenic_variant								6

		BovineHD0300005094		rs136661606		3		15,495,796		6,542		intergenic_variant								6

		BovineHD0300005103		rs110303322		3		15,535,719		39,924		intron_variant		EFNA4						6

		BovineHD0300005120		rs134237290		3		15,577,478		41,760		intergenic_variant								6

		BovineHD0300005137		rs136003683		3		15,636,320		58,843		intron_variant		PBXIP1						6

		BovineHD0300005144		rs134652823		3		15,649,011		12,692		intergenic_variant								6

		BovineHD4100001876		rs41648746		3		15,664,681		15,671		intron_variant		PMVK						6

		BovineHD0300005151		rs135332025		3		15,672,628		7,948		intron_variant		PMVK						6

		BovineHD0300005153		rs134734148		3		15,674,867		2,240		intron_variant		PMVK						6

		BovineHD0300005155		rs109042404		3		15,684,391		9,525		intron_variant		PMVK						6

		BovineHD0300005158		rs109775668		3		15,693,645		9,255		intron_variant		PMVK						6

		BovineHD0300005161		rs134313319		3		15,702,216		8,572		intron_variant		PMVK						6

		BovineHD0300005163		rs136624890		3		15,711,686		9,471		intron_variant		PMVK						6

		BovineHD0300005174		rs109216882		3		15,751,859		40,174		intron_variant		KCNN3						6

		BovineHD0300005175		rs136388224		3		15,756,975		5,117		intron_variant		KCNN3						6

		BovineHD0300005190		rs109874625		3		15,809,739		52,765		intron_variant		KCNN3						6

		BovineHD0300005194		rs135483541		3		15,823,855		14,117		intron_variant		KCNN3						6

		BovineHD0300005205		rs110844691		3		15,849,843		25,989		intron_variant		KCNN3						6

		BovineHD0300005208		rs134424762		3		15,861,751		11,909		missense_variant		KCNN3		Cct/Tct				6

		BovineHD0300005212		rs110506508		3		15,873,794		12,044		intron_variant		KCNN3						6

		BovineHD0300005214		rs110358785		3		15,881,844		8,051		intron_variant		KCNN3						6

		BovineHD0300005221		rs43708459		3		15,896,613		14,770		intergenic_variant								6

		BovineHD0300005224		rs137707003		3		15,900,718		4,106		intergenic_variant								6

		BovineHD0300005227		rs132864476		3		15,904,345		3,628		intergenic_variant								6

		BovineHD0300005230		rs135523702		3		15,907,058		2,714		intergenic_variant								6

		BovineHD4100001880		rs41586409		3		15,930,562		23,505		intergenic_variant								6

		BovineHD4100001881		rs41257785		3		15,933,264		2,703		intergenic_variant								6

		BovineHD0300005243		rs109733302		3		15,936,784		3,521		intergenic_variant								6

		BovineHD0300005245		rs110033303		3		15,939,087		2,304		intergenic_variant								6

		BovineHD0300005248		rs109262392		3		15,943,976		4,890		intergenic_variant								6

		BovineHD0300005252		rs132654403		3		15,959,469		15,494		intergenic_variant								6

		ARS-BFGL-NGS-37429		rs109742290		3		16,039,853		80,385		intron_variant		TDRD10						6

		BovineHD0300005277		rs132679527		3		16,060,122		20,270		intron_variant		TDRD10						6

		BovineHD0300005300		rs132716918		3		16,136,493		76,372		intron_variant		IL6R						6

		BovineHD0300005303		rs109165218		3		16,148,609		12,117		intron_variant		IL6R						6

		BovineHD0300005311		rs136092326		3		16,160,651		12,043		intron_variant		IL6R						6

		BovineHD0300005316		rs110956389		3		16,175,710		15,060		intergenic_variant								6

		BovineHD0300005323		rs108957229		3		16,204,395		28,686		intergenic_variant								6

		BovineHD0300005329		rs134562614		3		16,226,637		22,243		intron_variant		ATP8B2						6

		BovineHD0300005333		rs110733329		3		16,252,053		25,417		intergenic_variant								6

		BovineHD0300005337		rs109248090		3		16,275,091		23,039		intron_variant		UBAP2L						6

		BovineHD0300005344		rs109057052		3		16,298,506		23,416		intergenic_variant								6

		BovineHD0300005349		rs133099030		3		16,315,699		17,194		intergenic_variant								6

		BovineHD0300005352		rs109009642		3		16,327,244		11,546		intron_variant		TPM3						6

		BovineHD0300005355		rs134270284		3		16,344,631		17,388		intron_variant		TPM3						6

		BovineHD0300005361		rs136235635		3		16,388,927		44,297		intron_variant		NUP210L						6

		BovineHD0300005363		rs135057440		3		16,400,926		12,000		intron_variant		NUP210L						6

		BovineHD0400003721		rs135798710		4		12,643,065				intergenic_variant						13		7

		BovineHD0400003729		rs136056657		4		12,670,162		27,098		intron_variant		PON2				13		7

		BovineHD0400003733		rs133412459		4		12,695,775		25,614		intergenic_variant						13		7

		BovineHD0400003736		rs133277590		4		12,702,349		6,575		intergenic_variant						13		7

		BovineHD0400003744		rs133870945		4		12,723,895		21,547		intergenic_variant						13		7

		BovineHD0400003746		rs108973982		4		12,729,693		5,799		intergenic_variant						13		7

		BovineHD0400003749		rs133065316		4		12,739,008		9,316		intergenic_variant						13		7

		BovineHD0400003752		rs110192577		4		12,750,079		11,072		intergenic_variant						13		7

		BovineHD0400003758		rs109208874		4		12,758,815		8,737		intron_variant		ASB4				13		7

		BovineHD0400003760		rs135583305		4		12,761,045		2,231		intron_variant		ASB4				13		7

		BovineHD0400003763		rs110112123		4		12,767,406		6,362		intron_variant		ASB4				13		7

		BovineHD0400003766		rs137756325		4		12,776,524		9,119		intron_variant		ASB4				13		7

		BovineHD0400003770		rs132637380		4		12,782,642		6,119		intron_variant		ASB4				13		7

		Hapmap31185-BTA-159806		rs109908555		4		12,783,996		1,355		intron_variant		ASB4				13		7

		BovineHD0400003773		rs132985687		4		12,788,122		4,127		intron_variant		ASB4				13		7

		BovineHD0400003780		rs109982448		4		12,807,214		19,093		intron_variant		ASB4				13		7

		BovineHD0400003782		rs109811305		4		12,810,703		3,490		intron_variant		ASB4				13		7

		BovineHD0400003785		rs110228754		4		12,816,313		5,611		intron_variant		ASB4				13		7

		BovineHD0400003789		rs110475268		4		12,829,590		13,278		intron_variant		ASB4				13		7

		BovineHD0400003794		rs109278518		4		12,846,555		16,966		intergenic_variant						13		7

		Hapmap43433-BTA-100837		rs41612688		4		12,860,940		14,386		intergenic_variant						13		7

		BovineHD0400003800		rs109603042		4		12,883,103		22,164		intron_variant		PDK4				13		7

		BovineHD0400003804		rs111018086		4		12,897,385		14,283		intergenic_variant						13		7

		BovineHD0400003806		rs109156465		4		12,903,463		6,079		intergenic_variant						13		7

		BovineHD0400003810		rs108940640		4		12,914,409		10,947		intergenic_variant						13		7

		BovineHD0400003834		rs109429528		4		13,014,977		100,569		intergenic_variant						13		7

		BovineHD0400003844		rs137119502		4		13,063,369		48,393		intron_variant		DYNC1I1				13		7

		BovineHD0400003846		rs132729765		4		13,066,175		2,807		intron_variant		DYNC1I1				13		7

		BovineHD0400003854		rs109005171		4		13,083,132		16,958		intron_variant		DYNC1I1				13		7

		BovineHD0400003859		rs136438669		4		13,091,809		8,678		intron_variant		DYNC1I1				13		7

		BovineHD0400003861		rs135297428		4		13,096,607		4,799		intron_variant		DYNC1I1				13		7

		BovineHD0400003863		rs110994863		4		13,101,873		5,267		intron_variant		DYNC1I1				13		7

		BovineHD0400003866		rs134359407		4		13,107,560		5,688		intron_variant		DYNC1I1				13		7

		BovineHD0400003868		rs109951163		4		13,115,530		7,971		intron_variant		DYNC1I1				13		7

		BovineHD0400003878		rs133505539		4		13,150,041		34,512		intron_variant		DYNC1I1				13		7

		Hapmap50844-BTA-100855		rs41569333		4		13,203,145		53,105		intron_variant		DYNC1I1				13		7

		BovineHD0400003904		rs134195701		4		13,242,231		39,087		intron_variant		DYNC1I1				13		7

		BovineHD0400003906		rs132941174		4		13,244,897		2,667		intron_variant		DYNC1I1				13		7

		BovineHD0400003909		rs133331738		4		13,251,854		6,958		intron_variant		DYNC1I1				13		7

		Hapmap40647-BTA-110965		rs41575187		4		13,352,573		100,720		intron_variant		DYNC1I1				13		7

		BovineHD0400003942		rs134594682		4		13,367,257		14,685		intron_variant		DYNC1I1				13		7

		BovineHD0400003949		rs110251672		4		13,390,881		23,625		intron_variant		DYNC1I1				13		7

		BovineHD0400003957		rs110238146		4		13,401,428		10,548		intron_variant		DYNC1I1				13		7

		BovineHD0400003961		rs109399220		4		13,408,492		7,065		intron_variant		DYNC1I1				13		7

		BovineHD0400003967		rs109714681		4		13,420,788		12,297		intron_variant		DYNC1I1				13		7

		BovineHD0400003977		rs110506752		4		13,462,303		41,516		intergenic_variant						13		7

		BovineHD0400003989		rs110671431		4		13,498,406		36,104		intron_variant		SLC25A13				13		7

		BovineHD0400003990		rs109078115		4		13,502,719		4,314		intron_variant		SLC25A13				13		7

		BovineHD0400003996		rs109251255		4		13,519,430		16,712		intron_variant		SLC25A13				13		7

		BovineHD0400004000		rs110071473		4		13,533,216		13,787		intron_variant		SLC25A13				13		7

		BovineHD0400004004		rs110569204		4		13,540,844		7,629		intron_variant		SLC25A13				13		7

		BovineHD0400004012		rs135363491		4		13,558,009		17,166		intron_variant		SLC25A13				13		7

		BovineHD0400004017		rs137835627		4		13,571,777		13,769		intron_variant		SLC25A13				13		7

		BovineHD0400004019		rs134964912		4		13,573,679		1,903		intron_variant		SLC25A13				13		7

		BovineHD0400004023		rs133754536		4		13,580,609		6,931		intron_variant		SLC25A13				13		7

		BovineHD0400004025		rs132736250		4		13,588,636		8,028		intron_variant		SLC25A13				13		7

		BovineHD0400004029		rs134838648		4		13,591,826		3,191		intron_variant		SLC25A13				13		7

		BovineHD0400004031		rs133325931		4		13,593,548		1,723		intron_variant		SLC25A13				13		7

		BovineHD0400004033		rs136374793		4		13,595,281		1,734		intron_variant		SLC25A13				13		7

		BovineHD0400004037		rs136085349		4		13,610,352		15,072		intron_variant		SLC25A13				13		7

		BovineHD0400004039		rs109318834		4		13,616,590		6,239		intron_variant		SLC25A13				13		7

		BovineHD0400004041		rs109904987		4		13,624,006		7,417		intron_variant		SLC25A13				13		7

		BovineHD0400004044		rs109930371		4		13,633,520		9,515		intron_variant		SLC25A13				13		7

		BovineHD0400004046		rs110816147		4		13,638,919		5,400		intron_variant		SLC25A13				13		7

		BovineHD0400004048		rs134646431		4		13,640,789		1,871		intron_variant		SLC25A13				13		7

		BovineHD0400004052		rs134586395		4		13,648,736		7,948		intron_variant		SLC25A13				13		7

		BovineHD0400004055		rs110918131		4		13,660,641		11,906		intron_variant		SLC25A13				13		7

		BovineHD0400004058		rs133347872		4		13,668,152		7,512		intron_variant		SLC25A13				13		7

		BovineHD0400004060		rs136136506		4		13,671,900		3,749		intron_variant		SLC25A13				13		7

		BovineHD0400004062		rs134476887		4		13,678,698		6,799		intron_variant		SLC25A13				13		7

		BovineHD0400004064		rs110349853		4		13,681,111		2,414		intron_variant		SLC25A13				13		7

		BovineHD0400004066		rs110155154		4		13,684,124		3,014		intron_variant		SLC25A13				13		7

		BovineHD0400004068		rs110358793		4		13,687,002		2,879		intron_variant		SLC25A13				13		7

		BovineHD0400004070		rs134270007		4		13,696,235		9,234		intergenic_variant						13		7

		BovineHD0400004076		rs134161193		4		13,724,944		28,710		intergenic_variant						13		7

		BovineHD0400004082		rs133342902		4		13,736,736		11,793		intergenic_variant						13		7

		BovineHD0400004094		rs109541273		4		13,793,791		57,056		intergenic_variant						13		7

		BovineHD0400004096		rs110124877		4		13,797,038		3,248		intergenic_variant						13		7

		BovineHD0400004101		rs109235187		4		13,817,107		20,070		intergenic_variant						13		7

		BovineHD0400004103		rs136247154		4		13,827,398		10,292		intergenic_variant						13		7

		BovineHD0400004106		rs136423646		4		13,845,627		18,230		intergenic_variant						13		7

		BovineHD0400004108		rs137309947		4		13,856,420		10,794		intergenic_variant						13		7

		BovineHD0400004114		rs133747586		4		13,893,495		37,076		intergenic_variant						13		7

		BovineHD0400004125		rs134768924		4		13,958,546		65,052		intergenic_variant						13		7

		BovineHD0400004128		rs136732352		4		13,973,452		14,907		intergenic_variant						13		7

		BovineHD0400035358		rs135597855		4		13,987,738		14,287		intergenic_variant						13		7

		BovineHD0400004134		rs110281695		4		13,995,771		8,034		intergenic_variant						13		7

		BovineHD0400004137		rs109258996		4		14,002,326		6,556		intergenic_variant						13		7

		BovineHD0400004140		rs134346543		4		14,014,441		12,116		intergenic_variant						13		7

		BovineHD0400004143		rs109741514		4		14,035,164		20,724		intergenic_variant						13		7

		BovineHD0400004148		rs136787395		4		14,061,507		26,344		intron_variant		SEM1				13		7

		BovineHD0400004154		rs137739006		4		14,078,725		17,219		intron_variant		SEM1				13		7

		BovineHD0400004156		rs137362460		4		14,089,785		11,061		intergenic_variant						13		7

		BovineHD0400004160		rs135862757		4		14,103,975		14,191		intergenic_variant						13		7

		BovineHD0400004163		rs109195522		4		14,111,903		7,929		intergenic_variant						13		7

		BovineHD0400004166		rs109263184		4		14,116,236		4,334		intergenic_variant						13		7

		BovineHD0400004168		rs110126186		4		14,126,226		9,991		intergenic_variant						13		7

		BovineHD0400004171		rs110143582		4		14,130,596		4,371		intergenic_variant						13		7

		BovineHD0400004173		rs134804203		4		14,133,858		3,263		intergenic_variant						13		7

		BovineHD0400004175		rs136784512		4		14,138,973		5,116		intergenic_variant						13		7

		BovineHD0400004177		rs110419814		4		14,140,770		1,798		intergenic_variant						13		7

		BovineHD0400004182		rs137522882		4		14,157,461		16,692		intergenic_variant						13		7

		BovineHD0400004188		rs110468445		4		14,185,737		28,277		intergenic_variant						13		7

		BovineHD0400004192		rs137676323		4		14,201,402		15,666		intergenic_variant						13		7

		BovineHD0400002669		rs41811319		4		8,788,322		-5,413,079		intergenic_variant								7

		ARS-BFGL-NGS-93391		rs41811307		4		8,794,043		5,722		intergenic_variant								7

		BovineHD0400002672		rs133030069		4		8,797,012		2,970		intergenic_variant								7

		BovineHD0400002674		rs109306086		4		8,804,117		7,106		intergenic_variant								7

		BovineHD0400002676		rs110993236		4		8,809,929		5,813		intergenic_variant								7

		BovineHD0400002681		rs109670113		4		8,815,120		5,192		intergenic_variant								7

		BovineHD0400002683		rs137740733		4		8,816,990		1,871		intergenic_variant								7

		BovineHD0400002685		rs41811948		4		8,835,097		18,108		intergenic_variant								7

		BovineHD0400002688		rs41811954		4		8,845,745		10,649		intergenic_variant								7

		BovineHD0400002701		rs109204672		4		8,878,221		32,477		intergenic_variant								7

		BovineHD0400002710		rs133755542		4		8,908,369		30,149		intergenic_variant								7

		BovineHD0400002713		rs109259743		4		8,915,744		7,376		intergenic_variant								7

		BovineHD0400002730		rs43053057		4		9,013,542		97,799		intergenic_variant								7

		BovineHD4100002640		rs41577244		4		9,030,267		16,726		intergenic_variant								7

		BovineHD4100002642		rs110935188		4		9,072,725		42,459		intergenic_variant								7

		BovineHD0400002750		rs42838126		4		9,082,711		9,987		intergenic_variant								7

		BovineHD0400002756		rs136532925		4		9,106,778		24,068		intergenic_variant								7

		BovineHD0400002758		rs42838543		4		9,113,123		6,346		intergenic_variant								7

		BovineHD0400002762		rs42770995		4		9,133,975		20,853		intergenic_variant								7

		BTB-01652367		rs42772137		4		9,158,553		24,579		intergenic_variant								7

		BovineHD0400002767		rs42771024		4		9,168,353		9,801		intergenic_variant								7

		BovineHD0400002769		rs109830585		4		9,171,406		3,054		intergenic_variant								7

		BovineHD0400002774		rs109870010		4		9,191,964		20,559		intergenic_variant								7

		BovineHD0400002778		rs110878292		4		9,198,537		6,574		intergenic_variant								7

		BovineHD0400002780		rs110587952		4		9,201,708		3,172		intergenic_variant								7

		BovineHD0400002783		rs43374540		4		9,216,802		15,095		intergenic_variant								7

		BovineHD0400002788		rs43373791		4		9,223,990		7,189		intergenic_variant								7

		BovineHD0400002791		rs134369703		4		9,229,484		5,495		intergenic_variant								7

		BovineHD0400002794		rs43372843		4		9,236,691		7,208		intergenic_variant								7

		BovineHD0400002796		rs43372916		4		9,246,803		10,113		intergenic_variant								7

		BovineHD0400002801		rs109667763		4		9,254,428		7,626		intron_variant		MTERF1						7

		BovineHD0400002803		rs109251753		4		9,261,219		6,792		intergenic_variant								7

		BovineHD0400002805		rs42599852		4		9,265,001		3,783		intergenic_variant								7

		BovineHD0400002826		rs134925464		4		9,310,863		45,863		intron_variant		AKAP9						7

		BovineHD0400002831		rs108978929		4		9,324,739		13,877		intron_variant		AKAP9						7

		BovineHD0400002833		rs109550058		4		9,329,647		4,909		intron_variant		AKAP9						7

		BovineHD0400002835		rs110766969		4		9,335,323		5,677		intron_variant		AKAP9						7

		BovineHD0400002840		rs110008785		4		9,343,479		8,157		intron_variant		AKAP9						7

		BovineHD0400002848		rs110996175		4		9,355,558		12,080		intron_variant		AKAP9						7

		BovineHD0400002858		rs43372202		4		9,398,880		43,323		intron_variant		AKAP9						7

		BovineHD0400002861		rs43372188		4		9,414,123		15,244		intron_variant		AKAP9						7

		BovineHD0400002876		rs132875616		4		9,479,551		65,429		intergenic_variant								7

		BovineHD0400002886		rs133532684		4		9,513,034		33,484		intergenic_variant								7

		BTB-00165398		rs43379437		4		9,557,423		44,390		intron_variant		KRIT1						7

		BovineHD0400002906		rs42598607		4		9,620,065		62,643		intron_variant		ANKIB1						7

		BovineHD0400002909		rs42598617		4		9,640,387		20,323		intron_variant		ANKIB1						7

		BTB-01476421		rs42598629		4		9,664,664		24,278		intron_variant		ANKIB1						7

		BovineHD0400002917		rs137778273		4		9,675,745		11,082		intron_variant		ANKIB1						7

		BovineHD0400002920		rs43371279		4		9,695,574		19,830		intron_variant		ANKIB1						7

		BovineHD0400002923		rs109708903		4		9,709,771		14,198		intron_variant		ANKIB1						7

		ARS-BFGL-NGS-109843		rs110700480		4		9,767,312		57,542		intron_variant		GATAD1						7

		BovineHD0400002933		rs133430544		4		9,769,388		2,077		intron_variant		GATAD1						7

		BovineHD0400002937		rs43371323		4		9,777,333		7,946		intergenic_variant								7

		BovineHD0400002939		rs136542708		4		9,779,525		2,193		intergenic_variant								7

		BovineHD0400002942		rs110786885		4		9,798,086		18,562		intron_variant		PEX1						7

		BTB-00165617		rs43372159		4		9,818,598		20,513		intron_variant		PEX1						7

		BovineHD0400002951		rs110799110		4		9,827,728		9,131		synonymous_variant		PEX1						7

		BovineHD0400002953		rs43372177		4		9,836,002		8,275		intron_variant		PEX1						7

		BovineHD0400002955		rs43376115		4		9,846,046		10,045		synonymous_variant		PEX1						7

		BovineHD0400002957		rs137280342		4		9,862,599		16,554		intron_variant		PEX1						7

		BovineHD0400002973		rs137111726		4		9,919,989		57,391		intron_variant		FAM133B						7

		BovineHD0400002982		rs110728026		4		9,937,491		17,503		intergenic_variant								7

		BovineHD0400002988		rs110427816		4		9,943,230		5,740		intron_variant		CDK6						7

		ARS-BFGL-NGS-112129		rs110764575		4		9,984,631		41,402		intron_variant		CDK6						7

		BovineHD0400003020		rs110100615		4		10,002,913		18,283		intron_variant		CDK6						7

		BovineHD0400003027		rs109102784		4		10,026,240		23,328		intron_variant		CDK6						7

		BovineHD0400003032		rs109250238		4		10,038,688		12,449		intron_variant		CDK6						7

		BovineHD0400003034		rs108952639		4		10,040,644		1,957		intron_variant		CDK6						7

		BovineHD0400003052		rs109204564		4		10,100,695		60,052		intron_variant		CDK6						7

		BovineHD0400003067		rs42524820		4		10,158,926		58,232		intron_variant		CDK6						7

		BovineHD0400003072		rs42524799		4		10,175,580		16,655		intron_variant		CDK6						7

		BovineHD0400003089		rs132715586		4		10,278,587		103,008		intergenic_variant								7

		BovineHD0400003092		rs133479626		4		10,290,294		11,708		intergenic_variant								7

		Hapmap35652-SCAFFOLD151622_1051		rs29010298		4		10,295,895		5,602		intergenic_variant								7

		BovineHD0400003096		rs42523996		4		10,311,253		15,359		intergenic_variant								7

		BTA-02892-no-rs		rs29010437		4		10,319,593		8,341		intergenic_variant								7

		BovineHD0400003105		rs42360408		4		10,371,269		51,677		intergenic_variant								7

		BovineHD0400003111		rs42360392		4		10,384,903		13,635		intergenic_variant								7

		BovineHD0400003113		rs42360381		4		10,387,935		3,033		intergenic_variant								7

		BovineHD0400003115		rs42360374		4		10,390,901		2,967		intergenic_variant								7

		BovineHD0400003117		rs135642425		4		10,397,385		6,485		intergenic_variant								7

		BovineHD0400003119		rs134774609		4		10,400,014		2,630		intergenic_variant								7

		BovineHD0400003122		rs135072542		4		10,413,732		13,719		intergenic_variant								7

		BovineHD0400003132		rs109952746		4		10,455,568		41,837		intergenic_variant								7

		BTA-109124-no-rs		rs41571597		4		10,471,725		16,158		intergenic_variant								7

		BovineHD0400003153		rs109149575		4		10,559,673		87,949		intron_variant		HEPACAM2						7

		BovineHD0400003156		rs133395556		4		10,573,511		13,839		intron_variant		HEPACAM2						7

		BovineHD0400003205		rs42358336		4		10,785,247		211,737		intron_variant		CALCR						7

		BovineHD0400003213		rs133035163		4		10,813,397		28,151		intron_variant		CALCR						7

		BovineHD0400003216		rs42940198		4		10,818,267		4,871		intron_variant		CALCR						7

		BovineHD0400003218		rs110721351		4		10,820,707		2,441		intron_variant		CALCR						7

		BovineHD0400003220		rs134572465		4		10,822,011		1,305		intron_variant		CALCR						7

		BovineHD0400003222		rs133501043		4		10,823,891		1,881		intron_variant		CALCR						7

		BovineHD0400003228		rs136876542		4		10,836,196		12,306		intron_variant		CALCR						7

		ARS-BFGL-NGS-68586		rs109384515		4		10,857,725		21,530		intergenic_variant								7

		BovineHD0400003252		rs43375275		4		10,912,828		55,104		intergenic_variant								7

		BovineHD0400003260		rs42810207		4		10,930,590		17,763		intergenic_variant								7

		BovineHD0400003261		rs41614714		4		10,935,791		5,202		intergenic_variant								7

		BovineHD4100002650		rs41608020		4		10,992,555		56,765		intergenic_variant								7

		BovineHD0400003273		rs110437248		4		11,007,609		15,055		intergenic_variant								7

		BovineHD0400003282		rs43361154		4		11,048,943		41,335		intergenic_variant								7

		BovineHD0400003286		rs42999027		4		11,076,917		27,975		intergenic_variant								7

		BovineHD0400003289		rs132742958		4		11,084,975		8,059		intergenic_variant								7

		BovineHD0400003291		rs135513600		4		11,087,488		2,514		intergenic_variant								7

		BovineHD0400003293		rs134482579		4		11,090,913		3,426		intergenic_variant								7

		BovineHD0400003296		rs42953760		4		11,111,632		20,720		intergenic_variant								7

		BovineHD0400003298		rs42953754		4		11,119,860		8,229		intergenic_variant								7

		BovineHD0400003301		rs110867295		4		11,134,911		15,052		intergenic_variant								7

		BovineHD0400003304		rs110119634		4		11,143,002		8,092		intergenic_variant								7

		BovineHD0400003309		rs110322086		4		11,160,963		17,962		intergenic_variant								7

		BovineHD0400003314		rs42982410		4		11,171,134		10,172		intergenic_variant								7

		BovineHD0400003319		rs133435318		4		11,178,242		7,109		intergenic_variant								7

		BovineHD0400003321		rs110681202		4		11,180,083		1,842		intergenic_variant								7

		BovineHD0400003328		rs109519947		4		11,208,139		28,057		intron_variant		TFPI2						7

		BovineHD0400003336		rs110381386		4		11,244,886		36,748		intron_variant		GNG11						7

		BovineHD0400003339		rs110427631		4		11,255,804		10,919		intergenic_variant								7

		BovineHD0400003349		rs136979418		4		11,278,487		22,684		intergenic_variant								7

		Hapmap53581-rs29012683		rs29012683		4		11,285,836		7,350		intergenic_variant								7

		BovineHD0400003358		rs137315948		4		11,299,315		13,480		intergenic_variant								7

		BovineHD4100002651		rs41662283		4		11,305,095		5,781		intergenic_variant								7

		BovineHD4100002652		rs41662274		4		11,307,450		2,356		intergenic_variant								7

		BovineHD0400003363		rs109649347		4		11,309,439		1,990		intergenic_variant								7

		BovineHD0400003368		rs133080390		4		11,325,271		15,833		intergenic_variant								7

		BovineHD0400003371		rs132829895		4		11,329,052		3,782		intergenic_variant								7

		BovineHD0400003384		rs136880786		4		11,345,313		16,262		intergenic_variant								7

		BovineHD0400003386		rs136482308		4		11,350,373		5,061		intergenic_variant								7

		BovineHD0400003388		rs42555278		4		11,353,068		2,696		intergenic_variant								7

		BovineHD0400003406		rs110143000		4		11,383,973		30,906		intergenic_variant								7

		BovineHD0400003409		rs108989798		4		11,397,265		13,293		intergenic_variant								7

		BovineHD4100002654		rs133084108		4		11,403,686		6,422		intergenic_variant								7

		BovineHD0400003412		rs43056939		4		11,406,291		2,606		intergenic_variant								7

		BovineHD0400003414		rs43104793		4		11,415,399		9,109		intergenic_variant								7

		BovineHD0400003419		rs136778462		4		11,436,066		20,668		intergenic_variant								7

		BovineHD0400003426		rs110785401		4		11,469,914		33,849		intergenic_variant								7

		Hapmap41577-BTA-54943		rs41585974		4		11,489,447		19,534		intergenic_variant								7

		BovineHD0400003432		rs42015642		4		11,500,648		11,202		intergenic_variant								7

		BovineHD0400003434		rs42015025		4		11,502,536		1,889		intergenic_variant								7

		BovineHD0400003436		rs110809682		4		11,504,443		1,908		intergenic_variant								7

		BovineHD0400003440		rs42014996		4		11,510,702		6,260		intergenic_variant								7

		BovineHD0400003441		rs42014979		4		11,512,393		1,692		intergenic_variant								7

		BovineHD4100002656		rs41637726		4		11,536,059		23,667		intergenic_variant								7

		BovineHD0400003450		rs42015693		4		11,556,712		20,654		intergenic_variant								7

		BovineHD0400003454		rs42015697		4		11,577,349		20,638		intergenic_variant								7

		BovineHD0400003458		rs109636649		4		11,592,323		14,975		intergenic_variant								7

		BovineHD0400003459		rs135711324		4		11,597,724		5,402		intergenic_variant								7

		BovineHD0400003461		rs42016044		4		11,611,608		13,885		intergenic_variant								7

		BovineHD0400003467		rs110311744		4		11,630,437		18,830		intergenic_variant								7

		BovineHD0400003469		rs135389465		4		11,634,302		3,866		intergenic_variant								7

		BovineHD0400003472		rs137812698		4		11,639,743		5,442		intergenic_variant								7

		BovineHD0400003487		rs135709030		4		11,702,972		63,230		intergenic_variant								7

		BovineHD0400003492		rs109716882		4		11,725,236		22,265		intergenic_variant								7

		BovineHD0400003509		rs109010790		4		11,766,851		41,616		intergenic_variant								7

		Hapmap52420-rs29024866		rs29024866		4		11,774,467		7,617		intergenic_variant								7

		BovineHD4100002659		rs41588659		4		11,799,259		24,793		intron_variant		COL1A2						7

		BovineHD0400003520		rs110726126		4		11,804,120		4,862		intron_variant		COL1A2						7

		BovineHD0400003523		rs109693453		4		11,821,999		17,880		intergenic_variant								7

		BovineHD0400003525		rs110520794		4		11,826,927		4,929		intergenic_variant								7

		BovineHD0400003527		rs109387645		4		11,834,305		7,379		intergenic_variant								7

		BovineHD0400003531		rs109743129		4		11,847,331		13,027		intergenic_variant								7

		ARS-BFGL-NGS-31916		rs110827485		4		11,992,215		144,885		intergenic_variant								7

		BTA-70340-no-rs		rs41650679		4		12,032,541		40,327		intron_variant		SGCE						7

		BovineHD0400003567		rs109921611		4		12,040,720		8,180		intron_variant		SGCE						7

		BovineHD0400003571		rs110534925		4		12,055,432		14,713		intron_variant		SGCE						7

		BovineHD0400003580		rs110878764		4		12,082,509		27,078		intron_variant		SGCE						7

		BovineHD0400003583		rs109922965		4		12,102,083		19,575		intron_variant		SGCE						7

		BovineHD0400003586		rs109550376		4		12,107,085		5,003		intron_variant		SGCE						7

		BovineHD0400003589		rs137751955		4		12,125,467		18,383		intron_variant		SGCE						7

		BovineHD0400003592		rs110891986		4		12,128,367		2,901		intron_variant		SGCE						7

		BovineHD0400003594		rs110833353		4		12,133,464		5,098		intron_variant		SGCE						7

		BovineHD0400003596		rs109286855		4		12,137,750		4,287		intron_variant		SGCE						7

		BovineHD0400003599		rs136619591		4		12,143,217		5,468		intron_variant		SGCE						7

		BovineHD0400003601		rs110825076		4		12,146,900		3,684		intron_variant		SGCE						7

		ARS-BFGL-NGS-48662		rs110708143		4		12,221,690		74,791		intron_variant		PPP1R9A						7

		BovineHD0400003649		rs134667325		4		12,352,258		130,569		intron_variant		PPP1R9A						7

		BovineHD0400003661		rs136684087		4		12,365,877		13,620		intron_variant		PPP1R9A						7

		BovineHD0400003673		rs110382500		4		12,442,325		76,449		intron_variant		PPP1R9A						7

		BovineHD0400003681		rs110668837		4		12,482,275		39,951		intron_variant		PPP1R9A						7

		ARS-BFGL-NGS-12804		rs110018497		4		12,495,114		12,840		intron_variant		PPP1R9A						7

		BovineHD0400003698		rs109129741		4		12,549,248		54,135		intron_variant		PON1						7

		BovineHD0400003702		rs109844906		4		12,565,354		16,107		synonymous_variant		PON1						7

		BovineHD0400003704		rs136549957		4		12,569,751		4,398		intron_variant		PON1						7

		BovineHD0400003707		rs110459801		4		12,576,634		6,884		intergenic_variant								7

		BTB-01114756		rs42269361		4		27,587,323		15,010,690		intron_variant		HDAC9						8

		BovineHD0400008014		rs110677638		4		27,597,155		9,833		intron_variant		HDAC9						8

		BovineHD0400008016		rs42269349		4		27,614,808		17,654		intron_variant		HDAC9						8

		BovineHD0400008020		rs42269013		4		27,623,929		9,122		intron_variant		HDAC9						8

		BovineHD0400008022		rs42269026		4		27,625,855		1,927		intron_variant		HDAC9						8

		BovineHD0400008024		rs42269334		4		27,628,446		2,592		intron_variant		HDAC9						8

		UA-IFASA-4775		rs29021086		4		27,630,616		2,171		intron_variant		HDAC9						8

		BovineHD0400008028		rs109155729		4		27,642,863		12,248		intron_variant		HDAC9						8

		BovineHD0400008033		rs135028272		4		27,665,886		23,024		intron_variant		HDAC9						8

		BovineHD0400008035		rs109077241		4		27,678,906		13,021		intergenic_variant								8

		Hapmap48233-BTA-16470		rs109947844		4		27,698,255		19,350		intergenic_variant								8

		BovineHD0400012367		rs42454656		4		44,835,312		17,137,058		intron_variant		RELN				14		9

		BovineHD0400012371		rs110549293		4		44,855,123		19,812		intron_variant		RELN				14		9

		ARS-BFGL-NGS-11339		rs109569524		4		44,863,584		8,462		intron_variant		RELN				14		9

		BovineHD0400012377		rs42454631		4		44,879,665		16,082		intron_variant		RELN				14		9

		BovineHD0400012382		rs42453924		4		44,904,768		25,104		intron_variant		RELN				14		9

		BovineHD0400012396		rs132634630		4		44,975,212		70,445		intron_variant		RELN				14		9

		BovineHD0400012415		rs134003278		4		45,090,033		114,822		intron_variant		RELN				14		9

		BovineHD0400012417		rs133058568		4		45,099,562		9,530		intron_variant		RELN				14		9

		ARS-BFGL-NGS-29867		rs110172941		4		45,161,683		62,122		intron_variant		RELN				14		9

		BovineHD0400012439		rs42802793		4		45,205,898		44,216		intron_variant		RELN				14		9

		BovineHD0400012444		rs109414861		4		45,233,534		27,637		intergenic_variant						14		9

		ARS-BFGL-NGS-90711		rs110801866		4		45,313,027		79,494		intergenic_variant						14		9

		BovineHD0400012466		rs110302453		4		45,334,461		21,435		intron_variant		ORC5				14		9

		BovineHD0400012469		rs134567892		4		45,355,992		21,532		intron_variant		ORC5				14		9

		BovineHD0400012472		rs42685977		4		45,368,911		12,920		intron_variant		ORC5				14		9

		BovineHD0400012474		rs109896943		4		45,375,936		7,026		intron_variant		ORC5				14		9

		BovineHD0400012477		rs42685962		4		45,383,439		7,504		intron_variant		ORC5				14		9

		BTB-01562667		rs42685998		4		45,400,553		17,115		intron_variant		ORC5				14		9

		BovineHD0400012482		rs42686011		4		45,407,842		7,290		intron_variant		ORC5				14		9

		BovineHD0400012486		rs42686027		4		45,421,947		14,106		intergenic_variant						14		9

		BovineHD0400012488		rs42686936		4		45,431,453		9,507		intergenic_variant						14		9

		BovineHD0400012491		rs42686958		4		45,442,459		11,007		intergenic_variant						14		9

		BovineHD0400012493		rs133263381		4		45,448,862		6,404		intergenic_variant						14		9

		BovineHD0400012499		rs43073403		4		45,480,987		32,126		intergenic_variant						14		9

		BovineHD0400012501		rs43073408		4		45,484,166		3,180		intergenic_variant						14		9

		BovineHD0400012506		rs42621343		4		45,501,584		17,419		intergenic_variant						14		9

		BovineHD0400012510		rs42620390		4		45,519,414		17,831		intergenic_variant						14		9

		BovineHD0400012512		rs135526088		4		45,530,153		10,740		intergenic_variant						14		9

		BovineHD0400012528		rs42472768		4		45,586,102		55,950		intron_variant		LHFPL3				14		9

		BTB-01351245		rs42472761		4		45,597,060		10,959		intron_variant		LHFPL3				14		9

		BovineHD0400012521		rs109930764		4		45,602,329		5,270		intron_variant		LHFPL3				14		9

		BovineHD0400012524		rs42472743		4		45,614,407		12,079		intron_variant		LHFPL3				14		9

		BovineHD0400012530		rs42472029		4		45,623,751		9,345		intron_variant		LHFPL3				14		9

		BovineHD0400012532		rs42472023		4		45,628,345		4,595		intron_variant		LHFPL3				14		9

		BovineHD0400012536		rs133616209		4		45,645,925		17,581		intron_variant		LHFPL3				14		9

		BovineHD0400012538		rs137803086		4		45,651,625		5,701		intron_variant		LHFPL3				14		9

		BovineHD0400012540		rs42471989		4		45,659,972		8,348		intron_variant		LHFPL3				14		9

		BovineHD0400012543		rs42471971		4		45,678,952		18,981		intron_variant		LHFPL3				14		9

		BovineHD0400012544		rs42471959		4		45,688,870		9,919		intron_variant		LHFPL3				14		9

		BovineHD0400012547		rs42471170		4		45,693,148		4,279		intron_variant		LHFPL3				14		9

		BovineHD0400012549		rs134197904		4		45,695,444		2,297		intron_variant		LHFPL3				14		9

		BovineHD0400012551		rs133674775		4		45,697,497		2,054		intron_variant		LHFPL3				14		9

		BovineHD0400012554		rs42471207		4		45,700,086		2,590		intron_variant		LHFPL3				14		9

		BovineHD0400012557		rs42471218		4		45,702,050		1,965		intron_variant		LHFPL3				14		9

		BovineHD0400012559		rs42471934		4		45,703,187		1,138		intron_variant		LHFPL3				14		9

		BovineHD0400012561		rs42471948		4		45,704,599		1,413		intron_variant		LHFPL3				14		9

		BovineHD0400012563		rs42471163		4		45,706,801		2,203		intron_variant		LHFPL3				14		9

		ARS-BFGL-NGS-108242		rs110089943		4		45,708,458		1,658		intron_variant		LHFPL3				14		9

		BovineHD0400012566		rs133063502		4		45,710,143		1,686		intron_variant		LHFPL3				14		9

		BovineHD0400012572		rs42471145		4		45,727,439		17,297		intron_variant		LHFPL3				14		9

		BovineHD0400012575		rs109868652		4		45,736,895		9,457		intron_variant		LHFPL3				14		9

		ARS-BFGL-NGS-79746		rs109684311		4		45,744,514		7,620		intron_variant		LHFPL3				14		9

		BovineHD0400012579		rs42479534		4		45,748,012		3,499		intron_variant		LHFPL3				14		9

		BovineHD0400012587		rs42478714		4		45,765,625		17,614		intron_variant		LHFPL3				14		9

		BovineHD0400012590		rs42478729		4		45,770,156		4,532		intron_variant		LHFPL3				14		9

		ARS-BFGL-NGS-23878		rs43152294		4		45,779,722		9,567		intron_variant		LHFPL3				14		9

		BovineHD0400012595		rs43152300		4		45,782,054		2,333		intron_variant		LHFPL3				14		9

		BovineHD0400012597		rs42720183		4		45,789,015		6,962		intron_variant		LHFPL3				14		9

		BovineHD4100002831		rs41625655		4		45,792,871		3,857		intron_variant		LHFPL3				14		9

		BovineHD0400012605		rs42720177		4		45,823,927		31,057		intron_variant		LHFPL3				14		9

		BovineHD0400012607		rs137696867		4		45,826,478		2,552		intron_variant		LHFPL3				14		9

		BovineHD0400012612		rs42720148		4		45,836,836		10,359		intron_variant		LHFPL3				14		9

		BovineHD0400012622		rs110388289		4		45,870,356		33,521		intron_variant		LHFPL3				14		9

		BovineHD0400012624		rs109349838		4		45,890,819		20,464		intron_variant		LHFPL3				14		9

		BovineHD0400012628		rs136230711		4		45,907,456		16,638		intron_variant		LHFPL3				14		9

		BovineHD0400012630		rs134965478		4		45,909,553		2,098		intron_variant		LHFPL3				14		9

		BovineHD0400012632		rs133813544		4		45,911,044		1,492		intron_variant		LHFPL3				14		9

		BovineHD0400012634		rs132651069		4		45,912,744		1,701		intron_variant		LHFPL3				14		9

		BovineHD0400012636		rs137521598		4		45,914,559		1,816		intron_variant		LHFPL3				14		9

		BovineHD0400012638		rs137104308		4		45,917,596		3,038		intron_variant		LHFPL3				14		9

		BovineHD0400012641		rs133682138		4		45,919,845		2,250		intron_variant		LHFPL3				14		9

		BovineHD0400012645		rs109581604		4		45,928,422		8,578		intron_variant		LHFPL3				14		9

		ARS-BFGL-NGS-101418		rs110496054		4		45,932,932		4,511		intron_variant		LHFPL3				14		9

		BovineHD0400012648		rs137259678		4		45,934,833		1,902		intron_variant		LHFPL3				14		9

		BovineHD0400012650		rs110658364		4		45,936,306		1,474		intron_variant		LHFPL3				14		9

		BovineHD0400012652		rs136052304		4		45,938,532		2,227		intron_variant		LHFPL3				14		9

		BovineHD0400012654		rs134960445		4		45,941,143		2,612		intron_variant		LHFPL3				14		9

		BovineHD0400012658		rs132646477		4		45,955,541		14,399		intron_variant		LHFPL3				14		9

		BovineHD0400012661		rs136367801		4		45,965,156		9,616		intron_variant		LHFPL3				14		9

		BovineHD0400012664		rs135527899		4		45,972,708		7,553		intron_variant		LHFPL3						9

		BovineHD0400012668		rs135579340		4		45,986,871		14,164		intron_variant		LHFPL3						9

		BovineHD0400012670		rs134487860		4		45,988,030		1,160		intron_variant		LHFPL3						9

		BovineHD0400012672		rs133825948		4		45,993,523		5,494		intergenic_variant								9

		BovineHD0400012680		rs133110477		4		46,002,303		8,781		intergenic_variant								9

		BovineHD0400012685		rs43393904		4		46,016,455		14,153		intergenic_variant								9

		BovineHD0400012707		rs135432761		4		46,080,268		63,814		intergenic_variant								9

		BovineHD0400012709		rs43395542		4		46,083,593		3,326		intergenic_variant								9

		BovineHD0400012712		rs43395546		4		46,090,254		6,662		intergenic_variant								9

		BovineHD0400012714		rs43395563		4		46,100,309		10,056		intergenic_variant								9

		BovineHD0400012716		rs109863178		4		46,110,910		10,602		intergenic_variant								9

		BovineHD0400012718		rs43395580		4		46,114,173		3,264		intergenic_variant								9

		BovineHD0400012720		rs133803942		4		46,115,694		1,522		intergenic_variant								9

		BovineHD0400012723		rs43395596		4		46,123,203		7,510		intergenic_variant								9

		BovineHD0400012726		rs43395582		4		46,136,708		13,506		intergenic_variant								9

		BovineHD0400012734		rs109129312		4		46,173,796		37,089		intergenic_variant								9

		BovineHD0400012736		rs134614546		4		46,182,222		8,427		intergenic_variant								9

		BovineHD0400012742		rs43388432		4		46,210,569		28,348		intron_variant		KMT2E						9

		BovineHD0400012746		rs43388449		4		46,239,241		28,673		intron_variant		KMT2E						9

		BovineHD0400012748		rs43388460		4		46,250,693		11,453		intron_variant		KMT2E						9

		BovineHD0400012752		rs110395202		4		46,267,731		17,039		intron_variant		KMT2E						9

		BovineHD0400012758		rs43388488		4		46,295,527		27,797		intron_variant		SRPK2						9

		BTB-00182813		rs43388503		4		46,311,240		15,714		intron_variant		SRPK2						9

		BTB-00183295		rs43393384		4		46,389,181		77,942		intron_variant		SRPK2						9

		BovineHD0400015071		rs109034930		4		54,724,637		8,335,457		intergenic_variant						15		10

		BovineHD0400015074		rs41588632		4		54,732,415		7,779		intergenic_variant						15		10

		BovineHD0400015076		rs43394621		4		54,743,084		10,670		intergenic_variant						15		10

		BovineHD0400015085		rs43394585		4		54,804,912		61,829		intergenic_variant						15		10

		BovineHD0400015093		rs43394562		4		54,844,670		39,759		intergenic_variant						15		10

		BovineHD0400015108		rs42760981		4		54,949,296		104,627		intergenic_variant						15		10

		BovineHD0400015116		rs42760958		4		55,001,658		52,363		intergenic_variant						15		10

		BTB-01263701		rs42285110		4		55,031,477		29,820		intergenic_variant						15		10

		BovineHD0400015121		rs42285123		4		55,040,171		8,695		intergenic_variant						15		10

		BTB-00555748		rs41724453		4		55,064,396		24,226		intergenic_variant						15		10

		BovineHD0400015135		rs42285946		4		55,104,362		39,967		intergenic_variant						15		10

		BovineHD0400015143		rs42285980		4		55,152,278		47,917		intergenic_variant						15		10

		BovineHD0400015145		rs42285986		4		55,155,744		3,467		intergenic_variant						15		10

		BovineHD0400015147		rs42285994		4		55,165,646		9,903		intergenic_variant						15		10

		BovineHD0400015155		rs110364054		4		55,217,341		51,696		intergenic_variant						15		10

		BovineHD0400015161		rs42851070		4		55,238,101		20,761		intergenic_variant						15		10

		BovineHD0400015163		rs42851064		4		55,244,303		6,203		intergenic_variant						15		10

		BovineHD0400015168		rs135426061		4		55,260,471		16,169		intergenic_variant						15		10

		BovineHD0400015172		rs42286594		4		55,270,675		10,205		intergenic_variant						15		10

		BovineHD0400015176		rs136612707		4		55,283,836		13,162		intergenic_variant						15		10

		BovineHD0400015179		rs42286015		4		55,289,147		5,312		intergenic_variant						15		10

		BTB-01263819		rs42286027		4		55,301,993		12,847		intergenic_variant						15		10

		BovineHD0400015187		rs42286547		4		55,326,061		24,069		intron_variant		GPR85				15		10

		BovineHD0400015191		rs42286554		4		55,334,874		8,814		intergenic_variant						15		10

		BovineHD0400015196		rs42997610		4		55,356,950		22,077		intergenic_variant						15		10

		BovineHD0400015198		rs42998434		4		55,358,812		1,863		intergenic_variant						15		10

		BovineHD0400015200		rs42997626		4		55,360,486		1,675		intergenic_variant						15		10

		BovineHD0400015202		rs42997618		4		55,361,845		1,360		intergenic_variant						15		10

		BovineHD0400015203		rs110643293		4		55,372,800		10,956		intergenic_variant						15		10

		BovineHD0400015206		rs42998473		4		55,374,529		1,730		intergenic_variant						15		10

		BovineHD0400015209		rs43753469		4		55,377,151		2,623		intergenic_variant						15		10

		BovineHD0900024987		rs134537141		4		55,393,935		16,785		intergenic_variant						15		10

		BovineHD0400015370		rs110912536		4		55,409,642		15,708		intergenic_variant						15		10

		BovineHD0400015372		rs136222425		4		55,413,197		3,556		intergenic_variant						15		10

		BovineHD0400015374		rs109283406		4		55,415,578		2,382		intergenic_variant						15		10

		BovineHD0400015391		rs42904701		4		55,481,540		65,963		intron_variant		BMT2				15		10

		BovineHD0400015400		rs110600473		4		55,513,436		31,897		intron_variant		BMT2				15		10

		BovineHD0400015404		rs132843783		4		55,529,499		16,064		intron_variant		BMT2				15		10

		BovineHD0400015411		rs43391906		4		55,562,479		32,981		intron_variant		TMEM168				15		10

		BovineHD0400015415		rs43391918		4		55,576,720		14,242		intron_variant		TMEM168				15		10

		BovineHD0400015416		rs137817723		4		55,585,322		8,603		intron_variant		TMEM168				15		10

		BovineHD0400015419		rs110239716		4		55,596,524		11,203		intron_variant		TMEM168				15		10

		BovineHD0400015421		rs109566700		4		55,606,531		10,008		intron_variant		TMEM168				15		10

		BovineHD0400015423		rs134506006		4		55,610,593		4,063		intron_variant		TMEM168				15		10

		BovineHD0400015427		rs111021881		4		55,617,011		6,419		intron_variant		TMEM168				15		10

		BovineHD0400015429		rs133264159		4		55,618,606		1,596		intergenic_variant						15		10

		BovineHD0400015431		rs135605952		4		55,621,040		2,435		intergenic_variant						15		10

		BovineHD0400015433		rs110853567		4		55,623,940		2,901		intergenic_variant						15		10

		BovineHD0400015435		rs110237350		4		55,635,684		11,745		intergenic_variant						15		10

		BovineHD0400015437		rs137801599		4		55,638,258		2,575		intergenic_variant						15		10

		BovineHD0400015447		rs110732951		4		55,671,704		33,447		intergenic_variant						15		10

		BovineHD0400015450		rs134424664		4		55,689,721		18,018		intergenic_variant						15		10

		BovineHD0400015452		rs133329109		4		55,696,184		6,464		intergenic_variant						15		10

		BovineHD0400015217		rs109066743		4		55,731,739		35,556		intergenic_variant						15		10

		BovineHD0400015219		rs133590263		4		55,740,690		8,952		intergenic_variant						15		10

		ARS-BFGL-NGS-112401		rs41666843		4		119,015,338		63,274,649		intron_variant		PTPRN2						11

		BovineHD0400035107		rs133209718		4		119,086,693		71,356		intron_variant		PTPRN2						11

		BovineHD0400035109		rs135848786		4		119,091,870		5,178		intron_variant		PTPRN2						11

		BovineHD0400035130		rs135672562		4		119,147,789		55,920		intron_variant		PTPRN2						11

		BovineHD0400035136		rs134808220		4		119,162,201		14,413		intron_variant		PTPRN2						11

		BovineHD0400035139		rs108977953		4		119,164,857		2,657		intron_variant		PTPRN2						11

		BovineHD0400035141		rs110135753		4		119,166,981		2,125		intron_variant		PTPRN2						11

		BovineHD0400035143		rs109505735		4		119,170,631		3,651		intron_variant		PTPRN2						11

		BovineHD0400035149		rs133525063		4		119,195,313		24,683		intron_variant		PTPRN2						11

		BovineHD0400035154		rs109409540		4		119,218,134		22,822		intron_variant		PTPRN2						11

		BovineHD0400035161		rs109478534		4		119,252,384		34,251		intron_variant		PTPRN2						11

		BovineHD0400035166		rs133621334		4		119,277,091		24,708		intron_variant		PTPRN2						11

		BovineHD0400035168		rs109909939		4		119,293,731		16,641		intron_variant		PTPRN2						11

		BovineHD0400035170		rs110868249		4		119,304,944		11,214		intron_variant		PTPRN2						11

		BovineHD0400035175		rs109223023		4		119,321,204		16,261		intron_variant		PTPRN2						11

		ARS-BFGL-NGS-111974		rs110575264		4		119,334,228		13,025		intergenic_variant								11

		BovineHD0400035180		rs109673411		4		119,349,704		15,477		intron_variant		NCAPG2						11

		BovineHD0400035182		rs109802895		4		119,357,420		7,717		synonymous_variant		NCAPG2						11

		BovineHD0400035186		rs109427414		4		119,370,878		13,459		intron_variant		NCAPG2						11

		BovineHD0400035188		rs109938769		4		119,375,544		4,667		intron_variant		NCAPG2						11

		BovineHD0400035190		rs110496276		4		119,388,755		13,212		intron_variant		NCAPG2						11

		BovineHD0400035194		rs110511595		4		119,400,551		11,797		intron_variant		NCAPG2						11

		BovineHD0400035196		rs109149490		4		119,402,707		2,157		intron_variant		NCAPG2						11

		BovineHD0400035199		rs133360856		4		119,422,718		20,012		intergenic_variant								11

		BovineHD0400035200		rs109149830		4		119,428,083		5,366		intergenic_variant								11

		BovineHD0400035202		rs109822911		4		119,433,798		5,716		intron_variant		ESYT2						11

		BovineHD0400035207		rs110148917		4		119,453,966		20,169		intron_variant		ESYT2						11

		BovineHD0400035212		rs110960362		4		119,480,193		26,228		intron_variant		ESYT2						11

		ARS-BFGL-NGS-14567		rs109173000		4		119,508,492		28,300		intergenic_variant								11

		BovineHD0400035220		rs108954747		4		119,523,694		15,203		intergenic_variant								11

		BovineHD0400035222		rs110680486		4		119,528,568		4,875		intron_variant		WDR60						11

		BovineHD0400035225		rs136003802		4		119,534,617		6,050		intron_variant		WDR60						11

		BovineHD0400035227		rs109732059		4		119,538,953		4,337		intron_variant		WDR60						11

		BovineHD0400035231		rs110176167		4		119,557,058		18,106		intron_variant		WDR60						11

		BovineHD0400035236		rs109427998		4		119,572,828		15,771		intron_variant		WDR60						11

		ARS-BFGL-NGS-35527		rs109234489		4		119,612,203		39,376		intergenic_variant								11

		BovineHD0400035246		rs110248177		4		119,621,637		9,435		intergenic_variant								11

		BovineHD0400035251		rs109612897		4		119,642,539		20,903		intron_variant		VIPR2						11

		BovineHD0400035256		rs132800485		4		119,656,860		14,322		intron_variant		VIPR2						11

		BovineHD0400035258		rs109696154		4		119,662,324		5,465		intron_variant		VIPR2						11

		BovineHD0400035260		rs109921999		4		119,671,355		9,032		synonymous_variant		VIPR2						11

		BovineHD0400035265		rs110949533		4		119,690,828		19,474		intron_variant		VIPR2						11

		BovineHD0400035267		rs109251245		4		119,694,343		3,516		intron_variant		VIPR2						11

		ARS-BFGL-NGS-116168		rs110108057		4		119,732,047		37,705		intergenic_variant								11

		BovineHD0400035280		rs110440221		4		119,743,091		11,045		intergenic_variant								11

		BovineHD0400035296		rs136074413		4		119,801,439		58,349		intergenic_variant								11

		ARS-BFGL-NGS-33408		rs109012958		4		119,814,992		13,554		intergenic_variant								11

		BovineHD0500000611		rs42540255		5		2,309,735				intron_variant		TRHDE						12

		BTB-01421314		rs42540242		5		2,323,273		13,539		intron_variant		TRHDE						12

		BovineHD0500000616		rs42539902		5		2,332,817		9,545		intron_variant		TRHDE						12

		BovineHD0500000621		rs42539878		5		2,348,245		15,429		intron_variant		TRHDE						12

		BovineHD0500000623		rs134677600		5		2,361,885		13,641		intron_variant		TRHDE						12

		BovineHD0500000625		rs42539843		5		2,366,616		4,732		intron_variant		TRHDE						12

		BTB-01421204		rs42539832		5		2,371,482		4,867		intergenic_variant								12

		BovineHD0500000630		rs42546719		5		2,382,774		11,293		intergenic_variant								12

		BovineHD0500000633		rs136227706		5		2,392,375		9,602		intergenic_variant								12

		BovineHD0500000637		rs134119975		5		2,417,056		24,682		intergenic_variant								12

		BovineHD0500000640		rs42546673		5		2,438,427		21,372		intergenic_variant								12

		BovineHD0500000641		rs42546668		5		2,441,734		3,308		intergenic_variant								12

		BovineHD0500000652		rs42545784		5		2,476,076		34,343		intergenic_variant								12

		Hapmap43095-BTA-91680		rs41662350		5		2,478,879		2,804		intergenic_variant								12

		BovineHD0500000660		rs42545744		5		2,491,412		12,534		intergenic_variant								12

		BovineHD0500000663		rs42544903		5		2,496,308		4,897		intergenic_variant								12

		BovineHD0500000702		rs42544902		5		2,497,981		1,674		intergenic_variant								12

		BovineHD0500000709		rs135558167		5		2,533,101		35,121		intergenic_variant								12

		BTB-02053074		rs43157783		5		2,577,768		44,668		intergenic_variant								12

		BovineHD0500000678		rs133518401		5		2,623,344		45,577		intergenic_variant								12

		BovineHD0500000682		rs135427502		5		2,653,636		30,293		intergenic_variant								12

		BovineHD0500000684		rs43770002		5		2,660,670		7,035		intergenic_variant								12

		BovineHD0500000687		rs134250971		5		2,675,204		14,535		intergenic_variant								12

		BovineHD0500000690		rs43418601		5		2,691,712		16,509		intergenic_variant								12

		BovineHD0500000695		rs136839847		5		2,703,239		11,528		intergenic_variant								12

		BovineHD0500000714		rs43420032		5		2,735,847		32,609		intergenic_variant								12

		BovineHD0500000715		rs43420050		5		2,738,124		2,278		intergenic_variant								12

		BTB-00214536		rs43420065		5		2,770,867		32,744		intergenic_variant								12

		BovineHD0500000725		rs43420112		5		2,782,054		11,188		intergenic_variant								12

		BovineHD0500000728		rs133902475		5		2,792,465		10,412		intergenic_variant								12

		BovineHD0500000730		rs136655210		5		2,795,829		3,365		intergenic_variant								12

		BovineHD0500000735		rs109032686		5		2,804,866		9,038		intergenic_variant								12

		BTA-75194-no-rs		rs41656282		5		2,823,745		18,880		intergenic_variant								12

		BovineHD0500000746		rs136497718		5		2,859,092		35,348		intergenic_variant								12

		BovineHD0500000748		rs43422346		5		2,868,181		9,090		intergenic_variant								12

		BovineHD0500000757		rs43423775		5		2,947,835		79,655		intergenic_variant								12

		BovineHD0500000759		rs43423785		5		2,955,937		8,103		intergenic_variant								12

		BovineHD0500000766		rs134596186		5		2,993,749		37,813		intergenic_variant								12

		BovineHD0500000769		rs42895964		5		3,008,158		14,410		intergenic_variant								12

		BovineHD0500000771		rs133689081		5		3,015,041		6,884		intergenic_variant								12

		BovineHD0500000773		rs109981101		5		3,025,206		10,166		intergenic_variant								12

		BovineHD0500000781		rs136097045		5		3,074,928		49,723		intergenic_variant								12

		BovineHD0500000789		rs133792760		5		3,106,772		31,845		intergenic_variant								12

		BovineHD0500000791		rs109931000		5		3,108,988		2,217		intergenic_variant								12

		BovineHD0500000793		rs137517509		5		3,112,546		3,559		intergenic_variant								12

		BovineHD0500000799		rs134660321		5		3,142,134		29,589		intergenic_variant								12

		ARS-BFGL-NGS-63288		rs109225646		7		38,708,301				intron_variant		NSD1						13

		BovineHD0700011648		rs109387647		7		38,808,682		100,382		intergenic_variant								13

		BovineHD0700011652		rs132904949		7		38,817,210		8,529		intergenic_variant								13

		BovineHD0700011655		rs110443351		7		38,826,113		8,904		intergenic_variant								13

		BovineHD0700011657		rs135839131		7		38,828,751		2,639		intergenic_variant								13

		BovineHD0700011660		rs109754436		7		38,834,185		5,435		intron_variant		LMAN2						13

		BovineHD0700011663		rs136455604		7		38,843,893		9,709		intron_variant		LMAN2						13

		BovineHD0700011671		rs135203990		7		38,871,855		27,963		intergenic_variant								13

		BovineHD4100005971		rs29013451		7		38,896,352		24,498		intron_variant		SLC34A1						13

		ARS-BFGL-NGS-12006		rs110254923		7		38,979,490		83,139		intron_variant		PDLIM7						13

		BovineHD0700011726		rs109812994		7		39,139,943		160,454		intergenic_variant								13

		ARS-BFGL-NGS-113876		rs109392509		7		39,286,957		147,015		intergenic_variant								13

		BovineHD0700011765		rs43505062		7		39,307,377		20,421		intron_variant		PHYKPL						13

		BovineHD0700011768		rs43505067		7		39,319,689		12,313		intron_variant		COL23A1						13

		BovineHD0700011771		rs137199531		7		39,328,824		9,136		intron_variant		COL23A1						13

		BovineHD0700011774		rs134762693		7		39,335,868		7,045		intron_variant		COL23A1						13

		BovineHD0700011777		rs134892283		7		39,343,803		7,936		intron_variant		COL23A1						13

		BovineHD0700011782		rs110484622		7		39,354,876		11,074		intron_variant		COL23A1						13

		BovineHD0700011791		rs110646445		7		39,362,070		7,195		intron_variant		COL23A1						13

		BovineHD0700011793		rs109621079		7		39,364,570		2,501		intron_variant		COL23A1						13

		BovineHD0700011797		rs110624643		7		39,368,056		3,487		intron_variant		COL23A1						13

		BovineHD0700011801		rs110622620		7		39,371,106		3,051		intron_variant		COL23A1						13

		BovineHD0700011814		rs109851765		7		39,384,893		13,788		intron_variant		COL23A1						13

		BTB-01849321		rs42959669		7		39,395,593		10,701		intron_variant		COL23A1						13

		BovineHD0700011821		rs110873158		7		39,406,638		11,046		intron_variant		COL23A1						13

		ARS-BFGL-NGS-119019		rs42676797		7		39,449,426		42,789		intron_variant		COL23A1						13

		BovineHD0700011830		rs42676809		7		39,458,845		9,420		intron_variant		COL23A1						13

		BTB-01558306		rs42676815		7		39,470,408		11,564		intron_variant		COL23A1						13

		BovineHD4100005976		rs42676824		7		39,485,433		15,026		intron_variant		COL23A1						13

		BovineHD0700011838		rs42677731		7		39,490,977		5,545		intron_variant		COL23A1						13

		BovineHD0700011842		rs42676768		7		39,508,651		17,675		intron_variant		COL23A1						13

		BovineHD0700011844		rs110741451		7		39,516,023		7,373		intron_variant		COL23A1						13

		BovineHD0700011846		rs108983920		7		39,519,456		3,434		intron_variant		COL23A1						13

		BovineHD0700011852		rs42676735		7		39,524,748		5,293		intron_variant		COL23A1						13

		BovineHD0700011855		rs42675816		7		39,532,208		7,461		intron_variant		COL23A1						13

		BovineHD4100005980		rs110264095		7		39,597,206		64,999		intron_variant		COL23A1						13

		BovineHD0700011889		rs42798772		7		39,694,754		97,549		intron_variant		COL23A1						13

		BovineHD0700011891		rs42798792		7		39,698,710		3,957		intron_variant		COL23A1						13

		Hapmap41157-BTA-113254		rs41618316		7		39,721,571		22,862		intergenic_variant								13

		BovineHD0700011900		rs135867289		7		39,732,067		10,497		intergenic_variant								13

		BovineHD0700011903		rs135458926		7		39,743,104		11,038		intergenic_variant								13

		BovineHD0700011905		rs134881475		7		39,745,465		2,362		intron_variant		CLK4						13

		BovineHD0700011909		rs41799566		7		39,748,012		2,548		intron_variant		CLK4						13

		BovineHD0700011911		rs109363320		7		39,750,380		2,369		intron_variant		CLK4						13

		BovineHD0700011914		rs135325084		7		39,752,268		1,889		intron_variant		CLK4						13

		BovineHD4100005982		rs29022444		7		39,754,843		2,576		intron_variant		CLK4						13

		UA-IFASA-9367		rs41578761		7		39,757,313		2,471		intron_variant		CLK4						13

		BovineHD0700011920		rs135572860		7		39,762,694		5,382		intergenic_variant								13

		BovineHD0700011928		rs109936868		7		39,794,340		31,647		intergenic_variant								13

		BovineHD0700011931		rs41801177		7		39,815,562		21,223		intron_variant		ZNF354A						13

		BTB-02073790		rs43173276		7		39,849,561		34,000		intron_variant		PROP1						13

		BovineHD0700011940		rs43173248		7		39,854,733		5,173		intergenic_variant								13

		BovineHD0700011944		rs134934221		7		39,860,398		5,666		intergenic_variant								13

		BovineHD0700011946		rs133356818		7		39,864,279		3,882		intergenic_variant								13

		BTB-01560842		rs42676085		7		39,900,031		35,753		intergenic_variant								13

		BovineHD0700011961		rs42676101		7		39,947,836		47,806		intergenic_variant								13

		BovineHD0700011963		rs42676103		7		39,950,991		3,156		intergenic_variant								13

		BovineHD0700011965		rs42676106		7		39,953,434		2,444		intergenic_variant								13

		ARS-BFGL-NGS-67066		rs110048695		7		39,964,153		10,720		intergenic_variant								13

		BovineHD0700011969		rs43505995		7		39,986,504		22,352		intron_variant		MGAT1						13

		BTB-00301765		rs43505962		7		39,994,553		8,050		intron_variant		MGAT1						13

		BovineHD0700011973		rs134733991		7		40,001,603		7,051		intergenic_variant								13

		BovineHD0700011977		rs43505974		7		40,016,354		14,752		intergenic_variant								13

		BovineHD0700011979		rs43505977		7		40,017,692		1,339		intergenic_variant								13

		BovineHD0700011983		rs42886694		7		40,031,747		14,056		intergenic_variant								13

		BovineHD0700011986		rs109941267		7		40,042,562		10,816		intergenic_variant								13

		BovineHD0700011990		rs109428750		7		40,062,478		19,917		intergenic_variant								13

		BovineHD0700011992		rs136755640		7		40,064,565		2,088		intergenic_variant								13

		BovineHD0700012087		rs137771013		7		40,079,115		14,551		intergenic_variant								13

		BovineHD0700012083		rs134301279		7		40,082,147		3,033		intergenic_variant								13

		BovineHD0700012076		rs134932957		7		40,092,437		10,291		intron_variant		BTNL9						13

		BovineHD0700012095		rs43750503		7		40,106,186		13,750		intron_variant		BTNL9						13

		BovineHD0700012092		rs135908630		7		40,114,074		7,889		intergenic_variant								13

		BovineHD0700012090		rs81109480		7		40,116,127		2,054		intergenic_variant								13

		BovineHD0700012065		rs42761588		7		40,129,501		13,375		intergenic_variant								13

		BovineHD0700012062		rs137615711		7		40,132,515		3,015		intergenic_variant								13

		BovineHD0700012046		rs42761536		7		40,139,917		7,403		intergenic_variant								13

		BovineHD0700012044		rs42772320		7		40,141,372		1,456		intergenic_variant								13

		BovineHD0700012038		rs109430521		7		40,150,833		9,462		intergenic_variant								13

		BovineHD0700012036		rs42772261		7		40,152,417		1,585		intergenic_variant								13

		BovineHD0700012034		rs110048552		7		40,154,619		2,203		intergenic_variant								13

		BovineHD0700012021		rs135367475		7		40,208,242		53,624		intergenic_variant								13

		BovineHD0700012054		rs110304668		7		40,234,709		26,468		intergenic_variant								13

		BovineHD0700012048		rs133674180		7		40,252,523		17,815		intergenic_variant								13

		BovineHD0700012029		rs43514334		7		40,262,814		10,292		intergenic_variant								13

		BovineHD0700012100		rs43513294		7		40,266,099		3,286		intergenic_variant								13

		BovineHD0700012105		rs135887037		7		40,269,429		3,331		intergenic_variant								13

		BovineHD0700012108		rs137604142		7		40,273,921		4,493		intergenic_variant								13

		BovineHD0700012111		rs135373036		7		40,276,138		2,218		intergenic_variant								13

		BovineHD0700012113		rs133982448		7		40,279,297		3,160		intergenic_variant								13

		BovineHD0700012115		rs43514371		7		40,281,288		1,992		intergenic_variant								13

		BovineHD0700012117		rs135286179		7		40,282,773		1,486		intergenic_variant								13

		BovineHD0700012121		rs135276635		7		40,291,854		9,082		intergenic_variant								13

		BovineHD0700012123		rs134303794		7		40,293,035		1,182		intergenic_variant								13

		BovineHD0700012126		rs132747901		7		40,295,760		2,726		intergenic_variant								13

		BovineHD0700012129		rs133333684		7		40,298,914		3,155		intergenic_variant								13

		BovineHD0700012131		rs136357997		7		40,300,580		1,667		intergenic_variant								13

		BovineHD0700012134		rs137769691		7		40,306,084		5,505		intergenic_variant								13

		BovineHD0700012139		rs43514401		7		40,316,016		9,933		intergenic_variant								13

		BovineHD0700012153		rs108985911		7		40,353,194		37,179		intergenic_variant								13

		BovineHD0700012156		rs43514936		7		40,357,298		4,105		intergenic_variant								13

		BovineHD0700012167		rs134908068		7		40,383,320		26,023		intron_variant		TRIM52						13

		BovineHD0700012172		rs43514980		7		40,399,385		16,066		intergenic_variant								13

		BovineHD0700012176		rs110442534		7		40,404,641		5,257		intergenic_variant								13

		BovineHD0700012179		rs136763892		7		40,433,250		28,610		intergenic_variant								13

		BovineHD0700012182		rs43514994		7		40,439,279		6,030		intergenic_variant								13

		BovineHD0700012187		rs132911614		7		40,452,079		12,801		intergenic_variant								13

		BovineHD0700012189		rs135097447		7		40,454,659		2,581		intergenic_variant								13

		BovineHD0700012192		rs43515844		7		40,459,679		5,021		intron_variant		IFI47						13

		BovineHD0700012194		rs43515853		7		40,460,957		1,279		intron_variant		IFI47						13

		BovineHD0700012199		rs43516542		7		40,470,518		9,562		intron_variant		IFI47						13

		BovineHD0700012201		rs135348337		7		40,472,910		2,393		intron_variant		IFI47						13

		BovineHD0700012203		rs43516537		7		40,474,985		2,076		intron_variant		IFI47						13

		BovineHD0700012205		rs137718927		7		40,476,726		1,742		intergenic_variant								13

		BovineHD0700012209		rs43516594		7		40,507,729		31,004		intergenic_variant								13

		BovineHD0700012211		rs43516586		7		40,509,002		1,274		intergenic_variant								13

		BovineHD0700012214		rs43517591		7		40,520,659		11,658		intergenic_variant								13

		BovineHD0700012220		rs133345230		7		40,540,912		20,254		intergenic_variant								13

		BovineHD0700012231		rs108957518		7		40,589,906		48,995		intron_variant		ZNF496						13		13

		BovineHD0700012232		rs42619451		7		40,592,576		2,671		intron_variant		ZNF496						13		13

		BovineHD0700012236		rs132756399		7		40,609,922		17,347		intron_variant		ZNF496						13		13

		BovineHD0700012238		rs135330716		7		40,617,403		7,482		intergenic_variant								13		13

		BovineHD0700012242		rs43517622		7		40,624,610		7,208		intergenic_variant								13		13

		BovineHD0700012246		rs110875578		7		40,638,226		13,617		intergenic_variant								13		13

		BovineHD0700012249		rs43570981		7		40,646,410		8,185		intergenic_variant								13		13

		BovineHD0700012251		rs135914890		7		40,648,617		2,208		intergenic_variant								13		13

		BovineHD0700012262		rs110849184		7		40,684,669		36,053		intron_variant		NLRP3						13		13

		BovineHD0700012263		rs109547582		7		40,689,565		4,897		intron_variant		NLRP3						13		13

		BovineHD0700012271		rs43571562		7		40,721,763		32,199		intergenic_variant								13		13

		BovineHD0700012273		rs137031067		7		40,727,853		6,091		intergenic_variant								13		13

		BovineHD0700012285		rs132776850		7		40,768,918		41,066		intergenic_variant								13		13

		BovineHD0700012299		rs109020477		7		40,818,854		49,937		intergenic_variant								13		13

		BovineHD0700012312		rs43571998		7		40,867,426		48,573		intron_variant		GCSAML						13		13

		BovineHD0700012315		rs136144602		7		40,877,145		9,720		intron_variant		GCSAML						13		13

		BovineHD0700012317		rs135318896		7		40,879,409		2,265		intron_variant		GCSAML						13		13

		BovineHD0700012319		rs133153783		7		40,880,854		1,446		intron_variant		GCSAML						13		13

		BovineHD0700012329		rs42713747		7		40,925,977		45,124		intergenic_variant								13		13

		UA-IFASA-6047		rs41659523		7		40,957,962		31,986		intergenic_variant								13		13

		BovineHD0700012358		rs43066111		7		41,045,217		87,256		intergenic_variant								13		13

		BovineHD0700012361		rs43067478		7		41,049,209		3,993		intergenic_variant								13		13

		BovineHD0700012364		rs43180006		7		41,058,390		9,182		intergenic_variant								13		13

		BovineHD0700012378		rs43162588		7		41,104,756		46,367		intergenic_variant								13		13

		BTB-02038315		rs43147363		7		41,113,860		9,105		intergenic_variant								13		13

		BovineHD0700012382		rs43147378		7		41,118,097		4,238		intergenic_variant								13		13

		BovineHD0700012384		rs43147385		7		41,121,448		3,352		intergenic_variant								13		13

		BovineHD0700012387		rs43072090		7		41,125,658		4,211		intergenic_variant								13		13

		BovineHD0700012398		rs133969805		7		41,162,692		37,035		intergenic_variant								13		13

		BTB-01871912		rs42982817		7		41,170,102		7,411		intron_variant		OR6T1						13		13

		BovineHD0700012392		rs42983632		7		41,209,936		39,835		intergenic_variant								13		13

		BovineHD0700012404		rs134302917		7		41,219,092		9,157		intergenic_variant								13		13

		BovineHD0700012414		rs43512442		7		41,252,219		33,128		intergenic_variant								13		13

		BovineHD0700012416		rs43512451		7		41,253,905		1,687		missense_variant		OR2W3		gAa/gGa				13		13

		BovineHD0700012418		rs43512461		7		41,255,113		1,209		intergenic_variant								13		13

		BovineHD0700012421		rs135137563		7		41,261,062		5,950		intergenic_variant								13		13

		BovineHD0700012424		rs135166683		7		41,272,244		11,183		intergenic_variant								13		13

		BovineHD0700012433		rs43512526		7		41,316,584		44,341		intergenic_variant								13		13

		BTB-00307738		rs43513552		7		41,322,999		6,416		intergenic_variant								13		13

		BovineHD0200030154		rs42207982		7		41,337,362		14,364		intergenic_variant								13		13

		BovineHD0700032996		rs136923005		7		41,349,350		11,989		intergenic_variant								13		13

		BovineHD0700006542		rs137120513		7		41,362,509		13,160		intergenic_variant								13		13

		BovineHD0700006540		rs137594152		7		41,367,165		4,657		intergenic_variant								13		13

		BovineHD0700006538		rs42207999		7		41,374,262		7,098		intergenic_variant								13		13

		BovineHD0700006529		rs42208786		7		41,391,176		16,915		intergenic_variant								13		13

		BovineHD4100005990		rs41662039		7		41,444,745		53,570		intergenic_variant								13		13

		BovineHD0700012461		rs42365889		7		41,494,417		49,673		intergenic_variant								13		13

		BovineHD0700012469		rs42366714		7		41,521,987		27,571		intergenic_variant								13		13

		BTB-01207612		rs42361334		7		41,621,787		99,801		intergenic_variant								13		13

		ARS-BFGL-NGS-104485		rs111019273		7		41,827,969		206,183		missense_variant		OR2L13		tGt/tTt				13		13

		BovineHD0700012563		rs110905849		7		41,979,572		151,604		intergenic_variant								13		13

		ARS-BFGL-NGS-109564		rs110305254		7		42,030,943		51,372		intergenic_variant								13		13

		BovineHD0700012579		rs109183181		7		42,065,855		34,913		intergenic_variant								13		13

		BovineHD0700012583		rs42683318		7		42,081,261		15,407		intergenic_variant								13		13

		BTB-01561766		rs42683304		7		42,096,163		14,903		intergenic_variant								13		13

		BovineHD0700012615		rs109392817		7		42,181,907		85,745		intergenic_variant								13		13

		BovineHD0700012631		rs43518346		7		42,262,305		80,399		intergenic_variant								13		13

		BovineHD0700012656		rs133114825		7		42,382,228		119,924		intergenic_variant								13		13

		BovineHD0700012658		rs135765604		7		42,389,885		7,658		intergenic_variant								13		13

		BovineHD0700012660		rs109382079		7		42,400,368		10,484		intergenic_variant								13		13

		BovineHD0700012662		rs136606039		7		42,402,066		1,699		intergenic_variant								13		13

		BovineHD0700012664		rs109580243		7		42,403,978		1,913		intergenic_variant								13		13

		BovineHD0700012666		rs134788484		7		42,406,769		2,792		intergenic_variant								13		13

		BovineHD0700012668		rs133160398		7		42,408,077		1,309		intergenic_variant								13		13

		BovineHD0700012672		rs135140110		7		42,411,338		3,262		intergenic_variant								13		13

		BovineHD0700012675		rs134351563		7		42,420,555		9,218		intergenic_variant								13		13

		BovineHD0700012677		rs137743296		7		42,423,239		2,685		intergenic_variant								13		13

		BovineHD0700012679		rs109612699		7		42,427,416		4,178		intergenic_variant								13		13

		BovineHD0700012681		rs134314678		7		42,429,320		1,905		intergenic_variant								13		13

		BovineHD0700012683		rs110295527		7		42,430,925		1,606		intergenic_variant								13		13

		BovineHD0700012685		rs135738839		7		42,432,559		1,635		intergenic_variant								13		13

		BovineHD0700012687		rs134177219		7		42,433,745		1,187		intergenic_variant								13		13

		BovineHD0700012689		rs110536003		7		42,435,667		1,923		intergenic_variant								13		13

		BovineHD0700012704		rs43522040		7		42,485,546		49,880		intergenic_variant								13		13

		BovineHD0700012710		rs133551029		7		42,506,414		20,869		intergenic_variant								13		13

		BovineHD0700012717		rs43511904		7		42,543,843		37,430		intergenic_variant								13		13

		ARS-BFGL-NGS-94413		rs43511879		7		42,602,822		58,980		intergenic_variant								13		13

		BovineHD0700012744		rs43522111		7		42,632,691		29,870		intron_variant		ZNF692						13		13

		BovineHD0700012749		rs43511324		7		42,646,759		14,069		intergenic_variant								13		13

		BTB-00308656		rs43512367		7		42,659,928		13,170		intergenic_variant								13		13

		BovineHD0700012764		rs43512413		7		42,701,839		41,912		intergenic_variant								13		13

		BovineHD0700012776		rs42939235		7		42,769,675		67,837		intergenic_variant								13		13

		BovineHD0700012778		rs135579967		7		42,771,000		1,326		intergenic_variant								13		13

		BovineHD0700012782		rs42827938		7		42,777,733		6,734		intergenic_variant								13		13

		BovineHD0700012784		rs42827499		7		42,787,247		9,515		intergenic_variant								13		13

		BovineHD0700012787		rs109925780		7		42,798,381		11,135		intergenic_variant								13		13

		BovineHD0700012790		rs42827471		7		42,807,019		8,639		intergenic_variant								13		13

		BovineHD0700012811		rs42467100		7		42,851,880		44,862		intergenic_variant								13		13

		BovineHD0700012813		rs42467094		7		42,853,145		1,266		intergenic_variant								13		13

		BovineHD0700012822		rs43760654		7		42,872,964		19,820		intergenic_variant								13		13

		BovineHD0700012825		rs43760413		7		42,876,060		3,097		intergenic_variant								13		13

		BovineHD0700012829		rs43755517		7		42,882,010		5,951		intergenic_variant								13		13

		BovineHD0700012843		rs42467849		7		42,981,060		99,051		intergenic_variant								13		13

		BovineHD0700012847		rs42467861		7		42,991,191		10,132		intergenic_variant								13		13

		BovineHD0700012869		rs42468297		7		43,034,518		43,328		intron_variant		MIER2						13		13

		BovineHD4100005997		rs41575807		7		43,064,611		30,094		intergenic_variant								13		13

		BovineHD0700012885		rs109616201		7		43,072,429		7,819		intron_variant		THEG						13		13

		BovineHD0700012899		rs42468876		7		43,096,369		23,941		intron_variant		PRSS57						13		13

		BovineHD0700012901		rs135138077		7		43,107,025		10,657		intron_variant		SHC2						13		13

		BovineHD0700012904		rs42468899		7		43,115,987		8,963		intron_variant		SHC2						13		13

		BovineHD0700012905		rs110641208		7		43,121,206		5,220		intron_variant		SHC2						13		13

		BovineHD0700012946		rs133529847		7		43,290,312		169,107		intergenic_variant								13		13

		BovineHD0700012949		rs110795951		7		43,305,891		15,580		intron_variant		PALM						13		13

		BovineHD0700013055		rs134355002		7		43,790,499		484,609		intron_variant		MUM1						13		13

		BovineHD0700013080		rs43513389		7		43,884,469		93,971		intergenic_variant								13		13

		BovineHD0700013083		rs43513379		7		43,899,424		14,956		intergenic_variant								13		13

		BovineHD0700013094		rs43513371		7		43,915,941		16,518		intergenic_variant								13		13

		BovineHD0700013104		rs43520983		7		43,987,860		71,920		intron_variant		TCF3						13		13

		BovineHD0700013118		rs43520970		7		44,032,791		44,932		intergenic_variant								13		13

		BovineHD0700013125		rs110305683		7		44,076,357		43,567		intergenic_variant								13		13

		BovineHD0700013131		rs110327755		7		44,108,123		31,767		intron_variant		ONECUT3						13		13

		BovineHD0700013140		rs135844296		7		44,149,339		41,217		intergenic_variant								13		13

		BovineHD4100006008		rs110391769		7		44,177,751		28,413		intron_variant		KLF16						13		13

		BovineHD0700013155		rs109395921		7		44,214,336		36,586		intron_variant		SCAMP4						13		13

		ARS-BFGL-NGS-99231		rs110399223		7		44,245,644		31,309		intron_variant		CSNK1G2						13		13

		BovineHD0700013181		rs43520934		7		44,268,446		22,803		intergenic_variant								13		13

		BovineHD0700013191		rs135213583		7		44,307,299		38,854		intergenic_variant								13		13

		BovineHD0700013195		rs43519729		7		44,324,991		17,693		intergenic_variant								13		13

		BovineHD0700013208		rs134707624		7		44,359,442		34,452		intergenic_variant								13		13

		BovineHD0700013218		rs109725372		7		44,414,682		55,241		intergenic_variant								13		13

		BovineHD0700013231		rs137692514		7		44,465,414		50,733		intron_variant		AFF4						13		13

		BovineHD0700013237		rs108953738		7		44,489,364		23,951		intron_variant		AFF4						13		13

		BovineHD0700013313		rs134247192		7		44,823,169		333,806		intergenic_variant								13		13

		BovineHD0700013332		rs43519780		7		44,873,522		50,354		intron_variant		FSTL4						13		13

		ARS-BFGL-NGS-20497		rs43519750		7		44,878,295		4,774		intron_variant		FSTL4						13		13

		BovineHD0700013338		rs109462449		7		44,880,595		2,301		intron_variant		FSTL4						13		13

		BovineHD0700013344		rs43518561		7		44,887,326		6,732		intron_variant		FSTL4						13		13

		BovineHD0700013347		rs43518578		7		44,889,253		1,928		intron_variant		FSTL4						13		13

		BovineHD0700013354		rs43517319		7		44,895,106		5,854		intron_variant		FSTL4						13		13

		BovineHD0700013356		rs134241416		7		44,896,893		1,788		intron_variant		FSTL4						13		13

		BovineHD0700013385		rs43515701		7		44,943,643		46,751		intron_variant		FSTL4						13		13

		BovineHD0700013435		rs42716424		7		45,018,883		75,241		intron_variant		FSTL4						13		13

		BovineHD0700013439		rs42711639		7		45,026,710		7,828		intron_variant		FSTL4						13		13

		BovineHD0700013450		rs42711716		7		45,046,108		19,399		intron_variant		FSTL4						13		13

		BovineHD0700013452		rs42629178		7		45,049,133		3,026		intron_variant		FSTL4						13		13

		BovineHD0700013455		rs43749875		7		45,052,300		3,168		intron_variant		FSTL4						13		13

		BovineHD0700013457		rs135248718		7		45,053,717		1,418		intron_variant		FSTL4						13		13

		BovineHD0700013462		rs133750002		7		45,066,671		12,955		intron_variant		FSTL4						13		13

		BovineHD0700013472		rs136257031		7		45,082,489		15,819		intron_variant		FSTL4						13		13

		BovineHD0700013474		rs134450473		7		45,085,092		2,604		intron_variant		FSTL4						13		13

		BovineHD0700013477		rs42629192		7		45,088,235		3,144		intron_variant		FSTL4						13		13

		BovineHD0700013481		rs136004447		7		45,093,419		5,185		intron_variant		FSTL4						13		13

		BovineHD0700013483		rs134558294		7		45,095,686		2,268		intron_variant		FSTL4						13		13

		BovineHD0700013485		rs133805321		7		45,097,372		1,687		intron_variant		FSTL4						13		13

		BovineHD0700013492		rs135456488		7		45,105,234		7,863		intron_variant		FSTL4						13		13

		BovineHD0700013497		rs134510950		7		45,111,395		6,162		intron_variant		FSTL4						13		13

		BovineHD0700013501		rs135980595		7		45,115,747		4,353		intron_variant		FSTL4						13		13

		BovineHD0700013503		rs134855749		7		45,119,913		4,167		intron_variant		FSTL4						13		13

		BovineHD0700013509		rs109793980		7		45,136,324		16,412		intron_variant		FSTL4						13		13

		BovineHD0700013511		rs42627039		7		45,137,876		1,553		intron_variant		FSTL4						13		13

		BovineHD0700013522		rs42627068		7		45,160,234		22,359		intron_variant		FSTL4						13		13

		BovineHD0700013529		rs109951765		7		45,183,260		23,027		intron_variant		FSTL4						13		13

		BovineHD0700013537		rs132804240		7		45,201,303		18,044		intron_variant		FSTL4						13		13

		BovineHD0700013542		rs134119112		7		45,209,193		7,891		intron_variant		FSTL4						13		13

		BovineHD0700013547		rs135253244		7		45,216,232		7,040		intron_variant		FSTL4						13		13

		BovineHD0700013549		rs133323123		7		45,218,069		1,838		intron_variant		FSTL4						13		13

		BovineHD0700013554		rs42521974		7		45,224,821		6,753		intron_variant		FSTL4						13		13

		BovineHD0700013556		rs135298974		7		45,225,939		1,119		intron_variant		FSTL4						13		13

		BovineHD0700013559		rs137364824		7		45,232,020		6,082		intron_variant		FSTL4						13		13

		BovineHD0700013562		rs136265521		7		45,235,342		3,323		intron_variant		FSTL4						13		13

		BovineHD0700013569		rs42520924		7		45,251,249		15,908		missense_variant		FSTL4		gGt/gAt				13		13

		BovineHD0700013573		rs42520908		7		45,256,468		5,220		intron_variant		FSTL4						13		13

		BTB-01401013		rs42520848		7		45,275,258		18,791		intergenic_variant								13		13

		BovineHD0800031480		rs43018290		7		45,289,965		14,708		intergenic_variant								13		13

		ARS-BFGL-NGS-62333		rs109782476		7		45,323,826		33,862		intergenic_variant								13		13

		BovineHD4100006018		rs41658532		7		45,354,273		30,448		intergenic_variant								13		13

		BovineHD0700013586		rs42526007		7		45,364,510		10,238		intergenic_variant								13		13

		BovineHD0700013588		rs110230280		7		45,380,445		15,936		intergenic_variant								13		13

		BovineHD0700013592		rs133292573		7		45,390,931		10,487		intergenic_variant								13		13

		BovineHD0700013596		rs137344511		7		45,400,999		10,069		intergenic_variant								13		13

		BovineHD0700013599		rs42525966		7		45,405,258		4,260		intergenic_variant								13		13

		BovineHD0700013601		rs42525959		7		45,407,156		1,899		intergenic_variant								13		13

		BovineHD0700013603		rs42525944		7		45,410,447		3,292		intergenic_variant								13		13

		BovineHD0700013605		rs109348369		7		45,413,050		2,604		intergenic_variant								13		13

		Hapmap47127-BTA-88691		rs41657929		7		45,423,102		10,053		intergenic_variant								13		13

		BovineHD0700013616		rs109864726		7		45,446,749		23,648		intergenic_variant								13		13

		BovineHD0700013697		rs134045749		7		45,627,158		180,410		intergenic_variant								13		13

		BovineHD0700013756		rs133513860		7		45,874,988		247,831		intergenic_variant								13		13

		BovineHD0700013824		rs43514917		7		46,233,264		358,277		intron_variant		SEC24A						13		13

		BovineHD0700013827		rs110704563		7		46,239,990		6,727		intron_variant		SEC24A						13		13

		BovineHD0700013876		rs43513846		7		46,403,735		163,746		intron_variant		TXNDC15						13		13

		BovineHD0700013892		rs43521909		7		46,448,681		44,947		intron_variant		CATSPER3						13		13

		ARS-BFGL-NGS-97073		rs110469043		7		46,454,923		6,243		intergenic_variant								13		13

		BovineHD0700013899		rs43521856		7		46,470,564		15,642		intergenic_variant								13		13

		BovineHD0700013912		rs109733228		7		46,530,792		60,229		intergenic_variant								13		13

		BovineHD0700013937		rs109555874		7		46,627,490		96,699		intergenic_variant								13		13

		BovineHD0700013939		rs110688772		7		46,633,888		6,399		intergenic_variant								13		13

		BovineHD0700013947		rs43521166		7		46,658,929		25,042		intergenic_variant								13		13

		BovineHD0700013949		rs43521158		7		46,662,941		4,013		intergenic_variant								13		13

		BovineHD4100006030		rs29014602		7		46,804,967		142,027		intron_variant		H2AFY						13		13

		BovineHD0700014017		rs137776058		7		46,908,015		103,049		intergenic_variant								13		13

		BovineHD0700014032		rs109486924		7		46,965,141		57,127		intergenic_variant								13		13

		BovineHD0700014034		rs135951422		7		46,966,917		1,777		intergenic_variant								13		13

		BovineHD0700014038		rs135853730		7		46,971,685		4,769		intergenic_variant								13		13

		BovineHD0700014046		rs43230382		7		46,999,867		28,183		intergenic_variant								13		13

		BovineHD0700014073		rs43230341		7		47,104,117		104,251		intergenic_variant								13		13

		BovineHD0700014077		rs43238720		7		47,112,311		8,195		intergenic_variant								13		13

		BovineHD0700014079		rs43238690		7		47,116,547		4,237		intergenic_variant								13		13

		BovineHD0700014083		rs43090156		7		47,125,397		8,851		intergenic_variant								13		13

		BovineHD0700014086		rs43090141		7		47,130,369		4,973		intergenic_variant								13		13

		BovineHD0700014098		rs42599728		7		47,154,865		24,497		intergenic_variant								13		13

		BovineHD0700014100		rs42592356		7		47,159,667		4,803		intergenic_variant								13		13

		BovineHD0700014111		rs109944386		7		47,192,369		32,703		intergenic_variant								13		13

		BovineHD0700014127		rs109338333		7		47,240,964		48,596		intergenic_variant								13		13

		BovineHD0700014130		rs109726725		7		47,248,862		7,899		intergenic_variant								13		13

		ARS-BFGL-NGS-63186		rs110323435		7		47,256,926		8,065		intergenic_variant								13		13

		BovineHD0700014136		rs133079546		7		47,258,898		1,973		intergenic_variant								13		13

		BovineHD0700014149		rs42598467		7		47,271,989		13,092		intron_variant		SLC25A48						13		13

		BovineHD0700014157		rs42598493		7		47,285,824		13,836		intron_variant		SLC25A48						13		13

		BovineHD0700014159		rs42598509		7		47,288,343		2,520		intron_variant		SLC25A48						13		13

		BovineHD0700014161		rs42598524		7		47,291,090		2,748		intron_variant		SLC25A48						13		13

		BovineHD0700014163		rs137261028		7		47,292,874		1,785		intron_variant		SLC25A48						13		13

		BovineHD0700014167		rs110603413		7		47,296,332		3,459		intron_variant		SLC25A48						13		13

		BovineHD0700014172		rs42599649		7		47,304,861		8,530		intron_variant		SLC25A48						13		13

		BovineHD0700014190		rs43056419		7		47,370,434		65,574		intergenic_variant								13		13

		BovineHD0700014197		rs43520071		7		47,390,322		19,889		intron_variant		FBXL21						13		13

		BovineHD0700014206		rs110791744		7		47,428,892		38,571		intergenic_variant								13		13

		BovineHD0700014227		rs109721110		7		47,488,075		59,184		intron_variant		TGFBI						13		13

		BovineHD0700014238		rs135581288		7		47,523,660		35,586		intergenic_variant								13		13

		BovineHD0700014278		rs109395800		7		47,651,122		127,463		intergenic_variant								13		13

		BovineHD0700014292		rs134146702		7		47,705,478		54,357		intron_variant		TRPC7						13		13

		BovineHD0700014297		rs110534406		7		47,726,294		20,817		intron_variant		TRPC7						13		13

		BovineHD0700014301		rs134355234		7		47,734,833		8,540		intron_variant		TRPC7						13		13

		BovineHD0700014302		rs135173754		7		47,741,307		6,475		intron_variant		TRPC7						13		13

		BovineHD0700014304		rs110824317		7		47,748,237		6,931		intron_variant		TRPC7						13		13

		BovineHD0700014306		rs133559313		7		47,752,876		4,640		intron_variant		TRPC7						13		13

		BovineHD0700014309		rs110655350		7		47,756,642		3,767		intron_variant		TRPC7						13		13

		BovineHD0700014311		rs109123896		7		47,759,331		2,690		intron_variant		TRPC7						13		13

		BovineHD0700014315		rs109154049		7		47,777,922		18,592		intron_variant		TRPC7						13		13

		BovineHD0700014319		rs110037275		7		47,793,296		15,375		intron_variant		TRPC7						13		13

		BovineHD0700014321		rs109552444		7		47,795,512		2,217		intron_variant		TRPC7						13		13

		ARS-BFGL-NGS-34658		rs109129606		7		47,871,125		75,614		intergenic_variant								13		13

		BovineHD0700014341		rs133777771		7		47,907,863		36,739		intergenic_variant								13		13

		BovineHD4100006046		rs41665176		7		47,913,966		6,104		intergenic_variant								13		13

		BovineHD0700014378		rs110626588		7		48,091,158		177,193		intergenic_variant								13		13

		ARS-BFGL-NGS-99261		rs110596313		7		48,120,936		29,779		intergenic_variant								13		13

		BovineHD0700014423		rs135446413		7		48,279,315		158,380		intergenic_variant								13		13

		BovineHD0700014446		rs135686221		7		48,329,371		50,057		intergenic_variant								13		13

		BovineHD0700014457		rs135587561		7		48,352,646		23,276		intergenic_variant								13		13

		BovineHD0700014461		rs109873091		7		48,368,200		15,555		intron_variant		SPOCK1						13		13

		BovineHD0700014466		rs109699414		7		48,381,158		12,959		intron_variant		SPOCK1						13		13

		BovineHD0700014469		rs135842687		7		48,390,082		8,925		intron_variant		SPOCK1						13		13

		BovineHD0700014472		rs136531944		7		48,396,676		6,595		intron_variant		SPOCK1						13		13

		BovineHD0700014482		rs109396428		7		48,423,208		26,533		intron_variant		SPOCK1						13		13

		BovineHD0700014486		rs109869935		7		48,426,143		2,936		intron_variant		SPOCK1						13		13

		ARS-BFGL-NGS-13637		rs109973059		7		48,430,753		4,611		intron_variant		SPOCK1						13		13

		BovineHD0700014491		rs110561046		7		48,441,174		10,422		intron_variant		SPOCK1						13		13

		BovineHD0700014496		rs109164731		7		48,457,234		16,061		intron_variant		SPOCK1						13		13

		BovineHD0700014500		rs109774267		7		48,466,715		9,482		intron_variant		SPOCK1						13		13

		BovineHD0700014503		rs109968717		7		48,474,624		7,910		intron_variant		SPOCK1						13		13

		BovineHD0700014507		rs110876036		7		48,488,811		14,188		intron_variant		SPOCK1						13		13

		BovineHD0700014510		rs132881795		7		48,497,897		9,087		intron_variant		SPOCK1						13		13

		BovineHD0700014514		rs109314229		7		48,507,295		9,399		intron_variant		SPOCK1						13		13

		BovineHD0700014525		rs137453479		7		48,541,026		33,732		intron_variant		SPOCK1						13		13

		ARS-BFGL-NGS-108768		rs109490003		7		48,542,265		1,240		intron_variant		SPOCK1						13		13

		BovineHD0700014528		rs136022977		7		48,543,308		1,044		intron_variant		SPOCK1						13		13

		BovineHD0700014530		rs134579118		7		48,544,269		962		intron_variant		SPOCK1						13		13

		BovineHD0700014532		rs136558599		7		48,547,294		3,026		intron_variant		SPOCK1						13		13

		BovineHD0700014534		rs137609474		7		48,550,273		2,980		intron_variant		SPOCK1						13		13

		BovineHD4100006049		rs43702473		7		48,557,967		7,695		intron_variant		SPOCK1						13		13

		ARS-BFGL-NGS-44221		rs110445247		7		48,567,475		9,509		intron_variant		SPOCK1						13		13

		BovineHD0700014544		rs136497402		7		48,574,810		7,336		intron_variant		SPOCK1						13		13

		BovineHD0700014548		rs110219494		7		48,586,077		11,268		intron_variant		SPOCK1						13		13

		BovineHD0700014550		rs132758396		7		48,588,660		2,584		intron_variant		SPOCK1						13		13

		BovineHD0700014586		rs108962463		7		48,656,496		67,837		intron_variant		SPOCK1						13		13

		BovineHD0700014643		rs132908422		7		48,763,885		107,390		intron_variant		SPOCK1						13		13

		BovineHD0700014650		rs134542602		7		48,773,606		9,722		intron_variant		SPOCK1						13		13

		BovineHD0700014652		rs133662924		7		48,775,945		2,340		intron_variant		SPOCK1						13		13

		BovineHD0700014655		rs133689941		7		48,778,274		2,330		intron_variant		SPOCK1						13		13

		BovineHD0700014659		rs136215737		7		48,783,256		4,983		intron_variant		SPOCK1						13		13

		BovineHD0700014661		rs135064820		7		48,784,577		1,322		intron_variant		SPOCK1						13		13

		BovineHD0700014664		rs110240131		7		48,789,731		5,155		intron_variant		SPOCK1						13		13

		BovineHD0700014668		rs133420594		7		48,800,918		11,188		intron_variant		SPOCK1						13		13

		BovineHD0700014674		rs109222852		7		48,814,756		13,839		intron_variant		SPOCK1						13		13

		BovineHD0700014679		rs109253877		7		48,825,259		10,504		intron_variant		SPOCK1						13		13

		BovineHD0700014690		rs134363881		7		48,858,734		33,476		intron_variant		SPOCK1						13		13

		BovineHD0700014692		rs109148645		7		48,865,794		7,061		intron_variant		SPOCK1						13		13

		BovineHD0700014697		rs109313629		7		48,881,373		15,580		intron_variant		SPOCK1						13		13

		BovineHD0700014699		rs135622000		7		48,884,518		3,146		intron_variant		SPOCK1						13		13

		BTA-79057-no-rs		rs111028552		7		48,892,893		8,376		intron_variant		SPOCK1						13		13

		BovineHD0700014703		rs133709860		7		48,899,195		6,303		intron_variant		SPOCK1						13		13

		BovineHD0700014705		rs137706921		7		48,901,065		1,871		intron_variant		SPOCK1						13		13

		BovineHD0700014707		rs137446229		7		48,903,279		2,215		intron_variant		SPOCK1						13		13

		ARS-BFGL-NGS-71772		rs109889673		7		48,913,527		10,249		intron_variant		SPOCK1						13		13

		BovineHD0700014719		rs135675936		7		48,924,623		11,097		intron_variant		SPOCK1						13		13

		BovineHD0700014721		rs134704595		7		48,929,757		5,135		intron_variant		SPOCK1						13		13

		BovineHD0700014723		rs136748470		7		48,932,281		2,525		intron_variant		SPOCK1						13		13

		BovineHD0700014726		rs109612511		7		48,934,996		2,716		intron_variant		SPOCK1						13		13

		BovineHD0700014730		rs137448893		7		48,937,945		2,950		intron_variant		SPOCK1						13		13

		BovineHD0700014732		rs109935357		7		48,941,505		3,561		intron_variant		SPOCK1						13		13

		BovineHD0700014735		rs109095184		7		48,944,181		2,677		intron_variant		SPOCK1						13		13

		BovineHD0700014739		rs110088208		7		48,955,039		10,859		intergenic_variant								13		13

		BovineHD0700014742		rs109170784		7		48,961,292		6,254		intergenic_variant								13		13

		BovineHD0700014750		rs110471689		7		48,974,662		13,371		intergenic_variant								13		13

		BovineHD0700014757		rs110838075		7		48,988,247		13,586		intergenic_variant								13		13

		BovineHD0700014760		rs134253659		7		48,991,794		3,548		intergenic_variant								13		13

		BovineHD0700014764		rs108971108		7		48,996,366		4,573		intergenic_variant								13		13

		BovineHD0700014766		rs111010322		7		48,997,966		1,601		intergenic_variant								13		13

		BovineHD0700014786		rs133154667		7		49,094,256		96,291		intron_variant		KLHL3						13		13

		BovineHD0700014809		rs111019190		7		49,186,652		92,397		intron_variant		KLHL3						13		13

		BovineHD0700014811		rs133228858		7		49,195,267		8,616		intron_variant		KLHL3						13		13

		BovineHD0700014815		rs110958270		7		49,204,131		8,865		intron_variant		KLHL3						13		13

		BovineHD0700014833		rs133672436		7		49,332,682		128,552		intergenic_variant								13		13

		BovineHD0700014846		rs110616095		7		49,396,693		64,012		intron_variant		PKD2L2						13		13

		BovineHD0700014849		rs135621746		7		49,404,557		7,865		intron_variant		FAM13B						13		13

		BovineHD0700014855		rs109286150		7		49,424,570		20,014		intron_variant		FAM13B						13		13

		BovineHD0700014859		rs133607821		7		49,447,004		22,435		intron_variant		FAM13B						13		13

		BovineHD0700014874		rs109037060		7		49,503,552		56,549		intergenic_variant								13		13

		BovineHD0700014884		rs137448976		7		49,536,506		32,955		intron_variant		NME5						13		13

		BovineHD0700014887		rs135402223		7		49,541,419		4,914		intron_variant		NME5						13		13

		BovineHD0700014890		rs135675157		7		49,545,147		3,729		intron_variant		NME5						13		13

		BovineHD0700014967		rs110072749		7		49,908,375		363,229		intron_variant		HSPA9						13		13

		BovineHD0700015044		rs41667396		7		50,280,340		371,966		intron_variant		SIL1						13		13

		ARS-BFGL-NGS-49512		rs109451656		7		50,862,531		582,192		intron_variant		CXXC5						13

		BovineHD0700015178		rs135887571		7		50,940,208		77,678		intergenic_variant								13

		ARS-BFGL-NGS-118289		rs109783701		7		50,974,963		34,756		intron_variant		PSD2						13

		BovineHD0700015201		rs109267026		7		50,994,682		19,720		intron_variant		PSD2						13

		BovineHD0700015204		rs109000405		7		51,002,962		8,281		intron_variant		PSD2						13

		BovineHD0700015207		rs133864413		7		51,015,033		12,072		intron_variant		PSD2						13

		BovineHD0700015209		rs110336924		7		51,024,067		9,035		intron_variant		PSD2						13

		BovineHD0700015222		rs137118129		7		51,095,817		71,751		intron_variant		NRG2						13

		BovineHD0700015225		rs109744840		7		51,107,662		11,846		intron_variant		NRG2						13

		BovineHD0700015234		rs109855077		7		51,148,932		41,271		intron_variant		NRG2						13

		BovineHD0700015238		rs132740630		7		51,165,400		16,469		intron_variant		NRG2						13

		BovineHD0700015243		rs109397415		7		51,200,928		35,529		intron_variant		NRG2						13

		BovineHD0700015245		rs110709149		7		51,203,369		2,442		intron_variant		NRG2						13

		BovineHD0700015248		rs109724347		7		51,222,206		18,838		intron_variant		NRG2						13

		BovineHD0700015250		rs137794866		7		51,233,205		11,000		intergenic_variant								13

		BovineHD0700015291		rs109081777		7		51,424,902		191,698		intergenic_variant								13

		BovineHD0700015320		rs110519106		7		51,554,389		129,488		intergenic_variant								13

		BovineHD0700015325		rs109832396		7		51,581,405		27,017		intergenic_variant								13

		BovineHD0700015331		rs136104268		7		51,611,457		30,053		intron_variant		ANKHD1						13

		BovineHD0700015340		rs110171561		7		51,668,470		57,014		intron_variant		ANKHD1						13

		BovineHD0700015347		rs110752265		7		51,717,414		48,945		intron_variant		ANKHD1						13

		BovineHD0700015352		rs110246733		7		51,732,387		14,974		intron_variant		SLC35A4						13

		BovineHD0700015355		rs110808772		7		51,747,295		14,909		intergenic_variant								13

		BovineHD0900002743		rs134349563		9		10,794,461				intergenic_variant								14

		BovineHD0900002745		rs136634238		9		10,796,843		2,383		intergenic_variant								14

		BovineHD0900002747		rs137380377		9		10,804,834		7,992		intergenic_variant								14

		BovineHD0900002749		rs110161807		9		10,808,210		3,377		intergenic_variant								14

		BovineHD0900002751		rs133175203		9		10,809,833		1,624		intergenic_variant								14

		ARS-BFGL-NGS-37167		rs110111829		9		10,813,074		3,242		intergenic_variant								14

		BovineHD0900002754		rs136812259		9		10,817,832		4,759		intergenic_variant								14

		BovineHD0900002756		rs137555724		9		10,828,436		10,605		intergenic_variant								14

		BovineHD0900002758		rs111010054		9		10,833,174		4,739		intergenic_variant								14

		BovineHD0900002760		rs133938464		9		10,835,017		1,844		intergenic_variant								14

		BovineHD0900002764		rs136977369		9		10,838,707		3,691		intergenic_variant								14

		BovineHD0900002766		rs132749886		9		10,840,639		1,933		intergenic_variant								14

		BovineHD0900002768		rs135261112		9		10,842,158		1,520		intergenic_variant								14

		BovineHD0900002770		rs134175844		9		10,850,125		7,968		intergenic_variant								14

		BovineHD0900002773		rs137152889		9		10,858,715		8,591		intergenic_variant								14

		BovineHD0900002776		rs133327706		9		10,876,720		18,006		intergenic_variant								14

		BovineHD0900002779		rs109707155		9		10,881,043		4,324		intergenic_variant								14

		BovineHD0900002781		rs110143945		9		10,882,343		1,301		intergenic_variant								14

		BovineHD0900002783		rs137325255		9		10,885,474		3,132		intergenic_variant								14

		BovineHD0900002786		rs109393098		9		10,889,697		4,224		intergenic_variant								14

		BovineHD0900002788		rs109944502		9		10,893,845		4,149		intergenic_variant								14

		BovineHD0900002790		rs135108905		9		10,896,388		2,544		intergenic_variant								14

		BovineHD0900002792		rs133995231		9		10,898,598		2,211		intergenic_variant								14

		BovineHD0900002795		rs132941719		9		10,902,406		3,809		intergenic_variant								14

		BovineHD0900002797		rs110127245		9		10,904,266		1,861		intergenic_variant								14

		BovineHD0900002799		rs109909911		9		10,906,130		1,865		intergenic_variant								14

		BovineHD0900002801		rs111006825		9		10,908,058		1,929		intergenic_variant								14

		BovineHD0900002803		rs136119070		9		10,910,879		2,822		intergenic_variant								14

		BovineHD0900002807		rs133989407		9		10,921,527		10,649		intergenic_variant								14

		BovineHD0900002811		rs136924892		9		10,933,913		12,387		intergenic_variant								14

		BovineHD0900002814		rs134746118		9		10,945,150		11,238		intergenic_variant								14

		BovineHD0900002816		rs110178449		9		10,948,497		3,348		intergenic_variant								14

		BovineHD0900002818		rs109546832		9		10,953,297		4,801		intergenic_variant								14

		BovineHD0900002820		rs134166771		9		10,954,678		1,382		intergenic_variant								14

		BovineHD0900002823		rs134790590		9		10,962,389		7,712		intergenic_variant								14

		BovineHD0900002825		rs110930274		9		10,964,910		2,522		intergenic_variant								14

		BovineHD0900002827		rs137827430		9		10,973,315		8,406		intergenic_variant								14

		BovineHD0900002834		rs110791394		9		11,022,511		49,197		intergenic_variant								14

		BovineHD0900002836		rs110629322		9		11,027,816		5,306		intergenic_variant								14

		BovineHD0900002849		rs133736986		9		11,094,908		67,093		intron_variant		RIMS1						14

		BovineHD0900002855		rs133869643		9		11,106,535		11,628		intron_variant		RIMS1						14

		BovineHD0900002880		rs133829740		9		11,202,668		96,134		intron_variant		RIMS1						14

		BovineHD0900002884		rs137039015		9		11,213,002		10,335		intron_variant		RIMS1						14

		BovineHD0900002887		rs110197987		9		11,228,339		15,338		intron_variant		RIMS1						14

		BovineHD0900002862		rs109440723		9		11,229,787		1,449		intron_variant		RIMS1						14

		BovineHD0900026833		rs110655540		9		93,211,812		81,982,026		intergenic_variant						23		15

		BovineHD0900026837		rs109298576		9		93,221,725		9,914		intergenic_variant						23		15

		BovineHD0900026841		rs136656504		9		93,236,721		14,997		intergenic_variant						23		15

		BovineHD0900026853		rs109850381		9		93,284,134		47,414		intergenic_variant						23		15

		BovineHD0900026867		rs110784839		9		93,335,995		51,862		intergenic_variant						23		15

		BovineHD0900026869		rs132916848		9		93,341,763		5,769		intergenic_variant						23		15

		BovineHD0900026871		rs137556810		9		93,343,767		2,005		intergenic_variant						23		15

		BovineHD0900026873		rs137159701		9		93,348,720		4,954		intergenic_variant						23		15

		BovineHD0900026895		rs109205141		9		93,439,818		91,099		intron_variant		ARID1B				23		15

		BovineHD0900026899		rs110076748		9		93,456,011		16,194		intron_variant		ARID1B				23		15

		BovineHD0900026903		rs134679030		9		93,473,386		17,376		intron_variant		ARID1B				23		15

		BovineHD0900026906		rs133631571		9		93,478,853		5,468		intron_variant		ARID1B				23		15

		BovineHD0900026908		rs132981915		9		93,483,413		4,561		intron_variant		ARID1B				23		15

		BovineHD0900026911		rs132647347		9		93,494,408		10,996		intron_variant		ARID1B				23		15

		BovineHD0900026913		rs108948159		9		93,506,387		11,980		intron_variant		ARID1B				23		15

		BovineHD0900026915		rs109046692		9		93,519,219		12,833		intron_variant		ARID1B				23		15

		BovineHD0900026917		rs109712307		9		93,521,575		2,357		intron_variant		ARID1B				23		15

		BovineHD0900026919		rs135428986		9		93,528,398		6,824		intron_variant		ARID1B				23		15

		BovineHD0900026921		rs109320058		9		93,533,299		4,902		intron_variant		ARID1B				23		15

		BovineHD0900026927		rs135807333		9		93,560,087		26,789		intron_variant		ARID1B				23		15

		BovineHD0900026929		rs132819998		9		93,573,809		13,723		intron_variant		ARID1B				23		15

		BovineHD0900026932		rs136019144		9		93,588,287		14,479		intron_variant		ARID1B				23		15

		BovineHD0900026934		rs137117490		9		93,596,505		8,219		intron_variant		ARID1B				23		15

		BovineHD0900026936		rs136552445		9		93,601,884		5,380		intron_variant		ARID1B				23		15

		BTA-24108-no-rs		rs41573356		9		93,613,642		11,759		intron_variant		ARID1B				23		15

		BovineHD0900026942		rs133461737		9		93,634,565		20,924		intron_variant		ARID1B				23		15

		BovineHD0900026943		rs110104898		9		93,638,978		4,414		intron_variant		ARID1B				23		15

		BovineHD0900026946		rs109853094		9		93,651,372		12,395		intron_variant		ARID1B				23		15

		BovineHD0900026948		rs133994717		9		93,657,195		5,824		intron_variant		ARID1B				23		15

		BovineHD0900026950		rs137842215		9		93,661,213		4,019		intron_variant		ARID1B				23		15

		BovineHD0900026952		rs109395729		9		93,671,704		10,492		intron_variant		ARID1B				23		15

		BovineHD0900026954		rs134052241		9		93,675,399		3,696		intron_variant		ARID1B				23		15

		BovineHD0900026959		rs109731225		9		93,696,004		20,606		intron_variant		ARID1B				23		15

		ARS-BFGL-NGS-110296		rs110298193		9		93,699,875		3,872		intron_variant		ARID1B				23		15

		BovineHD0900026962		rs133413737		9		93,706,366		6,492		intron_variant		ARID1B				23		15

		BovineHD0900026966		rs133577891		9		93,718,819		12,454		intron_variant		ARID1B				23		15

		BovineHD0900026967		rs137286344		9		93,723,092		4,274		intron_variant		ARID1B				23		15

		BovineHD0900026969		rs136893400		9		93,728,693		5,602		intron_variant		ARID1B				23		15

		BovineHD0900026971		rs110868826		9		93,733,598		4,906		intron_variant		ARID1B				23		15

		ARS-BFGL-NGS-15852		rs110681299		9		93,741,723		8,126		intron_variant		ARID1B				23		15

		BovineHD0900026974		rs133032689		9		93,744,138		2,416		intron_variant		ARID1B				23		15

		BovineHD0900026976		rs137461725		9		93,745,882		1,745		intron_variant		ARID1B				23		15

		BovineHD0900026978		rs137063874		9		93,749,307		3,426		intron_variant		ARID1B				23		15

		BovineHD0900026980		rs133034853		9		93,752,129		2,823		intron_variant		ARID1B				23		15

		BovineHD0900026982		rs109256489		9		93,754,907		2,779		intron_variant		ARID1B				23		15

		BovineHD0900026984		rs134853049		9		93,759,842		4,936		intron_variant		ARID1B				23		15

		BovineHD0900026985		rs137622230		9		93,762,478		2,637		intron_variant		ARID1B				23		15

		ARS-BFGL-NGS-116567		rs110709153		9		93,766,803		4,326		intron_variant		ARID1B				23		15

		BovineHD0900026992		rs135847592		9		93,791,745		24,943		intron_variant		ARID1B				23		15

		BovineHD0900027008		rs133056198		9		93,861,862		70,118		intergenic_variant						23		15

		BovineHD0900027010		rs109568223		9		93,863,477		1,616		intergenic_variant						23		15

		BovineHD0900027012		rs109219399		9		93,865,903		2,427		intergenic_variant						23		15

		BovineHD0900027015		rs110854898		9		93,869,531		3,629		intergenic_variant						23		15

		BovineHD0900027017		rs136441514		9		93,871,949		2,419		intergenic_variant						23		15

		BovineHD0900027019		rs110333727		9		93,875,289		3,341		intergenic_variant						23		15

		BovineHD0900027021		rs109486100		9		93,878,169		2,881		intergenic_variant						23		15

		BovineHD4100007681		rs41656395		9		93,882,032		3,864		intergenic_variant						23		15

		BovineHD0900027026		rs133248778		9		93,885,155		3,124		intergenic_variant						23		15

		BovineHD0900027028		rs135708674		9		93,887,141		1,987		intergenic_variant						23		15

		BovineHD4100007682		rs41610026		9		93,989,031		101,891		intergenic_variant						23		15

		BovineHD0900027062		rs136211976		9		94,002,336		13,306		intergenic_variant						23		15

		BovineHD0900027064		rs110940834		9		94,009,446		7,111		intergenic_variant						23		15

		BovineHD0900027076		rs109741438		9		94,041,252		31,807		intron_variant		ZDHHC14				23		15

		BovineHD0900027078		rs109791780		9		94,046,009		4,758		intron_variant		ZDHHC14				23		15

		BovineHD0900027086		rs109314159		9		94,060,173		14,165		intron_variant		ZDHHC14				23		15

		BovineHD0900027088		rs110144916		9		94,061,719		1,547		intron_variant		ZDHHC14				23		15

		BovineHD0900027093		rs132797278		9		94,068,969		7,251		intron_variant		ZDHHC14				23		15

		BovineHD0900027097		rs110943367		9		94,075,709		6,741		intron_variant		ZDHHC14				23		15

		BovineHD0900027099		rs135419671		9		94,077,190		1,482		intron_variant		ZDHHC14				23		15

		BovineHD1500002874		rs42723888		9		104,226,633		10,149,444		intergenic_variant								16		19

		BovineHD1500002877		rs135393574		9		104,247,340		20,708		intergenic_variant								16		19

		BovineHD1500002880		rs42724246		9		104,268,349		21,010		intergenic_variant								16		19

		BovineHD1500002882		rs42724292		9		104,273,427		5,079		intergenic_variant								16		19

		BovineHD1500002884		rs42724280		9		104,279,417		5,991		intergenic_variant								16		19

		BovineHD1000009732		rs137486200		10		29,439,720				intron_variant		FMN1						17

		BovineHD1000009735		rs42563265		10		29,449,664		9,945		intron_variant		FMN1						17

		BovineHD1000009738		rs134492573		10		29,459,852		10,189		intron_variant		FMN1						17

		BovineHD1000009741		rs42563238		10		29,478,051		18,200		intron_variant		FMN1						17

		BovineHD1000009745		rs42562400		10		29,482,011		3,961		intron_variant		FMN1						17

		BovineHD1000009748		rs43623604		10		29,488,950		6,940		intron_variant		FMN1						17

		BovineHD1000009750		rs43624441		10		29,493,722		4,773		intron_variant		FMN1						17

		BovineHD1000009752		rs43624480		10		29,496,088		2,367		intron_variant		FMN1						17

		BovineHD1000009755		rs134070399		10		29,501,075		4,988		intron_variant		FMN1						17

		BovineHD1000009760		rs43623593		10		29,513,299		12,225		intron_variant		FMN1						17

		BovineHD1000009772		rs43623552		10		29,539,891		26,593		intron_variant		FMN1						17

		BovineHD1000009770		rs43623546		10		29,547,017		7,127		intron_variant		FMN1						17

		BovineHD1000009767		rs43623541		10		29,557,094		10,078		intron_variant		FMN1						17

		BovineHD1000009778		rs132764531		10		29,575,944		18,851		intron_variant		FMN1						17

		BovineHD1000009785		rs42235239		10		29,593,171		17,228		intron_variant		FMN1						17

		BovineHD1000009788		rs133267000		10		29,606,501		13,331		intron_variant		FMN1						17

		BovineHD1000009790		rs42071390		10		29,614,539		8,039		intron_variant		FMN1						17

		BovineHD4100008002		rs41572617		10		29,622,745		8,207		intron_variant		FMN1						17

		BovineHD1000009796		rs137703097		10		29,645,808		23,064		intron_variant		FMN1						17

		BovineHD1000009798		rs42071361		10		29,653,605		7,798		intron_variant		FMN1						17

		BovineHD1000009802		rs43143577		10		29,672,741		19,137		intron_variant		FMN1						17

		BovineHD1000009804		rs110913883		10		29,682,204		9,464		intron_variant		FMN1						17

		BovineHD1000009806		rs134579137		10		29,685,582		3,379		intron_variant		FMN1						17

		BovineHD1000009808		rs42230228		10		29,688,862		3,281		intron_variant		FMN1						17

		BovineHD1000009816		rs136902453		10		29,707,947		19,086		intron_variant		FMN1						17

		BovineHD1000009818		rs43622790		10		29,710,136		2,190		intron_variant		FMN1						17

		BovineHD1000009823		rs43622754		10		29,717,351		7,216		intron_variant		FMN1						17

		BovineHD1000009824		rs110772492		10		29,719,906		2,556		intron_variant		FMN1						17

		BovineHD1000009828		rs136298684		10		29,724,597		4,692		intron_variant		FMN1						17

		BovineHD1000009831		rs109727510		10		29,728,473		3,877		intron_variant		FMN1						17

		BovineHD1000009833		rs110690602		10		29,733,842		5,370		intron_variant		FMN1						17

		BovineHD1000009838		rs109529801		10		29,769,963		36,122		intron_variant		FMN1						17

		BovineHD1000009848		rs132672328		10		29,821,432		51,470		intron_variant		FMN1						17

		BovineHD1000009852		rs109909129		10		29,847,258		25,827		intron_variant		FMN1						17

		BovineHD1000009855		rs41256532		10		29,859,998		12,741		intron_variant		FMN1						17

		BovineHD1000009859		rs110853292		10		29,874,171		14,174		intron_variant		FMN1						17

		BovineHD1000009864		rs109106134		10		29,897,328		23,158		intergenic_variant								17

		BovineHD1000009866		rs109906516		10		29,914,085		16,758		intergenic_variant								17

		BovineHD1000009870		rs110689129		10		29,940,937		26,853		intergenic_variant								17

		BovineHD1000009874		rs109860562		10		29,955,730		14,794		intergenic_variant								17

		BovineHD1000009884		rs109850882		10		29,986,009		30,280		intergenic_variant								17

		BovineHD1000009891		rs135985923		10		30,019,335		33,327		intron_variant		SCG5						17

		BovineHD1000009893		rs109553054		10		30,026,720		7,386		intron_variant		SCG5						17

		BovineHD1000009895		rs134093661		10		30,039,152		12,433		intron_variant		SCG5						17

		BovineHD1000009935		rs133655435		10		30,233,141		193,990		intron_variant		GJD2						17

		BovineHD1000009951		rs110995482		10		30,279,608		46,468		intergenic_variant								17

		BovineHD1000010001		rs110254077		10		30,508,186		228,579		intergenic_variant								17

		BovineHD1000010004		rs109728762		10		30,520,173		11,988		intergenic_variant								17

		BovineHD1000010007		rs109446001		10		30,525,221		5,049		intergenic_variant								17

		BovineHD1000010014		rs109773018		10		30,548,998		23,778		intergenic_variant								17

		BovineHD1000010023		rs109038887		10		30,609,858		60,861		intergenic_variant								17

		BovineHD1000010025		rs109875091		10		30,613,910		4,053		intergenic_variant								17

		BovineHD1000010028		rs136140505		10		30,638,294		24,385		intergenic_variant								17

		BovineHD1000010032		rs133812823		10		30,653,014		14,721		intergenic_variant								17

		BovineHD1000010034		rs109613079		10		30,668,030		15,017		intergenic_variant								17

		Hapmap43813-BTA-22578		rs41624356		10		30,704,985		36,956		intergenic_variant								17

		BovineHD1000010058		rs132712040		10		30,789,995		85,011		intergenic_variant								17

		BovineHD1000010062		rs133523844		10		30,810,517		20,523		intron_variant		DPH6						17

		BovineHD1000010085		rs43619615		10		30,984,463		173,947		intron_variant		DPH6						17

		BovineHD1000010096		rs137279651		10		31,037,523		53,061		intergenic_variant								17

		BovineHD1000010107		rs43620676		10		31,122,507		84,985		intergenic_variant								17

		BovineHD1000010110		rs43620668		10		31,136,017		13,511		intergenic_variant								17

		BovineHD1000010112		rs136795623		10		31,152,359		16,343		intergenic_variant								17

		BovineHD1000010115		rs43621891		10		31,165,529		13,171		intergenic_variant								17

		BovineHD1000010122		rs136969754		10		31,190,368		24,840		intergenic_variant								17

		BovineHD4100008006		rs29024369		10		31,192,631		2,264		intergenic_variant								17

		BovineHD1000010125		rs134599984		10		31,195,077		2,447		intergenic_variant								17

		BovineHD1000010127		rs110245033		10		31,199,504		4,428		intergenic_variant								17

		BovineHD1000010134		rs133112975		10		31,224,619		25,116		intergenic_variant								17

		BovineHD1000010136		rs109246309		10		31,228,410		3,792		intergenic_variant								17

		BovineHD1000010139		rs43620695		10		31,246,500		18,091		intergenic_variant								17

		BovineHD1000010146		rs132776117		10		31,265,564		19,065		intergenic_variant								17

		BovineHD1000010149		rs110065992		10		31,277,564		12,001		intergenic_variant								17

		BovineHD1000010153		rs134329542		10		31,283,251		5,688		intergenic_variant								17

		BovineHD1000010155		rs43621833		10		31,285,642		2,392		intergenic_variant								17

		BovineHD1000010157		rs43620721		10		31,290,079		4,438		intergenic_variant								17

		BovineHD1000010159		rs135189137		10		31,300,985		10,907		intergenic_variant								17

		BovineHD1000010164		rs42831836		10		31,338,396		37,412		intergenic_variant								17

		BovineHD1000010172		rs109691408		10		31,379,587		41,192		intergenic_variant								17

		BovineHD1000010173		rs42838397		10		31,383,428		3,842		intergenic_variant								17

		BovineHD1000010175		rs109742737		10		31,385,610		2,183		intergenic_variant								17

		BovineHD1000010177		rs135379394		10		31,390,826		5,217		intergenic_variant								17

		BovineHD1000010184		rs42522863		10		31,408,023		17,198		intergenic_variant								17

		BovineHD1000010187		rs42523635		10		31,415,191		7,169		intergenic_variant								17

		BovineHD1000010188		rs42522917		10		31,421,937		6,747		intergenic_variant								17

		BovineHD1000010193		rs133148701		10		31,461,659		39,723		intergenic_variant								17

		BovineHD1000010210		rs133623422		10		31,571,972		110,314		intergenic_variant								17

		BovineHD1000010219		rs109828829		10		31,616,064		44,093		intergenic_variant								17

		BovineHD1000010228		rs109687183		10		31,641,091		25,028		intergenic_variant								17

		BovineHD1000010231		rs41914235		10		31,645,984		4,894		intergenic_variant								17

		BovineHD1000010242		rs43618712		10		31,737,409		91,426		intergenic_variant								17

		BovineHD1000010244		rs43619545		10		31,749,924		12,516		intergenic_variant								17

		BovineHD1000010249		rs137674850		10		31,782,719		32,796		intergenic_variant								17

		BovineHD1000010261		rs41914284		10		31,884,091		101,373		intergenic_variant								17

		BovineHD1000010264		rs110125870		10		31,904,045		19,955		intergenic_variant								17

		BovineHD1000010266		rs41914294		10		31,920,793		16,749		intergenic_variant								17

		BovineHD1000010281		rs133711739		10		32,003,125		82,333		intergenic_variant								17

		BovineHD1000010284		rs134354870		10		32,015,292		12,168		intergenic_variant								17

		BovineHD1000010286		rs132782933		10		32,026,556		11,265		intergenic_variant								17

		BovineHD1000010288		rs136366750		10		32,032,174		5,619		intergenic_variant								17

		BovineHD1000010291		rs135605535		10		32,047,055		14,882		intergenic_variant								17

		BovineHD1000010300		rs136067835		10		32,093,090		46,036		intergenic_variant								17

		BovineHD1000010315		rs43617746		10		32,152,614		59,525		intergenic_variant								17

		BovineHD1000010319		rs43617789		10		32,179,858		27,245		intergenic_variant								17

		BovineHD1000010321		rs137308169		10		32,182,692		2,835		intergenic_variant								17

		BovineHD1000010324		rs43617803		10		32,190,802		8,111		intergenic_variant								17

		BovineHD1000010328		rs43617821		10		32,205,486		14,685		intergenic_variant								17

		BovineHD1000010332		rs43618454		10		32,217,624		12,139		intergenic_variant								17

		ARS-BFGL-NGS-92135		rs43618503		10		32,247,911		30,288		intron_variant		C10H15orf41						17

		BovineHD1000010358		rs43619097		10		32,287,576		39,666		intron_variant		C10H15orf41						17

		BovineHD1000010368		rs135765245		10		32,323,743		36,168		intron_variant		C10H15orf41						17

		BovineHD1000010382		rs110242122		10		32,384,564		60,822		missense_variant		C10H15orf41		cCt/cTt				17

		BovineHD1000010384		rs109513000		10		32,391,669		7,106		intron_variant		C10H15orf41						17

		BovineHD1000010395		rs43619431		10		32,422,254		30,586		intron_variant		C10H15orf41						17

		BTB-00416290		rs43620440		10		32,475,837		53,584		intron_variant		C10H15orf41						17

		BovineHD1000010428		rs43620492		10		32,483,628		7,792		intron_variant		C10H15orf41						17

		BovineHD1000010431		rs43620530		10		32,494,567		10,940		intron_variant		C10H15orf41						17

		BovineHD1000010433		rs133238421		10		32,514,077		19,511		intron_variant		C10H15orf41						17

		BovineHD1000010440		rs135257945		10		32,552,125		38,049		intron_variant		MEIS2						17

		BTA-62321-no-rs		rs110892901		10		32,581,893		29,769		intron_variant		MEIS2						17

		BovineHD1000010458		rs137200790		10		32,640,982		59,090		intron_variant		MEIS2						17

		BovineHD1000010460		rs43621747		10		32,656,866		15,885		intron_variant		MEIS2						17

		BovineHD1000010463		rs43621765		10		32,671,463		14,598		intron_variant		MEIS2						17

		ARS-BFGL-NGS-61334		rs110991860		10		32,675,586		4,124		intron_variant		MEIS2						17

		BovineHD1000010472		rs43621785		10		32,695,364		19,779		intron_variant		MEIS2						17

		BovineHD1000010479		rs43621806		10		32,728,421		33,058		intron_variant		MEIS2						17

		BovineHD1000010486		rs43621826		10		32,753,555		25,135		intron_variant		MEIS2						17

		BovineHD1000010488		rs134199777		10		32,756,220		2,666		intron_variant		MEIS2						17

		BovineHD1000010493		rs132795488		10		32,768,074		11,855		intron_variant		MEIS2						17

		BovineHD1000010502		rs43622254		10		32,810,669		42,596		intergenic_variant								17

		BovineHD1000010510		rs43622284		10		32,842,617		31,949		intergenic_variant								17

		BovineHD1000010519		rs42793493		10		32,900,325		57,709		intergenic_variant								17

		BovineHD1000010522		rs134479666		10		32,915,930		15,606		intergenic_variant								17

		BovineHD1000010524		rs109006764		10		32,920,354		4,425		intergenic_variant								17

		BovineHD1000010526		rs109567474		10		32,935,494		15,141		intergenic_variant								17

		BovineHD1000010533		rs43771691		10		32,985,733		50,240		intergenic_variant								17

		BovineHD1000010538		rs137567576		10		33,001,058		15,326		intergenic_variant								17

		BovineHD1000010548		rs109014421		10		33,026,125		25,068		intergenic_variant								17

		BovineHD1000010552		rs135236167		10		33,031,836		5,712		intergenic_variant								17

		BovineHD1000010555		rs134925650		10		33,034,968		3,133		intergenic_variant								17

		BovineHD1000010557		rs109034025		10		33,038,010		3,043		intergenic_variant								17

		BovineHD1000010559		rs109368633		10		33,039,489		1,480		intergenic_variant								17

		BovineHD1000010567		rs136168393		10		33,087,204		47,716		intergenic_variant								17

		BovineHD1000010570		rs110076298		10		33,092,444		5,241		intergenic_variant								17

		BTA-109248-no-rs		rs41618008		10		33,094,088		1,645		intergenic_variant								17

		BovineHD1000010573		rs110806359		10		33,096,969		2,882		intergenic_variant								17

		BovineHD1000010577		rs109004158		10		33,100,767		3,799		intergenic_variant								17

		BovineHD1000010580		rs136115701		10		33,108,400		7,634		intergenic_variant								17

		BovineHD1000010584		rs108988954		10		33,127,265		18,866		intergenic_variant								17

		BovineHD1100016100		rs135519816		11		55,451,953				intron_variant		CTNNA2						18

		BovineHD1100016102		rs134043411		11		55,457,022		5,070		intron_variant		CTNNA2						18

		BovineHD1100016106		rs108964582		11		55,466,832		9,811		intron_variant		CTNNA2						18

		BovineHD1100016109		rs136485660		11		55,470,946		4,115		intron_variant		CTNNA2						18

		BovineHD1100016113		rs136995873		11		55,474,862		3,917		intron_variant		CTNNA2						18

		BovineHD1100016115		rs137739208		11		55,477,065		2,204		intron_variant		CTNNA2						18

		BovineHD1100016134		rs109564675		11		55,501,669		24,605		intron_variant		CTNNA2						18

		BovineHD1100016137		rs136197354		11		55,506,701		5,033		intron_variant		CTNNA2						18

		BovineHD1100016147		rs110816995		11		55,517,799		11,099		intron_variant		CTNNA2						18

		BovineHD1100016155		rs136770306		11		55,526,719		8,921		intron_variant		CTNNA2						18

		BovineHD4100008854		rs41596637		11		55,531,076		4,358		intron_variant		CTNNA2						18

		BovineHD1100016161		rs134647052		11		55,533,933		2,858		intron_variant		CTNNA2						18

		BovineHD1100016163		rs110005143		11		55,538,377		4,445		intron_variant		CTNNA2						18

		BovineHD1100016165		rs108990200		11		55,544,657		6,281		intron_variant		CTNNA2						18

		BovineHD1100016169		rs109565633		11		55,549,261		4,605		intron_variant		CTNNA2						18

		BovineHD1100016172		rs134038481		11		55,552,815		3,555		intron_variant		CTNNA2						18

		BovineHD1100016174		rs109717496		11		55,555,005		2,191		intron_variant		CTNNA2						18

		BovineHD1100016176		rs109950019		11		55,556,427		1,423		intron_variant		CTNNA2						18

		BovineHD1100016178		rs134798505		11		55,558,226		1,800		intron_variant		CTNNA2						18

		BovineHD1100016181		rs109131927		11		55,560,946		2,721		intron_variant		CTNNA2						18

		BovineHD1100016183		rs133889118		11		55,565,435		4,490		intron_variant		CTNNA2						18

		BovineHD1100016185		rs109819633		11		55,566,904		1,470		intron_variant		CTNNA2						18

		BovineHD1100016187		rs109689791		11		55,569,633		2,730		intron_variant		CTNNA2						18

		BovineHD1100016189		rs110413271		11		55,573,870		4,238		intron_variant		CTNNA2						18

		BovineHD1100016190		rs134996322		11		55,580,646		6,777		intron_variant		CTNNA2						18

		BovineHD1100016192		rs110317145		11		55,582,686		2,041		intron_variant		CTNNA2						18

		BovineHD1100016194		rs110814708		11		55,589,157		6,472		intron_variant		CTNNA2						18

		BovineHD1100016196		rs135685570		11		55,592,536		3,380		intron_variant		CTNNA2						18

		BovineHD1100016198		rs109332759		11		55,597,051		4,516		intron_variant		CTNNA2						18

		BovineHD1100016205		rs136543823		11		55,609,798		12,748		intron_variant		CTNNA2						18

		BovineHD1100016206		rs109527043		11		55,615,959		6,162		intron_variant		CTNNA2						18

		BovineHD1100016213		rs109356022		11		55,649,509		33,551		intron_variant		CTNNA2						18

		BovineHD1100016216		rs109879734		11		55,652,040		2,532		intron_variant		CTNNA2						18

		BovineHD1100016220		rs109638789		11		55,657,235		5,196		intron_variant		CTNNA2						18

		BovineHD1100016222		rs110555281		11		55,659,356		2,122		intron_variant		CTNNA2						18

		BovineHD1100016224		rs110120943		11		55,661,507		2,152		intron_variant		CTNNA2						18

		BovineHD1100016226		rs109512958		11		55,663,062		1,556		intron_variant		CTNNA2						18

		BovineHD1100016229		rs109491381		11		55,665,876		2,815		intron_variant		CTNNA2						18

		BovineHD1100016233		rs109111316		11		55,677,074		11,199		intron_variant		CTNNA2						18

		BovineHD1100016235		rs135346947		11		55,681,049		3,976		intron_variant		CTNNA2						18

		BovineHD1100016237		rs110737635		11		55,683,572		2,524		intron_variant		CTNNA2						18

		BovineHD1100016239		rs132644195		11		55,686,150		2,579		intron_variant		CTNNA2						18

		BovineHD1100016244		rs110688856		11		55,694,070		7,921		intron_variant		CTNNA2						18

		BovineHD1100016250		rs137785487		11		55,703,033		8,964		intron_variant		CTNNA2						18

		BovineHD1100016253		rs110849770		11		55,706,344		3,312		intron_variant		CTNNA2						18

		BovineHD1100016255		rs134240812		11		55,713,445		7,102		intron_variant		CTNNA2						18

		BovineHD1100016261		rs109404932		11		55,744,479		31,035		intron_variant		CTNNA2						18

		BovineHD1100016264		rs110829821		11		55,751,629		7,151		intron_variant		CTNNA2						18

		BovineHD1100016269		rs137229901		11		55,775,754		24,126		intron_variant		CTNNA2						18

		BovineHD1100016274		rs109463368		11		55,799,702		23,949		intron_variant		CTNNA2						18

		BovineHD1100016277		rs110964340		11		55,809,424		9,723		intron_variant		CTNNA2						18

		BovineHD4100008858		rs41664560		11		55,815,436		6,013		intron_variant		CTNNA2						18

		BovineHD1100016283		rs109093028		11		55,819,341		3,906		intron_variant		CTNNA2						18

		BovineHD1100016287		rs134220599		11		55,838,283		18,943		intron_variant		CTNNA2						18

		BovineHD1100016289		rs110393875		11		55,839,561		1,279		intron_variant		CTNNA2						18

		BovineHD1100016290		rs137338329		11		55,852,750		13,190		intron_variant		CTNNA2						18

		BovineHD1100016295		rs136987882		11		55,866,758		14,009		intron_variant		CTNNA2						18

		BovineHD1100016298		rs133636551		11		55,883,588		16,831		intron_variant		CTNNA2						18

		BovineHD1100016300		rs132926302		11		55,886,167		2,580		intron_variant		CTNNA2						18

		BovineHD1100016302		rs135044503		11		55,899,690		13,524		intron_variant		CTNNA2						18

		BovineHD1100016305		rs135752841		11		55,912,199		12,510		intron_variant		CTNNA2						18

		BovineHD1100016308		rs136366439		11		55,925,072		12,874		intron_variant		CTNNA2						18

		BovineHD1100016320		rs136603472		11		55,957,213		32,142		intron_variant		CTNNA2						18

		BovineHD1100016323		rs132956317		11		55,968,043		10,831		intron_variant		CTNNA2						18

		BovineHD1100016334		rs135824939		11		55,996,334		28,292		intron_variant		CTNNA2						18

		BovineHD1100016364		rs135008753		11		56,086,435		90,102		intron_variant		CTNNA2						18

		BovineHD1100022092		rs110338494		11		77,078,511		20,992,077		intergenic_variant								19

		BovineHD1100022096		rs109881260		11		77,087,504		8,994		intergenic_variant								19

		BovineHD1100022097		rs133032625		11		77,102,329		14,826		intergenic_variant								19

		BovineHD1100022101		rs134307691		11		77,119,868		17,540		intergenic_variant								19

		BovineHD1100022103		rs133305259		11		77,122,607		2,740		intergenic_variant								19

		BovineHD1100022105		rs136309295		11		77,124,254		1,648		intergenic_variant								19

		BovineHD1100022108		rs136086457		11		77,132,776		8,523		intergenic_variant								19

		BovineHD1100022110		rs134754379		11		77,142,890		10,115		intergenic_variant								19

		BovineHD1100022115		rs110398899		11		77,159,769		16,880		intergenic_variant								19

		BovineHD1100022117		rs132707187		11		77,166,179		6,411		intergenic_variant								19

		BovineHD1100022125		rs110927379		11		77,190,577		24,399		intergenic_variant								19

		BovineHD1100022128		rs133238047		11		77,198,889		8,313		intergenic_variant								19

		BovineHD1100022130		rs108953954		11		77,204,698		5,810		intergenic_variant								19

		BovineHD1100022133		rs41616341		11		77,209,160		4,463		intergenic_variant								19

		BovineHD1100022136		rs137842995		11		77,226,590		17,431		intergenic_variant								19

		BovineHD1100022138		rs137404016		11		77,231,587		4,998		intergenic_variant								19

		BovineHD1100022140		rs134848140		11		77,240,592		9,006		intergenic_variant								19

		BovineHD1100022144		rs135828559		11		77,256,674		16,083		intergenic_variant								19

		BovineHD1100022150		rs135706913		11		77,263,961		7,288		intergenic_variant								19

		BovineHD1100022152		rs137246369		11		77,265,502		1,542		intergenic_variant								19

		BovineHD1100022154		rs137015588		11		77,266,680		1,179		intergenic_variant								19

		BovineHD1100022156		rs136415952		11		77,268,756		2,077		intergenic_variant								19

		BovineHD1100022158		rs135912611		11		77,270,820		2,065		intergenic_variant								19

		BovineHD1100022162		rs132918335		11		77,290,661		19,842		intergenic_variant								19

		BovineHD1100022168		rs135511700		11		77,326,795		36,135		intergenic_variant								19

		BovineHD1100022170		rs110296297		11		77,330,268		3,474		intergenic_variant								19

		BovineHD1100022172		rs133326485		11		77,340,846		10,579		intergenic_variant								19

		BovineHD1100022175		rs110222424		11		77,357,256		16,411		intergenic_variant								19

		BovineHD1100022177		rs136183037		11		77,365,165		7,910		intergenic_variant								19

		BovineHD1100022182		rs135224360		11		77,383,971		18,807		intergenic_variant								19

		BovineHD1100022189		rs135919656		11		77,399,864		15,894		intergenic_variant								19

		BovineHD1100022197		rs108957250		11		77,420,907		21,044		intergenic_variant								19

		BovineHD1100022199		rs133548459		11		77,425,333		4,427		intergenic_variant								19

		BovineHD1100022201		rs135981206		11		77,434,628		9,296		intergenic_variant								19

		BovineHD1100022204		rs110972641		11		77,441,009		6,382		intergenic_variant								19

		BovineHD1100022208		rs133039421		11		77,461,505		20,497		intergenic_variant								19

		BovineHD1100022212		rs111015648		11		77,478,956		17,452		intergenic_variant								19

		BovineHD1100022214		rs110039541		11		77,483,911		4,956		intergenic_variant								19

		BovineHD1100022217		rs133459270		11		77,488,173		4,263		intergenic_variant								19

		ARS-BFGL-NGS-8919		rs110539473		11		77,494,347		6,175		intergenic_variant								19

		BovineHD1100022226		rs110975908		11		77,505,957		11,611		intergenic_variant								19

		BovineHD1100022228		rs109503201		11		77,508,103		2,147		intergenic_variant								19

		BovineHD1100022232		rs111029610		11		77,517,200		9,098		intergenic_variant								19

		BovineHD1100022236		rs135714018		11		77,544,194		26,995		intergenic_variant								19

		BovineHD1100022238		rs134597290		11		77,547,758		3,565		intergenic_variant								19

		BovineHD1100022247		rs135065875		11		77,577,262		29,505		intergenic_variant								19

		BovineHD1100022251		rs132755658		11		77,582,210		4,949		intergenic_variant								19

		BovineHD1100022253		rs110963349		11		77,584,179		1,970		intergenic_variant								19

		BovineHD1100022258		rs134784102		11		77,588,624		4,446		intergenic_variant								19

		BovineHD4100009037		rs41668282		11		77,591,106		2,483		intergenic_variant								19

		BovineHD1100022261		rs135055646		11		77,593,794		2,689		intergenic_variant								19

		BovineHD1100022266		rs136954033		11		77,605,319		11,526		intergenic_variant								19

		BovineHD1100022270		rs109717038		11		77,611,526		6,208		intergenic_variant								19

		BovineHD1100022273		rs137672087		11		77,625,460		13,935		intergenic_variant								19

		BovineHD1100022278		rs134975730		11		77,634,468		9,009		intergenic_variant								19

		BovineHD1100022280		rs136772660		11		77,637,407		2,940		intergenic_variant								19

		BovineHD1100022289		rs110544414		11		77,658,359		20,953		intergenic_variant								19

		BovineHD1100022291		rs137109064		11		77,659,975		1,617		intergenic_variant								19

		BovineHD4100009039		rs29025175		11		77,681,656		21,682		intergenic_variant								19

		BovineHD1100022304		rs136185178		11		77,690,297		8,642		intergenic_variant								19

		ARS-BFGL-NGS-25709		rs110866743		11		77,695,156		4,860		intergenic_variant								19

		BovineHD1100022307		rs111027060		11		77,698,120		2,965		intergenic_variant								19

		BovineHD1100022309		rs109299995		11		77,705,190		7,071		intergenic_variant								19

		BovineHD1100022311		rs110575991		11		77,711,248		6,059		intergenic_variant								19

		BovineHD1100022314		rs110408565		11		77,724,242		12,995		intergenic_variant								19

		Hapmap48969-BTA-98116		rs41593628		11		77,732,719		8,478		intergenic_variant								19

		BovineHD1100022330		rs137709898		11		77,767,446		34,728		intergenic_variant								19

		BovineHD1100022332		rs135882645		11		77,771,311		3,866		intergenic_variant								19

		BovineHD1100022334		rs133783470		11		77,774,108		2,798		intergenic_variant								19

		BovineHD1100022336		rs132929299		11		77,775,572		1,465		intergenic_variant								19

		BovineHD1100022340		rs132753932		11		77,779,432		3,861		intergenic_variant								19

		BovineHD1100022350		rs136539528		11		77,800,977		21,546		intergenic_variant								19

		ARS-BFGL-NGS-117322		rs109998259		11		77,817,486		16,510		intergenic_variant								19

		BovineHD1100022370		rs134135181		11		77,857,401		39,916		intergenic_variant								19

		BovineHD1100022372		rs109444468		11		77,863,170		5,770		intergenic_variant								19

		BovineHD1100022373		rs134980618		11		77,869,084		5,915		intergenic_variant								19

		BovineHD1100022376		rs137321198		11		77,874,394		5,311		intergenic_variant								19

		BovineHD1100022378		rs110085877		11		77,878,562		4,169		intergenic_variant								19

		BovineHD1100022380		rs135962352		11		77,881,797		3,236		intergenic_variant								19

		BovineHD1100022386		rs110735237		11		77,894,960		13,164		intron_variant		APOB						19

		BovineHD1100022424		rs109681511		11		77,964,412		69,453		intron_variant		APOB						19

		BovineHD1100022396		rs109658745		11		77,990,144		25,733		intergenic_variant								19

		BovineHD1100022398		rs109869031		11		77,997,699		7,556		intergenic_variant								19

		BovineHD1100022436		rs134127652		11		78,042,684		44,986		intergenic_variant								19

		ARS-BFGL-NGS-16050		rs110353267		11		78,051,004		8,321		intergenic_variant								19

		BovineHD1100022441		rs109648068		11		78,062,267		11,264		intergenic_variant								19

		BovineHD1100022443		rs109287296		11		78,064,052		1,786		intergenic_variant								19

		BovineHD1100022445		rs110868555		11		78,069,102		5,051		intergenic_variant								19

		BovineHD1100022449		rs136041785		11		78,116,913		47,812		intron_variant		LDAH						19

		BovineHD1100022453		rs110905493		11		78,137,731		20,819		intron_variant		LDAH						19

		BovineHD1100022455		rs132834019		11		78,141,320		3,590		intron_variant		LDAH						19

		BovineHD1100022465		rs133444992		11		78,188,297		46,978		intron_variant		LDAH						19

		BovineHD1100022472		rs109290118		11		78,225,962		37,666		intron_variant		HS1BP3						19

		BovineHD1100022474		rs110840481		11		78,227,338		1,377		intron_variant		HS1BP3						19

		BovineHD1100022482		rs110394706		11		78,253,414		26,077		intron_variant		HS1BP3						19

		BovineHD1100022506		rs109448145		11		78,319,869		66,456		intergenic_variant								19

		BovineHD1100022508		rs134571455		11		78,331,974		12,106		intergenic_variant								19

		BovineHD1100022511		rs110178530		11		78,341,176		9,203		intergenic_variant								19

		BovineHD4100009045		rs41616691		11		78,345,267		4,092		intergenic_variant								19

		BovineHD1100022514		rs110107997		11		78,347,517		2,251		intergenic_variant								19

		BovineHD1100022516		rs108966240		11		78,349,609		2,093		intergenic_variant								19

		BovineHD1100022519		rs109117876		11		78,353,343		3,735		intergenic_variant								19

		BovineHD1100022520		rs135955814		11		78,357,169		3,827		intergenic_variant								19

		BovineHD1100022523		rs135510448		11		78,359,838		2,670		intergenic_variant								19

		BovineHD1100022531		rs109108906		11		78,374,713		14,876		intergenic_variant								19

		BovineHD1100022535		rs137727917		11		78,401,195		26,483		intergenic_variant								19

		BovineHD1100022540		rs109247437		11		78,441,129		39,935		intergenic_variant								19

		BovineHD1100022542		rs109808824		11		78,448,472		7,344		intergenic_variant								19

		BovineHD1100022545		rs134115440		11		78,463,181		14,710		intergenic_variant								19

		BovineHD1100022551		rs109296329		11		78,499,168		35,988		intron_variant		PUM2						19

		BovineHD1100022556		rs135973880		11		78,518,681		19,514		intron_variant		PUM2						19

		BovineHD1100022561		rs137445466		11		78,548,064		29,384		intron_variant		PUM2						19

		BovineHD1100022563		rs137048608		11		78,555,045		6,982		intron_variant		PUM2						19

		BovineHD1100022566		rs134786197		11		78,574,116		19,072		intron_variant		PUM2						19

		Hapmap24334-BTA-126817		rs109904482		11		78,580,022		5,907		intron_variant		PUM2						19

		BovineHD1100022569		rs134582089		11		78,584,633		4,612		intron_variant		PUM2						19

		BovineHD1100022571		rs133502749		11		78,597,534		12,902		intron_variant		PUM2						19

		BovineHD1100022573		rs135771421		11		78,603,638		6,105		intron_variant		PUM2						19

		BovineHD1100022576		rs136068749		11		78,614,241		10,604		intergenic_variant								19

		BovineHD1100022579		rs109788835		11		78,627,491		13,251		intergenic_variant								19

		BovineHD1100022584		rs136306351		11		78,640,955		13,465		intron_variant		SDC1						19

		BovineHD1100022593		rs109365197		11		78,674,285		33,331		intergenic_variant								19

		BovineHD1100022595		rs110508342		11		78,679,419		5,135		intergenic_variant								19

		BovineHD1100022601		rs110051800		11		78,712,693		33,275		intergenic_variant								19

		BovineHD1100022613		rs137818486		11		78,786,069		73,377		intergenic_variant								19

		BovineHD1100022615		rs110552157		11		78,811,939		25,871		intron_variant		LAPTM4A						19

		BovineHD1100022629		rs133162553		11		78,876,856		64,918		intron_variant		WDR35						19

		BovineHD1100022634		rs136409770		11		78,887,266		10,411		intron_variant		WDR35						19

		BovineHD1100022638		rs137821298		11		78,897,034		9,769		intron_variant		WDR35						19

		BovineHD1100022640		rs109169725		11		78,902,414		5,381		intergenic_variant								19

		ARS-BFGL-NGS-14403		rs110014977		11		78,949,970		47,557		intergenic_variant								19

		BovineHD1100022654		rs109239996		11		78,961,542		11,573		intergenic_variant								19

		BovineHD1100022657		rs108954898		11		78,975,514		13,973		intergenic_variant								19

		BovineHD1100022676		rs135616616		11		79,037,363		61,850		intergenic_variant								19

		BovineHD1100022698		rs109462189		11		79,113,128		75,766		intergenic_variant								19

		BovineHD1100022703		rs134144814		11		79,122,934		9,807		intergenic_variant								19

		BovineHD1100022729		rs110009972		11		79,225,059		102,126		intergenic_variant								19

		BovineHD1100022776		rs134767103		11		79,360,403		135,345		intergenic_variant								19

		BovineHD1100022781		rs133458027		11		79,376,818		16,416		intergenic_variant								19

		BovineHD1100022783		rs110588265		11		79,380,408		3,591		intergenic_variant								19

		BovineHD1100022787		rs110766886		11		79,387,770		7,363		intergenic_variant								19

		BovineHD1100022790		rs110081567		11		79,393,385		5,616		intergenic_variant								19

		BovineHD1100022809		rs135197773		11		79,492,109		98,725		intergenic_variant								19

		BovineHD1100022830		rs110375399		11		79,561,295		69,187		intergenic_variant								19

		BovineHD1100022833		rs134692124		11		79,581,057		19,763		intergenic_variant								19

		BovineHD1100022835		rs133583146		11		79,591,348		10,292		intergenic_variant								19

		BovineHD1100022837		rs110280743		11		79,594,907		3,560		intergenic_variant								19

		BTA-107324-no-rs		rs41567638		11		79,604,076		9,170		intergenic_variant								19

		BovineHD1100022841		rs109691440		11		79,614,054		9,979		intergenic_variant								19

		BovineHD1100022843		rs135838494		11		79,622,096		8,043		intergenic_variant								19

		BovineHD1100022845		rs134869203		11		79,633,520		11,425		intergenic_variant								19

		BovineHD1100022848		rs137154050		11		79,648,425		14,906		intergenic_variant								19

		BovineHD1100022851		rs110630752		11		79,665,167		16,743		intergenic_variant								19

		BovineHD1100022854		rs134890564		11		79,683,529		18,363		intergenic_variant								19

		BovineHD1100022873		rs136244341		11		79,775,204		91,676		intergenic_variant								19

		BovineHD1100022882		rs133920016		11		79,804,575		29,372		intergenic_variant								19

		BovineHD1100022887		rs108962618		11		79,826,417		21,843		intergenic_variant								19

		BovineHD1100022893		rs133415584		11		79,844,095		17,679		intergenic_variant								19

		BovineHD1100022895		rs109591553		11		79,846,454		2,360		intergenic_variant								19

		BovineHD1100022900		rs110556979		11		79,863,059		16,606		intergenic_variant								19

		BovineHD1100022906		rs133649750		11		79,890,395		27,337		intergenic_variant								19

		Hapmap27739-BTA-126803		rs111011118		11		79,945,955		55,561		intergenic_variant								19

		BovineHD1100022921		rs136049259		11		79,951,559		5,605		intergenic_variant								19

		BovineHD1100022926		rs134995510		11		79,981,020		29,462		intergenic_variant								19

		BTA-107321-no-rs		rs41568025		11		80,005,355		24,336		intergenic_variant								19

		BovineHD1100022937		rs109617085		11		80,045,595		40,241		intergenic_variant								19

		BovineHD1100022939		rs109335843		11		80,051,589		5,995		intergenic_variant								19

		BovineHD1100022942		rs109042716		11		80,054,596		3,008		intergenic_variant								19

		BovineHD1100022947		rs135157802		11		80,062,277		7,682		intergenic_variant								19

		BovineHD1100022951		rs132880382		11		80,066,064		3,788		intergenic_variant								19

		BovineHD1100022953		rs135928837		11		80,068,220		2,157		intergenic_variant								19

		BovineHD1100022957		rs136813790		11		80,072,135		3,916		intergenic_variant								19

		BovineHD1100022959		rs135401565		11		80,074,024		1,890		intergenic_variant								19

		BovineHD1100022962		rs137654320		11		80,077,094		3,071		intergenic_variant								19

		BovineHD1100022971		rs133944115		11		80,120,480		43,387		intergenic_variant								19

		BovineHD1100022974		rs134136514		11		80,135,315		14,836		intergenic_variant								19

		BovineHD1100022993		rs134880296		11		80,181,176		45,862		intergenic_variant								19

		BovineHD1100023002		rs110839851		11		80,215,837		34,662		intergenic_variant								19

		BovineHD1100023009		rs110557659		11		80,260,077		44,241		intergenic_variant								19

		BovineHD1100023020		rs110249861		11		80,301,837		41,761		intergenic_variant								19

		BovineHD1100023026		rs135925889		11		80,321,806		19,970		intergenic_variant								19

		BovineHD1100023034		rs134691758		11		80,335,495		13,690		intergenic_variant								19

		BovineHD1100023036		rs110572434		11		80,345,687		10,193		intergenic_variant								19

		BovineHD4100009052		rs41616667		11		80,353,681		7,995		intergenic_variant								19

		BovineHD1100023038		rs137758497		11		80,356,520		2,840		intergenic_variant								19

		BovineHD1100023040		rs109639340		11		80,359,168		2,649		intergenic_variant								19

		BovineHD1100023043		rs135833645		11		80,372,188		13,021		intergenic_variant								19

		BovineHD1100023052		rs137589966		11		80,406,292		34,105		intergenic_variant								19

		BovineHD1100023055		rs110959459		11		80,418,499		12,208		intergenic_variant								19

		BovineHD1100023060		rs109915215		11		80,425,011		6,513		intergenic_variant								19

		BovineHD1100027464		rs109475486		11		94,330,862		13,905,852		intron_variant		STRBP						20

		BovineHD1100027466		rs110116281		11		94,335,136		4,275		intron_variant		STRBP						20

		BovineHD1100027468		rs110386469		11		94,343,945		8,810		intron_variant		STRBP						20

		BovineHD1100027472		rs109613669		11		94,369,695		25,751		intron_variant		STRBP						20

		BovineHD1100027477		rs109916296		11		94,395,519		25,825		intron_variant		STRBP						20

		BovineHD1100027480		rs136560011		11		94,404,947		9,429		intron_variant		STRBP						20

		BovineHD1100027483		rs109041319		11		94,429,496		24,550		intergenic_variant								20

		Hapmap46766-BTA-115526		rs41566641		11		94,448,742		19,247		intergenic_variant								20

		BovineHD1100027495		rs110423227		11		94,478,872		30,131		intergenic_variant								20

		BovineHD1100027517		rs137802956		11		94,563,151		84,280		intron_variant		DENND1A						20

		BovineHD1100027531		rs137645020		11		94,588,283		25,133		intron_variant		DENND1A						20

		BovineHD1100027534		rs110984757		11		94,592,624		4,342		intron_variant		DENND1A						20

		BovineHD1100027551		rs134266683		11		94,643,105		50,482		intron_variant		DENND1A						20

		BovineHD1100027600		rs133192568		11		94,752,418		109,314		intron_variant		DENND1A						20

		BovineHD1100027627		rs110974551		11		94,852,116		99,699		intron_variant		DENND1A						20

		BovineHD1100027630		rs108963753		11		94,874,150		22,035		intron_variant		DENND1A						20

		BovineHD1100027641		rs133267682		11		94,933,571		59,422		intron_variant		DENND1A						20

		BovineHD1100027653		rs135816374		11		95,013,644		80,074		intron_variant		DENND1A						20

		Hapmap57855-rs29019732		rs29019732		11		95,150,279		136,636		intergenic_variant								20

		BovineHD1100027689		rs135332348		11		95,204,115		53,837		intergenic_variant								20

		ARS-BFGL-NGS-110146		rs110974419		11		95,214,006		9,892		intergenic_variant								20

		BovineHD1100027719		rs136530238		11		95,290,408		76,403		intergenic_variant								20

		BovineHD1100027726		rs137501050		11		95,310,796		20,389		intergenic_variant								20

		BovineHD1100027728		rs110441056		11		95,314,247		3,452		intergenic_variant								20

		BovineHD1100027732		rs109298158		11		95,335,843		21,597		intron_variant		NEK6						20

		BovineHD1100027734		rs110226014		11		95,339,131		3,289		intron_variant		NEK6						20

		BovineHD1100027737		rs133196712		11		95,356,348		17,218		intron_variant		NEK6						20

		BovineHD1100027739		rs110875606		11		95,362,870		6,523		intron_variant		NEK6						20

		BovineHD1100027741		rs110718256		11		95,365,452		2,583		intron_variant		NEK6						20

		ARS-BFGL-NGS-1215		rs110641010		11		95,381,284		15,833		intron_variant		NEK6						20

		BovineHD1100027747		rs137851531		11		95,397,366		16,083		intron_variant		NEK6						20

		BovineHD1100027750		rs135811061		11		95,413,525		16,160		intron_variant		PSMB7						20

		BovineHD1100027754		rs132719606		11		95,424,347		10,823		intron_variant		PSMB7						20

		BovineHD1100027757		rs109725669		11		95,430,504		6,158		intron_variant		PSMB7						20

		BovineHD1100027762		rs109333414		11		95,456,319		25,816		intron_variant		PSMB7						20

		BovineHD1100027764		rs133240265		11		95,457,412		1,094		intron_variant		PSMB7						20

		BovineHD1100027766		rs109679603		11		95,459,690		2,279		intergenic_variant								20

		BovineHD1100027778		rs109940164		11		95,484,082		24,393		intron_variant		ADGRD2						20

		BovineHD1100027780		rs109970347		11		95,488,048		3,967		intron_variant		ADGRD2						20

		BovineHD1200004942		rs110128415		12		16,359,443				intergenic_variant								21

		Hapmap47914-BTA-31718		rs41631640		12		16,389,060		29,618		intron_variant		RUBCNL						21

		BovineHD1200004956		rs137369041		12		16,402,235		13,176		intron_variant		RUBCNL						21

		BovineHD1200004961		rs137068929		12		16,413,681		11,447		intergenic_variant								21

		BovineHD1200004980		rs109163100		12		16,467,589		53,909		intergenic_variant								21

		BovineHD1200004982		rs110170919		12		16,474,711		7,123		intergenic_variant								21

		BovineHD1200004985		rs110280790		12		16,478,711		4,001		intergenic_variant								21

		BovineHD1200004987		rs136796099		12		16,484,458		5,748		intergenic_variant								21

		BovineHD1200004989		rs110347160		12		16,486,596		2,139		intergenic_variant								21

		BovineHD1200004994		rs110333091		12		16,503,195		16,600		intron_variant		LRCH1						21

		BovineHD1200005001		rs110205276		12		16,519,061		15,867		intron_variant		LRCH1						21

		BovineHD1200005005		rs133067632		12		16,525,387		6,327		intron_variant		LRCH1						21

		BovineHD1200005007		rs43690722		12		16,527,774		2,388		intron_variant		LRCH1						21

		BovineHD1200005012		rs133309226		12		16,533,303		5,530		intron_variant		LRCH1						21

		BovineHD4100009407		rs41601442		12		16,548,148		14,846		intron_variant		LRCH1						21

		Hapmap46977-BTA-31741		rs41582571		12		16,559,286		11,139		intron_variant		LRCH1						21

		BovineHD1200005023		rs43691816		12		16,569,353		10,068		intron_variant		LRCH1						21

		BovineHD1200005025		rs43691799		12		16,575,652		6,300		intron_variant		LRCH1						21

		BovineHD1200005027		rs43691783		12		16,578,723		3,072		intron_variant		LRCH1						21

		BovineHD1200005029		rs43691767		12		16,582,590		3,868		intron_variant		LRCH1						21

		BovineHD1200005031		rs43691760		12		16,584,585		1,996		intron_variant		LRCH1						21

		BovineHD1200005040		rs109030998		12		16,591,194		6,610		intron_variant		LRCH1						21

		BovineHD1200005044		rs43693009		12		16,595,711		4,518		intron_variant		LRCH1						21

		BovineHD1200005047		rs43692989		12		16,604,509		8,799		intron_variant		LRCH1						21

		BovineHD1200005050		rs137086464		12		16,609,579		5,071		intron_variant		LRCH1						21

		BovineHD1200005052		rs43692964		12		16,617,848		8,270		intron_variant		LRCH1						21

		BovineHD1200005055		rs43692956		12		16,627,966		10,119		intron_variant		LRCH1						21

		BovineHD4100009411		rs43693791		12		16,688,223		60,258		intron_variant		LRCH1						21

		BovineHD1200005077		rs43693802		12		16,701,432		13,210		intron_variant		LRCH1						21

		BovineHD1200005079		rs43693821		12		16,708,122		6,691		intron_variant		LRCH1						21

		BovineHD1200005080		rs43694333		12		16,710,052		1,931		intergenic_variant								21

		BovineHD1200005082		rs43694356		12		16,714,703		4,652		intergenic_variant								21

		BovineHD1200005090		rs136097354		12		16,739,702		25,000		intron_variant		ESD						21

		BTB-00487920		rs43694400		12		16,759,250		19,549		intergenic_variant								21

		BovineHD1200005108		rs109820083		12		16,796,311		37,062		intron_variant		HTR2A						21

		BovineHD1200005111		rs137069886		12		16,798,745		2,435		intron_variant		HTR2A						21

		BovineHD1200005120		rs43694971		12		16,820,755		22,011		intron_variant		HTR2A						21

		BovineHD1200005122		rs43695001		12		16,824,655		3,901		intron_variant		HTR2A						21

		BovineHD1200005125		rs133864840		12		16,828,044		3,390		intron_variant		HTR2A						21

		BovineHD1200005129		rs43695026		12		16,834,885		6,842		intron_variant		HTR2A						21

		BovineHD1200005131		rs43696138		12		16,836,917		2,033		synonymous_variant		HTR2A						21

		BovineHD1200005134		rs134102715		12		16,841,281		4,365		intron_variant		HTR2A						21

		BovineHD1200005136		rs136797749		12		16,850,875		9,595		intergenic_variant								21

		BovineHD1200005141		rs109547172		12		16,867,799		16,925		intergenic_variant								21

		BovineHD1200005152		rs43761971		12		16,882,379		14,581		intergenic_variant								21

		BovineHD1200005147		rs137755249		12		16,901,590		19,212		intergenic_variant								21

		BovineHD1200005145		rs136969980		12		16,903,293		1,704		intergenic_variant								21

		BovineHD1200005155		rs135802226		12		16,910,729		7,437		intergenic_variant								21

		BovineHD1200005157		rs134492680		12		16,912,989		2,261		intergenic_variant								21

		BovineHD1200005161		rs29021776		12		16,920,413		7,425		intergenic_variant								21

		BovineHD1200005165		rs43764896		12		16,936,749		16,337		intergenic_variant								21

		BovineHD1200005167		rs43765860		12		16,941,504		4,756		intergenic_variant								21

		BovineHD1200005175		rs43697535		12		16,959,521		18,018		intergenic_variant								21

		BovineHD1200005177		rs43697553		12		16,962,915		3,395		intergenic_variant								21

		BovineHD1200005179		rs43697567		12		16,964,922		2,008		intergenic_variant								21

		BovineHD1200005181		rs136786649		12		16,966,474		1,553		intergenic_variant								21

		BovineHD1200005185		rs134612190		12		16,972,506		6,033		intergenic_variant								21

		BovineHD1200005187		rs43697588		12		16,976,049		3,544		intergenic_variant								21

		BovineHD1200005193		rs109712230		12		17,001,192		25,144		intergenic_variant								21

		BovineHD1200005199		rs42750223		12		17,034,243		33,052		intergenic_variant								21

		BovineHD1200005204		rs42751137		12		17,059,801		25,559		intergenic_variant								21

		BovineHD1200005205		rs135573107		12		17,071,015		11,215		intergenic_variant								21

		BovineHD1200005207		rs42751138		12		17,073,869		2,855		intergenic_variant								21

		BovineHD1200005209		rs42751168		12		17,080,147		6,279		intergenic_variant								21

		BovineHD1200005212		rs133876222		12		17,085,043		4,897		intergenic_variant								21

		BovineHD1200005215		rs136919686		12		17,097,035		11,993		intergenic_variant								21

		BovineHD1200026785		rs136506959		12		17,122,570		25,536		intergenic_variant								21

		BovineHD1200005230		rs133463038		12		17,155,002		32,433		intergenic_variant								21

		BovineHD1200005237		rs110367243		12		17,179,396		24,395		intergenic_variant								21

		BovineHD1200005239		rs109117655		12		17,182,825		3,430		intergenic_variant								21

		BovineHD1200005249		rs42665158		12		17,226,532		43,708		intergenic_variant								21

		BovineHD1200005257		rs110341400		12		17,243,248		16,717		intergenic_variant								21

		BovineHD1200005263		rs136113369		12		17,253,883		10,636		intergenic_variant								21

		BovineHD1200005280		rs134284249		12		17,302,252		48,370		intergenic_variant								21

		BovineHD1200005283		rs109859004		12		17,322,636		20,385		intergenic_variant								21

		BovineHD1200005285		rs136662205		12		17,328,741		6,106		intergenic_variant								21

		BovineHD1200005287		rs135379782		12		17,340,160		11,420		intergenic_variant								21

		BovineHD1200005290		rs42943691		12		17,351,102		10,943		intergenic_variant								21

		BovineHD1200005292		rs42943714		12		17,361,781		10,680		intergenic_variant								21

		BovineHD1200005300		rs43082249		12		17,396,213		34,433		intergenic_variant								21

		BovineHD1200005307		rs110608425		12		17,442,951		46,739		intergenic_variant								21

		BovineHD1200005312		rs110967883		12		17,475,545		32,595		intergenic_variant								21

		BovineHD1200005327		rs132940570		12		17,555,649		80,105		intergenic_variant								21

		BovineHD1200005338		rs109214999		12		17,613,146		57,498		intergenic_variant								21

		BovineHD1200005364		rs133562019		12		17,694,217		81,072		intergenic_variant								21

		BovineHD1200005366		rs136231724		12		17,695,836		1,620		intergenic_variant								21

		BovineHD1200005378		rs109412699		12		17,707,468		11,633		intergenic_variant								21

		BovineHD1200005381		rs133287045		12		17,710,733		3,266		intergenic_variant								21

		BovineHD1200005383		rs137839980		12		17,712,624		1,892		intergenic_variant								21

		BovineHD4100009418		rs41572336		12		17,714,786		2,163		intergenic_variant								21

		BovineHD1200005390		rs109021155		12		17,719,094		4,309		intergenic_variant								21

		BovineHD1200005391		rs110333642		12		17,721,742		2,649		intergenic_variant								21

		BovineHD1200005393		rs109128513		12		17,722,932		1,191		intergenic_variant								21

		BovineHD4100009419		rs110850463		12		17,724,980		2,049		intergenic_variant								21

		BovineHD1200005396		rs109901551		12		17,732,255		7,276		intergenic_variant								21

		BovineHD1200005402		rs136723601		12		17,744,008		11,754		intergenic_variant								21

		BovineHD1200005405		rs109472287		12		17,748,066		4,059		intergenic_variant								21

		BovineHD1200005410		rs110857217		12		17,754,760		6,695		intergenic_variant								21

		BovineHD1200005413		rs110701060		12		17,766,859		12,100		intergenic_variant								21

		BovineHD1200005416		rs132689018		12		17,773,820		6,962		intergenic_variant								21

		BovineHD1200005421		rs110249420		12		17,794,306		20,487		intron_variant		SUCLA2						21

		ARS-BFGL-BAC-12431		rs110295600		12		17,877,696		83,391		intergenic_variant								21

		BovineHD1200005440		rs109617583		12		17,897,014		19,319		intron_variant		NUDT15						21

		BovineHD1200005443		rs137234724		12		17,901,527		4,514		intron_variant		NUDT15						21

		BovineHD1200005445		rs109140217		12		17,907,294		5,768		intron_variant		NUDT15						21

		BovineHD1200005447		rs135833167		12		17,922,901		15,608		intergenic_variant								21

		BovineHD1200005449		rs109508653		12		17,925,300		2,400		intergenic_variant								21

		BovineHD1200005451		rs133777362		12		17,927,687		2,388		intergenic_variant								21

		BovineHD1200005454		rs134273356		12		17,931,180		3,494		intergenic_variant								21

		BovineHD1200005456		rs132766938		12		17,935,066		3,887		intergenic_variant								21

		BovineHD1200005459		rs136659250		12		17,952,587		17,522		intergenic_variant								21

		BovineHD1200005462		rs133177766		12		17,968,069		15,483		intergenic_variant								21

		BovineHD1200005467		rs136270131		12		17,996,044		27,976		intergenic_variant								21

		BovineHD1200005469		rs134736724		12		18,001,728		5,685		intergenic_variant								21

		BovineHD1200005475		rs110581888		12		18,020,287		18,560		intergenic_variant								21

		ARS-BFGL-NGS-108858		rs110202620		12		18,029,004		8,718		intergenic_variant								21

		BovineHD1200005481		rs109634664		12		18,041,538		12,535		intron_variant		ITM2B						21

		BovineHD1200005483		rs111010094		12		18,043,029		1,492		intron_variant		ITM2B						21

		BovineHD1200005485		rs109384021		12		18,044,521		1,493		intron_variant		ITM2B						21

		BovineHD4100009422		rs109573020		12		18,046,014		1,494		intron_variant		ITM2B						21

		BovineHD4100009423		rs41627853		12		18,047,652		1,639		intron_variant		ITM2B						21

		BovineHD1200005489		rs135012571		12		18,048,927		1,276		intron_variant		ITM2B						21

		ARS-BFGL-NGS-9353		rs109311200		12		18,054,409		5,483		intron_variant		ITM2B						21

		BovineHD1200005492		rs134731063		12		18,055,805		1,397		intron_variant		ITM2B						21

		BovineHD1200005494		rs133586659		12		18,059,420		3,616		intron_variant		ITM2B						21

		BovineHD4100009424		rs41255658		12		18,062,113		2,694		intergenic_variant								21

		BovineHD1200005500		rs137169450		12		18,087,636		25,524		intergenic_variant								21

		BTA-21705-no-rs		rs41627854		12		18,117,735		30,100		intron_variant		RB1						21

		BovineHD1200005516		rs133939359		12		18,158,319		40,585		intron_variant		RB1						21

		BovineHD1200005518		rs110908119		12		18,165,599		7,281		intron_variant		RB1						21

		BovineHD1200005520		rs137521772		12		18,170,939		5,341		intron_variant		RB1						21

		BovineHD1200005522		rs137101897		12		18,177,061		6,123		intron_variant		RB1						21

		BovineHD1200005525		rs110662166		12		18,184,998		7,938		intron_variant		RB1						21

		BovineHD1200005527		rs136306333		12		18,186,606		1,609		intron_variant		RB1						21

		BovineHD1200005530		rs109248740		12		18,202,261		15,656		intron_variant		RB1						21

		BovineHD1200005532		rs109884237		12		18,205,099		2,839		intron_variant		RB1						21

		BovineHD1200005535		NA		12		18,217,353		12,255										21

		BovineHD1200005540		rs109597759		12		18,236,506		19,154		3_prime_UTR_variant		RB1						21

		BovineHD1200005544		rs109485324		12		18,253,619		17,114		intron_variant		RCBTB2						21

		BovineHD1200005549		rs110269138		12		18,267,618		14,000		intron_variant		RCBTB2						21

		BovineHD1400016678		rs109463581		14		58,030,414				intron_variant		OXR1						22

		BovineHD1400016680		rs132896246		14		58,033,297		2,884		intron_variant		OXR1						22

		BovineHD1400016683		rs133155877		14		58,040,227		6,931		intron_variant		OXR1						22

		BovineHD1400016685		rs135741288		14		58,042,003		1,777		intron_variant		OXR1						22

		BovineHD1400016688		rs109996307		14		58,045,701		3,699		intron_variant		OXR1						22

		BovineHD1400016691		rs136072826		14		58,053,314		7,614		intron_variant		OXR1						22

		BovineHD1400016698		rs134516159		14		58,069,611		16,298		intron_variant		OXR1						22

		BovineHD1400016703		rs42773041		14		58,086,031		16,421		intron_variant		OXR1						22

		BovineHD1400016705		rs42773048		14		58,087,005		975		intron_variant		OXR1						22

		BovineHD1400016707		rs134610836		14		58,088,573		1,569		intron_variant		OXR1						22

		BovineHD4100011654		rs41620586		14		58,121,176		32,604		intron_variant		OXR1						22

		BovineHD1400016721		rs136552911		14		58,129,331		8,156		intron_variant		OXR1						22

		BovineHD1400016724		rs110108095		14		58,134,245		4,915		intron_variant		OXR1						22

		BovineHD1400016732		rs135095349		14		58,152,351		18,107		intron_variant		OXR1						22

		BovineHD1400016737		rs133712576		14		58,177,758		25,408		intron_variant		OXR1						22

		ARS-BFGL-NGS-100055		rs109631273		14		58,210,196		32,439		intron_variant		OXR1						22

		BovineHD1400016750		rs133570694		14		58,220,993		10,798		intron_variant		OXR1						22

		BovineHD1400016761		rs42338495		14		58,262,826		41,834		intron_variant		OXR1						22

		BovineHD1400016765		rs110421766		14		58,274,048		11,223		intron_variant		OXR1						22

		BovineHD1400016768		rs109540661		14		58,281,692		7,645		intron_variant		OXR1						22

		BovineHD1400016774		rs134613709		14		58,303,766		22,075		intron_variant		OXR1						22

		BovineHD1400016777		rs108954820		14		58,313,402		9,637		intron_variant		OXR1						22

		BovineHD1400016788		rs109698801		14		58,343,818		30,417		intergenic_variant								22

		BovineHD1400016792		rs110586593		14		58,350,767		6,950		intergenic_variant								22

		BovineHD1400016796		rs135609389		14		58,363,858		13,092		intergenic_variant								22

		BovineHD1400016798		rs134602447		14		58,365,444		1,587		intergenic_variant								22

		BovineHD1400016800		rs109832075		14		58,372,910		7,467		intergenic_variant								22

		BovineHD1400016806		rs110953193		14		58,384,470		11,561		intergenic_variant								22

		BovineHD4100011656		rs29017263		14		58,389,584		5,115		intergenic_variant								22

		BovineHD1400016809		rs109816918		14		58,395,809		6,226		intergenic_variant								22

		BovineHD1400016816		rs111006666		14		58,425,294		29,486		intergenic_variant								22

		Hapmap59382-rs29022898		rs29022898		14		58,433,822		8,529		intergenic_variant								22

		BovineHD1400024524		rs135766047		14		58,464,277		30,456		intergenic_variant								22

		BovineHD1400016848		rs109896308		14		58,542,748		78,472		intergenic_variant								22

		BovineHD1400016897		rs42716653		14		58,767,340		224,593		intergenic_variant								22

		BovineHD1400016901		rs42716689		14		58,775,814		8,475		intergenic_variant								22

		BovineHD1400016908		rs42715430		14		58,799,599		23,786		intergenic_variant								22

		BovineHD1400016910		rs42715413		14		58,802,913		3,315		intergenic_variant								22

		BovineHD1400016913		rs136394528		14		58,805,901		2,989		intergenic_variant								22

		BovineHD1400016915		rs42715381		14		58,814,453		8,553		intergenic_variant								22

		BovineHD1400016920		rs134308125		14		58,829,761		15,309		intron_variant		ZFPM2						22

		BovineHD1400016923		rs43023110		14		58,838,648		8,888		intron_variant		ZFPM2						22

		BovineHD1400016925		rs133420557		14		58,848,265		9,618		intron_variant		ZFPM2						22

		BovineHD1400016930		rs43023125		14		58,867,660		19,396		intron_variant		ZFPM2						22

		BovineHD1400016932		rs110833445		14		58,871,210		3,551		intron_variant		ZFPM2						22

		BTB-01361552		rs42484874		14		58,892,660		21,451		intron_variant		ZFPM2						22

		BovineHD1400016943		rs42484887		14		58,906,266		13,607		intron_variant		ZFPM2						22

		BovineHD1400016945		rs42484898		14		58,913,109		6,844		intron_variant		ZFPM2						22

		BovineHD1400016948		rs42484909		14		58,920,247		7,139		intron_variant		ZFPM2						22

		BovineHD4100011657		rs135659027		14		58,942,511		22,265		intron_variant		ZFPM2						22

		BovineHD1400016963		rs134575742		14		58,964,090		21,580		intron_variant		ZFPM2						22

		BovineHD4100011660		rs109899903		14		59,035,401		71,312		intron_variant		ZFPM2						22

		BovineHD1400016986		rs42486363		14		59,039,131		3,731		intron_variant		ZFPM2						22

		BovineHD1400016990		rs42486372		14		59,053,325		14,195		intron_variant		ZFPM2						22

		BovineHD1400016995		rs42486381		14		59,062,750		9,426		intron_variant		ZFPM2						22

		BovineHD1400017010		rs135609348		14		59,119,634		56,885		intron_variant		ZFPM2						22

		BovineHD1400017011		rs42483823		14		59,126,061		6,428		intron_variant		ZFPM2						22

		BovineHD1400017013		rs135667217		14		59,131,715		5,655		intron_variant		ZFPM2						22

		BovineHD1400017020		rs109655772		14		59,178,110		46,396		intron_variant		ZFPM2						22

		BovineHD1400017022		rs42484863		14		59,184,378		6,269		intron_variant		ZFPM2						22

		BovineHD1400017025		rs135723791		14		59,189,010		4,633		intron_variant		ZFPM2						22

		BovineHD1400017027		rs41743478		14		59,193,719		4,710		intron_variant		ZFPM2						22

		BovineHD1400017030		rs134432197		14		59,200,491		6,773		intron_variant		ZFPM2						22

		BovineHD1400017033		rs41742625		14		59,209,765		9,275		intron_variant		ZFPM2						22

		BovineHD1400017036		rs41742561		14		59,220,985		11,221		intron_variant		ZFPM2						22

		BovineHD1400017047		rs110354468		14		59,258,995		38,011		intron_variant		ZFPM2						22

		BovineHD1400017049		rs135315647		14		59,262,205		3,211		intron_variant		ZFPM2						22

		BovineHD1400017051		rs134567375		14		59,264,739		2,535		intron_variant		ZFPM2						22

		BovineHD1400017054		rs134875733		14		59,283,835		19,097		intron_variant		ZFPM2						22

		BovineHD1400017061		rs135876727		14		59,302,762		18,928		intron_variant		ZFPM2						22

		BovineHD1400017067		rs42689665		14		59,322,049		19,288		intron_variant		ZFPM2						22

		BovineHD1400017069		rs42689671		14		59,325,661		3,613		intron_variant		ZFPM2						22

		BovineHD1400017074		rs42689645		14		59,344,857		19,197		intron_variant		ZFPM2						22

		BovineHD1400017083		rs110619803		14		59,401,181		56,325		intergenic_variant								22

		BovineHD1400017092		rs132990521		14		59,436,170		34,990		intergenic_variant								22

		BovineHD1400017099		rs109862590		14		59,466,620		30,451		intergenic_variant								22

		BovineHD1400017102		rs109533580		14		59,479,324		12,705		intergenic_variant								22

		BovineHD1400017108		rs41572731		14		59,491,172		11,849		intergenic_variant								22

		BovineHD1400017110		rs109180582		14		59,497,283		6,112		intergenic_variant								22

		BovineHD1400017112		rs135717233		14		59,499,835		2,553		intergenic_variant								22

		BovineHD1400017115		rs110654593		14		59,508,320		8,486		intergenic_variant								22

		BovineHD1400017120		rs109803272		14		59,522,303		13,984		intergenic_variant								22

		BovineHD1400017141		rs136176415		14		59,618,037		95,735		intergenic_variant								22

		BovineHD1400017144		rs134221171		14		59,624,765		6,729		intergenic_variant								22

		BovineHD1400017162		rs43736356		14		59,689,128		64,364		intergenic_variant								22

		BovineHD1400017165		rs134418817		14		59,696,546		7,419		intergenic_variant								22

		BovineHD1400024529		rs136159708		14		59,730,694		34,149		intergenic_variant								22

		BovineHD1400017176		rs42510708		14		59,742,745		12,052		intergenic_variant								22

		BovineHD1400017185		rs43735987		14		59,770,140		27,396		intergenic_variant								22

		BovineHD1400017197		rs136167660		14		59,808,579		38,440		intergenic_variant								22

		BovineHD1400017199		rs135317308		14		59,816,743		8,165		intergenic_variant								22

		BovineHD1400017204		rs110244390		14		59,836,422		19,680		intergenic_variant								22

		UA-IFASA-9447		rs41575160		14		59,846,078		9,657		intergenic_variant								22

		BovineHD1400017211		rs135906234		14		59,854,634		8,557		intergenic_variant								22

		BovineHD1400017224		rs109167610		14		59,892,861		38,228		intergenic_variant								22

		BovineHD1400017226		rs110554085		14		59,901,121		8,261		intergenic_variant								22

		BovineHD1400017227		rs43734871		14		59,902,889		1,769		intergenic_variant								22

		BovineHD1400024144		rs137738227		14		59,912,224		9,336		intergenic_variant								22

		BovineHD1400017234		rs43734858		14		59,927,658		15,435		intergenic_variant								22

		BovineHD1400017239		rs133385095		14		59,954,258		26,601		intergenic_variant								22

		BovineHD1400017248		rs134095951		14		59,985,968		31,711		intergenic_variant								22

		BovineHD1400017250		rs136565527		14		59,992,341		6,374		intergenic_variant								22

		BovineHD1400017252		rs137589531		14		59,996,601		4,261		intergenic_variant								22

		BovineHD1400017254		rs134409441		14		60,004,170		7,570		intergenic_variant								22

		BovineHD1400017257		rs43734833		14		60,015,557		11,388		intergenic_variant								22

		BovineHD1400017264		rs136388771		14		60,036,126		20,570		intron_variant		LRP12						22

		BovineHD1400017270		rs136594328		14		60,056,301		20,176		intron_variant		LRP12						22

		BovineHD1400017281		rs136520462		14		60,108,973		52,673		intron_variant		LRP12						22

		BovineHD1400017283		rs135042321		14		60,115,912		6,940		intron_variant		LRP12						22

		BovineHD1400017285		rs110064369		14		60,120,491		4,580		intron_variant		LRP12						22

		BovineHD1400024146		rs134839236		14		60,126,306		5,816		intron_variant		LRP12						22

		BovineHD4100011662		rs136778725		14		60,130,163		3,858		intergenic_variant								22

		BovineHD1400017289		rs133655760		14		60,135,359		5,197		intergenic_variant								22

		BovineHD1400017291		rs111018912		14		60,138,573		3,215		intergenic_variant								22

		BovineHD1400017293		rs134990296		14		60,144,694		6,122		intergenic_variant								22

		BovineHD1400017295		rs110544998		14		60,150,530		5,837		intron_variant		DPYS						22

		BovineHD1400017299		rs43732617		14		60,159,827		9,298		intron_variant		DPYS						22

		BTB-01075462		rs43731684		14		60,181,663		21,837		intron_variant		DPYS						22

		BovineHD1400017314		rs43731699		14		60,185,653		3,991		intron_variant		DPYS						22

		BovineHD1400017317		rs43731710		14		60,188,155		2,503		intron_variant		DPYS						22

		BovineHD1400017320		rs43732546		14		60,193,433		5,279		intron_variant		DPYS						22

		BovineHD1400017324		rs43732555		14		60,204,927		11,495		intron_variant		DPYS						22

		BovineHD1400017331		rs137401201		14		60,211,921		6,995		intron_variant		DPYS						22

		BovineHD1400017336		rs43730625		14		60,221,079		9,159		intron_variant		DPYS						22

		BovineHD1400017338		rs43731633		14		60,224,790		3,712		intron_variant		DPYS						22

		BovineHD1400017341		rs133177250		14		60,232,579		7,790		intron_variant		DPYS						22

		BTA-110835-no-rs		rs41617038		14		60,241,574		8,996		intron_variant		DPYS						22

		BovineHD1400017349		rs43730567		14		60,253,800		12,227		intron_variant		DCSTAMP						22

		BovineHD1400017353		rs43730559		14		60,267,292		13,493		intron_variant		DCSTAMP						22

		BovineHD1400017357		rs43730537		14		60,276,212		8,921		intron_variant		DCSTAMP						22

		BovineHD1400017359		rs43729626		14		60,280,323		4,112		intron_variant		DCSTAMP						22

		BovineHD1400017361		rs43729616		14		60,282,723		2,401		intron_variant		DCSTAMP						22

		BovineHD1400017363		rs43729608		14		60,285,111		2,389		intergenic_variant								22

		BovineHD1400017366		rs43729547		14		60,290,129		5,019		intergenic_variant								22

		BovineHD1400017368		rs43728706		14		60,295,150		5,022		intergenic_variant								22

		BovineHD1400017370		rs43737003		14		60,297,712		2,563		intergenic_variant								22

		BovineHD1400017371		rs43737012		14		60,299,632		1,921		intergenic_variant								22

		BovineHD1400017373		rs43728633		14		60,301,937		2,306		intergenic_variant								22

		BovineHD1400017375		rs43728660		14		60,304,650		2,714		intergenic_variant								22

		BovineHD1400017378		rs43728687		14		60,311,088		6,439		intergenic_variant								22

		BovineHD1400017380		rs135887443		14		60,316,281		5,194		intergenic_variant								22

		ARS-BFGL-NGS-1405		rs109067270		14		60,328,895		12,615		intergenic_variant								22

		BovineHD1400017389		rs43736586		14		60,335,291		6,397		intergenic_variant								22

		BovineHD1400017393		rs43736938		14		60,340,266		4,976		intergenic_variant								22

		BovineHD1400017398		rs137425659		14		60,358,456		18,191		intergenic_variant								22

		BovineHD1400017409		rs110846630		14		60,398,166		39,711		intron_variant		RIMS2						22

		BovineHD1400017420		rs43736181		14		60,454,673		56,508		intron_variant		RIMS2						22

		BovineHD1400017424		rs43736170		14		60,466,834		12,162		intron_variant		RIMS2						22

		BovineHD1400017426		rs43736161		14		60,468,575		1,742		intron_variant		RIMS2						22

		BovineHD1400017436		rs43735513		14		60,504,848		36,274		intron_variant		RIMS2						22

		BovineHD1400017443		rs41743517		14		60,532,291		27,444		intron_variant		RIMS2						22

		BovineHD1400017451		rs41256640		14		60,562,544		30,254		intron_variant		RIMS2						22

		BovineHD1400024534		rs134299397		14		60,624,029		61,486		intron_variant		RIMS2						22

		BovineHD4100011663		rs41580114		14		60,664,446		40,418		intron_variant		RIMS2						22

		BovineHD1400017474		rs41737345		14		60,690,122		25,677		intron_variant		RIMS2						22

		BovineHD1400017483		rs133985285		14		60,734,103		43,982		intron_variant		RIMS2						22

		BovineHD1400017501		rs42203230		14		60,822,613		88,511		intron_variant		RIMS2						22

		BovineHD1400017504		rs134637033		14		60,838,626		16,014		intron_variant		RIMS2						22

		Hapmap54769-rs29012948		rs29012948		14		60,879,468		40,843		intron_variant		RIMS2						22

		BovineHD1400017521		rs42695544		14		60,922,994		43,527		intron_variant		RIMS2						22

		BovineHD1400017526		rs109114070		14		60,945,033		22,040		intron_variant		RIMS2						22

		Hapmap44367-BTA-30774		rs41627370		14		60,971,421		26,389		intergenic_variant								22

		ARS-BFGL-NGS-43088		rs42203161		14		61,031,848		60,428		intergenic_variant								22

		BovineHD1400017554		rs43196174		14		61,081,297		49,450		intron_variant		SLC25A32						22

		BovineHD4100011665		rs29010231		14		61,097,879		16,583		intron_variant		SLC25A32						22

		BovineHD1400017563		rs41741660		14		61,127,339		29,461		intergenic_variant								22

		BovineHD1400024148		rs41740544		14		61,226,828		99,490		intergenic_variant								22

		BovineHD1400017582		rs110249664		14		61,238,532		11,705		intergenic_variant								22

		BovineHD1400017609		rs137736172		14		61,325,609		87,078		intron_variant		BAALC						22

		BovineHD1400017617		rs134920159		14		61,344,522		18,914		intron_variant		BAALC						22

		BovineHD1400017619		rs134274651		14		61,349,326		4,805		intron_variant		BAALC						22

		BovineHD1400017623		rs133021934		14		61,360,385		11,060		intergenic_variant								22

		BovineHD1400017629		rs135517138		14		61,369,894		9,510		intergenic_variant								22

		BovineHD1400017633		rs133757990		14		61,383,707		13,814		intergenic_variant								22

		BovineHD1500001181		rs136627506		15		4,673,363				intergenic_variant						27		23

		BovineHD1500001183		rs137454931		15		4,683,780		10,418		intergenic_variant						27		23

		BovineHD1500001186		rs136279168		15		4,696,577		12,798		intergenic_variant						27		23

		BovineHD1500001189		rs135865249		15		4,703,992		7,416		intergenic_variant						27		23

		BovineHD1500001193		rs110538638		15		4,716,642		12,651		intergenic_variant						27		23

		BovineHD1500001196		rs133873223		15		4,725,189		8,548		intergenic_variant						27		23

		BovineHD1500001199		rs109251884		15		4,729,932		4,744		intergenic_variant						27		23

		BovineHD1500001202		rs109848220		15		4,735,130		5,199		intergenic_variant						27		23

		BovineHD1500001205		rs135635998		15		4,743,393		8,264		intergenic_variant						27		23

		BovineHD1500001207		rs134143723		15		4,745,809		2,417		intergenic_variant						27		23

		BTB-01545112		rs42661376		15		4,749,231		3,423		intergenic_variant						27		23

		BovineHD1500001213		rs133396387		15		4,773,196		23,966		intergenic_variant						27		23

		BTB-01576968		rs42696216		15		4,776,153		2,958		intergenic_variant						27		23

		BovineHD1500001219		rs137791004		15		4,812,040		35,888		intergenic_variant						27		23

		BovineHD1500001233		rs134136367		15		4,874,546		62,507		intergenic_variant						27		23

		BTB-01802172		rs42913233		15		4,894,028		19,483		intergenic_variant						27		23

		BovineHD1500001238		rs109525922		15		4,910,711		16,684		intergenic_variant						27		23

		BovineHD1500001243		rs110738180		15		4,929,114		18,404		intergenic_variant						27		23

		BovineHD1500001245		rs136490108		15		4,934,189		5,076		intergenic_variant						27		23

		BovineHD1500001248		rs137398244		15		4,947,001		12,813		intergenic_variant						27		23

		BovineHD1500001252		rs135177570		15		4,955,958		8,958		intergenic_variant						27		23

		BovineHD1500001254		rs110513024		15		4,958,568		2,611		intergenic_variant						27		23

		BovineHD1500001257		rs134464112		15		4,964,952		6,385		intergenic_variant						27		23

		BovineHD1500001258		rs109240541		15		4,973,191		8,240		intergenic_variant						27		23

		BovineHD1500001260		rs110322547		15		4,985,484		12,294		intergenic_variant						27		23

		BovineHD1500001262		rs110147176		15		4,989,220		3,737		intergenic_variant						27		23

		BovineHD1500001264		rs42595429		15		4,990,897		1,678		intergenic_variant						27		23

		BovineHD1500001269		rs134626671		15		5,011,004		20,108		intergenic_variant						27		23

		BovineHD1500001271		rs133979771		15		5,018,516		7,513		intergenic_variant						27		23

		BovineHD1500001274		rs136921011		15		5,033,188		14,673		intergenic_variant						27		23

		BovineHD1500001296		rs42595668		15		5,114,101		80,914		intron_variant		DYNC2H1				27		23

		BovineHD1500001310		rs42803665		15		5,156,658		42,558		intron_variant		DYNC2H1				27		23

		BovineHD1500001315		rs42804758		15		5,169,964		13,307		intron_variant		DYNC2H1				27		23

		ARS-BFGL-BAC-35399		rs42804772		15		5,183,069		13,106		intron_variant		DYNC2H1				27		23

		BovineHD1500001319		rs42804830		15		5,192,484		9,416		intron_variant		DYNC2H1				27		23

		BovineHD1500001323		rs42805773		15		5,196,923		4,440		intron_variant		DYNC2H1				27		23

		BovineHD1500001326		rs42806659		15		5,200,832		3,910		intron_variant		DYNC2H1				27		23

		BTB-01870522		rs42978239		15		5,234,380		33,549		intron_variant		DYNC2H1				27		23

		BovineHD1500001337		rs43125334		15		5,256,799		22,420		intron_variant		DYNC2H1				27		23

		BovineHD1500001341		rs134558957		15		5,268,855		12,057		intron_variant		DYNC2H1				27		23

		BovineHD1500001343		rs133718757		15		5,270,661		1,807		intron_variant		DYNC2H1				27		23

		BovineHD1500001345		rs132982726		15		5,276,798		6,138		intron_variant		DYNC2H1				27		23

		BovineHD1500001347		rs135134392		15		5,278,259		1,462		intron_variant		DYNC2H1				27		23

		BovineHD1500001349		rs137196932		15		5,282,257		3,999		intron_variant		DYNC2H1				27		23

		BovineHD1500001351		rs136556881		15		5,283,973		1,717		intron_variant		DYNC2H1				27		23

		BovineHD1500001354		rs136322839		15		5,288,553		4,581		intron_variant		DYNC2H1				27		23

		BovineHD1500001357		rs136299839		15		5,301,581		13,029		intron_variant		DYNC2H1				27		23

		BovineHD1500001359		rs137286741		15		5,308,446		6,866		intron_variant		DYNC2H1				27		23

		BovineHD1500001361		rs136889990		15		5,310,175		1,730		intron_variant		DYNC2H1				27		23

		BovineHD1500001363		rs136025958		15		5,311,845		1,671		intron_variant		DYNC2H1				27		23

		BovineHD1500001366		rs109671290		15		5,323,874		12,030		intron_variant		DYNC2H1				27		23

		BovineHD1500001372		rs133031390		15		5,343,993		20,120		intron_variant		DYNC2H1				27		23

		BovineHD1500001375		rs136350432		15		5,367,165		23,173		intron_variant		DYNC2H1				27		23

		BovineHD1500001377		rs42022690		15		5,375,276		8,112		intron_variant		DYNC2H1				27		23

		BovineHD1500001381		rs135919312		15		5,397,657		22,382		intron_variant		DYNC2H1				27		23

		BovineHD1500001383		rs134685793		15		5,409,220		11,564		intron_variant		DYNC2H1				27		23

		BovineHD1500001385		rs110690075		15		5,425,567		16,348		intron_variant		DYNC2H1				27		23

		BovineHD1500001389		rs41745620		15		5,437,185		11,619		intron_variant		DYNC2H1				27		23

		BovineHD1500001393		rs109688015		15		5,455,620		18,436		intergenic_variant						27		23

		BovineHD1500001396		rs135675753		15		5,471,133		15,514		intergenic_variant						27		23

		BovineHD1500001400		rs41740670		15		5,481,234		10,102		intron_variant		DCUN1D5				27		23

		BTB-00578376		rs41740668		15		5,487,639		6,406		intron_variant		DCUN1D5				27		23

		BovineHD1500001403		rs41740665		15		5,490,089		2,451		intron_variant		DCUN1D5				27		23

		BovineHD1500001405		rs41740655		15		5,497,435		7,347		intron_variant		DCUN1D5				27		23

		Hapmap40172-BTA-37943		rs41632705		15		5,525,921		28,487		intergenic_variant						27		23

		BovineHD1500001415		rs41740687		15		5,546,478		20,558		intergenic_variant						27		23

		BovineHD1500001418		rs41740708		15		5,561,980		15,503		intergenic_variant						27		23

		BovineHD1500001423		rs137659423		15		5,598,374		36,395		intergenic_variant						27		23

		BovineHD1500001428		rs109507529		15		5,622,899		24,526		intergenic_variant						27		23

		BovineHD1500001434		rs42023581		15		5,640,016		17,118		intergenic_variant						27		23

		BovineHD1500001440		rs110633651		15		5,662,687		22,672		intergenic_variant						27		23

		BovineHD1500001452		rs42024846		15		5,684,582		21,896		intergenic_variant						27		23

		BovineHD1500001454		rs133994420		15		5,686,213		1,632		intergenic_variant						27		23

		BovineHD1500001470		rs110863606		15		5,711,450		25,238		intergenic_variant						27		23

		BovineHD1500001476		rs41740728		15		5,726,508		15,059		intergenic_variant						27		23

		BovineHD1500001481		rs41743132		15		5,738,943		12,436		intergenic_variant						27		23

		BovineHD1500001488		rs134074214		15		5,756,411		17,469		intergenic_variant						27		23

		BovineHD1500001491		rs41743196		15		5,764,493		8,083		intergenic_variant						27		23

		BovineHD1500001494		rs110781038		15		5,771,962		7,470		intergenic_variant						27		23

		BovineHD1500001497		rs41744043		15		5,776,968		5,007		intergenic_variant						27		23

		BovineHD1500001499		rs41744063		15		5,781,184		4,217		intron_variant		MMP3				27		23

		BovineHD1500001510		rs42886083		15		5,824,887		43,704		intergenic_variant						27		23

		Hapmap50884-BTA-120303		rs41621468		15		5,847,288		22,402		intergenic_variant						27		23

		BovineHD1500001515		rs42887049		15		5,852,756		5,469		intergenic_variant						27		23

		BovineHD1500001530		rs42885061		15		5,868,982		16,227		intron_variant		MMP1				27		23

		BovineHD1500001539		rs132940889		15		5,912,126		43,145		intergenic_variant						27		23

		BovineHD1500001547		rs43771045		15		5,936,041		23,916		synonymous_variant		MMP8				27		23

		BovineHD1500001554		rs41745448		15		5,955,102		19,062		intron_variant		MMP27				27		23

		BovineHD1500001556		rs41745470		15		5,966,432		11,331		intergenic_variant						27		23

		BovineHD1500001561		rs109229235		15		5,983,474		17,043		intergenic_variant						27		23

		BovineHD1500001564		rs43135552		15		5,992,326		8,853		intergenic_variant						27		23

		BovineHD1500001566		rs43135533		15		6,001,437		9,112		intergenic_variant						27		23

		BovineHD1500001568		rs137662844		15		6,004,242		2,806		intergenic_variant						27		23

		ARS-BFGL-NGS-113484		rs41746570		15		6,021,999		17,758		intergenic_variant						27		23

		BovineHD1500001572		rs133135439		15		6,033,369		11,371		intron_variant		MMP20				27		23

		BovineHD1500001576		rs41746600		15		6,043,558		10,190		intron_variant		MMP20				27		23

		BovineHD1500001578		rs133799195		15		6,048,975		5,418		intron_variant		MMP20				27		23

		BovineHD1500001579		rs41746594		15		6,050,758		1,784		intron_variant		MMP20				27		23

		BovineHD1500001581		rs41746592		15		6,054,588		3,831		intron_variant		MMP20				27		23

		BovineHD1500001586		rs136749904		15		6,066,153		11,566		intron_variant		MMP20				27		23

		BovineHD1500001588		rs135564212		15		6,074,090		7,938		intron_variant		MMP20				27		23

		BovineHD1500001591		rs41746628		15		6,087,289		13,200		intron_variant		MMP20				27		23

		UA-IFASA-6437		rs41628605		15		6,088,503		1,215		intron_variant		MMP20				27		23

		BovineHD1500001598		rs110765587		15		6,104,661		16,159		intergenic_variant						27		23

		BovineHD1500001599		rs42840396		15		6,117,719		13,059		intergenic_variant						27		23

		BovineHD1500001601		rs42840348		15		6,120,076		2,358		intergenic_variant						27		23

		BovineHD1500001603		rs42840355		15		6,122,355		2,280		intergenic_variant						27		23

		BovineHD1500001605		rs109064000		15		6,132,365		10,011		intergenic_variant						27		23

		BovineHD1500001608		rs42839827		15		6,148,810		16,446		intron_variant		MMP7				27		23

		BovineHD1500001609		rs110937961		15		6,154,069		5,260		intergenic_variant						27		23

		BovineHD1500001611		rs134879418		15		6,156,936		2,868		intergenic_variant						27		23

		BovineHD1500001613		rs110004617		15		6,170,424		13,489		intergenic_variant						27		23

		BovineHD1500001615		rs136517093		15		6,174,390		3,967		intergenic_variant						27		23

		BovineHD1500001617		rs109282924		15		6,185,717		11,328		intergenic_variant						27		23

		BovineHD1500001619		rs42827708		15		6,194,013		8,297		intergenic_variant						27		23

		BovineHD1500001621		rs42827712		15		6,201,713		7,701		intergenic_variant						27		23

		BovineHD1500001624		rs42827723		15		6,209,571		7,859		intergenic_variant						27		23

		BovineHD1500001625		rs134418746		15		6,215,736		6,166		intergenic_variant						27		23

		BovineHD1500001627		rs42828444		15		6,218,953		3,218		intergenic_variant						27		23

		BovineHD1500001632		rs136802073		15		6,241,341		22,389		intron_variant		TMEM123				27		23

		BovineHD1500001637		rs108996513		15		6,262,584		21,244		intron_variant		TMEM123				27		23

		BovineHD1500001641		rs41753673		15		6,281,169		18,586		intron_variant		TMEM123				27		23

		BTB-00580383		rs41753695		15		6,300,942		19,774		intron_variant		TMEM123				27		23

		BovineHD1500001645		rs41753704		15		6,306,797		5,856		intergenic_variant						27		23

		BovineHD1500001647		rs41753712		15		6,308,964		2,168		intergenic_variant						27		23

		BovineHD1500001650		rs132741708		15		6,327,818		18,855		intergenic_variant						27		23

		BovineHD1500001668		rs42541554		15		6,434,913		107,096		intergenic_variant						27		23

		BovineHD1500001671		rs109315387		15		6,451,524		16,612		intergenic_variant						27		23

		BovineHD1500001673		rs137527645		15		6,456,472		4,949		intergenic_variant						27		23

		BovineHD1500001675		rs109013825		15		6,459,849		3,378		intergenic_variant						27		23

		BovineHD1500001680		rs134474683		15		6,504,844		44,996		intron_variant		YAP1				27		23

		BovineHD1500001683		rs43327622		15		6,515,271		10,428		intron_variant		YAP1				27		23

		BovineHD1500001686		rs43327621		15		6,524,003		8,733		intron_variant		YAP1				27		23

		BovineHD1500000003		rs110600703		15		70,773		-6,453,229		intergenic_variant								23

		BovineHD1500000006		rs110819385		15		95,457		24,685		intergenic_variant								23

		BovineHD1500000009		rs137683266		15		107,333		11,877		intergenic_variant								23

		BovineHD1500000012		rs110879917		15		127,133		19,801		intergenic_variant								23

		BovineHD1500000014		rs109721432		15		142,627		15,495		intergenic_variant								23

		BovineHD1500000021		rs110459393		15		185,790		43,164		intergenic_variant								23

		BovineHD1500000041		rs135027579		15		245,024		59,235		intergenic_variant								23

		BovineHD1500000045		rs137544511		15		261,913		16,890		intergenic_variant								23

		BovineHD1500000049		rs109478026		15		297,838		35,926		intergenic_variant								23

		BovineHD1500000051		rs136069883		15		310,788		12,951		intergenic_variant								23

		BovineHD1500000052		rs136802851		15		332,565		21,778		intergenic_variant								23

		BovineHD1500000055		rs133698161		15		353,144		20,580		intergenic_variant								23

		BovineHD1500000062		rs133911761		15		384,572		31,429		intergenic_variant								23

		BovineHD1500000064		rs109021703		15		392,752		8,181		intergenic_variant								23

		BovineHD1500000066		rs110468539		15		398,800		6,049		intergenic_variant								23

		BovineHD1500000068		rs110374068		15		413,272		14,473		intergenic_variant								23

		BovineHD1500000070		rs109961368		15		419,969		6,698		intergenic_variant								23

		BovineHD1500000074		rs110866146		15		438,979		19,011		intergenic_variant								23

		BovineHD1500000076		rs110964991		15		443,291		4,313		intergenic_variant								23

		BovineHD1500000079		rs109688055		15		457,610		14,320		intergenic_variant								23

		BovineHD1500000086		rs110038735		15		496,508		38,899		intergenic_variant								23

		BovineHD1500000088		rs108955805		15		503,286		6,779		intergenic_variant								23

		BovineHD1500000095		rs109448777		15		537,857		34,572		intergenic_variant								23

		BovineHD1500000100		rs110320010		15		560,633		22,777		intergenic_variant								23

		BovineHD1500000104		rs109906118		15		571,685		11,053		intergenic_variant								23

		BovineHD1500000185		rs110108756		15		581,520		9,836		intergenic_variant								23

		BovineHD1500000213		rs110855242		15		612,309		30,790		intergenic_variant								23

		BovineHD1500000223		rs110095842		15		672,108		59,800		intergenic_variant								23

		BovineHD1500000231		rs109432750		15		713,198		41,091		intergenic_variant								23

		BovineHD1500000233		rs109470633		15		725,180		11,983		intergenic_variant								23

		BovineHD1500000235		rs110163302		15		732,105		6,926		intergenic_variant								23

		BovineHD1500000240		rs109836911		15		747,057		14,953		intergenic_variant								23

		BovineHD1500000250		rs132815249		15		822,396		75,340		intergenic_variant								23

		BovineHD1500000254		rs134370739		15		858,218		35,823		intergenic_variant								23

		BovineHD1500000262		rs135953648		15		886,071		27,854		intergenic_variant								23

		BovineHD1500000273		rs109122391		15		943,699		57,629		intergenic_variant								23

		BovineHD1500000311		rs135714759		15		1,104,107		160,409		intergenic_variant								23

		BovineHD1500000350		rs136228158		15		1,193,524		89,418		intergenic_variant								23

		BovineHD1500000352		rs137343156		15		1,195,900		2,377		intergenic_variant								23

		BovineHD1500000354		rs109146680		15		1,197,175		1,276		intergenic_variant								23

		BovineHD1500000359		rs110926703		15		1,203,405		6,231		intergenic_variant								23

		BovineHD1500000362		rs110570590		15		1,213,547		10,143		intergenic_variant								23

		BovineHD1500000367		rs109437179		15		1,226,424		12,878		intergenic_variant								23

		BovineHD1500000369		rs136777646		15		1,227,730		1,307		intergenic_variant								23

		BovineHD1500000371		rs137611689		15		1,229,858		2,129		intergenic_variant								23

		BovineHD1500000374		rs110051365		15		1,238,955		9,098		intergenic_variant								23

		BovineHD1500000376		rs110878721		15		1,240,566		1,612		intergenic_variant								23

		ARS-BFGL-NGS-23262		rs109169101		15		1,258,064		17,499		intergenic_variant								23

		BovineHD1500000384		rs134743849		15		1,262,206		4,143		intergenic_variant								23

		BovineHD1500000386		rs109705611		15		1,271,368		9,163		intergenic_variant								23

		BovineHD1500000401		rs109527042		15		1,379,415		108,048		intergenic_variant								23

		BovineHD1500000419		rs134267727		15		1,450,770		71,356		intron_variant		MRE11						23

		ARS-BFGL-NGS-116439		rs110601459		15		1,576,893		126,124		intron_variant		AASDHPPT						23

		BovineHD1500000470		rs137404703		15		1,777,985		201,093		intergenic_variant								23

		BovineHD1500000481		rs134372653		15		1,862,815		84,831		intergenic_variant								23

		BovineHD1500000488		rs137753766		15		1,903,250		40,436		intron_variant		GRIA4						23

		BovineHD1500000494		rs132927021		15		1,921,321		18,072		intron_variant		GRIA4						23

		BovineHD1500000504		rs133422703		15		2,001,035		79,715		intron_variant		GRIA4						23

		BovineHD1500000521		rs134385664		15		2,111,511		110,477		intron_variant		GRIA4						23

		BovineHD1500000524		rs136621330		15		2,114,224		2,714		intron_variant		GRIA4						23

		BovineHD1500000526		rs110944266		15		2,122,564		8,341		intron_variant		GRIA4						23

		BovineHD4100011769		rs41604436		15		2,123,930		1,367		intron_variant		GRIA4						23

		BovineHD1500000529		rs136269701		15		2,127,428		3,499		intron_variant		GRIA4						23

		BovineHD1500000531		rs109462418		15		2,132,835		5,408		intron_variant		GRIA4						23

		BovineHD1500000539		rs133852870		15		2,145,280		12,446		intron_variant		GRIA4						23

		ARS-BFGL-NGS-550		rs110134241		15		2,152,378		7,099		intron_variant		GRIA4						23

		BovineHD1500000542		rs109320284		15		2,167,026		14,649		intron_variant		GRIA4						23

		BovineHD1500000544		rs132973409		15		2,171,811		4,786		intron_variant		GRIA4						23

		BovineHD1500000547		rs110051156		15		2,182,987		11,177		intron_variant		GRIA4						23

		BovineHD1500000549		rs109139651		15		2,196,685		13,699		intron_variant		GRIA4						23

		BovineHD1500000551		rs137210850		15		2,199,557		2,873		intron_variant		GRIA4						23

		BovineHD1500000555		rs134893578		15		2,210,296		10,740		intron_variant		GRIA4						23

		BovineHD1500000557		rs136876381		15		2,212,049		1,754		intron_variant		GRIA4						23

		ARS-BFGL-BAC-32189		rs109233947		15		2,213,562		1,514		intron_variant		GRIA4						23

		BovineHD1500000561		rs137387454		15		2,216,699		3,138		intron_variant		GRIA4						23

		BovineHD1500000564		rs134762745		15		2,222,526		5,828		intron_variant		GRIA4						23

		BovineHD1500000566		rs133052787		15		2,224,779		2,254		intron_variant		GRIA4						23

		BovineHD1500000572		rs135402885		15		2,250,712		25,934		intron_variant		GRIA4						23

		BovineHD1500000574		rs134569713		15		2,257,668		6,957		intron_variant		GRIA4						23

		BovineHD1500000576		rs133502638		15		2,258,678		1,011		intron_variant		GRIA4						23

		ARS-BFGL-NGS-17321		rs109152471		15		2,265,216		6,539		intron_variant		GRIA4						23

		BovineHD1500000585		rs136640377		15		2,302,348		37,133		intron_variant		GRIA4						23

		BovineHD1500000591		rs135508536		15		2,332,200		29,853		intron_variant		GRIA4						23

		BovineHD1500000594		rs134052407		15		2,338,298		6,099		intron_variant		GRIA4						23

		BovineHD1500000596		rs110845852		15		2,347,584		9,287		intron_variant		GRIA4						23

		BovineHD1500000598		rs110599354		15		2,354,089		6,506		intron_variant		GRIA4						23

		BovineHD1500000601		rs135052367		15		2,361,085		6,997		intron_variant		GRIA4						23

		BovineHD1500000603		rs109319549		15		2,368,851		7,767		intron_variant		GRIA4						23

		BovineHD1500000605		rs136112576		15		2,370,541		1,691		intron_variant		GRIA4						23

		BovineHD1500000608		rs135439431		15		2,392,638		22,098		intron_variant		GRIA4						23

		BovineHD1500000610		rs133557826		15		2,394,892		2,255		intron_variant		GRIA4						23

		BovineHD1500000612		rs109515260		15		2,396,886		1,995		intron_variant		GRIA4						23

		BovineHD1500000614		rs135394920		15		2,403,133		6,248		intron_variant		GRIA4						23

		BovineHD1500000616		rs137153869		15		2,408,193		5,061		intron_variant		GRIA4						23

		BovineHD1500000619		rs136838636		15		2,414,414		6,222		intron_variant		GRIA4						23

		BovineHD1500000622		rs133545373		15		2,425,111		10,698		intron_variant		GRIA4						23

		BovineHD1500000624		rs137727466		15		2,438,360		13,250		intron_variant		GRIA4						23

		BovineHD1500000626		rs137248964		15		2,442,237		3,878		intron_variant		GRIA4						23

		BovineHD1500000630		rs110873327		15		2,457,127		14,891		intron_variant		GRIA4						23

		BovineHD1500000632		rs132836839		15		2,469,694		12,568		intron_variant		GRIA4						23

		BovineHD1500000649		rs41620344		15		2,592,162		122,469		intergenic_variant								23

		BovineHD1500000658		rs110615998		15		2,644,069		51,908		intergenic_variant								23

		BovineHD1500000664		rs110911657		15		2,681,076		37,008		intergenic_variant								23

		BovineHD1500000666		rs134558650		15		2,692,260		11,185		intergenic_variant								23

		BovineHD1500000668		rs108945955		15		2,694,493		2,234		intergenic_variant								23

		BovineHD1500000670		rs109411339		15		2,698,346		3,854		intergenic_variant								23

		BovineHD1500000671		rs133865382		15		2,700,698		2,353		intergenic_variant								23

		BovineHD1500000676		rs42690538		15		2,724,237		23,540		intergenic_variant								23

		BovineHD1500000680		rs42689781		15		2,734,736		10,500		intergenic_variant								23

		BTB-01576078		rs42689230		15		2,765,590		30,855		intergenic_variant								23

		BovineHD1500000693		rs135003234		15		2,808,428		42,839		intergenic_variant								23

		BovineHD1500000697		rs43004045		15		2,829,286		20,859		intergenic_variant								23

		BovineHD1500000700		rs43003527		15		2,844,618		15,333		intergenic_variant								23

		BovineHD1500000716		rs137781173		15		2,978,921		134,304		intergenic_variant								23

		BovineHD1500000725		rs136652366		15		3,023,037		44,117		intergenic_variant								23

		BovineHD1500000729		rs134520436		15		3,035,577		12,541		intergenic_variant								23

		BovineHD1500000732		rs137215221		15		3,042,884		7,308		intergenic_variant								23

		BovineHD1500000734		rs133370066		15		3,046,160		3,277		intergenic_variant								23

		BovineHD1500000745		rs135813514		15		3,067,177		21,018		intergenic_variant								23

		BovineHD1500000748		rs109846430		15		3,071,823		4,647		intergenic_variant								23

		BovineHD1500000754		rs42469760		15		3,096,426		24,604		intergenic_variant								23

		BovineHD1500000756		rs110307256		15		3,103,638		7,213		intergenic_variant								23

		BovineHD1500000760		rs42469741		15		3,136,810		33,173		intergenic_variant								23

		BovineHD1500000766		rs42468511		15		3,167,657		30,848		intergenic_variant								23

		BovineHD1500000769		rs42469804		15		3,172,839		5,183		intergenic_variant								23

		BovineHD1500000777		rs43132000		15		3,195,002		22,164		intergenic_variant								23

		BovineHD1500000787		rs41744776		15		3,237,534		42,533		intron_variant		CASP1						23

		BovineHD1500000788		rs41744759		15		3,252,836		15,303		intron_variant		CASP4						23

		BovineHD1500000795		rs41744736		15		3,301,876		49,041		intergenic_variant								23

		BovineHD1500000799		rs41744584		15		3,312,829		10,954		intergenic_variant								23

		BovineHD1500000807		rs133865704		15		3,368,089		55,261		intergenic_variant								23

		BovineHD1500000809		rs136675821		15		3,373,435		5,347		intergenic_variant								23

		BovineHD1500000811		rs137418934		15		3,376,059		2,625		intergenic_variant								23

		BovineHD1500000813		rs110026410		15		3,378,584		2,526		intergenic_variant								23

		BovineHD1500000815		rs133460026		15		3,381,661		3,078		intergenic_variant								23

		BovineHD1500000817		rs136311989		15		3,386,622		4,962		intergenic_variant								23

		BovineHD1500000820		rs134520869		15		3,395,729		9,108		intergenic_variant								23

		BovineHD1500000822		rs42018673		15		3,405,405		9,677		intergenic_variant								23

		BovineHD1500000824		rs136074543		15		3,407,619		2,215		intergenic_variant								23

		BovineHD1500000826		rs42017927		15		3,415,272		7,654		intergenic_variant								23

		BovineHD1500000829		rs42019445		15		3,434,349		19,078		intergenic_variant								23

		BovineHD1500000831		rs109271560		15		3,460,555		26,207		intergenic_variant								23

		BovineHD1500000836		rs137585101		15		3,481,703		21,149		intergenic_variant								23

		BovineHD1500000839		rs110801913		15		3,491,211		9,509		intergenic_variant								23

		BovineHD1500000841		rs136712260		15		3,501,465		10,255		intergenic_variant								23

		BovineHD4100011771		rs110962567		15		3,517,520		16,056		intergenic_variant								23

		BovineHD1500000846		rs110858884		15		3,540,408		22,889		intergenic_variant								23

		BovineHD1500000848		rs137361923		15		3,546,596		6,189		intergenic_variant								23

		BovineHD1500000850		rs133797955		15		3,554,864		8,269		intergenic_variant								23

		BovineHD1500000855		rs136625628		15		3,586,135		31,272		intergenic_variant								23

		BovineHD1500000859		rs134056003		15		3,623,809		37,675		intergenic_variant								23

		BovineHD1500000862		rs41745570		15		3,634,729		10,921		intergenic_variant								23

		BovineHD1500000867		rs134282264		15		3,646,666		11,938		intergenic_variant								23

		BovineHD1500000871		rs110107931		15		3,666,449		19,784		intergenic_variant								23

		BovineHD1500000875		rs135065915		15		3,671,842		5,394		intergenic_variant								23

		BovineHD1500000881		rs132862975		15		3,679,562		7,721		intergenic_variant								23

		BovineHD1500000884		rs41745608		15		3,689,727		10,166		intergenic_variant								23

		BovineHD1500000887		rs133569245		15		3,703,104		13,378		intergenic_variant								23

		BovineHD1500000890		rs133208655		15		3,709,546		6,443		intergenic_variant								23

		BovineHD1500000892		rs137786751		15		3,712,839		3,294		intergenic_variant								23

		BovineHD1500000895		rs109178744		15		3,724,283		11,445		intergenic_variant								23

		BovineHD1500000898		rs109717974		15		3,735,747		11,465		intergenic_variant								23

		BovineHD1500000900		rs109638544		15		3,742,075		6,329		intergenic_variant								23

		BovineHD1500000902		rs110924865		15		3,745,211		3,137		intergenic_variant								23

		BovineHD1500000907		rs136315184		15		3,761,827		16,617		intergenic_variant								23

		BovineHD1500000912		rs136822733		15		3,790,315		28,489		intergenic_variant								23

		BovineHD1500000916		rs135093945		15		3,811,981		21,667		intergenic_variant								23

		BovineHD1500000920		rs43335392		15		3,852,095		40,115		intergenic_variant								23

		BovineHD1500000924		rs43092347		15		3,885,070		32,976		intergenic_variant								23

		BovineHD1500000929		rs42578387		15		3,911,717		26,648		intergenic_variant								23

		BovineHD1500000938		rs42841120		15		3,954,412		42,696		intergenic_variant								23

		BovineHD1500000941		rs43756007		15		3,961,406		6,995		intergenic_variant								23

		BovineHD1500000944		rs43754479		15		3,972,499		11,094		intergenic_variant								23

		BovineHD1500000946		rs110455811		15		3,975,518		3,020		intergenic_variant								23

		BovineHD1500000950		rs109551510		15		3,982,501		6,984		intergenic_variant								23

		BovineHD1500000952		rs42841088		15		3,988,437		5,937		intergenic_variant								23

		BovineHD1500000954		rs108949889		15		3,991,731		3,295		intergenic_variant								23

		BovineHD1500000956		rs110049749		15		3,995,903		4,173		intergenic_variant								23

		BovineHD1500000958		rs136457552		15		3,998,477		2,575		intergenic_variant								23

		BovineHD1500000974		rs137594100		15		4,011,824		13,348		intergenic_variant								23

		BovineHD1500000976		rs109790112		15		4,015,917		4,094		intergenic_variant								23

		BovineHD1500000977		rs43016484		15		4,020,408		4,492		intergenic_variant								23

		BovineHD1500000980		rs43015511		15		4,032,262		11,855		intergenic_variant								23

		BovineHD1500000991		rs42865897		15		4,037,777		5,516		intergenic_variant								23

		BovineHD1500000962		rs42865893		15		4,039,256		1,480		intergenic_variant								23

		BovineHD1500000964		rs42865930		15		4,046,201		6,946		intergenic_variant								23

		BovineHD1500000967		rs42866975		15		4,051,361		5,161		intergenic_variant								23

		BovineHD1500000971		rs42867009		15		4,060,524		9,164		intergenic_variant								23

		BovineHD1500001006		rs42977464		15		4,101,555		41,032		intergenic_variant								23

		BovineHD1500000986		rs109890423		15		4,117,029		15,475		intergenic_variant								23

		BovineHD1500000995		rs42986372		15		4,129,787		12,759		intergenic_variant								23

		BovineHD1500000997		rs42986365		15		4,131,884		2,098		intergenic_variant								23

		BovineHD1500000999		rs42986348		15		4,133,662		1,779		intergenic_variant								23

		BovineHD1500001002		rs42985424		15		4,137,019		3,358		intergenic_variant								23

		BovineHD1500001004		rs109456923		15		4,140,432		3,414		intergenic_variant								23

		BovineHD1500001011		rs42554315		15		4,162,300		21,869		intergenic_variant								23

		BovineHD1500001013		rs133091945		15		4,167,381		5,082		intergenic_variant								23

		BovineHD1500001015		rs136275419		15		4,173,682		6,302		intergenic_variant								23

		BovineHD1500001017		rs137193645		15		4,177,356		3,675		intergenic_variant								23

		BovineHD1500001019		rs136714000		15		4,197,179		19,824		intergenic_variant								23

		BovineHD1500001026		rs109711726		15		4,209,171		11,993		intergenic_variant								23

		BovineHD1500001030		rs42548659		15		4,218,184		9,014		intergenic_variant								23

		BovineHD1500001032		rs42549775		15		4,224,803		6,620		intergenic_variant								23

		BovineHD1500001035		rs42549757		15		4,232,291		7,489		intergenic_variant								23

		BovineHD1500001037		rs42548728		15		4,235,218		2,928		intergenic_variant								23

		BovineHD1500001039		rs110664483		15		4,236,986		1,769		intergenic_variant								23

		BovineHD1500001043		rs136715816		15		4,251,304		14,319		intergenic_variant								23

		BovineHD1500001046		rs109553320		15		4,258,994		7,691		intergenic_variant								23

		ARS-BFGL-NGS-60854		rs109023120		15		4,262,859		3,866		intron_variant		PDGFD						23

		BovineHD1500001052		rs42965231		15		4,271,123		8,265		intron_variant		PDGFD						23

		BovineHD1500001058		rs134123646		15		4,287,690		16,568		intron_variant		PDGFD						23

		BovineHD1500001060		rs42964407		15		4,289,185		1,496		intron_variant		PDGFD						23

		BovineHD1500001062		rs42964388		15		4,291,479		2,295		intron_variant		PDGFD						23

		BovineHD1500001064		rs135494480		15		4,293,115		1,637		intron_variant		PDGFD						23

		BovineHD1500001067		rs135096949		15		4,295,956		2,842		intron_variant		PDGFD						23

		BovineHD1500001069		rs43040625		15		4,305,162		9,207		intron_variant		PDGFD						23

		BovineHD1500001079		rs110639979		15		4,352,397		47,236		intron_variant		PDGFD						23

		BovineHD1500001083		rs42549823		15		4,365,767		13,371		intron_variant		PDGFD						23

		BovineHD1500001086		rs136829777		15		4,375,631		9,865		intron_variant		PDGFD						23

		BovineHD1500001088		rs42550788		15		4,379,824		4,194		intron_variant		PDGFD						23

		BovineHD1500001093		rs42550750		15		4,396,325		16,502		intron_variant		PDGFD						23

		BovineHD1500001096		rs109943362		15		4,400,080		3,756		intron_variant		PDGFD						23

		BovineHD1500001099		rs136274938		15		4,413,391		13,312		intron_variant		PDGFD						23

		BovineHD4100011774		rs41573607		15		4,435,711		22,321		intron_variant		PDGFD						23

		ARS-BFGL-NGS-29703		rs42660129		15		4,440,062		4,352		intron_variant		PDGFD						23

		BovineHD1500001107		rs42660104		15		4,442,362		2,301		intron_variant		PDGFD						23

		BovineHD1500001114		rs132988817		15		4,470,355		27,994		intron_variant		PDGFD						23

		BovineHD1500001122		rs134044537		15		4,490,002		19,648		intron_variant		PDGFD						23

		BovineHD1500001124		rs133392503		15		4,494,231		4,230		intron_variant		PDGFD						23

		BovineHD1500001129		rs136205305		15		4,507,161		12,931		intron_variant		PDGFD						23

		BovineHD1500001135		rs108943223		15		4,523,171		16,011		intron_variant		PDGFD						23

		BovineHD1500001138		rs137424289		15		4,533,937		10,767		intron_variant		PDGFD						23

		BovineHD1500001148		rs109882226		15		4,583,264		49,328		intergenic_variant								23

		BovineHD1500001151		rs133231794		15		4,590,986		7,723		intergenic_variant								23

		BovineHD1500001153		rs136207803		15		4,593,834		2,849		intergenic_variant								23

		BovineHD1500001158		rs135175528		15		4,600,982		7,149		intergenic_variant								23

		BovineHD1500001162		rs132990494		15		4,625,478		24,497		intergenic_variant								23

		BovineHD1500001171		rs110127616		15		4,635,127		9,650		intergenic_variant								23

		BovineHD1500002495		rs42538615		15		9,301,669		4,666,543		intron_variant		CNTN5						24

		BovineHD1500002497		rs135577757		15		9,303,852		2,184		intron_variant		CNTN5						24

		BovineHD1500002500		rs42538580		15		9,307,388		3,537		intron_variant		CNTN5						24

		BovineHD1500002503		rs134805923		15		9,330,197		22,810		intron_variant		CNTN5						24

		BovineHD1500002505		rs42537328		15		9,346,051		15,855		intron_variant		CNTN5						24

		BovineHD1500002507		rs136026729		15		9,360,609		14,559		intron_variant		CNTN5						24

		BovineHD1500002511		rs42537280		15		9,377,597		16,989		intron_variant		CNTN5						24

		BovineHD1500002514		rs110995154		15		9,380,159		2,563		intron_variant		CNTN5						24

		BovineHD1500002518		rs134350900		15		9,391,901		11,743		intron_variant		CNTN5						24

		BovineHD1500002521		rs133164124		15		9,401,369		9,469		intron_variant		CNTN5						24

		BovineHD4100011786		rs41594773		15		9,403,334		1,966		intron_variant		CNTN5						24

		BovineHD1500002524		rs136862021		15		9,407,763		4,430		intron_variant		CNTN5						24

		BovineHD1500002526		rs137748267		15		9,413,317		5,555		intron_variant		CNTN5						24

		BovineHD1500002529		rs135373235		15		9,414,959		1,643		intron_variant		CNTN5						24

		BovineHD1500002531		rs109339440		15		9,417,091		2,133		intron_variant		CNTN5						24

		BovineHD1500002533		rs132708263		15		9,421,342		4,252		intron_variant		CNTN5						24

		BovineHD1500002538		rs136593885		15		9,428,259		6,918		intron_variant		CNTN5						24

		BovineHD1500002540		rs42537240		15		9,430,089		1,831		intron_variant		CNTN5						24

		BovineHD1500002542		rs134303896		15		9,435,682		5,594		intron_variant		CNTN5						24

		BovineHD1500002544		rs42544329		15		9,437,154		1,473		intron_variant		CNTN5						24

		BovineHD1500002546		rs42544302		15		9,441,837		4,684		intron_variant		CNTN5						24

		BovineHD1500002549		rs42544311		15		9,444,088		2,252		intron_variant		CNTN5						24

		BovineHD1500002554		rs42544289		15		9,454,207		10,120		intron_variant		CNTN5						24

		BovineHD1500002557		rs43766235		15		9,458,146		3,940		intron_variant		CNTN5						24

		BovineHD1500002564		rs42329213		15		9,494,993		36,848		intron_variant		CNTN5						24

		BovineHD1500002567		rs109068111		15		9,505,805		10,813		intron_variant		CNTN5						24

		BovineHD1500002569		rs136176041		15		9,512,998		7,194		intron_variant		CNTN5						24

		BovineHD1500002576		rs42329161		15		9,536,981		23,984		intron_variant		CNTN5						24

		BovineHD1500002578		rs133145744		15		9,553,403		16,423		intron_variant		CNTN5						24

		BovineHD1500002581		rs132664690		15		9,557,633		4,231		intron_variant		CNTN5						24

		BovineHD1500002583		rs136310685		15		9,560,199		2,567		intron_variant		CNTN5						24

		BovineHD1500002585		rs134210403		15		9,561,932		1,734		intron_variant		CNTN5						24

		BovineHD1500002587		rs133537641		15		9,567,166		5,235		intron_variant		CNTN5						24

		BovineHD1500002589		rs135857963		15		9,569,387		2,222		intron_variant		CNTN5						24

		BovineHD1500002592		rs134813821		15		9,575,980		6,594		intron_variant		CNTN5						24

		BovineHD4100011787		rs41610160		15		9,583,445		7,466		intron_variant		CNTN5						24

		BovineHD1500002597		NA		15		9,596,693		13,249		intron_variant		CNTN5						24

		BovineHD1500002599		rs42633189		15		9,603,904		7,212		intron_variant		CNTN5						24

		BovineHD1500002602		rs110189609		15		9,612,733		8,830		intron_variant		CNTN5						24

		BovineHD1500002604		rs42633522		15		9,616,576		3,844		intron_variant		CNTN5						24

		BovineHD1500002605		rs42633465		15		9,623,581		7,006		intron_variant		CNTN5						24

		BovineHD1500002607		rs42633222		15		9,632,507		8,927		intron_variant		CNTN5						24

		BovineHD1500002609		rs42633197		15		9,634,234		1,728		intron_variant		CNTN5						24

		BovineHD1500002616		rs136880931		15		9,658,944		24,711		intron_variant		CNTN5						24

		BovineHD1500002626		rs135412361		15		9,690,073		31,130		intron_variant		CNTN5						24

		BovineHD1500002636		rs134289614		15		9,737,287		47,215		intergenic_variant								24

		BovineHD1500002643		rs135135275		15		9,774,200		36,914		intergenic_variant								24

		BovineHD1500002661		rs135820071		15		9,878,157		103,958		intergenic_variant								24

		BovineHD1500002664		rs109032787		15		9,886,097		7,941		intergenic_variant								24

		BovineHD1500002666		rs110831459		15		9,890,994		4,898		intergenic_variant								24

		BovineHD1500002669		rs134844027		15		9,908,733		17,740		intergenic_variant								24

		ARS-BFGL-NGS-21847		rs109422979		15		10,007,499		98,767		intergenic_variant								24

		BovineHD1500002686		rs110101703		15		10,010,794		3,296		intergenic_variant								24

		BovineHD1500002691		rs110343704		15		10,023,555		12,762		intergenic_variant								24

		BovineHD1500002699		rs137741123		15		10,043,782		20,228		intergenic_variant								24

		BovineHD1500002701		rs137326294		15		10,047,259		3,478		intergenic_variant								24

		BovineHD1500002704		rs110280522		15		10,051,894		4,636		intergenic_variant								24

		BovineHD1500002706		rs109265064		15		10,060,176		8,283		intergenic_variant								24

		BovineHD1500002709		rs108993562		15		10,078,396		18,221		intergenic_variant								24

		BovineHD1500002713		rs41747183		15		10,096,128		17,733		intergenic_variant								24

		BTB-00580768		rs41747177		15		10,117,115		20,988		intergenic_variant								24

		BovineHD4100011788		rs29027399		15		10,197,223		80,109		intergenic_variant								24

		BovineHD1500002729		rs43163752		15		10,223,073		25,851		intergenic_variant								24

		BovineHD1500002732		rs41747139		15		10,238,469		15,397		intergenic_variant								24

		BTB-00580688		rs41746301		15		10,261,098		22,630		intergenic_variant								24

		BovineHD1500002737		rs41746292		15		10,267,413		6,316		intergenic_variant								24

		BovineHD1500002739		rs41746255		15		10,285,342		17,930		intergenic_variant								24

		BovineHD1500002741		rs133233398		15		10,295,834		10,493		intergenic_variant								24

		BovineHD1500002743		rs41746231		15		10,302,783		6,950		intergenic_variant								24

		BovineHD1500002749		rs41745063		15		10,330,998		28,216		intergenic_variant								24

		BovineHD1500002750		rs41745100		15		10,338,094		7,097		intergenic_variant								24

		BovineHD1500002763		rs41754277		15		10,399,426		61,333		intergenic_variant								24

		BovineHD1500002769		rs109184096		15		10,442,769		43,344		intergenic_variant								24

		BovineHD1500002772		rs137712195		15		10,459,328		16,560		intergenic_variant								24

		BovineHD1500002779		rs43116440		15		10,478,083		18,756		intergenic_variant								24

		BovineHD1500002782		rs43116446		15		10,488,817		10,735		intergenic_variant								24

		BovineHD1500002786		rs134653527		15		10,512,383		23,567		intergenic_variant								24

		BovineHD1500002790		rs137298880		15		10,551,893		39,511		intergenic_variant								24

		BovineHD1500002793		rs42587223		15		10,570,914		19,022		intergenic_variant								24

		BovineHD1500002796		rs135721950		15		10,593,691		22,778		intergenic_variant								24

		BovineHD1500002797		rs132662565		15		10,607,182		13,492		intergenic_variant								24

		BovineHD1500002800		rs42658060		15		10,640,900		33,719		intergenic_variant								24

		BovineHD1500002802		rs42657330		15		10,659,042		18,143		intergenic_variant								24

		BovineHD1500002813		rs136406726		15		10,706,274		47,233		intergenic_variant								24		23

		BovineHD1500002816		rs108969363		15		10,735,570		29,297		intergenic_variant								24		23

		BovineHD1500002834		rs42812404		15		10,792,145		56,576		intergenic_variant								24		23

		BovineHD1500002843		rs133544279		15		10,832,215		40,071		intergenic_variant								24		23

		BovineHD1500002850		rs42925348		15		10,880,960		48,746		intergenic_variant								24		23

		BovineHD1500002856		rs43172112		15		10,904,925		23,966		intergenic_variant								24		23

		BovineHD1500002857		rs109518263		15		10,917,574		12,650		intergenic_variant								24		23

		BovineHD1500002859		rs42938804		15		10,922,202		4,629		intergenic_variant								24		23

		BovineHD1500002861		rs110389177		15		10,929,782		7,581		intergenic_variant								24		23

		BTB-01830390		rs42938737		15		10,936,002		6,221		intergenic_variant								24		23

		BovineHD1500002865		rs135155888		15		10,939,327		3,326		intergenic_variant								24		23

		BovineHD1500002868		rs42938313		15		10,951,252		11,926		intergenic_variant								24		23

		BovineHD1500002871		rs41257736		15		10,970,103		18,852		intergenic_variant								24		23

		BovineHD1500002872		rs132679005		15		10,979,969		9,867		intergenic_variant								24		23

		BovineHD1500002070		rs135957833		15		11,004,493		24,525		intergenic_variant								24		23

		BovineHD1000027411		rs133513046		15		11,006,803		2,311		intergenic_variant								24		23

		BovineHD1500002887		rs43141813		15		11,040,241		33,439		intergenic_variant								24		23

		BovineHD1500002889		rs43190771		15		11,069,456		29,216		intergenic_variant								24		23

		BovineHD1500002892		rs42544024		15		11,099,387		29,932		intergenic_variant								24		23

		BovineHD1500002893		rs42544006		15		11,113,534		14,148		intergenic_variant								24		23

		BovineHD1500002895		rs42543995		15		11,125,753		12,220		intergenic_variant								24		23

		BovineHD1500002897		rs109533800		15		11,131,241		5,489		intergenic_variant								24		23

		BovineHD1500002899		rs110351751		15		11,134,982		3,742		intergenic_variant								24		23

		BovineHD1500002901		rs42544673		15		11,139,524		4,543		intergenic_variant								24		23

		BovineHD1500002902		rs42544661		15		11,145,698		6,175		intergenic_variant								24		23

		BovineHD1500002904		rs42544689		15		11,150,175		4,478		intergenic_variant								24		23

		BovineHD1500002907		rs136984658		15		11,155,561		5,387		intergenic_variant								24		23

		BovineHD1500002910		rs42541217		15		11,163,857		8,297		intergenic_variant								24		23

		BovineHD1500002914		rs134202866		15		11,170,797		6,941		intergenic_variant								24		23

		BovineHD1500002916		rs42544694		15		11,176,336		5,540		intergenic_variant								24		23

		BovineHD1500002918		rs136238659		15		11,180,663		4,328		intergenic_variant								24		23

		BovineHD1500002919		rs133217519		15		11,186,497		5,835		intergenic_variant								24		23

		BovineHD1500002921		rs110405074		15		11,190,126		3,630		intergenic_variant								24		23

		BovineHD1500002923		rs110143318		15		11,193,096		2,971		intergenic_variant								24		23

		BovineHD1500002925		rs133937907		15		11,198,726		5,631		intergenic_variant								24		23

		BTB-01421934		rs42545356		15		11,207,429		8,704		intergenic_variant								24		23

		BovineHD1500002928		rs133728826		15		11,210,849		3,421		intergenic_variant								24		23

		BovineHD1500002930		rs110130838		15		11,216,223		5,375		intergenic_variant								24		23

		BovineHD1500002932		rs135067941		15		11,219,753		3,531		intergenic_variant								24		23

		BovineHD1500002934		rs109541409		15		11,223,687		3,935		intergenic_variant								24		23

		BovineHD1500002936		rs42545395		15		11,227,688		4,002		intergenic_variant								24		23

		BovineHD1500002938		rs136162818		15		11,230,825		3,138		intergenic_variant								24		23

		BovineHD1500002941		rs42545410		15		11,234,072		3,248		intergenic_variant								24		23

		BovineHD1500002947		rs137705730		15		11,249,714		15,643		intergenic_variant								24		23

		BovineHD1500002949		rs42546817		15		11,251,937		2,224		intergenic_variant								24		23

		BovineHD1500002952		rs42546736		15		11,255,831		3,895		intergenic_variant								24		23

		BovineHD1500002954		rs42545901		15		11,261,702		5,872		intergenic_variant								24		23

		BovineHD1500002956		rs42545871		15		11,266,808		5,107		intergenic_variant								24		23

		BovineHD1500002958		rs137683850		15		11,277,801		10,994		intergenic_variant								24		23

		BovineHD1500002960		rs108976548		15		11,283,661		5,861		intergenic_variant								24		23

		BovineHD1500002962		rs109725647		15		11,286,936		3,276		intergenic_variant								24		23

		BovineHD1500002967		rs134566806		15		11,305,406		18,471		intergenic_variant								24		23

		BovineHD1500002970		rs135734125		15		11,312,368		6,963		intergenic_variant								24		23

		BovineHD1500002973		rs110687426		15		11,318,252		5,885		intergenic_variant								24		23

		BovineHD1500002976		rs42647202		15		11,322,270		4,019		intergenic_variant								24		23

		BovineHD1500002980		rs42647198		15		11,339,429		17,160		intergenic_variant								24		23

		BovineHD1500002983		rs110759842		15		11,351,762		12,334		intergenic_variant								24		23

		BovineHD1500002989		rs135245073		15		11,381,179		29,418		intergenic_variant								24		23

		BovineHD1500002991		rs109897083		15		11,390,789		9,611		intergenic_variant								24		23

		Hapmap51870-BTA-100797		rs41568714		15		11,413,935		23,147		intergenic_variant								24		23

		BovineHD1500003001		rs42646020		15		11,446,208		32,274		intergenic_variant								24		23

		BovineHD4100011790		rs41596590		15		11,470,737		24,530		intergenic_variant								24		23

		BovineHD1500003007		rs42574912		15		11,492,971		22,235		intergenic_variant								24		23

		BovineHD1500003016		rs42575867		15		11,545,720		52,750		intergenic_variant								24		23

		BovineHD1500003019		rs109768976		15		11,550,118		4,399		intergenic_variant								24		23

		BovineHD1500003021		rs42575887		15		11,553,860		3,743		intergenic_variant								24		23

		ARS-BFGL-NGS-54874		rs109874949		15		11,627,862		74,003		intergenic_variant								24		23

		BovineHD1500003045		rs109369789		15		11,733,003		105,142		intergenic_variant								24		23

		BovineHD1500003048		rs109750881		15		11,737,620		4,618		intergenic_variant								24		23

		BovineHD1500003051		rs135823964		15		11,743,352		5,733		intergenic_variant								24		23

		BovineHD1500003056		rs109152670		15		11,764,042		20,691		intergenic_variant								24		23

		BovineHD1500003063		rs109913242		15		11,772,931		8,890		intergenic_variant								24		23

		ARS-BFGL-NGS-10128		rs109975020		15		11,784,408		11,478		intergenic_variant								24		23

		BovineHD1500003070		rs42509944		15		11,803,071		18,664		intergenic_variant								24		23

		BovineHD1500003074		rs42509940		15		11,811,456		8,386		intergenic_variant								24		23

		BovineHD1500003076		rs135619806		15		11,814,806		3,351		intergenic_variant								24		23

		BovineHD1500003079		rs109575197		15		11,820,292		5,487		intergenic_variant								24		23

		BovineHD1500003084		rs110548520		15		11,834,126		13,835		intergenic_variant								24		23

		BovineHD1500003087		rs109507312		15		11,838,114		3,989		intergenic_variant								24		23

		BovineHD1500003091		rs133187991		15		11,843,824		5,711		intergenic_variant								24		23

		BovineHD1500003100		rs110828364		15		11,857,332		13,509		intergenic_variant								24		23

		BovineHD1500003102		rs109693466		15		11,860,334		3,003		intergenic_variant								24		23

		BovineHD1500003106		rs133801610		15		11,864,741		4,408		intergenic_variant								24		23

		BovineHD1500003110		rs109827749		15		11,869,232		4,492		intergenic_variant								24		23

		BovineHD1500003112		rs133018493		15		11,870,972		1,741		intergenic_variant								24		23

		BovineHD1500003115		rs133685619		15		11,881,007		10,036		intergenic_variant								24		23

		BovineHD1500003117		rs109044787		15		11,886,627		5,621		intergenic_variant								24		23

		BovineHD1500003120		rs110668521		15		11,901,415		14,789		intergenic_variant								24		23

		BovineHD1500003123		rs133842481		15		11,922,022		20,608		intergenic_variant								24		23

		BovineHD1500003126		rs135739631		15		11,945,522		23,501		intergenic_variant								24		23

		BovineHD1500003130		rs136946898		15		11,966,441		20,920		intergenic_variant								24		23

		BovineHD1500003136		rs134371874		15		12,017,253		50,813		intergenic_variant								24		23

		BovineHD1500003138		rs43124788		15		12,031,011		13,759		intergenic_variant								24		23

		BovineHD1500003140		rs110598212		15		12,041,387		10,377		intergenic_variant								24		23

		BovineHD1500003142		rs109502702		15		12,045,885		4,499		intergenic_variant								24		23

		BovineHD1500003144		rs41747942		15		12,055,130		9,246		intergenic_variant								24		23

		BovineHD1500003146		rs41747950		15		12,056,956		1,827		intergenic_variant								24		23

		BovineHD1500003148		rs135691123		15		12,065,640		8,685		intergenic_variant								24		23

		BovineHD1500003151		rs41747988		15		12,075,042		9,403		intergenic_variant								24		23

		BovineHD1500003153		rs133015593		15		12,079,477		4,436		intergenic_variant								24		23

		Hapmap44444-BTA-115434		rs41575014		15		12,113,084		33,608		intergenic_variant								24		23

		BovineHD1500003158		rs42823753		15		12,118,944		5,861		intergenic_variant								24		23

		BovineHD1500003165		rs42894879		15		12,166,565		47,622		intergenic_variant								24		23

		BovineHD1500000169		rs109640271		15		84,031,569		71,865,005		intergenic_variant								25

		BovineHD1500000177		rs136017403		15		84,045,423		13,855		intergenic_variant								25

		BovineHD1500000182		rs108978679		15		84,064,573		19,151		intergenic_variant								25

		BovineHD1500000192		rs109784699		15		84,087,570		22,998		intergenic_variant								25

		BovineHD1500000198		rs110290694		15		84,106,677		19,108		intergenic_variant								25

		BovineHD1500000200		rs136021205		15		84,107,974		1,298		intergenic_variant								25

		BovineHD1500000204		rs136637125		15		84,121,140		13,167		intergenic_variant								25

		BovineHD1500000206		rs109879828		15		84,124,500		3,361		intergenic_variant								25

		BovineHD1700010516		rs109567092		17		37,679,446				intergenic_variant								26

		BovineHD1700010526		rs110127805		17		37,720,923		41,478		intergenic_variant								26

		BovineHD1700010539		rs135747264		17		37,751,658		30,736		intergenic_variant								26

		BovineHD1700010541		rs110137720		17		37,754,991		3,334		intergenic_variant								26

		BovineHD1700010544		rs109439975		17		37,769,838		14,848		intergenic_variant								26

		BovineHD1700010546		rs110299692		17		37,781,504		11,667		intergenic_variant								26

		BovineHD1700010548		rs135468078		17		37,792,565		11,062		intergenic_variant								26

		BovineHD1700010550		rs134511352		17		37,800,770		8,206		intergenic_variant								26

		BovineHD1700010553		rs135157185		17		37,810,090		9,321		intergenic_variant								26

		BovineHD1700010555		rs134296410		17		37,811,928		1,839		intergenic_variant								26

		BovineHD1700010557		rs136196247		17		37,813,551		1,624		intergenic_variant								26

		BovineHD1700010559		rs134902896		17		37,815,485		1,935		intergenic_variant								26

		BovineHD1700010562		rs135135687		17		37,823,476		7,992		intergenic_variant								26

		BovineHD1700010565		rs109888462		17		37,831,471		7,996		intergenic_variant								26

		BovineHD1700010567		rs109503525		17		37,838,959		7,489		intergenic_variant								26

		BovineHD1700010574		rs109552060		17		37,858,092		19,134		intergenic_variant								26

		BovineHD1700010584		rs109782654		17		37,907,051		48,960		intergenic_variant								26

		BovineHD1700010587		rs110485373		17		37,909,996		2,946		intergenic_variant								26

		BovineHD1700010592		rs109254687		17		37,916,674		6,679		intergenic_variant								26

		BovineHD1700010594		rs110095815		17		37,919,460		2,787		intergenic_variant								26

		BovineHD1700010603		rs136080739		17		37,963,308		43,849		intergenic_variant								26

		BovineHD1700010605		rs109379089		17		37,972,857		9,550		intergenic_variant								26

		BovineHD1700010607		rs110405180		17		37,981,262		8,406		intergenic_variant								26

		BovineHD1700010609		rs110530548		17		37,987,815		6,554		intergenic_variant								26

		BovineHD1700010615		rs133306458		17		38,006,322		18,508		intergenic_variant								26

		BovineHD1700010617		rs135619045		17		38,013,858		7,537		intergenic_variant								26

		BovineHD1700010619		rs134663586		17		38,020,487		6,630		intergenic_variant								26

		BovineHD1700010621		rs137017892		17		38,035,595		15,109		intergenic_variant								26

		ARS-BFGL-NGS-70445		rs110654143		17		38,058,826		23,232		intergenic_variant								26

		BovineHD1700010625		rs137363021		17		38,071,378		12,553		intergenic_variant								26

		BovineHD1700010627		rs134181914		17		38,078,663		7,286		intergenic_variant								26

		BovineHD1700010630		rs137056217		17		38,087,721		9,059		intergenic_variant								26

		BovineHD1700010632		rs136638749		17		38,093,620		5,900		intergenic_variant								26

		BovineHD1700010635		rs110614117		17		38,105,912		12,293		intergenic_variant								26

		BovineHD1700010639		rs110574938		17		38,126,603		20,692		intergenic_variant								26

		BovineHD1700010644		rs134302527		17		38,151,538		24,936		intergenic_variant								26

		BovineHD1700010651		rs135134718		17		38,169,117		17,580		intergenic_variant								26

		BovineHD1700010656		rs134210592		17		38,179,672		10,556		intergenic_variant								26

		BovineHD1700010660		rs136485550		17		38,189,006		9,335		intergenic_variant								26

		BovineHD1700010665		rs109465556		17		38,205,049		16,044		intergenic_variant								26

		BovineHD1700010669		rs132874935		17		38,211,410		6,362		intergenic_variant								26

		BovineHD1700010677		rs109214053		17		38,221,780		10,371		intergenic_variant								26

		BovineHD1700010684		rs110532172		17		38,234,667		12,888		intergenic_variant								26

		BovineHD1700010691		rs109444726		17		38,267,597		32,931		intergenic_variant								26

		BovineHD1700010696		rs133164916		17		38,307,163		39,567		intergenic_variant								26

		BovineHD1700010699		rs135656572		17		38,317,471		10,309		intergenic_variant								26

		BovineHD1700010701		rs109982630		17		38,327,590		10,120		intergenic_variant								26

		BovineHD1700010706		rs133478173		17		38,362,188		34,599		intergenic_variant								26

		BovineHD1700010710		rs134907673		17		38,395,551		33,364		intergenic_variant								26

		BovineHD1700010714		rs108938275		17		38,414,157		18,607		intergenic_variant								26

		BovineHD1700010718		rs137113449		17		38,430,328		16,172		intergenic_variant								26

		BovineHD1700010738		rs29025640		17		38,504,513		74,186		intergenic_variant								26

		BovineHD1700010742		rs110666338		17		38,527,339		22,827		intergenic_variant								26

		BovineHD1700010744		rs109073668		17		38,543,524		16,186		intergenic_variant								26

		BovineHD4100013042		rs41572289		17		38,567,765		24,242		intergenic_variant								26

		BovineHD1700010750		rs133873952		17		38,587,238		19,474		intergenic_variant								26

		BovineHD1700010753		rs136891023		17		38,600,368		13,131		intergenic_variant								26

		BovineHD1700010756		rs133640248		17		38,615,653		15,286		intergenic_variant								26

		BovineHD1700010759		rs134312320		17		38,628,578		12,926		intergenic_variant								26

		BovineHD1700010761		rs132800552		17		38,634,464		5,887		intergenic_variant								26

		BovineHD1700010770		rs134848057		17		38,688,449		53,986		intergenic_variant								26

		BovineHD1700010773		rs110138821		17		38,698,052		9,604		intergenic_variant								26

		BovineHD1700010777		rs135133561		17		38,719,059		21,008		intergenic_variant								26

		BovineHD1700010786		rs108955782		17		38,760,200		41,142		intergenic_variant								26

		BovineHD1700010789		rs135857023		17		38,780,696		20,497		intergenic_variant								26

		BovineHD1700010791		rs110687249		17		38,791,161		10,466		intergenic_variant								26

		BovineHD1700010794		rs110838719		17		38,803,570		12,410		intergenic_variant								26

		BovineHD1700010797		rs110152417		17		38,822,189		18,620		intergenic_variant								26

		BovineHD1700010799		rs109829014		17		38,824,306		2,118		intergenic_variant								26

		BovineHD1700010801		rs110706187		17		38,829,435		5,130		intergenic_variant								26

		BovineHD1700010803		rs110060272		17		38,831,866		2,432		intergenic_variant								26

		BovineHD1700010805		rs134216723		17		38,834,691		2,826		intergenic_variant								26

		Hapmap30543-BTA-141219		rs109595378		17		38,838,094		3,404		intergenic_variant								26

		BovineHD1700010808		rs109978308		17		38,841,541		3,448		intergenic_variant								26

		BovineHD1700010810		rs41589472		17		38,843,061		1,521		intergenic_variant								26

		BovineHD1700010812		rs136240695		17		38,848,901		5,841		intergenic_variant								26

		BovineHD1700010815		rs109700977		17		38,867,465		18,565		intergenic_variant								26

		BovineHD1700010819		rs136474317		17		38,886,007		18,543		intergenic_variant								26

		BovineHD4100013043		rs29025899		17		38,893,135		7,129		intergenic_variant								26

		BovineHD1700010826		rs135080925		17		38,915,493		22,359		intergenic_variant								26

		BovineHD1700010828		rs134053906		17		38,919,242		3,750		intergenic_variant								26

		BovineHD1700010830		rs109338277		17		38,927,051		7,810		intergenic_variant								26

		BovineHD4100013044		rs110078453		17		38,932,901		5,851		intergenic_variant								26

		BovineHD1700010832		rs110698216		17		38,937,075		4,175		intergenic_variant								26

		BovineHD1700010835		rs109730802		17		38,940,250		3,176		intergenic_variant								26

		BovineHD1700010837		rs110052626		17		38,945,381		5,132		intergenic_variant								26

		BovineHD1700010839		rs136989029		17		38,951,277		5,897		intergenic_variant								26

		Hapmap43651-BTA-67415		rs43711641		17		38,959,187		7,911		intergenic_variant								26

		BovineHD1700010842		rs109552953		17		38,968,280		9,094		intergenic_variant								26

		BovineHD1700010847		rs133641390		17		38,999,504		31,225		intergenic_variant								26

		BovineHD1700010849		rs133008032		17		39,003,067		3,564		intergenic_variant								26

		BovineHD1700010859		rs110829634		17		39,021,911		18,845		intergenic_variant								26

		BovineHD1700010862		rs134437633		17		39,025,536		3,626		intergenic_variant								26

		BovineHD1700010869		rs135111944		17		39,033,092		7,557		intergenic_variant								26

		BovineHD1700010871		rs133615141		17		39,043,620		10,529		intergenic_variant								26

		BovineHD4100013046		rs41589469		17		39,054,342		10,723		intergenic_variant								26

		BovineHD1700010892		rs110505885		17		39,085,340		30,999		intergenic_variant								26

		BovineHD1700010894		rs110960731		17		39,087,230		1,891		intergenic_variant								26

		BovineHD1700010896		rs134165640		17		39,090,458		3,229		intergenic_variant								26

		BovineHD1700010898		rs110503328		17		39,093,757		3,300		intergenic_variant								26

		BovineHD1700010900		rs135942935		17		39,102,094		8,338		intergenic_variant								26

		BovineHD1700010903		rs137116788		17		39,105,685		3,592		intergenic_variant								26

		BovineHD1700010906		rs109819061		17		39,117,300		11,616		intergenic_variant								26

		BovineHD1700010909		rs109026331		17		39,120,752		3,453		intergenic_variant								26

		BovineHD1700010914		rs136011623		17		39,138,713		17,962		intergenic_variant								26

		BovineHD1700010916		rs109390280		17		39,142,453		3,741		intergenic_variant								26

		BovineHD1700010918		rs133933949		17		39,144,395		1,943		intergenic_variant								26

		BovineHD1700010921		rs136705119		17		39,148,329		3,935		intergenic_variant								26

		BovineHD1700010923		rs110278051		17		39,153,605		5,277		intergenic_variant								26

		BovineHD1700010925		rs134030733		17		39,166,568		12,964		intergenic_variant								26

		BovineHD1700010936		rs136547513		17		39,230,418		63,851		intergenic_variant								26

		BovineHD1700010945		rs110380766		17		39,248,361		17,944		intergenic_variant								26

		BovineHD1700010953		rs110924910		17		39,262,488		14,128		intergenic_variant								26

		BovineHD1700010956		rs110448415		17		39,270,491		8,004		intergenic_variant								26

		Hapmap48749-BTA-40913		rs41585546		17		39,276,948		6,458		intergenic_variant								26

		BovineHD1700010962		rs110877631		17		39,291,118		14,171		intergenic_variant								26

		BovineHD1700010966		rs110540658		17		39,311,377		20,260		intergenic_variant								26

		BovineHD1700010969		rs110258599		17		39,314,770		3,394		intergenic_variant								26

		BovineHD1700010972		rs109917467		17		39,320,412		5,643		intergenic_variant								26

		BovineHD1700010979		rs134651759		17		39,331,921		11,510		intergenic_variant								26

		BovineHD1700010993		rs110185832		17		39,347,949		16,029		intergenic_variant								26

		BovineHD1700011005		rs110021306		17		39,364,846		16,898		intergenic_variant								26

		BovineHD1700011008		rs137713613		17		39,375,701		10,856		intergenic_variant								26

		BovineHD1700011014		rs135612571		17		39,385,257		9,557		intergenic_variant								26

		BovineHD1700011032		rs110669408		17		39,435,586		50,330		intergenic_variant								26

		BovineHD1700011038		rs135028428		17		39,440,998		5,413		intergenic_variant								26

		BovineHD1700011041		rs135770451		17		39,447,952		6,955		intergenic_variant								26

		BovineHD1700011045		rs109453136		17		39,457,848		9,897		intergenic_variant								26

		BovineHD1700011055		rs109842277		17		39,479,640		21,793		intergenic_variant								26

		BovineHD1700011071		rs137681126		17		39,526,149		46,510		intergenic_variant								26

		BovineHD1700011080		rs136919759		17		39,554,203		28,055		intergenic_variant								26

		BovineHD1700011087		rs134371732		17		39,565,766		11,564		intergenic_variant								26

		BovineHD1700011089		rs133021200		17		39,571,380		5,615		intergenic_variant								26

		BovineHD1700011091		rs110158692		17		39,578,675		7,296		intergenic_variant								26

		BovineHD1700011096		rs110223600		17		39,604,254		25,580		intergenic_variant								26

		Hapmap43571-BTA-40888		rs41637585		17		39,618,403		14,150		intergenic_variant								26

		BovineHD1700011101		rs110590655		17		39,623,219		4,817		intergenic_variant								26

		BovineHD1700011103		rs109419116		17		39,625,412		2,194		intergenic_variant								26

		BovineHD1700011105		rs110785553		17		39,631,224		5,813		intergenic_variant								26

		BovineHD1700011109		rs109777567		17		39,636,124		4,901		intron_variant		RAPGEF2						26

		BovineHD1700011111		rs109076788		17		39,638,552		2,429		intron_variant		RAPGEF2						26

		BovineHD1700011112		rs109761287		17		39,640,197		1,646		intron_variant		RAPGEF2						26

		BovineHD1700011114		rs109553685		17		39,641,671		1,475		intron_variant		RAPGEF2						26

		BovineHD1700011123		rs108973043		17		39,656,904		15,234		intron_variant		RAPGEF2						26

		BovineHD1700011128		rs110883110		17		39,675,305		18,402		intron_variant		RAPGEF2						26

		BovineHD1700011133		rs110109378		17		39,679,094		3,790		intron_variant		RAPGEF2						26

		Hapmap51591-BTA-40881		rs41637579		17		39,685,293		6,200		intron_variant		RAPGEF2						26

		BovineHD1700011139		rs109227003		17		39,688,791		3,499		intron_variant		RAPGEF2						26

		BovineHD4100013052		rs41585533		17		39,690,126		1,336		intron_variant		RAPGEF2						26

		BovineHD1700011142		rs109520035		17		39,694,383		4,258		intron_variant		RAPGEF2						26

		BovineHD1700011144		rs109567081		17		39,715,111		20,729		intron_variant		RAPGEF2						26

		BovineHD1700011147		rs133264575		17		39,733,677		18,567		intron_variant		RAPGEF2						26

		BovineHD1700011150		rs133842540		17		39,747,110		13,434		intron_variant		RAPGEF2						26

		BovineHD1700011153		rs135188628		17		39,752,424		5,315		intron_variant		RAPGEF2						26

		BovineHD1700011156		rs135323271		17		39,765,555		13,132		intron_variant		RAPGEF2						26

		BovineHD1700011160		rs133136458		17		39,780,836		15,282		intron_variant		RAPGEF2						26

		BovineHD1700011162		rs136320601		17		39,783,732		2,897		intron_variant		RAPGEF2						26

		BovineHD1700011164		rs137042870		17		39,787,138		3,407		intron_variant		RAPGEF2						26

		BovineHD1700011168		rs137744944		17		39,790,729		3,592		intron_variant		RAPGEF2						26

		BovineHD1700011170		rs134803454		17		39,792,466		1,738		intron_variant		RAPGEF2						26

		BovineHD1700011177		rs133723147		17		39,803,874		11,409		intron_variant		RAPGEF2						26

		BovineHD1700011179		rs136262611		17		39,808,397		4,524		intron_variant		RAPGEF2						26

		BovineHD1700011181		rs135184221		17		39,812,125		3,729		intron_variant		RAPGEF2						26

		BovineHD1700011183		rs133775346		17		39,817,147		5,023		intron_variant		RAPGEF2						26

		ARS-BFGL-NGS-95458		rs108981085		17		39,821,925		4,779		intron_variant		RAPGEF2						26

		BovineHD1700011188		rs137546679		17		39,825,945		4,021		intron_variant		RAPGEF2						26

		Hapmap41532-BTA-40872		rs41637576		17		39,843,444		17,500		intron_variant		RAPGEF2						26

		BovineHD1700011197		rs110705140		17		39,857,225		13,782		intron_variant		RAPGEF2						26

		BovineHD1700011199		rs110758872		17		39,866,390		9,166		intron_variant		RAPGEF2						26

		BovineHD1700011201		rs110385730		17		39,869,027		2,638		intron_variant		RAPGEF2						26

		BovineHD1700011203		rs133115107		17		39,872,310		3,284		intron_variant		RAPGEF2						26

		BovineHD1700011206		rs109812286		17		39,879,965		7,656		intron_variant		RAPGEF2						26

		BovineHD1700011208		rs135702076		17		39,882,804		2,840		intron_variant		RAPGEF2						26

		BovineHD1700011211		rs109847234		17		39,895,791		12,988		intron_variant		RAPGEF2						26

		BovineHD1700011213		rs133174869		17		39,897,894		2,104		intron_variant		RAPGEF2						26

		BovineHD1700011220		rs135136595		17		39,933,386		35,493		intergenic_variant								26

		BovineHD1700011222		rs133592593		17		39,936,288		2,903		intergenic_variant								26

		BovineHD1700011224		rs136226672		17		39,942,814		6,527		intergenic_variant								26

		BovineHD1700011226		rs134999814		17		39,946,981		4,168		intergenic_variant								26

		BovineHD1700011229		rs135193785		17		39,961,030		14,050		intergenic_variant								26

		BovineHD1700011271		rs133800625		17		39,974,858		13,829		intergenic_variant								26

		BovineHD1700011274		rs134584681		17		39,981,016		6,159		intergenic_variant								26

		BovineHD1700011276		rs109923904		17		39,982,286		1,271		intergenic_variant								26

		BovineHD1700011286		rs136889580		17		40,006,402		24,117		intron_variant		C17H4orf45						26

		BovineHD1700011289		rs136501171		17		40,018,517		12,116		intron_variant		C17H4orf45						26

		BovineHD1700011291		rs135587707		17		40,023,853		5,337		intron_variant		C17H4orf45						26

		BovineHD1700011295		rs109022223		17		40,030,343		6,491		intron_variant		C17H4orf45						26

		Hapmap53994-rs29024926		rs29024926		17		40,060,385		30,043		intron_variant		C17H4orf45						26

		BovineHD4100013055		rs41637574		17		40,073,012		12,628		intron_variant		C17H4orf45						26

		BovineHD1700011316		rs134993633		17		40,099,013		26,002		intron_variant		C17H4orf45						26

		BovineHD1700011319		rs110085926		17		40,104,978		5,966		intron_variant		C17H4orf45						26

		BovineHD1700011324		rs110491737		17		40,112,827		7,850		intron_variant		C17H4orf45						26

		BovineHD1700011334		rs111023964		17		40,149,820		36,994		intron_variant		FNIP2						26

		BovineHD1700011341		rs109946369		17		40,168,853		19,034		intron_variant		FNIP2						26

		BovineHD1700011353		rs133181000		17		40,190,024		21,172		intron_variant		FNIP2						26

		BovineHD1700011358		rs109086158		17		40,205,611		15,588		intron_variant		FNIP2						26

		BovineHD1700011359		rs109291624		17		40,209,230		3,620		intron_variant		FNIP2						26

		BovineHD1700011362		rs110173666		17		40,216,185		6,956		intron_variant		FNIP2						26

		BovineHD1700011365		rs136034558		17		40,219,636		3,452		intron_variant		FNIP2						26

		BovineHD1700011366		rs109957216		17		40,229,989		10,354		intron_variant		FNIP2						26

		BovineHD1700011369		rs109959937		17		40,233,205		3,217		intron_variant		FNIP2						26

		BovineHD1700011373		rs109858930		17		40,239,679		6,475		intergenic_variant								26

		BovineHD1700011375		rs134523269		17		40,242,440		2,762		intergenic_variant								26

		BovineHD1700011377		rs133376000		17		40,246,725		4,286		intergenic_variant								26

		BovineHD1700011386		rs135578909		17		40,271,619		24,895		intergenic_variant								26

		BovineHD1700011396		rs110838802		17		40,291,396		19,778		intron_variant		PPID						26

		BovineHD1700011400		rs109477267		17		40,301,840		10,445		intron_variant		ETFDH						26

		BovineHD1700011404		rs41844369		17		40,310,606		8,767		intron_variant		ETFDH						26

		BovineHD1700011406		rs41844364		17		40,313,677		3,072		intron_variant		ETFDH						26

		BovineHD1700011408		rs41844354		17		40,316,114		2,438		intron_variant		ETFDH						26

		BovineHD1700011410		rs41844337		17		40,317,829		1,716		intron_variant		ETFDH						26

		BovineHD1700011414		rs41843679		17		40,325,313		7,485		intron_variant		ETFDH						26

		BovineHD1700011418		rs42756810		17		40,351,791		26,479		intron_variant		RXFP1						26

		BovineHD1700011421		rs135347530		17		40,357,177		5,387		intron_variant		RXFP1						26

		BovineHD1700011423		rs42757969		17		40,362,025		4,849		intron_variant		RXFP1						26

		BovineHD1700011425		rs42757990		17		40,363,593		1,569		intron_variant		RXFP1						26

		BovineHD1700011427		rs137463904		17		40,368,637		5,045		intron_variant		RXFP1						26

		BovineHD1700011430		rs42758437		17		40,379,228		10,592		intron_variant		RXFP1						26

		BovineHD1700011435		rs110926372		17		40,399,552		20,325		intron_variant		RXFP1						26

		BovineHD1700011437		rs109985374		17		40,403,422		3,871		intron_variant		RXFP1						26

		BovineHD1700011439		rs42758522		17		40,405,653		2,232		intron_variant		RXFP1						26

		BovineHD1700011444		rs42758498		17		40,411,796		6,144		intron_variant		RXFP1						26

		BovineHD1700011446		rs42758472		17		40,414,010		2,215		intron_variant		RXFP1						26

		BovineHD1700011451		rs109941829		17		40,427,340		13,331		intron_variant		RXFP1						26

		BTB-01151136		rs42306148		17		40,451,611		24,272		intron_variant		RXFP1						26

		BovineHD1700011461		rs136566643		17		40,456,441		4,831		intron_variant		RXFP1						26

		BovineHD1700011466		rs135672465		17		40,461,433		4,993		intron_variant		RXFP1						26

		BovineHD1700011469		rs136092480		17		40,464,404		2,972		intron_variant		RXFP1						26

		BovineHD1700011472		rs134808324		17		40,467,507		3,104		intron_variant		RXFP1						26

		BovineHD1700011477		rs136534185		17		40,473,047		5,541		intron_variant		RXFP1						26

		BovineHD1700011481		rs137069825		17		40,486,109		13,063		intergenic_variant								26

		BovineHD1700011483		rs136653638		17		40,487,437		1,329		intergenic_variant								26

		BovineHD1700011485		rs135441123		17		40,491,115		3,679		intergenic_variant								26

		BovineHD1700011487		rs134328105		17		40,493,382		2,268		intergenic_variant								26

		BovineHD1700011346		rs43749997		17		68,088,263		27,594,882		intergenic_variant								27

		BovineHD1700011256		rs133357519		17		68,105,110		16,848		intergenic_variant								27

		BovineHD1700011258		rs137688153		17		68,109,304		4,195		intergenic_variant								27

		BovineHD1700011261		rs43753943		17		68,118,253		8,950		intergenic_variant								27

		BovineHD1700011263		rs43753941		17		68,124,410		6,158		intergenic_variant								27

		BovineHD1700011265		rs133717292		17		68,129,097		4,688		intergenic_variant								27

		BovineHD1700011231		rs134006902		17		68,145,307		16,211		intron_variant		TNIP3						27

		BovineHD1700011235		rs43769070		17		68,154,035		8,729		intron_variant		TNIP3						27

		BovineHD1700011237		rs43770374		17		68,160,629		6,595		intron_variant		TNIP3						27

		BovineHD1700011242		rs109708381		17		68,178,965		18,337		intron_variant		TNIP3						27

		BovineHD1700011248		rs108984805		17		68,180,831		1,867		intron_variant		TNIP3						27

		BovineHD1700011252		rs41657835		17		68,198,848		18,018		intergenic_variant								27

		BovineHD1900006564		rs136656294		19		22,249,834				intron_variant		VPS53						28

		ARS-BFGL-NGS-10318		rs109045211		19		22,270,800		20,967		missense_variant		RFLNB		aCg/aTg				28

		BovineHD1900006571		rs137066686		19		22,278,659		7,860		intergenic_variant								28

		BovineHD1900006573		rs136769146		19		22,282,216		3,558		intergenic_variant								28

		BovineHD4100014050		rs29018788		19		22,296,981		14,766		intergenic_variant								28

		BovineHD1900006581		rs135993248		19		22,334,961		37,981		intron_variant		RPH3AL						28

		BovineHD1900006584		rs110891786		19		22,340,988		6,028		intron_variant		RPH3AL						28

		BovineHD1900006591		rs108940549		19		22,349,654		8,667		intron_variant		RPH3AL						28

		BovineHD1900006599		rs137817526		19		22,361,011		11,358		intron_variant		RPH3AL						28

		BovineHD1900006602		rs109251434		19		22,369,955		8,945		intron_variant		RPH3AL						28

		BovineHD1900006605		rs132680954		19		22,380,007		10,053		intron_variant		RPH3AL						28

		BovineHD1900006607		rs110981625		19		22,381,815		1,809		intron_variant		RPH3AL						28

		BovineHD1900006610		rs109528568		19		22,387,919		6,105		intron_variant		RPH3AL						28

		Hapmap59273-rs29027283		rs29027283		19		22,392,438		4,520		intron_variant		RPH3AL						28

		BovineHD1900006613		rs135629188		19		22,398,537		6,100		intron_variant		RPH3AL						28

		BovineHD1900006615		rs110292170		19		22,400,020		1,484		intergenic_variant								28

		BovineHD1900006622		rs42898292		19		22,435,693		35,674		intergenic_variant								28

		BovineHD1900006628		rs110200512		19		22,458,500		22,808		intergenic_variant								28

		BovineHD1900006631		rs135701541		19		22,468,534		10,035		intergenic_variant								28

		BovineHD1900006632		rs136706338		19		22,476,147		7,614		intron_variant		DOC2B						28

		BovineHD1900006639		rs41913491		19		22,513,217		37,071		intergenic_variant								28

		BovineHD1900006641		rs110551718		19		22,521,304		8,088		intron_variant		YWHAE						28

		BTB-00742910		rs41913494		19		22,525,998		4,695		intron_variant		YWHAE						28

		BovineHD1900006650		rs110211346		19		22,580,315		54,318		intron_variant		CRK						28

		BovineHD1900006665		rs41903236		19		22,668,548		88,234		intron_variant		PITPNA						28

		BovineHD1900006667		rs109992655		19		22,671,625		3,078		intron_variant		PITPNA						28

		BovineHD1900006673		rs133176534		19		22,689,133		17,509		intergenic_variant								28

		BovineHD1900006676		rs41903288		19		22,695,145		6,013		intron_variant		SLC43A2						28

		BovineHD1900006680		rs110227359		19		22,707,579		12,435		intron_variant		SLC43A2						28

		BovineHD1900006682		rs110158273		19		22,711,418		3,840		intron_variant		SLC43A2						28

		BovineHD1900006685		rs110928692		19		22,715,216		3,799		intron_variant		SLC43A2						28

		BovineHD1900006689		rs109908342		19		22,719,655		4,440		intron_variant		SLC43A2						28

		BovineHD1900006691		rs109305697		19		22,721,621		1,967		intron_variant		SLC43A2						28

		BovineHD1900006704		rs110481161		19		22,763,053		41,433		intron_variant		PRPF8						28

		BovineHD1900006707		rs110292546		19		22,768,447		5,395		intron_variant		PRPF8						28

		BovineHD1900006709		rs109332309		19		22,770,718		2,272		intron_variant		PRPF8						28

		BovineHD1900006713		rs109598982		19		22,775,000		4,283		intron_variant		PRPF8						28

		BovineHD1900006716		rs135272165		19		22,778,202		3,203		intron_variant		PRPF8						28

		BovineHD1900006717		rs111007035		19		22,780,135		1,934		intron_variant		PRPF8						28

		BovineHD1900006728		rs110111864		19		22,797,859		17,725		intergenic_variant								28

		BovineHD1900006740		rs132653867		19		22,824,988		27,130		missense_variant		WDR81		Agc/Ggc				28

		BovineHD1900006742		rs136341823		19		22,829,259		4,272		intron_variant		WDR81						28

		BovineHD1900006745		rs109142671		19		22,832,135		2,877		intergenic_variant								28

		BovineHD1900006747		rs134719686		19		22,841,754		9,620		intergenic_variant								28

		BovineHD1900006750		rs110406059		19		22,849,008		7,255		intron_variant		SERPINF1						28

		BovineHD1900006755		rs109191960		19		22,870,149		21,142		intron_variant		SMYD4						28

		BovineHD1900006757		rs110828446		19		22,874,553		4,405		intron_variant		SMYD4						28

		BovineHD1900006761		rs132983096		19		22,878,187		3,635		missense_variant		SMYD4		aTa/aCa				28

		BovineHD1900006767		rs135824418		19		22,882,902		4,716		intron_variant		SMYD4						28

		BovineHD1900006769		rs134497935		19		22,884,757		1,856		intron_variant		SMYD4						28

		BovineHD1900006771		rs109683090		19		22,887,552		2,796		intron_variant		SMYD4						28

		BovineHD1900006774		rs133688154		19		22,891,233		3,682		intron_variant		SMYD4						28

		BovineHD4100014056		rs41584907		19		22,899,273		8,041		intron_variant		SMYD4						28

		ARS-BFGL-NGS-118070		rs110009994		19		22,901,056		1,784		intron_variant		RPA1						28

		BovineHD1900006781		rs135280166		19		22,905,028		3,973		intron_variant		RPA1						28

		BovineHD1900006783		rs134076243		19		22,906,727		1,700		intron_variant		RPA1						28

		BovineHD1900006786		rs110539430		19		22,908,868		2,142		intron_variant		RPA1						28

		BovineHD1900006789		rs133050045		19		22,917,654		8,787		intron_variant		RPA1						28

		BovineHD1900006791		rs135812701		19		22,919,648		1,995		intron_variant		RPA1						28

		BovineHD1900006793		rs134530095		19		22,920,808		1,161		intron_variant		RPA1						28

		BovineHD1900006795		rs133955781		19		22,924,557		3,750		intron_variant		RPA1						28

		BovineHD1900006797		rs136546639		19		22,926,035		1,479		intron_variant		RPA1						28

		BovineHD1900006799		rs137431742		19		22,928,089		2,055		intron_variant		RPA1						28

		BovineHD1900006801		rs136975529		19		22,929,464		1,376		intron_variant		RPA1						28

		BovineHD1900006803		rs132653199		19		22,931,764		2,301		intron_variant		RPA1						28

		BovineHD1900006804		rs109156476		19		22,933,091		1,328		intron_variant		RPA1						28

		BovineHD1900006806		rs133024214		19		22,934,235		1,145		synonymous_variant		RPA1						28

		BovineHD4100014058		rs29010769		19		22,935,514		1,280		intron_variant		RPA1						28

		BovineHD1900006810		rs109085261		19		22,938,297		2,784		intron_variant		RPA1						28

		BovineHD1900006815		rs136495235		19		22,949,529		11,233		intergenic_variant								28

		BovineHD1900006817		rs134853148		19		22,966,351		16,823		intergenic_variant								28

		BovineHD1900006820		rs109807462		19		22,972,923		6,573		intergenic_variant								28

		BovineHD1900006841		rs41904150		19		23,062,944		90,022		intron_variant		DPH1						28

		BovineHD1900006860		rs41904205		19		23,116,264		53,321		intron_variant		SMG6						28

		BovineHD1900006882		rs41905256		19		23,207,484		91,221		intron_variant		SMG6						28

		BovineHD1900006889		rs109494342		19		23,235,432		27,949		intron_variant		SMG6						28

		BovineHD1900006897		rs109698482		19		23,251,871		16,440		intron_variant		SMG6						28

		BovineHD1900006931		rs134650234		19		23,367,066		115,196		intron_variant		MNT						28

		BovineHD1900006933		rs41905318		19		23,370,829		3,764		intergenic_variant								28

		BovineHD1900006936		rs110961170		19		23,404,933		34,105		intron_variant		METTL16						28

		Hapmap51234-BTA-44811		rs41641986		19		23,459,811		54,879		intergenic_variant								28

		BovineHD1900006949		rs110904010		19		23,487,315		27,505		intergenic_variant								28

		BovineHD1900006950		rs41906347		19		23,494,579		7,265		intergenic_variant								28

		BovineHD1900006955		rs110197955		19		23,517,073		22,495		intron_variant		PAFAH1B1						28

		BovineHD1900006958		rs41906354		19		23,530,855		13,783		intron_variant		PAFAH1B1						28

		Hapmap51451-BTA-44812		rs41641987		19		23,537,949		7,095		intron_variant		PAFAH1B1						28

		BovineHD1900006963		rs41906376		19		23,575,055		37,107		intron_variant		PAFAH1B1						28

		UA-IFASA-8819		rs41584909		19		23,589,581		14,527		synonymous_variant		CLUH						28

		BovineHD1900006970		rs41906393		19		23,606,220		16,640		intron_variant		CLUH						28

		BovineHD1900006973		rs109145383		19		23,616,703		10,484		intron_variant		CCDC92B						28

		BovineHD1900006980		rs41907473		19		23,637,244		20,542		intergenic_variant								28

		BovineHD1900006983		rs41907461		19		23,652,038		14,795		intron_variant		RAP1GAP2						28

		BovineHD1900006984		rs136096652		19		23,655,236		3,199		intron_variant		RAP1GAP2						28

		BovineHD4100014063		rs29012538		19		23,657,234		1,999		intron_variant		RAP1GAP2						28

		BovineHD1900006987		rs41907435		19		23,659,274		2,041		intron_variant		RAP1GAP2						28

		BovineHD1900006989		rs41906422		19		23,661,297		2,024		intron_variant		RAP1GAP2						28

		BovineHD1900006991		rs41906404		19		23,664,183		2,887		intron_variant		RAP1GAP2						28

		BovineHD1900006994		rs41907527		19		23,668,771		4,589		intron_variant		RAP1GAP2						28

		BovineHD1900006996		rs41907523		19		23,670,599		1,829		intron_variant		RAP1GAP2						28

		BovineHD1900006998		rs41907510		19		23,672,053		1,455		intron_variant		RAP1GAP2						28

		BovineHD1900007000		rs41907487		19		23,674,286		2,234		intron_variant		RAP1GAP2						28

		BovineHD1900007002		rs41907479		19		23,677,875		3,590		intron_variant		RAP1GAP2						28

		BovineHD1900007004		rs41909431		19		23,688,412		10,538		intron_variant		RAP1GAP2						28

		BovineHD1900007006		rs41908824		19		23,692,202		3,791		intron_variant		RAP1GAP2						28

		BovineHD1900007009		rs41908810		19		23,699,635		7,434		intron_variant		RAP1GAP2						28

		BovineHD1900007012		rs41908784		19		23,708,504		8,870		intron_variant		RAP1GAP2						28

		BovineHD1900007017		rs41908755		19		23,717,851		9,348		intron_variant		RAP1GAP2						28

		BovineHD1900007019		rs41909438		19		23,722,873		5,023		intron_variant		RAP1GAP2						28

		BovineHD1900007024		rs133816542		19		23,741,798		18,926		intron_variant		RAP1GAP2						28

		BovineHD1900007027		rs109422360		19		23,753,752		11,955		intron_variant		RAP1GAP2						28

		ARS-BFGL-NGS-68648		rs110374014		19		23,765,194		11,443		intron_variant		RAP1GAP2						28

		BovineHD1900007040		rs109368831		19		23,803,735		38,542		intron_variant		RAP1GAP2						28

		BovineHD1900007041		rs109821633		19		23,805,593		1,859		intron_variant		RAP1GAP2						28

		ARS-BFGL-NGS-4418		rs110163394		19		23,810,308		4,716		intron_variant		RAP1GAP2						28

		BovineHD1900007061		rs109431194		19		23,844,069		33,762		intron_variant		RAP1GAP2						28

		BovineHD1900007063		rs110500350		19		23,847,987		3,919		intron_variant		RAP1GAP2						28

		BovineHD1900007065		rs133523258		19		23,849,524		1,538		intron_variant		RAP1GAP2						28

		BovineHD1900007067		rs110278168		19		23,851,682		2,159		intron_variant		RAP1GAP2						28

		BovineHD1900007069		rs110451232		19		23,854,166		2,485		intron_variant		RAP1GAP2						28

		BovineHD1900007071		rs109997140		19		23,856,107		1,942		intron_variant		RAP1GAP2						28

		BovineHD1900007073		rs110182229		19		23,859,519		3,413		intron_variant		RAP1GAP2						28

		BovineHD1900007077		rs132631642		19		23,864,200		4,682		intergenic_variant								28

		BovineHD1900007080		rs109358910		19		23,872,886		8,687		intergenic_variant								28

		BovineHD1900007087		rs133297578		19		23,886,913		14,028		intergenic_variant								28

		BovineHD1900007089		rs109955037		19		23,896,797		9,885		intergenic_variant								28

		BovineHD1900007091		rs110160178		19		23,902,719		5,923		intergenic_variant								28

		BovineHD1900007093		rs110584930		19		23,904,908		2,190		intergenic_variant								28

		BovineHD1900007098		rs135114580		19		23,910,258		5,351		intergenic_variant								28

		BovineHD1900007100		rs110726467		19		23,913,048		2,791		intergenic_variant								28

		BovineHD1900007102		rs110072415		19		23,914,809		1,762		intron_variant		OR1G1						28

		BovineHD4100014066		rs41584911		19		23,916,714		1,906		intergenic_variant								28

		BovineHD1900007105		rs109428516		19		23,919,149		2,436		intergenic_variant								28

		BovineHD1900007108		rs109486238		19		23,923,516		4,368		intergenic_variant								28

		BovineHD1900007110		rs111005653		19		23,927,209		3,694		intergenic_variant								28

		BovineHD1900007113		rs110696501		19		23,932,063		4,855		intergenic_variant								28

		BovineHD1900007117		rs109845180		19		23,938,808		6,746		intergenic_variant								28

		BovineHD2000009533		rs137300246		20		33,275,529				intergenic_variant								29		29

		BovineHD2000009536		rs42376189		20		33,289,433		13,905		intergenic_variant								29		29

		BovineHD2000009540		rs136564227		20		33,296,246		6,814		intergenic_variant								29		29

		BovineHD2000009543		rs109181879		20		33,297,983		1,738		intergenic_variant								29		29

		BovineHD2000009548		rs43001907		20		33,308,465		10,483		intron_variant		C6						29		29

		BovineHD4100014654		rs41579549		20		33,315,350		6,886		intron_variant		C6						29		29

		BovineHD2000009554		rs43001863		20		33,322,979		7,630		intron_variant		C6						29		29

		BovineHD2000009557		rs109998022		20		33,326,348		3,370		intron_variant		C6						29		29

		BovineHD2000009560		rs41938433		20		33,336,379		10,032		intron_variant		C6						29		29

		BovineHD2000009562		rs41938445		20		33,339,110		2,732		intron_variant		C6						29		29

		BovineHD2000009564		rs110110069		20		33,340,444		1,335		intron_variant		C6						29		29

		BovineHD2000009571		rs41938457		20		33,356,242		15,799		intron_variant		C6						29		29

		BovineHD2000009573		rs109109127		20		33,357,867		1,626		intron_variant		C6						29		29

		BovineHD2000009578		rs110768161		20		33,365,707		7,841		intron_variant		C6						29		29

		BovineHD2000009580		rs41937591		20		33,368,313		2,607		intron_variant		C6						29		29

		BovineHD2000009583		rs41937621		20		33,373,894		5,582		intron_variant		C6						29		29

		BovineHD2000009587		rs110600376		20		33,381,855		7,962		intron_variant		C6						29		29

		BovineHD2000009590		rs41938115		20		33,392,509		10,655		synonymous_variant		C6						29		29

		Hapmap40070-BTA-50239		rs41639270		20		33,397,022		4,514		intergenic_variant								29		29

		BovineHD2000009593		rs41937543		20		33,399,108		2,087		intergenic_variant								29		29

		BovineHD2000009595		rs41937551		20		33,402,804		3,697		intergenic_variant								29		29

		BovineHD2000009597		rs135926688		20		33,407,125		4,322		intergenic_variant								29		29

		BovineHD2000009605		rs41948992		20		33,430,851		23,727		intergenic_variant								29		29

		BovineHD2000009608		rs110670299		20		33,433,039		2,189		intergenic_variant								29		29

		BovineHD2000009611		rs134131980		20		33,446,244		13,206		intron_variant		MROH2B						29		29

		BovineHD2000009614		rs109777155		20		33,456,079		9,836		intron_variant		MROH2B						29		29

		ARS-BFGL-NGS-76756		rs109151731		20		33,477,656		21,578		synonymous_variant		MROH2B						29		29

		BovineHD2000009630		rs41949020		20		33,484,424		6,769		intron_variant		MROH2B						29		29

		BovineHD2000009635		rs41948981		20		33,497,507		13,084		intron_variant		MROH2B						29		29

		BovineHD2000009640		rs110043250		20		33,503,454		5,948		intron_variant		MROH2B						29		29

		BovineHD2000009642		rs41948953		20		33,505,926		2,473		synonymous_variant		MROH2B						29		29

		BovineHD2000009646		rs41948935		20		33,509,216		3,291		intron_variant		MROH2B						29		29

		BovineHD2000009647		rs41947830		20		33,511,542		2,327		intron_variant		MROH2B						29		29

		BovineHD2000009649		rs109677202		20		33,514,342		2,801		missense_variant		MROH2B		cGa/cAa				29		29

		BovineHD2000009655		rs109443767		20		33,524,218		9,877		intergenic_variant								29		29

		BovineHD2000009660		rs41947784		20		33,529,256		5,039		intergenic_variant								29		29

		BovineHD2000009664		rs110581527		20		33,534,593		5,338		intergenic_variant								29		29

		BovineHD2000009685		rs109091625		20		33,578,911		44,319		intron_variant		C7						29		29

		ARS-BFGL-NGS-44343		rs110050142		20		33,627,475		48,565		synonymous_variant		CARD6						29		29

		BovineHD2000009712		rs135935818		20		33,680,997		53,523		intron_variant		PRKAA1						29		29

		BTA-50235-no-rs		rs41580306		20		33,717,400		36,404		intron_variant		TTC33						29		29

		BovineHD2000009722		rs41946294		20		33,725,464		8,065		intron_variant		TTC33						29		29

		BovineHD2000009724		rs41946271		20		33,728,194		2,731		intron_variant		TTC33						29		29

		BovineHD2000009727		rs41946252		20		33,731,362		3,169		intron_variant		TTC33						29		29

		ARS-BFGL-NGS-19878		rs109660996		20		33,758,109		26,748		intron_variant		PTGER4						29		29

		BovineHD2000009752		rs135004319		20		33,868,662		110,554		intergenic_variant								29		29

		BovineHD2000009756		rs42860434		20		33,878,814		10,153		intergenic_variant								29		29

		BovineHD2000009766		rs136021774		20		33,938,397		59,584		intergenic_variant								29		29

		BovineHD2000009768		rs134996619		20		33,957,231		18,835		intergenic_variant								29		29

		BovineHD2000009770		rs134241745		20		33,965,414		8,184		intergenic_variant								29		29

		BovineHD2000009778		rs41938476		20		34,006,508		41,095		intergenic_variant								29		29

		BovineHD2000009781		rs41938485		20		34,025,353		18,846		intergenic_variant								29		29

		BovineHD2000009785		rs41939335		20		34,053,525		28,173		intergenic_variant								29		29

		BovineHD2000009794		rs41939376		20		34,092,999		39,475		intergenic_variant								29		29

		BovineHD2000009795		rs109462355		20		34,104,841		11,843		intergenic_variant								29		29

		BovineHD2000009802		rs41939397		20		34,137,210		32,370		intergenic_variant								29		29

		BovineHD2000009805		rs41939410		20		34,146,560		9,351		intergenic_variant								29		29

		BovineHD2000009809		rs41939418		20		34,153,852		7,293		intergenic_variant								29		29

		BovineHD2000009811		rs41939631		20		34,158,183		4,332		intergenic_variant								29		29

		BovineHD2000009823		rs110305572		20		34,208,159		49,977		intergenic_variant								29		29

		BovineHD2000009827		rs41939690		20		34,224,609		16,451		intergenic_variant								29		29

		BovineHD2000009831		rs41939673		20		34,238,971		14,363		intergenic_variant								29		29

		BovineHD2000009832		rs41939656		20		34,256,033		17,063		intergenic_variant								29		29

		BovineHD2000009836		rs41939708		20		34,272,037		16,005		intergenic_variant								29		29

		BovineHD2000009842		rs42543150		20		34,324,615		52,579		intergenic_variant								29		29

		BovineHD2000009845		rs137400648		20		34,329,142		4,528		intergenic_variant								29		29

		BovineHD2000009847		rs42542218		20		34,331,486		2,345		intergenic_variant								29		29

		BovineHD2000009849		rs42542208		20		34,333,123		1,638		intergenic_variant								29		29

		BovineHD2000009853		rs136669158		20		34,338,690		5,568		intergenic_variant								29		29

		BovineHD2000009855		rs109685960		20		34,340,391		1,702		intergenic_variant								29		29

		BovineHD2000009865		rs41939724		20		34,369,240		28,850		intergenic_variant								29		29

		BovineHD2000009881		rs41945929		20		34,438,220		68,981		intergenic_variant								29		29

		BovineHD2000009885		rs109152980		20		34,449,216		10,997		intergenic_variant								29		29

		BTA-50400-no-rs		rs41640156		20		34,460,986		11,771		intergenic_variant								29		29

		BovineHD2000009912		rs137294331		20		34,515,738		54,753		intergenic_variant								29		29

		BovineHD2000009916		rs136458394		20		34,533,911		18,174		intergenic_variant								29		29

		BovineHD2000009925		rs132769375		20		34,565,477		31,567		intergenic_variant								29		29

		BovineHD2000009938		rs41942100		20		34,592,776		27,300		intergenic_variant								29		29

		BovineHD2000009945		rs110919026		20		34,616,260		23,485		intergenic_variant								29		29

		BovineHD2000009948		rs41943247		20		34,627,399		11,140		intergenic_variant								29		29

		BovineHD2000009951		rs134271825		20		34,635,478		8,080		intergenic_variant								29		29

		BovineHD2000009954		rs109131709		20		34,639,776		4,299		intergenic_variant								29		29

		BovineHD2000009961		rs110006711		20		34,647,049		7,274		intergenic_variant								29		29

		Hapmap44088-BTA-50383		rs41640140		20		34,725,923		78,875		intergenic_variant								29		29

		BovineHD2000009978		rs109447934		20		34,752,546		26,624		intergenic_variant								29		29

		BovineHD2000009980		rs43198202		20		34,754,371		1,826		intergenic_variant								29		29

		BovineHD2000009982		rs41940408		20		34,758,731		4,361		intergenic_variant								29		29

		BovineHD2000009983		rs133772109		20		34,762,533		3,803		intergenic_variant								29		29

		BovineHD2000009989		rs41939103		20		34,770,069		7,537		intergenic_variant								29		29

		BovineHD2000009991		rs109579477		20		34,781,170		11,102		intergenic_variant								29		29

		BovineHD2000009993		rs41939093		20		34,782,966		1,797		intergenic_variant								29		29

		BovineHD2000009996		rs137061988		20		34,793,642		10,677		intergenic_variant								29		29

		BovineHD2000009998		rs109670287		20		34,796,805		3,164		intergenic_variant								29		29

		BovineHD2000010020		rs109889996		20		34,927,836		131,032		intergenic_variant								29		29

		ARS-BFGL-BAC-31754		rs43016366		20		34,965,270		37,435		intergenic_variant								29		29

		BovineHD2000010031		rs43016382		20		34,979,896		14,627		intergenic_variant								29		29

		BTB-00778209		rs41941699		20		34,997,471		17,576		intergenic_variant								29		29

		BovineHD2000010042		rs41941704		20		35,009,277		11,807		intron_variant		DAB2						29		29

		BovineHD2000010060		rs109441698		20		35,086,727		77,451		intron_variant		C9						29		29

		BovineHD2000010071		rs41941653		20		35,136,374		49,648		intron_variant		C9						29		29

		BovineHD2000010076		rs41941643		20		35,162,926		26,553		intron_variant		FYB1						29		29

		BovineHD4100014661		rs41639294		20		35,223,745		60,820		intron_variant		FYB1						29		29

		BovineHD2000010089		rs134344382		20		35,231,987		8,243		intron_variant		FYB1						29		29

		BovineHD2000010094		rs109253897		20		35,257,052		25,066		intron_variant		FYB1						29		29

		BovineHD2000010099		rs136399725		20		35,272,665		15,614		intron_variant		FYB1						29		29

		BovineHD2000010103		rs109329455		20		35,292,156		19,492		intron_variant		FYB1						29		29

		BovineHD2000010106		rs110860173		20		35,304,566		12,411		intron_variant		FYB1						29		29

		BovineHD2000010114		rs137324478		20		35,358,730		54,165		intergenic_variant								29		29

		ARS-BFGL-NGS-38482		rs110679619		20		35,463,200		104,471		intron_variant		RICTOR						29		29

		BovineHD2000010136		rs110903896		20		35,514,098		50,899		intron_variant		OSMR						29		29

		BovineHD4100014662		rs41580312		20		35,528,569		14,472		missense_variant		OSMR		aTg/aGg				29		29

		BovineHD2000010158		rs109281644		20		35,553,348		24,780		intron_variant		OSMR						29		29

		BovineHD2000010172		rs41947095		20		35,585,029		31,682		intergenic_variant								29		29

		BovineHD2000010176		rs41947080		20		35,601,079		16,051		intergenic_variant								29		29

		BovineHD2000010179		rs41947048		20		35,614,856		13,778		intergenic_variant								29		29

		Hapmap39660-BTA-50453		rs41581059		20		35,621,776		6,921		intergenic_variant								29		29

		BovineHD2000010184		rs137810182		20		35,627,830		6,055		intergenic_variant								29		29

		BovineHD2000010204		rs41948635		20		35,706,836		79,007		intergenic_variant								29		29

		BovineHD2000010209		rs41945978		20		35,731,693		24,858		intergenic_variant								29		29

		BovineHD2000021318		rs137319595		20		35,771,479		39,787		intergenic_variant								29		29

		BovineHD2000010251		rs41944020		20		35,862,659		91,181		intergenic_variant								29		29

		BovineHD2000010255		rs41943971		20		35,884,504		21,846		intergenic_variant								29		29

		BTB-00779848		rs41943140		20		35,924,145		39,642		intron_variant		LIFR						29		29

		BovineHD2000010274		rs110997900		20		35952331		28,187		intron_variant		LIFR						29		29

		BovineHD2000010276		rs110257510		20		35953844		1,514		intron_variant		LIFR						29		29

		BovineHD2000010279		rs110481812		20		35964860		11,017		intergenic_variant								29		29

		BovineHD4100014666		rs41640181		20		35986143		21,284		intron_variant		EGFLAM						29		29

		BovineHD2000010299		rs133849799		20		36010027		23,885		intron_variant		EGFLAM						29		29

		BovineHD2000010303		rs41941592		20		36022867		12,841		intron_variant		EGFLAM						29		29

		BovineHD2000010306		rs109478036		20		36025901		3,035		intron_variant		EGFLAM						29		29

		BovineHD4100014667		rs41640179		20		36030284		4,384		intron_variant		EGFLAM						29		29

		BovineHD2000010310		rs110048369		20		36032363		2,080		intron_variant		EGFLAM						29		29

		BovineHD2000010311		rs41940824		20		36036116		3,754		intron_variant		EGFLAM						29		29

		BovineHD2000010313		rs41940814		20		36038250		2,135		intron_variant		EGFLAM						29		29

		BovineHD2000010315		rs41940794		20		36040627		2,378		intron_variant		EGFLAM						29		29

		BTA-50420-no-rs		rs41581047		20		36050725		10,099		intron_variant		EGFLAM						29		29

		BovineHD2000010326		rs41939980		20		36062971		12,247		intron_variant		EGFLAM						29		29

		BovineHD2000010329		rs41939329		20		36067803		4,833		intron_variant		EGFLAM						29		29

		BovineHD2000010337		rs41939293		20		36082558		14,756		intron_variant		EGFLAM						29		29

		BovineHD2000010339		rs109052919		20		36086566		4,009		intron_variant		EGFLAM						29		29

		BovineHD2000010345		rs110971445		20		36097865		11,300		intron_variant		EGFLAM						29		29

		BovineHD2000010365		rs135742732		20		36136732		38,868		intron_variant		EGFLAM						29		29

		BovineHD2000010375		rs41951149		20		36168903		32,172		intergenic_variant								29		29

		BovineHD2000021075		rs110903979		20		36228064		59,162		intergenic_variant								29		29

		ARS-BFGL-NGS-13317		rs109679319		20		36274138		46,075		intergenic_variant								29		29

		BovineHD2000010402		rs134097780		20		36278126		3,989		intergenic_variant								29		29

		BovineHD2000010404		rs133298184		20		36279695		1,570		intergenic_variant								29		29

		BovineHD2000010407		rs137540053		20		36286663		6,969		intergenic_variant								29		29

		BovineHD2000010409		rs137265322		20		36290830		4,168		intergenic_variant								29		29

		BovineHD4100014669		rs41640208		20		36292151		1,322		intergenic_variant								29		29

		BovineHD2000010425		rs41945717		20		36321352		29,202		intergenic_variant								29		29

		BovineHD2000010437		rs136397275		20		36362402		41,051		intergenic_variant								29		29

		BovineHD2000010443		rs134928816		20		36380932		18,531		intergenic_variant								29		29

		BovineHD2000010446		rs133794351		20		36385737		4,806		intergenic_variant								29		29

		BovineHD2000010448		rs41565341		20		36387165		1,429		intergenic_variant								29		29

		BovineHD2000010450		rs137434122		20		36391940		4,776		intergenic_variant								29		29

		BovineHD2000010451		rs132892028		20		36399405		7,466		intergenic_variant								29		29

		BovineHD2000010454		rs110021355		20		36403461		4,057		intergenic_variant								29		29

		BovineHD2000010457		rs109244593		20		36408383		4,923		intergenic_variant								29		29

		BovineHD2000010459		rs137733163		20		36411942		3,560		intergenic_variant								29		29

		BovineHD2000010461		rs134826534		20		36415679		3,738		intergenic_variant								29		29

		BovineHD2000010464		rs135159358		20		36421376		5,698		intergenic_variant								29		29

		BovineHD2000010466		rs137001354		20		36425709		4,334		intergenic_variant								29		29

		BovineHD2000010472		rs110965395		20		36437121		11,413		intergenic_variant								29		29

		BovineHD2000010474		rs109545937		20		36446515		9,395		intergenic_variant								29		29

		BovineHD2000010477		rs137177298		20		36453680		7,166		intergenic_variant								29		29

		ARS-BFGL-NGS-2860		rs41944171		20		36496636		42,957		intergenic_variant								29		29

		BovineHD2000010506		rs136737177		20		36551650		55,015		intergenic_variant								29		29

		BovineHD2000010508		rs110383373		20		36556396		4,747		intergenic_variant								29		29

		BovineHD4100014672		rs29018530		20		36570575		14,180		intergenic_variant								29		29

		BovineHD2000010517		rs132873920		20		36588704		18,130		intergenic_variant								29		29

		BovineHD2000010544		rs41941864		20		36689645		100,942		intergenic_variant								29		29

		BovineHD4100014674		rs41640224		20		36899105		209,461		intron_variant		WDR70						29		29

		BovineHD2000010588		rs41947331		20		36900514		1,410		intron_variant		WDR70						29		29

		BovineHD2000010608		rs41947366		20		37005039		104,526		intron_variant		NUP155						29		29

		BovineHD2000010618		rs41946513		20		37052070		47,032		intron_variant		CPLANE1						29		29

		BovineHD2000010623		rs41946468		20		37071740		19,671		intron_variant		CPLANE1						29		29

		BovineHD2000010625		rs41946460		20		37075398		3,659		intron_variant		CPLANE1						29		29

		BovineHD2000010628		rs41946451		20		37085370		9,973		missense_variant		CPLANE1		cGa/cAa				29		29

		BovineHD2000010634		rs41945619		20		37112232		26,863		intron_variant		CPLANE1						29		29

		BovineHD2000010637		rs41945567		20		37120878		8,647		intron_variant		CPLANE1						29		29

		BovineHD2000010641		rs41944518		20		37127118		6,241		intron_variant		CPLANE1						29		29

		BovineHD2000010647		rs41944454		20		37135257		8,140		intron_variant		CPLANE1						29		29

		BovineHD2000010652		rs41943527		20		37143397		8,141		intron_variant		CPLANE1						29		29

		BovineHD2000010656		rs41943514		20		37163846		20,450		intergenic_variant								29		29

		Hapmap50011-BTA-50535		rs41640228		20		37213229		49,384		intron_variant		NIPBL						29

		BovineHD2000010667		rs136914291		20		37235902		22,674		intron_variant		NIPBL						29

		BovineHD2000010669		rs132938468		20		37255934		20,033		synonymous_variant		NIPBL						29

		BovineHD2000010673		rs41949323		20		37272840		16,907		intron_variant		NIPBL						29

		BovineHD2000010675		rs110537844		20		37287376		14,537		intron_variant		NIPBL						29

		BovineHD2000010679		rs41949299		20		37312151		24,776		intron_variant		NIPBL						29

		BovineHD2000010684		rs110556299		20		37337694		25,544		intron_variant		NIPBL						29

		BovineHD2000010686		rs41949251		20		37341795		4,102		intron_variant		NIPBL						29

		BTB-01842107		rs42954630		20		37350898		9,104		intron_variant		NIPBL						29

		BovineHD2000010691		rs42954592		20		37375380		24,483		intergenic_variant								29

		INRA-620		rs41941124		20		37416706		41,327		intergenic_variant								29

		BovineHD2000010713		rs136077395		20		37431940		15,235		intergenic_variant								29

		BovineHD2000010716		rs109317389		20		37439422		7,483		intergenic_variant								29

		BovineHD2000010726		rs109652120		20		37464514		25,093		intergenic_variant								29

		BovineHD2000010729		rs110348099		20		37479797		15,284		intergenic_variant								29

		BovineHD2000010734		rs41942787		20		37501236		21,440		intergenic_variant								29

		BovineHD2000010741		rs133178250		20		37514982		13,747		intergenic_variant								29

		BovineHD2100015363		rs43023550		21		53194795				intergenic_variant								30

		BovineHD2100015365		rs110705710		21		53202184		7,390		intergenic_variant								30

		BovineHD2100015367		rs43023578		21		53214985		12,802		intergenic_variant								30

		BovineHD2100015370		rs109895847		21		53228907		13,923		intergenic_variant								30

		BovineHD2100015375		rs109132683		21		53248851		19,945		intergenic_variant								30

		BovineHD2100015381		rs109755693		21		53285603		36,753		intergenic_variant								30

		BovineHD2100015383		rs137217678		21		53287915		2,313		intergenic_variant								30

		BovineHD2100015386		rs135227627		21		53305847		17,933		intergenic_variant								30

		BovineHD2100015390		rs42896144		21		53322768		16,922		intergenic_variant								30

		BovineHD2100015392		rs109102206		21		53334251		11,484		intergenic_variant								30

		BovineHD2100015396		rs136335750		21		53347464		13,214		intergenic_variant								30

		BovineHD2100015400		rs136266894		21		53356766		9,303		intergenic_variant								30

		BovineHD2100015403		rs41988927		21		53360528		3,763		intergenic_variant								30

		BovineHD2100015407		rs41989772		21		53374542		14,015		intergenic_variant								30

		BovineHD2100015419		rs109219434		21		53437135		62,594		intergenic_variant								30

		BovineHD2100015421		rs136842194		21		53454097		16,963		intergenic_variant								30

		BovineHD2100015423		rs135825941		21		53464247		10,151		intergenic_variant								30

		BovineHD2100015425		rs41983158		21		53467625		3,379		intergenic_variant								30

		BovineHD2100015427		rs133678848		21		53472033		4,409		intergenic_variant								30

		ARS-BFGL-NGS-110093		rs109659210		21		53493333		21,301		intergenic_variant								30

		BovineHD2100015434		rs135913385		21		53528490		35,158		intergenic_variant								30

		BovineHD2100015443		rs41984379		21		53562716		34,227		intergenic_variant								30

		BovineHD2100015445		rs41984396		21		53564685		1,970		intergenic_variant								30

		BovineHD2100015447		rs41984424		21		53566395		1,711		intergenic_variant								30

		BovineHD2100015449		rs41985358		21		53569367		2,973		intergenic_variant								30

		BovineHD2100015452		rs41985370		21		53581832		12,466		intergenic_variant								30

		BovineHD2100015455		rs41985384		21		53586937		5,106		intergenic_variant								30

		BovineHD2100015458		rs109842315		21		53607255		20,319		intergenic_variant								30

		BovineHD2100015460		rs132957441		21		53613001		5,747		intergenic_variant								30

		BovineHD2100015463		rs42209753		21		53623462		10,462		intergenic_variant								30

		BovineHD2200003246		rs135949363		22		10968793				intron_variant		ITGA9						31

		BovineHD2200003258		rs42339841		22		10979932		11,140		intron_variant		ITGA9						31

		BovineHD2200003261		rs109241342		22		10981902		1,971		intron_variant		ITGA9						31

		BovineHD2200003265		rs134277221		22		10998315		16,414		intron_variant		ITGA9						31

		BovineHD2200003269		rs135954401		22		11004020		5,706		intron_variant		ITGA9						31

		BovineHD2200003273		rs108977089		22		11012537		8,518		intron_variant		ITGA9						31

		BovineHD2200003275		rs136428137		22		11023526		10,990		intron_variant		ITGA9						31

		BovineHD2200003280		rs110817619		22		11047499		23,974		intron_variant		ITGA9						31

		BovineHD2200003282		rs110818956		22		11049695		2,197		intron_variant		ITGA9						31

		BovineHD2200003291		rs110954326		22		11075973		26,279		intron_variant		ITGA9						31

		BovineHD2200003293		rs109420358		22		11082216		6,244		intron_variant		ITGA9						31

		BovineHD2200003296		rs134630092		22		11091684		9,469		intron_variant		ITGA9						31

		BovineHD2200003300		rs135179746		22		11103779		12,096		intron_variant		ITGA9						31

		BovineHD2200003304		rs41997079		22		11119662		15,884		intron_variant		ITGA9						31

		BovineHD2200003306		rs41997070		22		11129107		9,446		intron_variant		ITGA9						31

		BovineHD2200003308		rs110492068		22		11131632		2,526		intron_variant		ITGA9						31

		BovineHD2200003310		rs133575953		22		11133772		2,141		intron_variant		ITGA9						31

		BovineHD2200003312		rs41997038		22		11140928		7,157		intron_variant		ITGA9						31

		BovineHD2200003314		rs41997032		22		11143148		2,221		intron_variant		ITGA9						31

		BovineHD2200003316		rs109637567		22		11145065		1,918		intron_variant		ITGA9						31

		Hapmap47989-BTA-55279		rs41586679		22		11163176		18,112		intron_variant		ITGA9						31

		BovineHD2200003330		rs41997859		22		11170790		7,615		intron_variant		ITGA9						31

		BovineHD2200003333		rs110981910		22		11176064		5,275		intron_variant		ITGA9						31

		BovineHD2200003336		rs135382006		22		11179017		2,954		intron_variant		ITGA9						31

		BovineHD2200003337		rs133467994		22		11180591		1,575		intron_variant		ITGA9						31

		BovineHD2200003340		rs109930686		22		11182970		2,380		intron_variant		ITGA9						31

		BovineHD2200003348		rs137448375		22		11192000		9,031		intron_variant		ITGA9						31

		BovineHD4100015470		rs41613729		22		11194972		2,973		intron_variant		ITGA9						31

		ARS-BFGL-NGS-66628		rs42339899		22		11209744		14,773		intron_variant		ITGA9						31

		BovineHD2200003356		rs42339888		22		11221292		11,549		intron_variant		ITGA9						31

		BovineHD2200003365		rs42340457		22		11240370		19,079		intron_variant		ITGA9						31

		BovineHD2200003367		rs42340462		22		11242327		1,958		intron_variant		ITGA9						31

		BovineHD2200003374		rs42000966		22		11269563		27,237		intron_variant		ITGA9						31

		BovineHD2200003388		rs42000935		22		11362389		92,827		intron_variant		CTDSPL						31

		BovineHD2200003393		rs41999795		22		11389799		27,411		intron_variant		CTDSPL						31

		BovineHD2200003398		rs41999773		22		11393901		4,103		intron_variant		CTDSPL						31

		BovineHD2200003400		rs110530374		22		11396938		3,038		intron_variant		CTDSPL						31

		BovineHD2200003410		rs41998547		22		11510115		113,178		intron_variant		CTDSPL						31

		BovineHD2200003412		rs41998569		22		11525290		15,176		intron_variant		DLEC1						31

		BovineHD2200003414		rs41998574		22		11533698		8,409		intron_variant		DLEC1						31

		BovineHD2200003417		rs110788837		22		11542914		9,217		intron_variant		DLEC1						31

		BovineHD2200003419		rs41998584		22		11546294		3,381		intron_variant		DLEC1						31

		BovineHD2200003422		rs41998587		22		11550831		4,538		intron_variant		DLEC1						31

		BovineHD2200003433		rs41995876		22		11611882		61,052		intron_variant		MYD88						31

		BovineHD2200003435		rs41995881		22		11616383		4,502		intergenic_variant								31

		BovineHD2200003439		rs41995889		22		11623400		7,018		intergenic_variant								31

		BovineHD2200003440		rs134259296		22		11630552		7,153		intergenic_variant								31

		BovineHD2200003443		rs133051344		22		11634474		3,923		intergenic_variant								31

		BovineHD2200003447		rs136820695		22		11653657		19,184		intron_variant		OXSR1						31

		BovineHD2200003449		rs41995845		22		11663734		10,078		intron_variant		OXSR1						31

		BTB-00836196		rs42002420		22		11681181		17,448		intron_variant		OXSR1						31

		BovineHD2200003456		rs42002369		22		11696145		14,965		intron_variant		OXSR1						31

		BovineHD2200003458		rs42002374		22		11702677		6,533		intron_variant		OXSR1						31

		ARS-BFGL-NGS-24419		rs42002380		22		11718954		16,278		intron_variant		OXSR1						31

		BovineHD4100015472		rs41639160		22		11725410		6,457		intergenic_variant								31

		BovineHD2200003463		rs134187284		22		11729652		4,243		intergenic_variant								31

		ARS-BFGL-NGS-71723		rs109688960		22		11752658		23,007		intron_variant		SLC22A14						31

		BovineHD2200003469		rs42002357		22		11761321		8,664		intron_variant		SLC22A14						31

		BovineHD2200003471		rs42002349		22		11767244		5,924		intergenic_variant								31

		BovineHD2200003474		rs109649040		22		11774211		6,968		intergenic_variant								31

		BovineHD2200003476		rs42001720		22		11776576		2,366		intergenic_variant								31

		BovineHD2200003477		NA		22		11786931		10,356		intergenic_variant								31

		BovineHD2200003483		rs136557102		22		11811003		24,073		intron_variant		XYLB						31

		BovineHD2200003485		rs110019024		22		11825461		14,459		intergenic_variant								31

		ARS-BFGL-NGS-65384		rs110991499		22		11862971		37,511		intron_variant		ACVR2B						31

		BovineHD2200003496		rs110208097		22		11875431		12,461		intron_variant		EXOG						31

		BovineHD2200003499		rs135743584		22		11886468		11,038		intron_variant		EXOG						31

		BovineHD2200003503		rs133018122		22		11891263		4,796		intron_variant		EXOG						31

		BovineHD2200003507		rs134684692		22		11895196		3,934		intron_variant		EXOG						31

		BovineHD2200003509		rs132635574		22		11896563		1,368		intergenic_variant								31

		BovineHD2200003510		rs134103078		22		11898474		1,912		intergenic_variant								31

		BovineHD2200003512		rs42001001		22		11904544		6,071		intergenic_variant								31

		BovineHD2200003517		rs42002236		22		11931724		27,181		intergenic_variant								31

		BovineHD2200003530		rs108944036		22		11950012		18,289		intergenic_variant								31

		BovineHD2200003536		rs42002314		22		11962987		12,976		intergenic_variant								31

		BovineHD2200003539		rs110084678		22		11978558		15,572		synonymous_variant		SCN5A						31

		BovineHD2200003542		rs110353111		22		11982543		3,986		intron_variant		SCN5A						31

		BovineHD2200003545		rs137833310		22		11990338		7,796		intron_variant		SCN5A						31

		BovineHD2200003548		rs132662027		22		11992558		2,221		intron_variant		SCN5A						31

		BovineHD2200003550		rs110255391		22		11994203		1,646		intron_variant		SCN5A						31

		BovineHD2200003552		rs109391258		22		11995882		1,680		intron_variant		SCN5A						31

		BovineHD2200003554		rs110610218		22		11997049		1,168		intron_variant		SCN5A						31

		BovineHD2200003556		rs110639239		22		11998865		1,817		intron_variant		SCN5A						31

		BovineHD2200003560		rs111013795		22		12006070		7,206		intron_variant		SCN5A						31

		ARS-BFGL-NGS-118910		rs108952647		22		12008710		2,641		intron_variant		SCN5A						31

		BovineHD2200003563		rs109621807		22		12012483		3,774		intron_variant		SCN5A						31

		BovineHD2200003565		rs109694246		22		12017122		4,640		intron_variant		SCN5A						31

		BovineHD2200003567		rs109897608		22		12020539		3,418		intron_variant		SCN5A						31

		BovineHD2200003590		rs135433206		22		12147150		126,612		intron_variant		SCN10A						31

		BovineHD2200003618		rs133083216		22		12287226		140,077		intron_variant		SCN11A						31

		ARS-BFGL-NGS-104806		rs111009715		22		12291232		4,007		intron_variant		SCN11A						31

		BovineHD2200003622		rs110123416		22		12294166		2,935		intron_variant		SCN11A						31

		BovineHD2200003624		rs135682509		22		12300296		6,131		intron_variant		SCN11A						31

		BovineHD2200003626		rs134614874		22		12305690		5,395		intron_variant		SCN11A						31

		BovineHD2200003629		rs109636408		22		12310690		5,001		intron_variant		SCN11A						31

		BovineHD2200003632		rs135601199		22		12325148		14,459		intron_variant		SCN11A						31

		BovineHD2200003635		rs135064132		22		12333731		8,584		intron_variant		SCN11A						31

		BovineHD2200003646		rs135605779		22		12401102		67,372		intron_variant		WDR48						31

		BovineHD2200003650		rs133553426		22		12421012		19,911		intron_variant		WDR48						31

		BovineHD2200003652		rs137703903		22		12428755		7,744		intron_variant		WDR48						31

		Hapmap54042-ss46526396		rs41256861		22		12430483		1,729		intergenic_variant								31

		BovineHD2200003655		rs136221821		22		12435876		5,394		intron_variant		GORASP1						31

		BovineHD2200003656		rs133703464		22		12437222		1,347		intron_variant		GORASP1						31

		BovineHD4100015476		rs41586685		22		12444089		6,868		intron_variant		TTC21A						31

		BovineHD2200003659		rs134256920		22		12459488		15,400		intron_variant		TTC21A						31

		BovineHD2200003661		rs136549316		22		12461000		1,513		intron_variant		TTC21A						31

		BovineHD2200003663		rs137681453		22		12464177		3,178		intron_variant		TTC21A						31

		BovineHD2200003672		rs136782356		22		12493857		29,681		intergenic_variant								31

		BovineHD2200003675		rs109025845		22		12504794		10,938		5_prime_UTR_variant		CCR8						31

		BovineHD2200003678		rs135732579		22		12517207		12,414		intron_variant		CCR8						31

		BovineHD2200003684		rs109969963		22		12525790		8,584		intron_variant		CCR8						31

		BovineHD2200003686		rs110821673		22		12532653		6,864		intron_variant		CCR8						31

		Hapmap7772-BTA-53630		rs41640317		22		12557991		25,339		intron_variant		CCR8						31

		BovineHD2200003692		rs109392952		22		12560608		2,618		intron_variant		CCR8						31

		BovineHD2200003694		rs109350897		22		12562200		1,593		intron_variant		CCR8						31

		BovineHD2200003697		rs109614313		22		12565880		3,681		intron_variant		CCR8						31

		BovineHD2200003699		rs109142183		22		12570370		4,491		intron_variant		CCR8						31

		BovineHD2200003718		rs110223392		22		12603939		33,570		intron_variant		CCR8						31

		BovineHD2200003720		rs134708184		22		12608737		4,799		intron_variant		CCR8						31

		BovineHD2200003722		rs110440214		22		12616530		7,794		intron_variant		CCR8						31

		BovineHD2200003724		rs136523581		22		12620021		3,492		intron_variant		CCR8						31

		BovineHD2200003726		rs137410065		22		12622994		2,974		intron_variant		CCR8						31

		BovineHD2200003728		rs137074256		22		12630965		7,972		intron_variant		CCR8						31

		BovineHD2200003730		rs132923208		22		12633231		2,267		intron_variant		CCR8						31

		BovineHD2200003735		rs137571005		22		12648989		15,759		intron_variant		SLC25A38						31

		ARS-BFGL-NGS-18001		rs109082233		22		12655771		6,783		intron_variant		SLC25A38						31

		BovineHD4100015480		rs41640263		22		12677212		21,442		intergenic_variant								31

		BovineHD2200003740		rs135087322		22		12683919		6,708		intergenic_variant								31

		BovineHD2200003743		rs136997377		22		12702390		18,472		intergenic_variant								31

		BovineHD2200003745		rs110834281		22		12710100		7,711		intergenic_variant								31

		BovineHD2200003748		rs132987143		22		12723446		13,347		intergenic_variant								31

		BovineHD2200003760		rs133333284		22		12734647		11,202		intron_variant		MOBP						31

		BovineHD2200003767		rs133892984		22		12749994		15,348		intron_variant		MOBP						31

		BovineHD4100015482		rs29012112		22		12764028		14,035		intron_variant		MOBP						31

		ARS-BFGL-NGS-7642		rs109430308		22		12784839		20,812		intergenic_variant								31

		BovineHD2200003775		rs132885730		22		12789511		4,673		intergenic_variant								31

		BovineHD2200003779		rs134619549		22		12798276		8,766		intergenic_variant								31

		BovineHD2200003781		rs133418872		22		12800294		2,019		intergenic_variant								31

		BovineHD2200003785		rs134486183		22		12819022		18,729		intergenic_variant								31

		BovineHD2200003787		rs136975427		22		12822632		3,611		intergenic_variant								31

		BovineHD2200003788		rs109812427		22		12826566		3,935		intergenic_variant								31

		BovineHD2200003789		rs109736992		22		12828474		1,909		intergenic_variant								31

		BovineHD2200003794		rs137375222		22		12846248		17,775		intergenic_variant								31

		BovineHD2200003802		rs109497793		22		12885764		39,517		intergenic_variant								31

		BovineHD2200003804		rs109659323		22		12889066		3,303		intergenic_variant								31

		BovineHD2200003806		rs137356602		22		12891198		2,133		intergenic_variant								31

		BovineHD2200003810		rs110696549		22		12897093		5,896		intergenic_variant								31

		BovineHD2200003812		rs135019489		22		12906822		9,730		intergenic_variant								31

		BovineHD2200003816		rs137521396		22		12914973		8,152		intergenic_variant								31

		BovineHD2200003818		rs110974062		22		12919205		4,233		intergenic_variant								31

		BovineHD2200003822		rs135830351		22		12924879		5,675		intron_variant		MYRIP						31

		BovineHD2200003824		rs110339614		22		12926255		1,377		intron_variant		MYRIP						31

		BovineHD2200003825		rs109209032		22		12927664		1,410		intron_variant		MYRIP						31

		BovineHD2200003827		rs135113729		22		12931111		3,448		intron_variant		MYRIP						31

		BovineHD2200003829		rs109325297		22		12935563		4,453		intron_variant		MYRIP						31

		BovineHD2200003831		rs109058036		22		12945497		9,935		intron_variant		MYRIP						31

		BovineHD2200003836		rs109093699		22		12960638		15,142		intron_variant		MYRIP						31

		BovineHD2200003840		rs110694490		22		12966957		6,320		intron_variant		MYRIP						31

		ARS-BFGL-NGS-88519		rs110424058		22		12968942		1,986		intron_variant		MYRIP						31

		BovineHD2200003844		rs137090579		22		12978616		9,675		intron_variant		MYRIP						31

		BovineHD2200003846		rs109800854		22		12982281		3,666		intron_variant		MYRIP						31

		BovineHD2200003848		rs136335504		22		12986899		4,619		intron_variant		MYRIP						31

		BovineHD2200003852		rs133823018		22		12995840		8,942		intron_variant		MYRIP						31

		BovineHD2200003856		rs133615666		22		13004280		8,441		intron_variant		MYRIP						31

		BovineHD2200003860		rs134928610		22		13012844		8,565		intron_variant		MYRIP						31

		BovineHD2200003865		rs109520044		22		13018309		5,466		intron_variant		MYRIP						31

		BovineHD2200003869		rs109018173		22		13032250		13,942		intron_variant		MYRIP						31

		BovineHD2200003871		rs134897175		22		13039764		7,515		intron_variant		MYRIP						31

		BovineHD2200003874		rs134513304		22		13044898		5,135		intron_variant		MYRIP						31

		BovineHD2200003876		rs133845483		22		13051386		6,489		intron_variant		MYRIP						31

		BovineHD2200003896		rs109064770		22		13113239		61,854		intron_variant		MYRIP						31

		BovineHD2200003903		rs137403869		22		13149187		35,949		intergenic_variant								31

		Hapmap58214-rs29015775		rs29015775		22		13159539		10,353		intergenic_variant								31

		BovineHD2200003907		rs135382414		22		13166495		6,957		intergenic_variant								31

		ARS-BFGL-NGS-102131		rs109286373		22		13179776		13,282		intergenic_variant								31

		BovineHD2200003912		rs109795184		22		13188898		9,123		intergenic_variant								31

		BovineHD2200003926		rs41997390		22		13260639		71,742		synonymous_variant		ENTPD3						31

		BovineHD2200003931		rs109926238		22		13288221		27,583		intergenic_variant								31

		BTB-01573599		rs42692282		22		13427322		139,102		intergenic_variant								31

		BovineHD2200003960		rs42692268		22		13471931		44,610		intergenic_variant								31

		BovineHD2200003961		rs135668770		22		13475890		3,960		intergenic_variant								31

		BovineHD2200003963		rs41998024		22		13488141		12,252		intergenic_variant								31

		BovineHD2200003967		rs41997611		22		13496071		7,931		intergenic_variant								31

		BovineHD2200004001		rs133479901		22		13696963		200,893		intergenic_variant								31

		BovineHD2200004013		rs135677166		22		13752286		55,324		intergenic_variant								31

		BovineHD2200004015		rs109636488		22		13781757		29,472		intergenic_variant								31

		BovineHD2200004019		rs132979990		22		13803432		21,676		intron_variant		CTNNB1						31

		BovineHD2200004024		rs134236627		22		13818453		15,022		intron_variant		CTNNB1						31

		BovineHD2200004026		rs136787536		22		13829955		11,503		intron_variant		CTNNB1						31

		BovineHD2200004029		rs109617449		22		13846191		16,237		intergenic_variant								31

		ARS-BFGL-NGS-1133		rs110753494		22		13850458		4,268		intergenic_variant								31

		BovineHD2200004032		rs109295389		22		13862029		11,572		intron_variant		ULK4						31

		BovineHD2200004037		rs43038391		22		13887031		25,003		intron_variant		ULK4						31

		ARS-BFGL-BAC-30368		rs41998164		22		13907734		20,704		intron_variant		ULK4						31

		BovineHD2200004045		rs41998213		22		13911253		3,520		intron_variant		ULK4						31

		BovineHD2200004049		rs41998204		22		13918864		7,612		intron_variant		ULK4						31

		BovineHD2200004053		rs109634369		22		13931511		12,648		intron_variant		ULK4						31

		BovineHD2200004058		rs41998224		22		13941246		9,736		intron_variant		ULK4						31

		BovineHD2200004063		rs110032170		22		13945209		3,964		intron_variant		ULK4						31

		BovineHD2200004068		rs41999062		22		13951987		6,779		intron_variant		ULK4						31

		BovineHD2200004071		rs41999127		22		13959303		7,317		intron_variant		ULK4						31

		BovineHD2200004076		rs41999086		22		13965189		5,887		intron_variant		ULK4						31

		BovineHD2200004083		rs41999858		22		13993373		28,185		intron_variant		ULK4						31

		BovineHD2200004086		rs135460547		22		13996338		2,966		intron_variant		ULK4						31

		BovineHD2200004090		rs133235736		22		14019110		22,773		intron_variant		ULK4						31

		BovineHD4100015487		rs41620020		22		14025747		6,638		intron_variant		ULK4						31

		BovineHD2200004098		rs133005048		22		14047222		21,476		intron_variant		ULK4						31

		BovineHD2200004102		rs41998123		22		14066429		19,208		intron_variant		ULK4						31

		BovineHD2200004106		rs41998101		22		14079118		12,690		intron_variant		ULK4						31

		Hapmap42249-BTA-55197		rs41586645		22		14090230		11,113		intron_variant		ULK4						31

		BovineHD2200004110		rs41998650		22		14091605		1,376		intron_variant		ULK4						31

		BovineHD2200004112		rs41998656		22		14093380		1,776		intron_variant		ULK4						31

		BovineHD2200004114		rs109429551		22		14096032		2,653		intron_variant		ULK4						31

		BovineHD2200004116		rs41998671		22		14098608		2,577		intron_variant		ULK4						31

		BovineHD2200004119		rs132844410		22		14123659		25,052		intron_variant		ULK4						31

		BovineHD2200004121		rs135370037		22		14129907		6,249		intron_variant		ULK4						31

		BovineHD2200004123		rs134156327		22		14136912		7,006		intron_variant		ULK4						31

		BovineHD2200004126		rs109938481		22		14145371		8,460		intron_variant		ULK4						31

		BovineHD2200004132		rs109779660		22		14153306		7,936		intron_variant		ULK4						31

		BovineHD2200004137		rs110070894		22		14161857		8,552		intron_variant		ULK4						31

		BovineHD2200004143		rs109951294		22		14178230		16,374		intron_variant		ULK4						31

		BovineHD2200004146		rs110275367		22		14179988		1,759		intron_variant		ULK4						31

		BovineHD2200004148		rs109070728		22		14181288		1,301		intron_variant		ULK4						31

		BovineHD2200004149		rs109406200		22		14182233		946		intron_variant		ULK4						31

		BovineHD2200004150		rs136341693		22		14191005		8,773		intron_variant		ULK4						31

		BovineHD2200004158		rs41998678		22		14206823		15,819		intron_variant		ULK4						31

		BovineHD2200004162		rs137381623		22		14215107		8,285		intron_variant		ULK4						31

		BovineHD2200004165		rs135258225		22		14226073		10,967		intron_variant		ULK4						31

		BovineHD2200004170		rs134167990		22		14236928		10,856		intron_variant		ULK4						31

		BovineHD2200004174		rs137362401		22		14244527		7,600		intron_variant		ULK4						31

		BovineHD2200004177		rs134469148		22		14248018		3,492		intron_variant		ULK4						31

		BovineHD2200004185		rs137507614		22		14257652		9,635		intron_variant		ULK4						31

		BovineHD2200004191		rs110504910		22		14291584		33,933		intron_variant		ULK4						31

		BovineHD2200004194		rs110574606		22		14301407		9,824		intron_variant		ULK4						31

		BovineHD2200004197		rs134569758		22		14303817		2,411		intron_variant		ULK4						31

		BovineHD2200004200		rs110406123		22		14312375		8,559		intron_variant		ULK4						31

		BovineHD2200004202		rs136211808		22		14314887		2,513		intron_variant		ULK4						31

		BovineHD2200004204		rs134506463		22		14317337		2,451		intron_variant		ULK4						31

		BovineHD2200004207		rs134068340		22		14326174		8,838		intron_variant		ULK4						31

		BovineHD2200004211		rs109610592		22		14339855		13,682		intron_variant		ULK4						31

		BovineHD2200004213		rs132928190		22		14342721		2,867		intron_variant		ULK4						31

		BovineHD1500000154		rs110808534		23		21532793				intergenic_variant								32

		BovineHD1500000143		rs110565834		23		21554310		21,518		intergenic_variant								32

		BovineHD4100011765		rs41662578		23		21592388		38,079		intergenic_variant								32

		BovineHD2300006644		rs110282961		23		24794179		3,201,792		intron_variant		PAQR8				29		33

		BovineHD2300006650		rs135084802		23		24802086		7,908		intron_variant		PAQR8				29		33

		BovineHD2300006653		rs109039001		23		24809314		7,229		intron_variant		PAQR8				29		33

		BovineHD2300006655		rs109719272		23		24815054		5,741		intron_variant		PAQR8				29		33

		BovineHD2300006659		rs136272966		23		24820138		5,085		intron_variant		PAQR8				29		33

		BovineHD2300006661		rs110480087		23		24822939		2,802		intron_variant		PAQR8				29		33

		BovineHD2300006663		rs136710542		23		24825970		3,032		3_prime_UTR_variant		PAQR8				29		33

		BovineHD2300006665		rs137781532		23		24829426		3,457		intergenic_variant						29		33

		BovineHD2300006670		rs135169103		23		24836032		6,607		intergenic_variant						29		33

		BovineHD2300006672		rs136886589		23		24838284		2,253		intergenic_variant						29		33

		BovineHD2300006674		rs136652803		23		24840917		2,634		intergenic_variant						29		33

		ARS-BFGL-NGS-63551		rs109493269		23		24863032		22,116		intron_variant		EFHC1				29		33

		BovineHD2300006693		rs110185106		23		24867478		4,447		intron_variant		EFHC1				29		33

		BovineHD2300006697		rs134398608		23		24872580		5,103		intron_variant		EFHC1				29		33

		BovineHD2300006699		rs136650332		23		24880628		8,049		intron_variant		EFHC1				29		33

		BovineHD2300006703		rs137657608		23		24885120		4,493		intergenic_variant						29		33

		BovineHD2300006704		rs133060203		23		24888954		3,835		intergenic_variant						29		33

		BovineHD4100016072		rs41642054		23		24892466		3,513		intergenic_variant						29		33

		BovineHD2300006708		rs137223181		23		24894800		2,335		intron_variant		TRAM2				29		33

		BovineHD2300006710		rs110106836		23		24898004		3,205		intron_variant		TRAM2				29		33

		BovineHD2300006712		rs109540393		23		24899816		1,813		intron_variant		TRAM2				29		33

		BovineHD2300006715		rs109769612		23		24902945		3,130		intron_variant		TRAM2				29		33

		BovineHD2300006717		rs137399464		23		24904607		1,663		intron_variant		TRAM2				29		33

		BovineHD2300006721		rs42028326		23		24910551		5,945		intron_variant		TRAM2				29		33

		BovineHD4100016073		rs41587577		23		24917092		6,542		intron_variant		TRAM2				29		33

		BovineHD2300006729		rs109225518		23		24919921		2,830		intron_variant		TRAM2				29		33

		ARS-BFGL-NGS-16284		rs110883586		23		24922231		2,311		intron_variant		TRAM2				29		33

		BovineHD2300006733		rs133711553		23		24924800		2,570		intron_variant		TRAM2				29		33

		BovineHD2300006734		rs110869874		23		24928148		3,349		intron_variant		TRAM2				29		33

		BovineHD2300006741		rs109200910		23		24940727		12,580		intron_variant		TRAM2				29		33

		BovineHD2300006743		rs110260384		23		24947532		6,806		intron_variant		TRAM2				29		33

		BovineHD2300006746		rs137079191		23		24951652		4,121		intron_variant		TRAM2				29		33

		BovineHD2300006748		rs136682271		23		24955272		3,621		intron_variant		TRAM2				29		33

		BovineHD2300006750		rs136272036		23		24957120		1,849		intron_variant		TRAM2				29		33

		BovineHD2300006753		rs110312303		23		24964930		7,811		intergenic_variant						29		33

		BovineHD2300006755		rs137255004		23		24969415		4,486		intergenic_variant						29		33

		BovineHD2300006757		rs109739576		23		24974206		4,792		intergenic_variant						29		33

		BovineHD2300006759		rs135907548		23		24976644		2,439		intergenic_variant						29		33

		BovineHD2300006762		rs135161567		23		24981615		4,972		intergenic_variant						29		33

		BovineHD2300006764		rs133611300		23		24987352		5,738		intergenic_variant						29		33

		BovineHD2300006766		rs109277369		23		24990203		2,852		intergenic_variant						29		33

		BovineHD2300006769		rs135614226		23		24993986		3,784		intergenic_variant						29		33

		BovineHD2300006771		rs109807966		23		24997337		3,352		intergenic_variant						29		33

		BovineHD2300006773		rs136860779		23		25007552		10,216		intergenic_variant						29		33

		BovineHD2300006777		rs134688009		23		25013356		5,805		intergenic_variant						29		33

		BovineHD2300006780		rs134593757		23		25018873		5,518		intergenic_variant						29		33

		BovineHD2300006782		rs137018541		23		25021629		2,757		intergenic_variant						29		33

		BovineHD2300006784		rs137762108		23		25024407		2,779		intergenic_variant						29		33

		BovineHD2300006786		rs135853491		23		25027623		3,217		intergenic_variant						29		33

		BovineHD2300006788		rs134460300		23		25030535		2,913		intergenic_variant						29		33

		BovineHD2300006790		rs109517632		23		25034851		4,317		intergenic_variant						29		33

		BovineHD2300006792		rs110036562		23		25042149		7,299		intergenic_variant						29		33

		BovineHD2300006794		rs134146337		23		25043862		1,714		intergenic_variant						29		33

		BovineHD2300006797		rs134494611		23		25049054		5,193		intergenic_variant						29		33

		BovineHD2300006803		rs135144178		23		25061099		12,046		intron_variant		TMEM14A				29		33

		BovineHD2300006806		rs109207603		23		25071230		10,132		intron_variant		TMEM14A				29		33

		BovineHD2300006808		rs110655791		23		25075453		4,224		intergenic_variant						29		33

		BovineHD2300006811		rs110658871		23		25078868		3,416		intergenic_variant						29		33

		BovineHD2300006813		rs109492462		23		25081207		2,340		intergenic_variant						29		33

		BovineHD2300006815		rs110768794		23		25082779		1,573		intergenic_variant						29		33

		BovineHD2300006817		rs109512429		23		25085299		2,521		intergenic_variant						29		33

		BovineHD2300006820		rs133703366		23		25089919		4,621		intergenic_variant						29		33

		BovineHD2300006823		rs133950265		23		25103938		14,020		intergenic_variant						29		33

		BovineHD2300006825		rs110724132		23		25106818		2,881		intergenic_variant						29		33

		BovineHD2300006827		rs135087153		23		25112300		5,483		intergenic_variant						29		33

		BovineHD2300006829		rs134003936		23		25115213		2,914		intergenic_variant						29		33

		ARS-BFGL-NGS-17549		rs109090067		23		25120522		5,310		intergenic_variant						29		33

		BovineHD2300006834		rs137458016		23		25125666		5,145		intergenic_variant						29		33

		BovineHD2300006837		rs137060087		23		25130486		4,821		intergenic_variant						29		33

		BovineHD2300006842		rs133593959		23		25141234		10,749		intergenic_variant						29		33

		BovineHD2300006844		rs109348470		23		25143923		2,690		intergenic_variant						29		33

		BovineHD2300006846		rs134602978		23		25146146		2,224		intergenic_variant						29		33

		BovineHD2300006850		rs109179639		23		25164433		18,288		intergenic_variant						29		33

		BovineHD2300006853		rs110872862		23		25168540		4,108		intergenic_variant						29		33

		BovineHD2300006855		rs109906835		23		25171897		3,358		intergenic_variant						29		33

		BovineHD2300006857		rs110043199		23		25175265		3,369		intergenic_variant						29		33

		BovineHD2300006864		rs110464523		23		25197026		21,762		intron_variant		GSTA3				29		33

		BovineHD2300006866		rs110686017		23		25199834		2,809		intron_variant		GSTA3				29		33

		BovineHD2300006868		rs137057304		23		25201563		1,730		intron_variant		GSTA3				29		33

		BovineHD2300006870		rs110484476		23		25204747		3,185		intron_variant		GSTA3				29		33

		ARS-BFGL-NGS-96246		rs110020451		23		25207610		2,864		intron_variant		GSTA3				29		33

		BovineHD2300006873		rs133085990		23		25212525		4,916		intron_variant		GSTA4				29		33

		BovineHD2300006875		rs110300548		23		25214766		2,242		intron_variant		GSTA4				29		33

		BovineHD2300006877		rs137396245		23		25216685		1,920		intron_variant		GSTA4				29		33

		BovineHD2300006879		rs109478640		23		25219418		2,734		intron_variant		GSTA4				29		33

		BovineHD2300006882		rs110531764		23		25222382		2,965		intron_variant		GSTA4				29		33

		BovineHD2300006884		rs135724025		23		25229133		6,752		intron_variant		ICK				29		33

		BovineHD2300006887		rs134447547		23		25235072		5,940		intron_variant		ICK				29		33

		BovineHD2300006888		rs110430423		23		25236647		1,576		intron_variant		ICK				29		33

		BovineHD2300006891		rs109663409		23		25239271		2,625		intron_variant		ICK				29		33

		BovineHD2300006894		rs109081083		23		25245926		6,656		intron_variant		ICK				29		33

		BovineHD2300006895		rs109977799		23		25249725		3,800		intron_variant		ICK				29		33

		BovineHD2300006897		rs110924612		23		25251705		1,981		intron_variant		ICK				29		33

		BovineHD2300006900		rs109445723		23		25255669		3,965		intron_variant		ICK				29		33

		BovineHD2300006902		rs110927671		23		25258962		3,294		intron_variant		ICK				29		33

		BovineHD2300006905		rs132660036		23		25264180		5,219		intron_variant		ICK				29		33

		BovineHD2300006906		rs109365846		23		25267644		3,465		intron_variant		ICK				29		33

		BovineHD2300006908		rs109024276		23		25269310		1,667		intron_variant		ICK				29		33

		BovineHD2300006910		rs135498395		23		25271502		2,193		intron_variant		ICK				29		33

		BovineHD2300006912		rs134245103		23		25274871		3,370		intergenic_variant						29		33

		BovineHD2300006914		rs110202137		23		25278275		3,405		intron_variant		FBXO9				29		33

		BovineHD2300006916		rs135808481		23		25281282		3,008		intron_variant		FBXO9				29		33

		BovineHD2300006918		rs109394946		23		25287624		6,343		intron_variant		FBXO9				29		33

		BovineHD4100016078		rs41642059		23		25289713		2,090		intron_variant		FBXO9				29		33

		BovineHD2300006921		rs110183275		23		25291760		2,048		intron_variant		FBXO9				29		33

		BovineHD2300006923		rs109484253		23		25294792		3,033		missense_variant		FBXO9		Gca/Aca		29		33

		BovineHD2300006927		rs135261286		23		25302633		7,842		intergenic_variant						29		33

		BovineHD2300006929		rs134157895		23		25305153		2,521		intergenic_variant						29		33

		BovineHD2300006931		rs110288158		23		25308832		3,680		intergenic_variant						29		33

		BovineHD2300006933		rs137603137		23		25313007		4,176		synonymous_variant		GCM1				29		33

		BovineHD2300006935		rs109046094		23		25315275		2,269		synonymous_variant		GCM1				29		33

		BovineHD2300006937		rs133247520		23		25319197		3,923		intron_variant		GCM1				29		33

		BovineHD4100016079		rs41620879		23		25325817		6,621		intron_variant		GCM1				29		33

		BovineHD2300006942		rs134555809		23		25329783		3,967		intron_variant		GCM1				29		33

		BovineHD2300006947		rs133603511		23		25335013		5,231		intergenic_variant						29		33

		BovineHD2300006949		rs110010585		23		25341929		6,917		intergenic_variant						29		33

		BovineHD2300006951		rs109558096		23		25344672		2,744		intergenic_variant						29		33

		BovineHD2300006953		rs134569303		23		25347363		2,692		intergenic_variant						29		33

		BovineHD2300006955		rs110541786		23		25350840		3,478		intergenic_variant						29		33

		BovineHD2300006957		rs109936627		23		25355995		5,156		intergenic_variant						29		33

		BovineHD2300006959		rs133270448		23		25359256		3,262		intergenic_variant						29		33

		BovineHD2300006961		rs109986726		23		25362526		3,271		intergenic_variant						29		33

		BovineHD2300006963		rs110014930		23		25364990		2,465		intergenic_variant						29		33

		BovineHD2300006966		rs134547015		23		25370228		5,239		intergenic_variant						29		33

		BovineHD2300006972		rs135727720		23		25381511		11,284		intergenic_variant						29		33

		BovineHD2300006974		rs137125894		23		25389334		7,824		intergenic_variant						29		33

		BovineHD2300006977		rs134163202		23		25399136		9,803		intergenic_variant						29		33

		BovineHD2300006980		rs134554592		23		25401682		2,547		intron_variant		ELOVL5				29		33

		BovineHD2300006982		rs133261423		23		25403605		1,924		intron_variant		ELOVL5				29		33

		BovineHD2300006984		rs136254317		23		25405397		1,793		intron_variant		ELOVL5				29		33

		BovineHD2300006986		rs135137826		23		25407628		2,232		intron_variant		ELOVL5				29		33

		BovineHD2300006989		rs134353632		23		25410080		2,453		intron_variant		ELOVL5				29		33

		BovineHD2300006992		rs133743765		23		25412742		2,663		intron_variant		ELOVL5				29		33

		BovineHD2300006998		rs134237994		23		25422711		9,970		intron_variant		ELOVL5				29		33

		BovineHD2300007000		rs136726731		23		25425822		3,112		intron_variant		ELOVL5				29		33

		BovineHD2300007003		rs133525536		23		25430473		4,652		intron_variant		ELOVL5				29		33

		BovineHD2300007006		rs109109903		23		25434905		4,433		intron_variant		ELOVL5				29		33

		BovineHD2300007007		rs135264235		23		25447560		12,656		intron_variant		ELOVL5				29		33

		BovineHD2300007009		rs136903208		23		25453245		5,686		intron_variant		ELOVL5				29		33

		BovineHD2300007011		rs137810965		23		25460418		7,174		intron_variant		ELOVL5				29		33

		BovineHD2300007013		rs109289782		23		25463373		2,956		intron_variant		ELOVL5				29		33

		BovineHD2300007017		rs110865070		23		25469472		6,100		intron_variant		ELOVL5				29		33

		BovineHD2300007019		rs135686953		23		25474130		4,659		intergenic_variant						29		33

		BovineHD2300007021		rs109894685		23		25481219		7,090		intergenic_variant						29		33

		BovineHD2300007022		rs136362632		23		25486229		5,011		intergenic_variant						29		33

		BovineHD2300007025		rs135146076		23		25491332		5,104		intergenic_variant						29		33

		BovineHD2300007028		rs109328589		23		25500546		9,215		intergenic_variant						29		33

		BovineHD2300007030		rs109066321		23		25508598		8,053		intergenic_variant						29		33

		BovineHD2300007032		rs109782022		23		25560755		52,158		intergenic_variant						29		33

		BovineHD2300007037		rs110364215		23		25574900		14,146		intergenic_variant						29		33

		ARS-BFGL-NGS-54047		rs110525467		23		25692139		117,240		intergenic_variant						29		33

		BovineHD2300007069		rs137652883		23		25710418		18,280		intergenic_variant						29		33

		BovineHD2300007071		rs109478968		23		25713077		2,660		intergenic_variant						29		33

		BovineHD2300007077		rs108963203		23		25733054		19,978		intron_variant		BOLA-DRB3				29		33

		BovineHD2300007080		rs110714355		23		25736571		3,518		intergenic_variant						29		33

		BovineHD2300007082		rs136506418		23		25739802		3,232		intergenic_variant						29		33

		BovineHD2300007088		rs135177773		23		25753182		13,381		intergenic_variant						29		33

		ARS-BFGL-NGS-4203		rs110579760		23		25758656		5,475		intergenic_variant						29		33

		BovineHD2300007103		rs110579177		23		25792666		34,011		intergenic_variant						29		33

		BovineHD2300007116		rs42029366		23		25817103		24,438		intron_variant		BOLA-DRB2				29		33

		BovineHD2300007119		rs133221397		23		25820875		3,773		intron_variant		BOLA-DRB2				29		33

		BovineHD2300007121		rs136208658		23		25822698		1,824		intron_variant		BOLA-DRB2				29		33

		BovineHD2300007124		rs109982158		23		25827861		5,164		intron_variant		BOLA-DRB2				29		33

		BovineHD2300007127		rs133701311		23		25830803		2,943		intergenic_variant						29		33

		BovineHD2300007129		rs109665645		23		25838636		7,834		intron_variant		BOLA-DRA				29		33

		BovineHD2300007131		rs135156403		23		25840572		1,937		intron_variant		BOLA-DRA				29		33

		BovineHD2300007133		rs136964514		23		25844971		4,400		intergenic_variant						29		33

		BovineHD2300007135		rs110129745		23		25883487		38,517		intron_variant		BTNL2				29		33

		BovineHD2300007136		rs134561458		23		25920242		36,756		intergenic_variant						29		33

		BovineHD2300007202		rs134669948		23		26556968		636,727		intergenic_variant						29		33

		BovineHD2300007219		rs43020616		23		26863188		306,221		intron_variant		C23H6orf10				29		33

		BovineHD2300007231		rs137457305		23		26926436		63,249		intron_variant		C23H6orf10				29		33

		BovineHD2300007234		rs135101869		23		26933044		6,609		intron_variant		C23H6orf10				29		33

		BovineHD2300007236		rs134227091		23		26938031		4,988		intron_variant		C23H6orf10				29		33

		BovineHD2300007238		rs110502864		23		26940151		2,121		intron_variant		C23H6orf10				29		33

		BovineHD2300007240		rs137632655		23		26943744		3,594		intron_variant		C23H6orf10				29		33

		BovineHD2300007242		rs137234318		23		26947314		3,571		intron_variant		C23H6orf10				29		33

		BovineHD2300007244		rs110915869		23		26950713		3,400		intron_variant		C23H6orf10				29		33

		BovineHD2300007247		rs136520665		23		26957499		6,787		intron_variant		C23H6orf10				29		33

		BovineHD2300007251		rs110559631		23		26968889		11,391		intron_variant		C23H6orf10				29		33

		BovineHD2300007253		rs109917510		23		26976976		8,088		intron_variant		C23H6orf10				29		33

		BovineHD2300007256		rs135212990		23		26983640		6,665		intron_variant		C23H6orf10				29		33

		BovineHD2300007258		rs137077158		23		26986992		3,353		intron_variant		C23H6orf10				29		33

		BovineHD2300007261		rs108990012		23		26997454		10,463		intergenic_variant						29		33

		BovineHD2300007263		rs110025395		23		27003102		5,649		intergenic_variant						29		33

		ARS-BFGL-NGS-85480		rs109630261		23		27009758		6,657		intergenic_variant						29		33

		BovineHD2300007268		rs133552171		23		27019526		9,769		intergenic_variant						29		33

		BovineHD2300007270		rs110831086		23		27024879		5,354		intergenic_variant						29		33

		BovineHD2300007273		rs136134408		23		27036429		11,551		intergenic_variant						29		33

		BovineHD2300007277		rs136663923		23		27042804		6,376		intergenic_variant						29		33

		BovineHD2300007279		rs110298374		23		27048086		5,283		intergenic_variant						29		33

		BovineHD2300007282		rs136331927		23		27053921		5,836		intergenic_variant						29		33

		BovineHD2300007284		rs134475968		23		27063095		9,175		intergenic_variant						29		33

		BovineHD2300007287		rs134738176		23		27071261		8,167		intergenic_variant						29		33

		BovineHD2300007291		rs110590154		23		27088448		17,188		intergenic_variant						29		33

		BovineHD2300007293		rs42545226		23		27090662		2,215		intergenic_variant						29		33

		BovineHD2300007295		rs135969917		23		27093689		3,028		intergenic_variant						29		33

		BovineHD2300007298		rs135190137		23		27097840		4,152		intergenic_variant						29		33

		BovineHD2300007301		rs109395037		23		27101425		3,586		intergenic_variant						29		33

		BovineHD2300007304		rs109899718		23		27110058		8,634		intergenic_variant						29		33

		BovineHD2300007310		rs135774022		23		27116848		6,791		intergenic_variant						29		33

		BovineHD2300007314		rs134537834		23		27121252		4,405		intergenic_variant						29		33

		BovineHD2300007316		rs133177329		23		27122907		1,656		intergenic_variant						29		33

		BovineHD2300007318		rs137825017		23		27124998		2,092		intergenic_variant						29		33

		BovineHD2300007343		rs109094215		23		27152211		27,214		intergenic_variant						29		33

		BovineHD2300007346		rs132788551		23		27155577		3,367		intergenic_variant						29		33

		BovineHD2300007348		rs135657688		23		27157945		2,369		intergenic_variant						29		33

		BovineHD2300007350		rs110640974		23		27160675		2,731		intergenic_variant						29		33

		BovineHD2300007352		rs136870766		23		27166740		6,066		intergenic_variant						29		33

		BovineHD2300007354		rs137690856		23		27168978		2,239		intergenic_variant						29		33

		BovineHD2300007356		rs109800146		23		27172078		3,101		intron_variant		NOTCH4				29		33

		BovineHD2300007358		rs133843540		23		27173912		1,835		intron_variant		NOTCH4				29		33

		BovineHD2300007360		rs109668769		23		27176362		2,451		intron_variant		NOTCH4				29		33

		BovineHD2300007362		rs110008687		23		27180160		3,799		intron_variant		NOTCH4				29		33

		BovineHD2300007366		rs135219550		23		27187213		7,054		intron_variant		NOTCH4				29		33

		BovineHD2300007368		rs134103430		23		27190955		3,743		intron_variant		NOTCH4				29		33

		BovineHD2300007372		rs137135818		23		27200885		9,931		intron_variant		PBX2				29		33

		BovineHD2300007374		rs133275826		23		27202748		1,864		intron_variant		PBX2				29		33

		BovineHD2300007376		rs110073295		23		27205062		2,315		3_prime_UTR_variant		PBX2				29		33

		BovineHD2300007378		rs109208306		23		27208139		3,078		intron_variant		AGER				29		33

		BovineHD2300007381		rs109733359		23		27212032		3,894		intergenic_variant						29		33

		BovineHD2300007382		rs110882751		23		27219166		7,135		intron_variant		AGPAT1				29		33

		BovineHD2300007384		rs109212550		23		27227888		8,723		intergenic_variant						29		33

		BovineHD2300007387		rs109092438		23		27232833		4,946		intergenic_variant						29		33

		BovineHD2300007390		rs109223327		23		27248055		15,223		intergenic_variant						29		33

		BovineHD2300007392		rs109510052		23		27254543		6,489		intergenic_variant						29		33

		BovineHD2300007393		rs109327409		23		27256718		2,176		missense_variant		ATF6B				29		33

		BovineHD2300007396		rs137301104		23		27262401		5,684		intron_variant		ATF6B				29		33

		BovineHD2300007398		rs136740060		23		27264560		2,160		3_prime_UTR_variant		ATF6B				29		33

		BovineHD2300007400		rs109909428		23		27268607		4,048		intergenic_variant						29		33

		BovineHD2300007401		rs42023987		23		27272290		3,684		intergenic_variant						29		33

		BovineHD4100016084		rs41642111		23		27273927		1,638		intergenic_variant						29		33

		BovineHD2300007427		rs136732275		23		27287154		13,228		intron_variant		TNXB				29		33

		BovineHD2300007423		rs133173177		23		27292833		5,680		intron_variant		TNXB				29		33

		BovineHD2300007419		rs133566352		23		27298861		6,029		intron_variant		TNXB				29		33

		BovineHD2300007417		rs134195953		23		27303100		4,240		intron_variant		TNXB				29		33

		BovineHD2300007415		rs136364449		23		27307395		4,296		intron_variant		TNXB				29		33

		BovineHD2300007411		rs109397224		23		27312590		5,196		intron_variant		TNXB				29		33

		BovineHD2300007408		rs133089064		23		27316853		4,264		intron_variant		TNXB				29		33

		BovineHD2300007405		rs110866308		23		27320625		3,773		intron_variant		TNXB				29		33

		BovineHD2300007404		rs109486282		23		27325180		4,556		intron_variant		TNXB				29		33

		BovineHD2300007430		rs134086871		23		27348931		23,752		intergenic_variant						29		33

		BovineHD2300007436		rs42023955		23		27360333		11,403		intergenic_variant						29		33

		BovineHD2300007442		rs135635140		23		27387736		27,404		intron_variant		STK19				29		33

		BovineHD2300007444		rs134164464		23		27395680		7,945		intron_variant		STK19				29		33

		Hapmap47328-BTA-56087		rs41566364		23		27405086		9,407		intron_variant		DXO				29		33

		BovineHD2300007450		rs110882211		23		27410296		5,211		intron_variant		NELFE				29		33

		BovineHD2300007452		rs109677730		23		27413426		3,131		intron_variant		NELFE				29		33

		BovineHD2300007454		rs135129143		23		27416633		3,208		intron_variant		CFB				29		33

		BovineHD2300007458		rs137488533		23		27423932		7,300		intron_variant		C2				29		33

		BovineHD2300007460		rs134178964		23		27426589		2,658		intron_variant		C2				29		33

		BovineHD2300007462		rs133042880		23		27428614		2,026		intron_variant		C2				29		33

		BovineHD2300007464		rs110044267		23		27430660		2,047		intron_variant		C2				29		33

		BovineHD2300007466		rs109138055		23		27435156		4,497		intergenic_variant						29		33

		BovineHD2300007468		rs110665854		23		27442523		7,368		intergenic_variant						29		33

		BovineHD2300007472		rs137329669		23		27454523		12,001		intergenic_variant						29		33

		BovineHD2300007475		rs134762603		23		27461012		6,490		intergenic_variant						29		33

		BovineHD2300007477		rs133622606		23		27463527		2,516		intron_variant		ZBTB12				29		33

		BovineHD2300007480		rs110617852		23		27469211		5,685		intron_variant		EHMT2				29		33

		BovineHD2300007483		rs137106792		23		27476816		7,606		intron_variant		EHMT2				29		33

		BovineHD2300007485		rs133183983		23		27484913		8,098		synonymous_variant		SLC44A4				29		33

		BovineHD2300007487		rs41255513		23		27492193		7,281		synonymous_variant		SLC44A4				29		33

		BovineHD2300007489		rs134744501		23		27495035		2,843		intron_variant		NEU1				29		33

		BovineHD2300007490		rs41255867		23		27496020		986		intron_variant		NEU1				29		33

		BovineHD4100016085		rs41257176		23		27498320		2,301		3_prime_UTR_variant		NEU1				29		33

		BovineHD2300007493		rs109533671		23		27501531		3,212		intergenic_variant						29		33

		BovineHD2300007495		rs134794442		23		27504283		2,753		intergenic_variant						29		33

		BovineHD2300007497		rs136925854		23		27507964		3,682		intergenic_variant						29		33

		BovineHD2300007499		rs137835527		23		27510292		2,329		intergenic_variant						29		33

		BovineHD2300007501		rs135775113		23		27512504		2,213		intergenic_variant						29		33

		BovineHD2300007503		rs109228042		23		27514878		2,375		intergenic_variant						29		33

		BovineHD2300007506		rs110850310		23		27520600		5,723		5_prime_UTR_variant		HSPA1L				29		33

		BovineHD2300007508		rs136865486		23		27524509		3,910		intron_variant		HSPA1L				29		33

		BovineHD2300007510		rs110490018		23		27531899		7,391		intron_variant		HSPA1L				29		33

		BovineHD2300007512		rs109118525		23		27533998		2,100		5_prime_UTR_variant		VARS1				29		33

		BovineHD2300007526		rs134268741		23		27539220		5,223		intron_variant		VARS1				29		33

		BovineHD2300007524		rs137370357		23		27542835		3,616		intron_variant		VARS1				29		33

		BovineHD2300007522		rs109798093		23		27546817		3,983		intron_variant		VWA7				29		33

		BovineHD2300007520		rs133965139		23		27549212		2,396		intron_variant		VWA7				29		33

		BovineHD2300007518		rs110513814		23		27551720		2,509		intron_variant		VWA7				29		33

		BovineHD2300007516		NA		23		27554945		3,226								29		33

		BovineHD2300007528		rs133115579		23		27559651		4,707		intron_variant		MSH5				29		33

		BovineHD2300007530		rs109610690		23		27562665		3,015		intron_variant		MSH5				29		33

		BovineHD2300007531		rs136867888		23		27566694		4,030		intron_variant		MSH5				29		33

		BovineHD2300007533		rs110272633		23		27575300		8,607		intron_variant		MSH5				29		33

		BovineHD2300007536		rs136536639		23		27586094		10,795		intron_variant		MPIG6B				29		33

		BovineHD2300007538		rs109189663		23		27590261		4,168		intron_variant		LY6G6C				29		33

		BovineHD2300007540		rs136957735		23		27595626		5,366		intergenic_variant						29		33

		BovineHD2300007542		rs109596246		23		27598589		2,964		intergenic_variant						29		33

		BovineHD2300007544		rs109329466		23		27600440		1,852		intron_variant		ABHD16A				29		33

		Hapmap57616-rs29026690		rs29026690		23		27603651		3,212		intron_variant		ABHD16A				29		33

		BovineHD2300007547		rs109291169		23		27609257		5,607		intron_variant		ABHD16A				29		33

		BovineHD2300007549		rs137135936		23		27610828		1,572		intron_variant		ABHD16A				29		33

		BovineHD2300007551		rs109090598		23		27613404		2,577		intron_variant		ABHD16A				29		33

		BovineHD2300007553		rs136335561		23		27615741		2,338		intron_variant		ABHD16A				29		33

		BovineHD2300007555		rs110333219		23		27617747		2,007		missense_variant		ABHD16A		Acc/Gcc		29		33

		BovineHD2300007558		rs110500032		23		27622984		5,238		intron_variant		LY6G5C				29		33

		ARS-BFGL-NGS-104658		rs110861313		23		27626367		3,384		intergenic_variant						29		33

		BovineHD2300007562		rs133619611		23		27630499		4,133		intron_variant		CSNK2B				29		33

		BovineHD2300007565		rs110889596		23		27636196		5,698		missense_variant		GPANK1		aAt/aGt		29		33

		BovineHD2300007567		rs109369533		23		27639515		3,320		intergenic_variant						29		33

		BovineHD2300007569		rs110721287		23		27643343		3,829		intron_variant		APOM				29		33

		BovineHD2300007571		rs109634094		23		27649082		5,740		intron_variant		BAG6				29		33

		BovineHD2300007573		rs109051509		23		27651046		1,965		intron_variant		BAG6				29		33

		BovineHD2300007575		rs110515060		23		27656154		5,109		intron_variant		BAG6				29		33

		BovineHD2300007578		rs109204924		23		27660630		4,477		intron_variant		PRRC2A				29		33

		BovineHD2300007580		rs133318407		23		27665264		4,635		intron_variant		PRRC2A				29		33

		BovineHD2300007581		rs110035793		23		27671637		6,374		intergenic_variant						29		33

		BovineHD2300007583		rs108988435		23		27685119		13,483		intron_variant		NCR3				29		33

		BovineHD2300007586		rs110455583		23		27694046		8,928		intron_variant		NCR3				29		33

		BovineHD2300007589		rs134707507		23		27698509		4,464		intron_variant		NCR3				29		33

		BovineHD2300007591		rs109067787		23		27703981		5,473		intron_variant		NCR3				29		33

		BovineHD2300007594		rs133548891		23		27707229		3,249		intron_variant		NCR3				29		33

		BovineHD2300007598		rs17871898		23		27713307		6,079		intron_variant		NCR3				29		33

		BovineHD2300007607		rs110163206		23		27729614		16,308		intergenic_variant						29		33

		BovineHD2300007610		rs134920397		23		27733741		4,128		intron_variant		NFKBIL1				29		33

		BovineHD2300007613		rs109825947		23		27741046		7,306		intron_variant		NFKBIL1				29		33

		BovineHD2300007615		rs109185942		23		27743611		2,566		intergenic_variant						29		33

		BovineHD2300007618		rs109268323		23		27747582		3,972		intergenic_variant						29		33

		BovineHD2300007622		rs110181169		23		27752301		4,720		intron_variant		DDX39B				29		33

		BovineHD4100016088		rs41257361		23		27758120		5,820		synonymous_variant		DDX39B				29		33

		BovineHD2300007625		rs109223751		23		27760654		2,535		intergenic_variant						29		33

		ARS-BFGL-NGS-43021		rs110930105		23		27765742		5,089		intergenic_variant						29		33

		BovineHD2300007637		rs136604072		23		27801348		35,607		intergenic_variant						29		33

		BovineHD2300007640		rs133197588		23		27815800		14,453		intergenic_variant						29		33

		BovineHD2300007646		rs136000192		23		27824468		8,669		intergenic_variant						29		33

		BovineHD2300007648		rs134764462		23		27829761		5,294		intergenic_variant						29		33

		BovineHD2300007662		rs110231701		23		27868370		38,610		intergenic_variant						29		33

		BovineHD2300007685		rs109435581		23		27976925		108,556		intergenic_variant						29		33

		BovineHD2300007687		rs110227765		23		27980936		4,012		intergenic_variant						29		33

		BovineHD2300007691		rs134832791		23		27987130		6,195		intergenic_variant						29		33

		ARS-BFGL-NGS-11887		rs109258111		23		27988980		1,851		intron_variant		TCF19				29		33

		BovineHD4100016090		rs43705563		23		27990828		1,849		intron_variant		TCF19				29		33

		BovineHD2300007695		rs109657389		23		27993476		2,649		intron_variant		CCHCR1				29		33

		BovineHD4100016091		rs17871039		23		27998654		5,179		intron_variant		CCHCR1				29		33

		BovineHD2300007704		rs109617554		23		28003650		4,997		intron_variant		CCHCR1				29		33

		BovineHD2300007706		rs110168422		23		28006596		2,947		intron_variant		PSORS1C2				29		33

		BovineHD2300007709		rs134743306		23		28012745		6,150		intergenic_variant						29		33

		BovineHD2300007712		rs137273261		23		28015716		2,972		intergenic_variant						29		33

		BovineHD2300007713		rs136070962		23		28017671		1,956		intergenic_variant						29		33

		BovineHD2300007715		rs135354265		23		28019435		1,765		intergenic_variant						29		33

		BovineHD2300007718		rs134024659		23		28023132		3,698		intron_variant		CDSN				29		33

		BovineHD2300007722		rs134090213		23		28030223		7,092		intergenic_variant						29		33

		BovineHD2300007726		rs135684073		23		28034392		4,170		intergenic_variant						29		33

		BovineHD2300007729		rs109761464		23		28038673		4,282		intergenic_variant						29		33

		BovineHD2300007733		rs110941023		23		28043084		4,412		intergenic_variant						29		33

		BovineHD2300007735		rs108940258		23		28047375		4,292		intergenic_variant						29		33

		BovineHD2300007738		rs108993901		23		28052268		4,894		intergenic_variant						29		33

		BovineHD2300007742		rs136959594		23		28059704		7,437		intergenic_variant						29		33

		BovineHD2300007744		rs110642272		23		28063795		4,092		intergenic_variant						29		33

		BovineHD2300007750		rs109161248		23		28077790		13,996		intergenic_variant						29		33

		BovineHD2300007752		rs135335192		23		28080573		2,784		intergenic_variant						29		33

		BovineHD2300007754		rs137129803		23		28088721		8,149		intergenic_variant						29		33

		BovineHD2300007756		rs110161626		23		28093136		4,416		intergenic_variant						29		33

		BovineHD2300007758		rs136337086		23		28095963		2,828		intergenic_variant						29		33

		BovineHD2300007760		rs109503783		23		28104868		8,906		intergenic_variant						29		33

		Hapmap46836-BTA-55820		rs41587536		23		28120282		15,415		intergenic_variant						29		33

		BovineHD2300007765		rs137302614		23		28127755		7,474		intron_variant		MUCL3				29		33

		BovineHD2300007767		rs136904709		23		28130267		2,513		intron_variant		MUCL3				29		33

		BovineHD2300007772		rs110714504		23		28138391		8,125		intergenic_variant						29		33

		BovineHD2300007774		rs110359063		23		28142880		4,490		intron_variant		SFTA2				29		33

		BovineHD4100016092		rs41641247		23		28144870		1,991		intergenic_variant						29		33

		BovineHD2300007777		rs136075558		23		28147906		3,037		intergenic_variant						29		33

		BovineHD4100016093		rs41641251		23		28154567		6,662		intron_variant		VARS2				29		33

		BovineHD2300007781		rs109299570		23		28160790		6,224		intron_variant		GTF2H4				29		33

		BovineHD2300007782		rs109537552		23		28169587		8,798		intergenic_variant						29		33

		BovineHD2300007784		rs109970530		23		28172662		3,076		intergenic_variant						29		33

		BovineHD2300007787		rs133705609		23		28177862		5,201		intron_variant		DDR1				29		33

		BovineHD2300007788		rs135207199		23		28180286		2,425		intron_variant		DDR1				29		33

		BovineHD2300007791		rs108987623		23		28187589		7,304		intergenic_variant						29		33

		BovineHD2300007793		rs109166170		23		28193443		5,855		intergenic_variant						29		33

		BovineHD2300007795		rs110899993		23		28196673		3,231		intergenic_variant						29		33

		BovineHD2300007797		rs109471233		23		28198896		2,224		intergenic_variant						29		33

		BovineHD2300007799		rs110409742		23		28200955		2,060		intergenic_variant						29		33

		BovineHD2300007805		rs109864653		23		28211402		10,448		intergenic_variant						29		33

		BovineHD2300007807		rs133805466		23		28214057		2,656		intergenic_variant						29		33

		ARS-BFGL-NGS-90570		rs109756967		23		28217498		3,442		intergenic_variant						29		33

		BovineHD2300007811		rs109412830		23		28221054		3,557		intergenic_variant						29		33

		BovineHD4100016098		rs41641276		23		28223085		2,032		intergenic_variant						29		33

		BovineHD2300007814		rs110755717		23		28226442		3,358		intergenic_variant						29		33

		BovineHD2300007816		rs136605372		23		28231800		5,359		intergenic_variant						29		33

		BTA-55867-no-rs		rs41641284		23		28242781		10,982		intergenic_variant						29		33

		BovineHD2300007822		rs134220165		23		28248208		5,428		intergenic_variant						29		33

		BovineHD2300007824		rs109916764		23		28250895		2,688		intergenic_variant						29		33

		BovineHD2300007827		rs110348002		23		28257450		6,556		intergenic_variant						29		33

		BovineHD2300007829		rs110622081		23		28260136		2,687		intergenic_variant						29		33

		BovineHD2300007832		rs109060709		23		28267015		6,880		intergenic_variant						29		33

		BovineHD2300007834		rs109651664		23		28272487		5,473		intergenic_variant						29		33

		BovineHD2300007836		rs110860815		23		28277976		5,490		intron_variant		IER3				29		33

		BovineHD2300007838		rs133033809		23		28281616		3,641		intron_variant		IER3				29		33

		BovineHD2300007839		rs109780087		23		28287617		6,002		intergenic_variant						29		33

		BovineHD2300007842		rs109548103		23		28293193		5,577		intron_variant		FLOT1				29		33

		BovineHD2300007845		rs110276194		23		28299819		6,627		intergenic_variant						29		33

		BovineHD2300007855		rs110547795		23		28311041		11,223		intron_variant		MDC1				29		33

		BovineHD2300007853		rs110924443		23		28313098		2,058		synonymous_variant		MDC1				29		33

		BovineHD2300007851		rs110358955		23		28315367		2,270		intron_variant		MDC1				29		33

		BovineHD2300007849		rs108940411		23		28318567		3,201		intergenic_variant						29		33

		BovineHD2300007847		rs133464899		23		28321444		2,878		intron_variant		NRM				29		33

		BovineHD2300007857		rs108977449		23		28326761		5,318		intron_variant		PPP1R18				29		33

		BovineHD2300007859		rs110172894		23		28328650		1,890		intron_variant		PPP1R18				29		33

		BovineHD2300007861		rs110765575		23		28330223		1,574		intron_variant		PPP1R18				29		33

		BovineHD2300007865		rs110286599		23		28336904		6,682		intergenic_variant						29		33

		BovineHD2300007869		rs110522801		23		28344384		7,481		intron_variant		DHX16				29		33

		BovineHD2300007870		rs136072126		23		28350722		6,339		intron_variant		C23H6orf136				29		33

		BovineHD2300007872		rs109338593		23		28354213		3,492		intergenic_variant						29		33

		BovineHD2300007874		rs133711684		23		28360110		5,898		intron_variant		PPP1R10				29		33

		BovineHD2300007876		rs137851633		23		28367574		7,465		intron_variant		PPP1R10				29		33

		BovineHD2300007879		rs132793351		23		28377719		10,146		intron_variant		PPP1R10				29		33

		BovineHD2300007881		rs41641288		23		28382194		4,476		intron_variant		PPP1R10				29		33

		BovineHD2300007882		rs132680130		23		28385509		3,316		intron_variant		PPP1R10				29		33

		BovineHD2300007884		rs136336084		23		28389212		3,704		3_prime_UTR_variant		PPP1R10				29		33

		BovineHD2300007886		rs110667946		23		28394715		5,504		intergenic_variant						29		33

		BovineHD2300007888		rs108972010		23		28398875		4,161		intergenic_variant						29		33

		BovineHD2300007891		rs110149893		23		28403741		4,867		intron_variant		ABCF1				29		33

		BovineHD2300007894		rs136970868		23		28406991		3,251		intron_variant		ABCF1				29		33

		BovineHD2300007896		rs109493792		23		28409735		2,745		intergenic_variant						29		33

		BovineHD2300007898		rs110942981		23		28413406		3,672		intergenic_variant						29		33

		BovineHD2300007900		rs109591165		23		28417545		4,140		intron_variant		PRR3				29		33

		BovineHD2300007901		rs110243923		23		28420531		2,987		intron_variant		PRR3				29		33

		BovineHD2300007903		rs132797790		23		28424581		4,051		intron_variant		GNL1				29		33

		BovineHD2300007905		rs110839066		23		28426949		2,369		intron_variant		GNL1				29		33

		BovineHD2300007912		rs110354120		23		28431648		4,700		intergenic_variant						29		33

		BovineHD2300007910		rs110689905		23		28435447		3,800		intergenic_variant						29		33

		BovineHD2300007908		rs109507276		23		28440244		4,798		intergenic_variant						29		33

		BovineHD2300007915		rs110041615		23		28444963		4,720		intergenic_variant						29		33

		BovineHD2300007918		rs109140495		23		28451722		6,760		missense_variant		RPP21				29		33

		BovineHD2300007920		rs136575851		23		28453204		1,483		intron_variant		RPP21				29		33

		BovineHD2300007923		rs133037896		23		28456556		3,353		intergenic_variant						29		33

		BovineHD2300007928		rs110377572		23		28464976		8,421		intergenic_variant						29		33

		BovineHD2300007930		rs134202951		23		28468351		3,376		intergenic_variant						29		33

		BovineHD2300007935		rs133419490		23		28482119		13,769		intergenic_variant						29		33

		BovineHD2300007937		rs110849318		23		28486206		4,088		intergenic_variant						29		33

		BovineHD2300007939		rs134921559		23		28490402		4,197		intergenic_variant						29		33

		BovineHD2300007941		rs42029266		23		28494965		4,564		intergenic_variant						29		33

		BovineHD2300007943		rs132695771		23		28498107		3,143		intergenic_variant						29		33

		BovineHD2300007945		rs110486636		23		28500788		2,682		intergenic_variant						29		33

		UA-IFASA-7712		rs41587547		23		28504980		4,193		intergenic_variant						29		33

		BovineHD4100016103		rs41658345		23		28511663		6,684		intergenic_variant						29		33

		BovineHD2300007952		rs109992327		23		28524226		12,564		intergenic_variant						29		33

		BovineHD2300007965		rs110855962		23		28560191		35,966		intergenic_variant						29		33

		BovineHD2300007979		rs110040505		23		28590793		30,603		intergenic_variant						29		33

		BovineHD2300007981		rs110150532		23		28594065		3,273		intergenic_variant						29		33

		BovineHD2300007983		rs132909165		23		28596845		2,781		intergenic_variant						29		33

		BovineHD2300007987		rs110525295		23		28604149		7,305		intergenic_variant						29		33

		BovineHD2300007989		rs133131161		23		28606173		2,025		intergenic_variant						29		33

		BovineHD2300007993		rs134448932		23		28614214		8,042		intergenic_variant						29		33

		BovineHD2300007999		rs136024691		23		28629291		15,078		intergenic_variant						29		33

		BovineHD2300008043		rs134754344		23		28768059		138,769		intergenic_variant						29		33

		BovineHD2300008045		rs133683877		23		28772663		4,605		intergenic_variant						29		33

		BovineHD2300008047		rs136430611		23		28774482		1,820		intergenic_variant						29		33

		BovineHD2300008049		rs136007552		23		28776526		2,045		intergenic_variant						29		33

		BovineHD2300008051		rs136950824		23		28778612		2,087		intergenic_variant						29		33

		BovineHD2300008056		rs134975091		23		28785343		6,732		intergenic_variant						29		33

		BovineHD2300008058		rs134298108		23		28788200		2,858		intergenic_variant						29		33

		BovineHD2300008061		rs110523668		23		28798733		10,534		intergenic_variant						29		33

		BovineHD2300008062		rs137111435		23		28801726		2,994		intergenic_variant						29		33

		BovineHD2300008064		rs110184942		23		28804972		3,247		intron_variant		TRIM15				29		33

		BovineHD4100016104		rs41642115		23		28806779		1,808		intron_variant		TRIM15				29		33

		BovineHD2300008067		rs110439483		23		28808892		2,114		intron_variant		TRIM15				29		33

		BovineHD2300008069		rs110548644		23		28811333		2,442		intron_variant		TRIM15				29		33

		BovineHD2300008072		rs136092545		23		28814399		3,067		intergenic_variant						29		33

		BovineHD2300008074		rs135301495		23		28816953		2,555		intergenic_variant						29		33

		BovineHD2300008076		rs110316340		23		28818791		1,839		intron_variant		TRIM10				29		33

		BovineHD2300008078		rs109476334		23		28822289		3,499		intron_variant		TRIM10				29		33

		BovineHD2300008079		rs109905817		23		28824263		1,975		synonymous_variant		TRIM10				29		33

		BovineHD2300008081		rs109284993		23		28825626		1,364		intron_variant		TRIM10				29		33

		BovineHD2300008083		rs134718228		23		28829534		3,909		missense_variant		TRIM40		Ggt/Agt		29		33

		BovineHD2300008086		rs110125762		23		28833553		4,020		intron_variant		TRIM40				29		33

		BovineHD2300008089		rs136805566		23		28836068		2,516		intron_variant		TRIM40				29		33

		BovineHD2300008091		rs108939431		23		28839035		2,968		intron_variant		TRIM40				29		33

		BovineHD2300008095		rs136161835		23		28845193		6,159		intergenic_variant						29		33

		BovineHD2300008098		rs132780685		23		28849871		4,679		intergenic_variant						29		33

		BovineHD2300008099		rs110086760		23		28853095		3,225		intergenic_variant						29		33

		BovineHD2300008101		rs132726538		23		28855995		2,901		intron_variant		TRIM31				29		33

		BovineHD2300008106		rs110861610		23		28863952		7,958		intron_variant		TRIM31				29		33

		BovineHD2300008109		rs133312583		23		28868872		4,921		missense_variant		TRIM31		Gat/Aat		29		33

		BovineHD2300008113		rs133148387		23		28874534		5,663		intron_variant		TRIM31				29		33

		UA-IFASA-9236		rs41642753		23		28877219		2,686		missense_variant		TRIM31		cGg/cAg		29		33

		BovineHD4100016108		rs41642755		23		28879365		2,147		3_prime_UTR_variant		TRIM31				29		33

		BovineHD2300008120		rs137709537		23		28935375		56,011		intergenic_variant						29		33

		ARS-BFGL-NGS-31638		rs109572712		23		28938903		3,529		missense_variant		ZFP57		Ggg/Tgg		29		33

		BovineHD2300008124		rs132915159		23		28940387		1,485		intron_variant		ZFP57				29		33

		BovineHD2300008126		rs108960359		23		28942331		1,945		intron_variant		ZFP57				29		33

		BovineHD2300008128		rs137141519		23		28944939		2,609		missense_variant		MOG		aAt/aGt		29		33

		BovineHD2300008131		rs136580117		23		28947418		2,480		intron_variant		MOG				29		33

		BovineHD2300008134		rs109505412		23		28951102		3,685		intron_variant		MOG				29		33

		BovineHD2300008136		rs109716980		23		28953077		1,976		intron_variant		MOG				29		33

		BovineHD2300008140		rs110240383		23		28958054		4,978		intergenic_variant						29		33

		BovineHD2300008142		rs109389951		23		28961253		3,200		intergenic_variant						29		33

		BovineHD2300008147		rs136001741		23		28969445		8,193		intergenic_variant						29		33

		BovineHD2300008153		rs109528441		23		28980855		11,411		intron_variant		GABBR1				29		33

		BovineHD2300008155		rs109180004		23		28985719		4,865		intron_variant		GABBR1				29		33

		BovineHD2300008157		rs109934304		23		28987920		2,202		intron_variant		GABBR1				29		33

		ARS-BFGL-NGS-80691		rs110312070		23		28991960		4,041		intron_variant		GABBR1				29		33

		BovineHD2300008162		rs110873309		23		28995203		3,244		intron_variant		GABBR1				29		33

		BovineHD2300008164		rs110042420		23		28997121		1,919		intron_variant		GABBR1				29		33

		BovineHD2300008166		rs110204572		23		28999043		1,923		intron_variant		GABBR1				29		33

		BovineHD2300008168		rs109601524		23		29001677		2,635		intron_variant		GABBR1				29		33

		BovineHD2300008170		rs111020283		23		29003973		2,297		intergenic_variant						29		33

		BovineHD2300008175		rs134916245		23		29009070		5,098		intergenic_variant						29		33

		BovineHD2300008177		rs41257015		23		29013635		4,566		intergenic_variant						29		33

		BovineHD2300008179		rs110706866		23		29017749		4,115		intergenic_variant						29		33

		BovineHD2300008185		rs132909057		23		29037560		19,812		intergenic_variant						29		33

		BovineHD2300008192		rs111010240		23		29059011		21,452		intergenic_variant						29		33

		BovineHD2300008194		rs110595913		23		29063225		4,215		intergenic_variant						29		33

		BovineHD2300008196		rs137338167		23		29067029		3,805		intergenic_variant						29		33

		BovineHD4100016110		rs41255518		23		29072880		5,852		intergenic_variant						29		33

		BovineHD2300008200		rs41604211		23		29075438		2,559		intergenic_variant						29		33

		BovineHD2300008202		rs134930702		23		29080059		4,622		intergenic_variant						29		33

		ARS-BFGL-NGS-105966		rs110812229		23		29101822		21,764		intergenic_variant						29		33

		BovineHD2300008210		rs132718863		23		29108839		7,018		intergenic_variant						29		33

		BovineHD2300008212		rs134636909		23		29114346		5,508		intergenic_variant						29		33

		BovineHD2300008215		rs137170297		23		29118801		4,456		intron_variant		UBD				29		33

		BovineHD2300008220		rs137678796		23		29133485		14,685		intergenic_variant						29		33

		BovineHD2300008222		rs134459332		23		29149925		16,441		intergenic_variant						29		33

		BovineHD2300008224		rs133813403		23		29155048		5,124		intergenic_variant						29		33

		BovineHD2300008227		rs136948539		23		29158610		3,563		intergenic_variant						29		33

		BovineHD2300008232		rs134244325		23		29180205		21,596		intergenic_variant						29		33

		BovineHD2300008236		rs134285170		23		29191050		10,846		intergenic_variant						29		33

		BovineHD2300008239		rs137113406		23		29198023		6,974		intergenic_variant						29		33

		BovineHD2300008244		rs134839191		23		29210103		12,081		intergenic_variant						29		33

		BovineHD2300008269		rs132824156		23		29319430		109,328		intergenic_variant						29		33

		BovineHD2300008271		rs135702077		23		29325564		6,135		intergenic_variant						29		33

		BovineHD2300008273		rs137039386		23		29330133		4,570		intron_variant		OR12D2E				29		33

		BovineHD2300008275		rs136804274		23		29343294		13,162		intergenic_variant						29		33

		BovineHD2300008277		rs136407254		23		29349616		6,323		intergenic_variant						29		33

		BovineHD2300008278		rs133413969		23		29352852		3,237		intergenic_variant						29		33

		BovineHD2300008280		rs136543202		23		29354639		1,788		intergenic_variant						29		33

		BovineHD2300008282		rs137377445		23		29356328		1,690		intergenic_variant						29		33

		BovineHD2300008285		rs109244662		23		29360073		3,746		intergenic_variant						29		33

		BovineHD4100016114		rs41642779		23		29369069		8,997		intergenic_variant						29		33

		BovineHD2300008288		rs134220182		23		29371832		2,764		intergenic_variant						29		33

		BovineHD2300008290		rs136636779		23		29374525		2,694		intergenic_variant						29		33

		BovineHD2300008292		rs109296598		23		29378499		3,975		intergenic_variant						29		33

		BovineHD2300008294		rs110408984		23		29381796		3,298		intergenic_variant						29		33

		BovineHD2300008296		rs133305224		23		29387809		6,014		intron_variant		OR5V1				29		33

		ARS-BFGL-NGS-96241		rs109621402		23		29392824		5,016		intergenic_variant						29		33

		BovineHD2300008300		rs109247305		23		29397552		4,729		intergenic_variant						29		33

		BovineHD2300008303		rs110343544		23		29405131		7,580		intergenic_variant						29		33

		ARS-BFGL-NGS-95687		rs110915730		23		29414179		9,049		intergenic_variant						29		33

		BovineHD2300008308		rs136978308		23		29419829		5,651		intergenic_variant						29		33

		BovineHD2300008310		rs136579505		23		29424629		4,801		intergenic_variant						29		33

		BovineHD2300008312		rs136187101		23		29427631		3,003		intergenic_variant						29		33

		BovineHD2300008314		rs134863318		23		29430911		3,281		intergenic_variant						29		33

		BovineHD2300008317		rs110617074		23		29435629		4,719		intergenic_variant						29		33

		BovineHD2300008319		rs133421150		23		29439878		4,250		intergenic_variant						29		33

		BovineHD2300008322		rs133806140		23		29453754		13,877		intergenic_variant						29		33

		BovineHD2300008329		rs134240841		23		29467571		13,818		intergenic_variant						29		33

		BovineHD2300008334		rs134752170		23		29484394		16,824		intergenic_variant						29		33

		BovineHD2300008345		rs110373794		23		29507416		23,023		intergenic_variant						29		33

		BovineHD2300008349		rs134493368		23		29516215		8,800		intergenic_variant						29		33

		BovineHD2300008360		rs132818848		23		29538955		22,741		intergenic_variant						29		33

		BovineHD2300008369		rs110536813		23		29569522		30,568		intergenic_variant						29		33

		BovineHD2300008374		rs137748736		23		29586411		16,890		intergenic_variant						29		33

		BovineHD2300008385		rs134332679		23		29629555		43,145		intergenic_variant						29		33

		BTA-94041-no-rs		rs41668394		23		29663663		34,109		intergenic_variant						29		33

		BovineHD2300008390		rs133407247		23		29672380		8,718		intergenic_variant						29		33

		BovineHD2300008395		rs110347497		23		29680667		8,288		intergenic_variant						29		33

		BovineHD2300008398		rs133898569		23		29702543		21,877		intron_variant		OR2J3				29		33

		BovineHD2300008401		rs133851220		23		29709370		6,828		intergenic_variant						29		33

		BovineHD2300008404		rs109246185		23		29714253		4,884		intergenic_variant						29		33

		BovineHD2300008408		rs136144770		23		29721976		7,724		intergenic_variant						29		33

		BovineHD2300008413		rs110454861		23		29733528		11,553		intergenic_variant						29		33

		BovineHD2300008415		rs133470904		23		29736420		2,893		intergenic_variant						29		33

		BovineHD2300008417		rs135827022		23		29738533		2,114		intergenic_variant						29		33

		BovineHD2300008419		rs109641746		23		29741706		3,174		intergenic_variant						29		33

		BovineHD2300008421		rs110284287		23		29743673		1,968		intergenic_variant						29		33

		BovineHD2300008424		rs137780653		23		29747298		3,626		intergenic_variant						29		33

		BovineHD2300008429		rs108970266		23		29763442		16,145		intergenic_variant						29		33

		BovineHD2300008432		rs137038690		23		29771487		8,046		intergenic_variant						29		33

		BovineHD2300008436		rs135376843		23		29780854		9,368		intergenic_variant						29		33

		BovineHD2300008438		rs134788339		23		29791727		10,874		intergenic_variant						29		33

		BovineHD2300008445		rs136017924		23		29817580		25,854		intergenic_variant						29		33

		BovineHD2300008448		rs41598839		23		29823228		5,649		intergenic_variant						29		33

		BovineHD2300008451		rs109012651		23		29827635		4,408		intergenic_variant						29		33

		BovineHD2300008460		rs110930987		23		29860009		32,375		intergenic_variant						29		33

		BovineHD2300008466		rs109788172		23		29874986		14,978		intergenic_variant						29		33

		BovineHD2300008471		rs108944506		23		29883846		8,861		intergenic_variant						29		33

		BovineHD2300008476		rs137549134		23		29896428		12,583		intergenic_variant						29		33

		BovineHD2300008512		rs109670963		23		29973210		76,783		intergenic_variant						29		33

		BovineHD2300008514		rs109609843		23		29978908		5,699		intergenic_variant						29		33

		BovineHD2300008517		rs109318937		23		29993120		14,213		intergenic_variant						29		33

		BovineHD2300008520		rs109546793		23		30001140		8,021		intron_variant		ZNF311				29		33

		BovineHD2300008523		rs137312372		23		30004610		3,471		intron_variant		ZNF311				29		33

		BovineHD2300008526		rs134470798		23		30007679		3,070		3_prime_UTR_variant		ZNF311				29		33

		BovineHD2300008528		rs109987575		23		30010876		3,198		intergenic_variant						29		33

		BovineHD2300008534		rs137007928		23		30022813		11,938		intergenic_variant						29		33

		BovineHD2300008536		rs132825953		23		30026474		3,662		intergenic_variant						29		33

		BovineHD2300008539		rs109337614		23		30029518		3,045		intergenic_variant						29		33

		BovineHD2300008545		rs133269373		23		30049148		19,631		intron_variant		TRIM27				29		33

		BovineHD2300008547		rs110886923		23		30052715		3,568		intron_variant		TRIM27				29		33

		BovineHD2300008550		rs110422620		23		30061689		8,975		intergenic_variant						29		33

		BovineHD2300008552		rs136015613		23		30070931		9,243		intergenic_variant						29		33

		BovineHD2300008554		rs109798944		23		30073569		2,639		intergenic_variant						29		33

		BovineHD2300008556		rs41572757		23		30078877		5,309		intergenic_variant						29		33

		BovineHD2300008559		rs134954356		23		30084882		6,006		intergenic_variant						29		33

		BovineHD2300008567		rs137342679		23		30096108		11,227		intergenic_variant						29		33

		BovineHD2300008569		rs133435468		23		30103590		7,483		intergenic_variant						29		33

		BovineHD2300008571		rs136468442		23		30105708		2,119		intergenic_variant						29		33

		BovineHD2300008573		rs134522926		23		30107350		1,643		intergenic_variant						29		33

		BovineHD2300008575		rs43744395		23		30110928		3,579		intergenic_variant						29		33

		BovineHD2300008577		rs132755870		23		30112485		1,558		intergenic_variant						29		33

		BovineHD2300008579		rs29018239		23		30114477		1,993		intergenic_variant						29		33

		BovineHD2300008581		rs134360038		23		30118991		4,515		intergenic_variant						29		33

		BovineHD2300008583		rs136613479		23		30120665		1,675		intergenic_variant						29		33

		BovineHD2300008585		rs137685836		23		30124320		3,656		intergenic_variant						29		33

		BovineHD2300008587		rs134963807		23		30126927		2,608		intergenic_variant						29		33

		BovineHD2300008589		rs133549395		23		30132240		5,314		intergenic_variant						29		33

		BovineHD2300008591		rs109400296		23		30138938		6,699		intergenic_variant						29		33

		BovineHD2300008594		rs135958308		23		30148662		9,725		intergenic_variant						29		33

		BovineHD2300008597		rs132817453		23		30153623		4,962		intergenic_variant						29		33

		BovineHD2300008599		rs109710816		23		30160304		6,682		intergenic_variant						29		33

		BovineHD2300008603		rs136210328		23		30169708		9,405		intergenic_variant						29		33

		BovineHD2300008608		rs109869412		23		30184122		14,415		intergenic_variant						29		33

		BovineHD2300008613		rs108978228		23		30195426		11,305		intergenic_variant						29		33

		BovineHD2300008618		rs109083733		23		30205302		9,877		intergenic_variant						29		33

		BovineHD2300008623		rs135583667		23		30340852		135,551		intron_variant		ZSCAN12				29		33

		BovineHD2300008628		rs133029544		23		30355178		14,327		intron_variant		ZSCAN12				29		33

		BovineHD2300008630		rs135631597		23		30362402		7,225		intergenic_variant						29		33

		BovineHD2300008633		rs135387068		23		30374314		11,913		intron_variant		ZSCAN31				29		33

		BovineHD2300008644		rs136034715		23		30387415		13,102		intergenic_variant						29		33

		BovineHD2300008647		rs133779448		23		30392703		5,289		intron_variant		PGBD1				29		33

		BovineHD2300008649		rs109300123		23		30394473		1,771		intron_variant		PGBD1				29		33

		BovineHD2300008652		rs132822933		23		30404637		10,165		intron_variant		PGBD1				29		33

		BovineHD2300008654		rs110871700		23		30407639		3,003		intron_variant		PGBD1				29		33

		BovineHD2300008656		rs134035884		23		30411228		3,590		intron_variant		PGBD1				29		33

		BTA-06687-no-rs		rs29021044		23		30419716		8,489		intron_variant		ZSCAN26				29		33

		BovineHD2300008660		rs109429653		23		30421554		1,839		missense_variant		ZSCAN26		Aag/Gag		29		33

		BovineHD2300008663		rs136476545		23		30424756		3,203		intron_variant		ZSCAN26				29		33

		BovineHD2300008666		rs136120561		23		30435831		11,076		intergenic_variant						29		33

		BovineHD2300008670		rs136582772		23		30443268		7,438		missense_variant		ZKSCAN4		Aaa/Gaa		29		33

		BovineHD2300008673		rs132890915		23		30446673		3,406		intron_variant		ZKSCAN4				29		33

		BovineHD2300008675		rs137547950		23		30449137		2,465		intron_variant		ZKSCAN4				29		33

		BovineHD2300008677		rs137157215		23		30451086		1,950		intergenic_variant						29		33

		BTA-93796-no-rs		rs41667354		23		30453819		2,734		intergenic_variant						29		33

		BovineHD2300008680		rs134984833		23		30455904		2,086		intergenic_variant						29		33

		BovineHD2300008682		rs133553231		23		30458694		2,791		intergenic_variant						29		33

		BovineHD2300008684		rs110270661		23		30462805		4,112		intergenic_variant						29		33

		BovineHD2300008686		rs109853959		23		30465233		2,429		intron_variant		ZSCAN9				29		33

		BovineHD2300008689		rs134972936		23		30468333		3,101		intergenic_variant						29		33

		BovineHD2300008692		rs109457983		23		30472164		3,832		intergenic_variant						29		33

		ARS-BFGL-NGS-78313		rs109862194		23		30478885		6,722		intergenic_variant						29		33

		BovineHD2300008696		rs109432256		23		30485070		6,186		intergenic_variant						29		33

		BovineHD2300008698		rs134881155		23		30488039		2,970		intergenic_variant						29		33

		BovineHD2300008703		rs137154819		23		30498684		10,646		intergenic_variant						29		33

		BovineHD2300008705		rs109635091		23		30508000		9,317		intergenic_variant						29		33

		BovineHD2300008709		rs133358160		23		30512980		4,981		intergenic_variant						29		33

		BovineHD2300008711		rs110029135		23		30515642		2,663		intergenic_variant						29		33

		BovineHD2300008713		rs137411359		23		30521221		5,580		intron_variant		ZNF389				29		33

		BovineHD2300008716		rs137015987		23		30530717		9,497		intron_variant		ZNF389				29		33

		BovineHD2300008718		rs110092161		23		30536101		5,385		intron_variant		ZKSCAN8				29		33

		BovineHD2300008721		rs136044453		23		30543845		7,745		intron_variant		ZKSCAN8				29		33

		BovineHD2300008723		rs110355022		23		30546106		2,262		intron_variant		ZKSCAN8				29		33

		BovineHD2300008725		rs41642761		23		30547558		1,453		intron_variant		ZKSCAN8				29		33

		BovineHD2300008727		rs135388371		23		30553234		5,677		intergenic_variant						29		33

		BovineHD2300008730		rs134569850		23		30560198		6,965		intergenic_variant						29		33

		BovineHD2300008732		rs109531953		23		30562385		2,188		intron_variant		ZSCAN16				29		33

		BovineHD2300008735		rs137755062		23		30565977		3,593		missense_variant		ZSCAN16		Aca/Gca		29		33

		BovineHD2300008737		rs110700244		23		30567458		1,482		intron_variant		ZSCAN16				29		33

		BovineHD2300008739		rs133769522		23		30570566		3,109		intergenic_variant						29		33

		BovineHD2300008742		rs109907716		23		30573541		2,976		intergenic_variant						29		33

		BTA-56199-no-rs		rs41587619		23		30578676		5,136		intergenic_variant						29		33

		BovineHD2300008746		rs134325739		23		30584796		6,121		intergenic_variant						29		33

		BovineHD2300008749		rs110117619		23		30588438		3,643		intron_variant		ZNF165				29		33

		BovineHD2300008751		rs110812141		23		30591041		2,604		intron_variant		ZNF165				29		33

		BovineHD2300008754		rs110636765		23		30595357		4,317		intron_variant		ZNF165				29		33

		BovineHD2300008756		rs136473029		23		30599115		3,759		intron_variant		ZNF165				29		33

		BovineHD2300008757		rs110502732		23		30602343		3,229		intergenic_variant						29		33

		BovineHD2300008759		rs137751651		23		30605885		3,543		missense_variant		OR1F12		cGt/cAt		29		33

		BovineHD2300008761		rs137517659		23		30608550		2,666		intergenic_variant						29		33

		BovineHD2300008763		rs136881192		23		30610344		1,795		intergenic_variant						29		33

		BovineHD2300008768		rs135393338		23		30617871		7,528		intergenic_variant						29		33

		BovineHD2300008770		NA		23		30620350		2,480								29		33

		ARS-BFGL-NGS-2400		rs110594281		23		30626306		5,957		intergenic_variant						29		33

		BovineHD2300008778		rs110161573		23		30639910		13,605		intergenic_variant						29		33

		BovineHD2300008780		rs136952155		23		30649506		9,597		intergenic_variant						29		33

		BovineHD2300008791		rs109291894		23		30694120		44,615		intergenic_variant								33

		BovineHD2300008795		rs136644722		23		30699636		5,517		intergenic_variant								33

		BovineHD2300008797		rs110597979		23		30705933		6,298		intergenic_variant								33

		BovineHD4100016128		rs109859434		23		30713027		7,095		intergenic_variant								33

		BovineHD2300008801		rs133497163		23		30721765		8,739		intergenic_variant								33

		BovineHD2300008807		rs133375989		23		30724725		2,961		intergenic_variant								33

		BovineHD2300008811		rs133544259		23		30730623		5,899		intergenic_variant								33

		BovineHD2300008813		rs137780738		23		30735048		4,426		intergenic_variant								33

		BovineHD2300008815		rs137383999		23		30742674		7,627		intergenic_variant								33

		BovineHD2300008819		rs136049518		23		30751916		9,243		intergenic_variant								33

		BovineHD2300008822		rs110570732		23		30757097		5,182		intergenic_variant								33

		BovineHD2300008826		rs134443576		23		30768630		11,534		intergenic_variant								33

		BovineHD2300008828		rs109914469		23		30771112		2,483		intergenic_variant								33

		BovineHD2300008830		rs109198710		23		30775123		4,012		intergenic_variant								33

		BovineHD2300008832		rs137214873		23		30780074		4,952		intergenic_variant								33

		BovineHD2300008835		rs136982424		23		30783850		3,777		intergenic_variant								33

		BovineHD2300008839		rs136423324		23		30793286		9,437		intergenic_variant								33

		BovineHD2300008841		rs110847993		23		30798236		4,951		intergenic_variant								33

		BovineHD2300008847		rs110604924		23		30811901		13,666		intergenic_variant								33

		BovineHD2300008849		rs132969461		23		30814677		2,777		intergenic_variant								33

		BovineHD2300008852		rs135448523		23		30817848		3,172		intergenic_variant								33

		BovineHD2300008857		rs133344065		23		30837255		19,408		intergenic_variant								33

		BovineHD2300008861		rs135002082		23		30845343		8,089		intergenic_variant								33

		BovineHD2300008863		rs136989457		23		30848562		3,220		intergenic_variant								33

		BovineHD2300008865		rs136673785		23		30854848		6,287		intergenic_variant								33

		BovineHD4100016129		rs137552764		23		30856662		1,815		intergenic_variant								33

		BovineHD4100016131		rs41592601		23		30867398		10,737		intergenic_variant								33

		BovineHD2300008870		rs134372826		23		30881325		13,928		intergenic_variant								33

		BovineHD2300008873		rs132841176		23		30886827		5,503		intergenic_variant								33

		BovineHD2300008876		rs135704981		23		30893256		6,430		intergenic_variant								33

		BovineHD2300008883		rs135472190		23		30912124		18,869		intergenic_variant								33

		BovineHD2300008885		rs109482583		23		30926052		13,929		intergenic_variant								33

		BovineHD2300008888		rs109047995		23		30933294		7,243		intergenic_variant								33

		BovineHD2300008890		rs134987458		23		30942660		9,367		intergenic_variant								33

		BovineHD2300008891		rs135879821		23		30950676		8,017		intergenic_variant								33

		BovineHD2300008895		rs136671193		23		30961810		11,135		intergenic_variant								33

		BovineHD2300008897		rs109607653		23		30973583		11,774		intergenic_variant								33

		BovineHD2300008899		rs134894532		23		30976528		2,946		intergenic_variant								33

		BovineHD2300008903		rs135731036		23		30992726		16,199		intergenic_variant								33

		BovineHD2300008905		rs134525806		23		30996451		3,726		intergenic_variant								33

		BovineHD2300008907		rs133430676		23		31003590		7,140		intergenic_variant								33

		BovineHD2300008909		rs109183391		23		31007073		3,484		intergenic_variant								33

		BovineHD2300008910		rs133534601		23		31010377		3,305		intergenic_variant								33

		BovineHD2300008912		rs136198609		23		31012185		1,809		intergenic_variant								33

		BovineHD2300008916		rs136621887		23		31029173		16,989		intergenic_variant								33

		BovineHD2300008926		rs133275344		23		31053744		24,572		intergenic_variant								33

		BovineHD2300008928		rs135514811		23		31055991		2,248		intergenic_variant								33

		BovineHD2300008931		rs137757967		23		31063056		7,066		intergenic_variant								33

		BovineHD2300008933		rs137361098		23		31066008		2,953		intergenic_variant								33

		BovineHD2300008935		rs133798984		23		31076078		10,071		intergenic_variant								33

		BovineHD2300008942		rs137608705		23		31107555		31,478		intergenic_variant								33

		BovineHD2300008948		rs135592236		23		31123096		15,542		intergenic_variant								33

		BovineHD2600001309		rs134789280		26		5826495				intergenic_variant								34

		BovineHD2600001311		rs133721339		26		5828260		1,766		intergenic_variant								34

		BovineHD2600001313		rs136128209		26		5831579		3,320		intergenic_variant								34

		BovineHD2600001316		rs132745470		26		5841794		10,216		intergenic_variant								34

		BovineHD2600001318		rs109961736		26		5847320		5,527		intergenic_variant								34

		BovineHD2600001320		rs110763610		26		5853224		5,905		intergenic_variant								34

		BovineHD2600001322		rs110029800		26		5856889		3,666		intergenic_variant								34

		BovineHD2600001324		rs109566691		26		5868830		11,942		intergenic_variant								34

		BovineHD2600001325		rs109243956		26		5878712		9,883		intergenic_variant								34

		BovineHD2600001328		rs135900835		26		5893198		14,487		intergenic_variant								34

		BovineHD2600001330		rs110266829		26		5902327		9,130		intergenic_variant								34

		BovineHD2600001332		rs133996116		26		5908367		6,041		intergenic_variant								34

		BovineHD2600001334		rs109440574		26		5931222		22,856		intergenic_variant								34

		BovineHD2600001337		rs109589326		26		5943850		12,629		intergenic_variant								34

		BovineHD2600001345		rs110467913		26		5978513		34,664		intergenic_variant								34

		BovineHD2600001347		rs110464340		26		6014961		36,449		intergenic_variant								34

		BovineHD2600001349		rs109583886		26		6017436		2,476		intergenic_variant								34

		BovineHD2600001351		rs110143553		26		6021991		4,556		intergenic_variant								34

		BovineHD2600001353		rs134660878		26		6026124		4,134		intergenic_variant								34

		BovineHD2600001355		rs109479632		26		6033364		7,241		intergenic_variant								34

		BovineHD2600001357		rs136474483		26		6038501		5,138		intergenic_variant								34

		BovineHD2600001359		rs109162550		26		6042165		3,665		intergenic_variant								34

		BovineHD2600001361		rs110698522		26		6044100		1,936		intergenic_variant								34

		BovineHD2600001368		rs109345255		26		6066919		22,820		intergenic_variant								34

		BovineHD2600001370		rs109442289		26		6073283		6,365		intergenic_variant								34

		BovineHD2600001372		rs136469797		26		6078596		5,314		intergenic_variant								34

		BovineHD2600001374		rs109425785		26		6088515		9,920		intergenic_variant								34

		BovineHD2600001376		rs110889271		26		6092179		3,665		intergenic_variant								34

		BovineHD2600001379		rs137726853		26		6096258		4,080		intergenic_variant								34

		BovineHD2600001382		rs132886886		26		6101721		5,464		intergenic_variant								34

		BovineHD2600001384		rs134989301		26		6104179		2,459		intergenic_variant								34

		BovineHD2600001386		rs137152529		26		6110415		6,237		intergenic_variant								34

		BovineHD2600001388		rs109938932		26		6117648		7,234		intergenic_variant								34

		BovineHD2600001390		rs136357359		26		6119373		1,726		intergenic_variant								34

		BovineHD2600015102		rs109450186		26		6130062		10,690		intergenic_variant								34

		BovineHD2600001393		rs136169812		26		6145361		15,300		intergenic_variant								34

		BovineHD2600001395		rs137323856		26		6148577		3,217		intergenic_variant								34

		BovineHD2600001398		rs109693742		26		6164692		16,116		intergenic_variant								34

		BovineHD2600001400		rs108992257		26		6171437		6,746		intergenic_variant								34

		BovineHD4100017635		rs109620658		26		6184173		12,737		intergenic_variant								34

		BovineHD2600001408		rs136142843		26		6190177		6,005		intergenic_variant								34

		BovineHD2600001414		rs109930728		26		6200542		10,366		intergenic_variant								34

		BovineHD2600001416		rs110296154		26		6209170		8,629		intergenic_variant								34

		BovineHD2600001420		rs109599197		26		6232020		22,851		intergenic_variant								34

		BovineHD2600001422		rs110055682		26		6236775		4,756		intergenic_variant								34

		BovineHD2600001425		rs110142742		26		6246598		9,824		intergenic_variant								34

		BovineHD4100017636		rs134520860		26		6251519		4,922		intergenic_variant								34

		BovineHD2600001429		rs135949145		26		6261809		10,291		intergenic_variant								34

		BovineHD2600001431		rs137098592		26		6267513		5,705		intergenic_variant								34

		Hapmap42273-BTA-61984		rs41584097		26		6276888		9,376		intergenic_variant								34

		BovineHD2600001439		rs133420781		26		6320467		43,580		intergenic_variant								34

		BovineHD2600001441		rs109280776		26		6328364		7,898		intergenic_variant								34

		BovineHD2600001445		rs133970220		26		6342599		14,236		intergenic_variant								34

		BovineHD2600001449		rs137443042		26		6356910		14,312		intergenic_variant								34

		BovineHD2600001452		rs135643906		26		6359532		2,623		intergenic_variant								34

		BovineHD2600001455		rs134166538		26		6362935		3,404		intergenic_variant								34

		BovineHD2600001458		rs136866714		26		6369976		7,042		intergenic_variant								34

		BovineHD2600001464		rs43181717		26		6392136		22,161		intergenic_variant								34

		BovineHD2600001471		rs109356612		26		6423714		31,579		intergenic_variant								34

		Hapmap49077-BTA-19819		rs41627218		26		6425789		2,076		intergenic_variant								34

		BovineHD2600001474		rs43689069		26		6438946		13,158		intergenic_variant								34

		BovineHD2600001476		rs43689071		26		6442237		3,292		intergenic_variant								34

		BovineHD2600001478		rs110337055		26		6445284		3,048		intergenic_variant								34

		BovineHD2600001481		rs43689092		26		6467923		22,640		intergenic_variant								34

		BovineHD2600001483		rs137779985		26		6486703		18,781		intergenic_variant								34

		BovineHD2600001485		rs137219668		26		6503115		16,413		intergenic_variant								34

		BovineHD2600001491		rs43689653		26		6531677		28,563		intergenic_variant								34

		BovineHD2600001493		rs43689635		26		6542797		11,121		intergenic_variant								34

		BovineHD2600001495		rs109635274		26		6551580		8,784		intergenic_variant								34

		BovineHD2600001498		rs136307578		26		6570231		18,652		intergenic_variant								34

		BovineHD2600001503		rs42085375		26		6623147		52,917		intergenic_variant								34

		BovineHD2600001507		rs134808090		26		6638856		15,710		intergenic_variant								34

		BovineHD2600001511		rs136264712		26		6650438		11,583		intergenic_variant								34

		BovineHD2600001513		rs42084752		26		6656002		5,565		intergenic_variant								34

		BovineHD2600001517		rs43689709		26		6662116		6,115		intergenic_variant								34

		BovineHD2600001520		rs133554382		26		6687990		25,875		intergenic_variant								34

		BovineHD2600001524		rs43690236		26		6715750		27,761		intergenic_variant								34

		BovineHD2600001527		rs134674589		26		6728824		13,075		intergenic_variant								34

		BovineHD2600001529		rs133580901		26		6736101		7,278		intergenic_variant								34

		BovineHD2600001530		rs135944505		26		6742626		6,526		intergenic_variant								34

		BovineHD2600001532		rs133982490		26		6752231		9,606		intergenic_variant								34

		BovineHD2600001537		rs43015814		26		6765352		13,122		intergenic_variant								34

		BovineHD2600001540		rs43015826		26		6782792		17,441		intergenic_variant								34

		BovineHD2600001542		rs42081767		26		6790956		8,165		intergenic_variant								34

		BovineHD2600001544		rs137323498		26		6795324		4,369		intergenic_variant								34

		BovineHD2600001546		rs42081816		26		6799247		3,924		intergenic_variant								34

		BovineHD2600001548		rs110913876		26		6801994		2,748		intergenic_variant								34

		BovineHD2600001551		rs42081825		26		6807584		5,591		intergenic_variant								34

		BovineHD2600001553		rs42081828		26		6812051		4,468		intergenic_variant								34

		BovineHD2600001559		rs135011715		26		6848137		36,087		intron_variant		DKK1						34

		BovineHD2600001561		rs134321153		26		6852662		4,526		intergenic_variant								34

		BovineHD2600001569		rs110815777		26		6912530		59,869		intron_variant		PRKG1						34

		BovineHD2600001574		rs110522974		26		6929000		16,471		intron_variant		PRKG1						34

		BovineHD2600001577		rs133842639		26		6939639		10,640		intron_variant		PRKG1						34

		BovineHD2600001579		rs132762899		26		6944017		4,379		intron_variant		PRKG1						34

		BovineHD2600001583		rs111018219		26		6948555		4,539		intron_variant		PRKG1						34

		BovineHD2600001586		rs134797277		26		6963134		14,580		intron_variant		PRKG1						34

		BovineHD2600001591		rs133431022		26		6974739		11,606		intron_variant		PRKG1						34

		BovineHD2600001593		rs109685836		26		6986245		11,507		intron_variant		PRKG1						34

		BovineHD2600001596		rs134810843		26		6996136		9,892		intron_variant		PRKG1						34

		BovineHD2600001598		rs110897994		26		7006687		10,552		intron_variant		PRKG1						34

		BovineHD2600001599		rs134955015		26		7012237		5,551		intron_variant		PRKG1						34

		BovineHD2600001604		rs109999676		26		7019239		7,003		intron_variant		PRKG1						34

		BovineHD2600001606		rs110094300		26		7021736		2,498		intron_variant		PRKG1						34

		BovineHD2600001608		rs137103468		26		7024149		2,414		intron_variant		PRKG1						34

		BovineHD2600001611		rs134365842		26		7033704		9,556		intron_variant		PRKG1						34

		ARS-BFGL-NGS-106308		rs110926929		26		7054175		20,472		intron_variant		PRKG1						34

		BovineHD2600001619		rs109399100		26		7064485		10,311		intron_variant		PRKG1						34

		BovineHD2600001622		rs133986684		26		7100881		36,397		intergenic_variant								34

		BovineHD2600001626		rs43067873		26		7115275		14,395		intergenic_variant								34

		BovineHD2600001636		rs137617692		26		7158520		43,246		intergenic_variant								34

		BovineHD2600001638		rs134994914		26		7160790		2,271		intergenic_variant								34

		BovineHD2600001640		rs134182230		26		7172818		12,029		intergenic_variant								34

		BovineHD2600001644		rs135338295		26		7182836		10,019		intergenic_variant								34

		BovineHD2600001651		rs42777604		26		7192618		9,783		intergenic_variant								34

		BovineHD2600001653		rs137051521		26		7201233		8,616		intergenic_variant								34

		BovineHD2600001656		rs42775515		26		7213594		12,362		intergenic_variant								34

		BovineHD2600001658		rs133184121		26		7214822		1,229		intergenic_variant								34

		BovineHD2600001661		rs42775488		26		7217675		2,854		intergenic_variant								34

		BovineHD2600001666		rs42774626		26		7227074		9,400		intergenic_variant								34

		BovineHD2600001670		rs43201091		26		7231549		4,476		intergenic_variant								34

		BovineHD2600001672		rs110674698		26		7235940		4,392		intergenic_variant								34

		BovineHD2600001674		rs42084229		26		7239827		3,888		intergenic_variant								34

		BovineHD2600001676		rs134421755		26		7245144		5,318		intergenic_variant								34

		BovineHD2600001680		rs137728138		26		7259088		13,945		intergenic_variant								34

		BovineHD2600001683		rs42083610		26		7267793		8,706		intergenic_variant								34

		BovineHD2600001686		rs42083599		26		7278205		10,413		intergenic_variant								34

		BovineHD2600001688		rs42083581		26		7285085		6,881		intergenic_variant								34

		BovineHD2600001691		rs42083558		26		7303437		18,353		intergenic_variant								34

		BovineHD2600001694		rs42083569		26		7309056		5,620		intergenic_variant								34

		BovineHD2600001698		rs42083122		26		7319224		10,169		intergenic_variant								34

		Hapmap38617-BTA-61974		rs41650536		26		7323964		4,741		intergenic_variant								34

		BovineHD2600001704		rs109592965		26		7350174		26,211		intergenic_variant								34

		BTB-00922910		rs42083098		26		7363890		13,717		intergenic_variant								34

		BovineHD2600001710		rs42083082		26		7382935		19,046		intergenic_variant								34

		BovineHD2600001717		rs109971209		26		7417879		34,945		intergenic_variant								34

		BovineHD2600001719		rs110371360		26		7420638		2,760		intergenic_variant								34

		BovineHD2600001759		rs42082986		26		7474132		53,495		intergenic_variant								34

		BovineHD2600001743		rs109180522		26		7521666		47,535		intergenic_variant								34

		BovineHD2600001779		rs137446165		26		7525288		3,623		intergenic_variant								34

		BovineHD2600001785		rs42082264		26		7553993		28,706		intergenic_variant								34

		BovineHD2600001790		rs137618238		26		7581457		27,465		intergenic_variant								34

		BovineHD2600001799		rs136484796		26		7607830		26,374		intergenic_variant								34

		BovineHD2600001801		rs135602920		26		7611223		3,394		intergenic_variant								34

		BovineHD2600001804		rs134219663		26		7614710		3,488		intergenic_variant								34

		BovineHD2600001806		rs132779234		26		7616223		1,514		intergenic_variant								34

		BovineHD2600001808		rs42780371		26		7618762		2,540		intergenic_variant								34

		BovineHD2600001810		rs134196381		26		7623563		4,802		intergenic_variant								34

		BovineHD2600001813		rs110666983		26		7626206		2,644		intergenic_variant								34

		BovineHD2600001815		rs133298497		26		7629172		2,967		intergenic_variant								34

		BovineHD2600001817		rs110836628		26		7631468		2,297		intergenic_variant								34

		BovineHD2600001819		rs135187261		26		7632971		1,504		intergenic_variant								34

		BovineHD2600001822		rs136883440		26		7638624		5,654		intergenic_variant								34

		BovineHD2600001825		rs110430778		26		7642129		3,506		intergenic_variant								34

		BovineHD2600001827		rs109529679		26		7643959		1,831		intergenic_variant								34

		BovineHD2600001829		rs110309077		26		7646795		2,837		intergenic_variant								34

		BovineHD2600001832		rs109332829		26		7656057		9,263		intergenic_variant								34

		BovineHD2600001844		rs109197464		26		7674515		18,459		intergenic_variant								34

		BovineHD2600001847		rs42241621		26		7677268		2,754		intergenic_variant								34

		BovineHD2600001849		rs110342098		26		7681597		4,330		intergenic_variant								34

		BovineHD2600001853		rs42241594		26		7687959		6,363		intergenic_variant								34

		BovineHD4100017643		rs41619667		26		7700656		12,698		intergenic_variant								34

		BovineHD2600001862		rs111010860		26		7705237		4,582		intergenic_variant								34

		BovineHD2600001866		rs136994550		26		7713102		7,866		intergenic_variant								34

		BovineHD2600001868		rs42233377		26		7719171		6,070		intergenic_variant								34

		BovineHD2600001870		rs42233362		26		7724051		4,881		intergenic_variant								34

		BovineHD2600001872		rs42233358		26		7727559		3,509		intergenic_variant								34

		BovineHD2600001874		rs42233349		26		7730383		2,825		intergenic_variant								34

		BovineHD2600001876		rs42233341		26		7736938		6,556		intergenic_variant								34

		BovineHD2600001878		rs42242717		26		7740131		3,194		intergenic_variant								34

		BovineHD2600001880		rs133390289		26		7751190		11,060		intergenic_variant								34

		BovineHD2600001887		rs42242652		26		7760511		9,322		intergenic_variant								34

		BovineHD2600001889		rs133169000		26		7762540		2,030		intergenic_variant								34

		BovineHD2600001894		rs134032082		26		7783090		20,551		intergenic_variant								34

		BovineHD2600001900		rs110655421		26		7793102		10,013		intergenic_variant								34

		BovineHD2600001902		rs109523331		26		7801613		8,512		intergenic_variant								34

		BovineHD2600001904		rs134536064		26		7804372		2,760		intergenic_variant								34

		BovineHD2600001908		rs42233424		26		7815925		11,554		intergenic_variant								34

		BovineHD2600001912		rs109155489		26		7822607		6,683		intergenic_variant								34

		BovineHD2600001915		rs43003099		26		7830101		7,495		intergenic_variant								34

		BovineHD2600001917		rs43003116		26		7832034		1,934		intergenic_variant								34

		BovineHD2600001919		rs132918931		26		7833632		1,599		intergenic_variant								34

		BTB-01078331		rs42234268		26		7875261		41,630		intergenic_variant								34

		BovineHD2600001933		rs42234256		26		7897858		22,598		intergenic_variant								34

		BTA-113588-no-rs		rs41572003		26		7907227		9,370		intergenic_variant								34

		BovineHD2600001938		rs42234283		26		7913979		6,753		intergenic_variant								34

		BovineHD2600001940		rs110178265		26		7922713		8,735		intergenic_variant								34

		BovineHD2600001942		rs110344100		26		7925569		2,857		intergenic_variant								34

		BovineHD2600001950		rs42234304		26		7966937		41,369		intergenic_variant								34

		BovineHD2600001954		rs133801873		26		7989387		22,451		intergenic_variant								34

		BovineHD2600001956		rs135728239		26		7991893		2,507		intergenic_variant								34

		BovineHD2600001960		rs109431521		26		7995728		3,836		intergenic_variant								34

		BovineHD2600001968		rs137593616		26		8023594		27,867		intergenic_variant								34

		BovineHD2600001981		rs42235601		26		8041679		18,086		intergenic_variant								34

		BovineHD2600001983		rs42235578		26		8048518		6,840		intergenic_variant								34

		BovineHD2600001986		rs42235124		26		8054437		5,920		intergenic_variant								34

		BovineHD2600001989		rs42235109		26		8060779		6,343		intergenic_variant								34

		BovineHD2600001991		rs42235092		26		8062907		2,129		intergenic_variant								34

		BovineHD4100017646		rs41572007		26		8070619		7,713		intergenic_variant								34

		BovineHD2600001994		rs109550338		26		8080072		9,454		intergenic_variant								34

		BovineHD4100017647		rs41619664		26		8085926		5,855		intergenic_variant								34

		BovineHD2600001997		rs135977832		26		8088819		2,894		intergenic_variant								34

		BovineHD2600001999		rs135180229		26		8093821		5,003		intergenic_variant								34

		BovineHD2600006639		rs42094935		26		25201152		17,107,332		intergenic_variant								35

		BovineHD2600006641		rs42102303		26		25213026		11,875		intron_variant		SORCS3						35

		BovineHD2600006643		rs42102319		26		25217727		4,702		intron_variant		SORCS3						35

		BovineHD2600006645		rs109455423		26		25223909		6,183		intron_variant		SORCS3						35

		BovineHD2600006654		rs42102238		26		25297708		73,800		intron_variant		SORCS3						35

		BovineHD2600006657		rs42101225		26		25306680		8,973		intron_variant		SORCS3						35

		BovineHD2600006661		rs42101221		26		25310578		3,899		intron_variant		SORCS3						35

		BovineHD4100017796		rs41606734		26		25328814		18,237		intron_variant		SORCS3						35

		BovineHD2600006674		rs42101166		26		25354119		25,306		intron_variant		SORCS3						35

		BovineHD2600006676		rs134532155		26		25358261		4,143		intron_variant		SORCS3						35

		BovineHD2600006678		rs42101151		26		25364812		6,552		intron_variant		SORCS3						35

		BovineHD2600006681		rs42100223		26		25369026		4,215		intron_variant		SORCS3						35

		BovineHD2600006683		rs42100211		26		25371117		2,092		intron_variant		SORCS3						35

		BovineHD2600006685		rs42100196		26		25372687		1,571		intron_variant		SORCS3						35

		BovineHD2600006688		rs135651983		26		25374909		2,223		intron_variant		SORCS3						35

		BovineHD2600006690		rs134069588		26		25376361		1,453		intron_variant		SORCS3						35

		BovineHD2600006692		rs110671716		26		25379488		3,128		intron_variant		SORCS3						35

		BovineHD2600006694		rs110817409		26		25382307		2,820		intron_variant		SORCS3						35

		BovineHD2600006697		rs42100141		26		25389540		7,234		intron_variant		SORCS3						35

		BovineHD2600006699		rs42100131		26		25391547		2,008		intron_variant		SORCS3						35

		BovineHD2600006702		rs110437823		26		25397092		5,546		intron_variant		SORCS3						35

		BovineHD2600006704		rs42099007		26		25399239		2,148		intron_variant		SORCS3						35

		BovineHD2600006706		rs42098998		26		25406560		7,322		intron_variant		SORCS3						35

		BovineHD2600006708		rs110136845		26		25407755		1,196		intron_variant		SORCS3						35

		BovineHD2600006710		rs109119298		26		25408794		1,040		intron_variant		SORCS3						35

		BovineHD2600006712		rs133235097		26		25412732		3,939		intron_variant		SORCS3						35

		BovineHD2600006715		rs133577892		26		25415277		2,546		intron_variant		SORCS3						35

		BovineHD2600006721		rs42097930		26		25421932		6,656		intron_variant		SORCS3						35

		BovineHD2600006723		rs42097918		26		25423803		1,872		intron_variant		SORCS3						35

		BovineHD2600006725		rs42097897		26		25425139		1,337		intron_variant		SORCS3						35

		BovineHD2600006727		rs109580517		26		25427026		1,888		intron_variant		SORCS3						35

		BovineHD2600006729		rs109093757		26		25428651		1,626		intron_variant		SORCS3						35

		BovineHD2600006732		rs136077663		26		25431114		2,464		intron_variant		SORCS3						35

		BovineHD2600006738		rs42097879		26		25437702		6,589		intron_variant		SORCS3						35

		BovineHD2600006743		rs42097857		26		25441604		3,903		intron_variant		SORCS3						35

		BovineHD2600006744		rs136932995		26		25442921		1,318		intron_variant		SORCS3						35

		BovineHD2600006746		rs136657999		26		25444927		2,007		intron_variant		SORCS3						35

		BovineHD2600006748		rs135644841		26		25455997		11,071		intron_variant		SORCS3						35

		BovineHD2600007075		rs133763950		26		25473322		17,326		intron_variant		SORCS3						35

		BovineHD2600006757		rs135346276		26		25487367		14,046		intron_variant		SORCS3						35

		BovineHD2600006772		rs132774633		26		25532406		45,040		intron_variant		SORCS3						35

		BovineHD2600006781		rs43745288		26		25556783		24,378		intron_variant		SORCS3						35

		BovineHD2600006785		rs43739393		26		25568919		12,137		intron_variant		SORCS3						35

		BovineHD2600006796		rs42109884		26		25599482		30,564		intron_variant		SORCS3						35

		BovineHD2600006803		rs133581604		26		25624158		24,677		intron_variant		SORCS3						35

		BovineHD2600006818		rs109770625		26		25674327		50,170		intron_variant		SORCS3						35

		ARS-BFGL-NGS-58121		rs42108937		26		25700527		26,201		intron_variant		SORCS3						35

		BovineHD2600006828		rs133856704		26		25711231		10,705		intron_variant		SORCS3						35

		BovineHD2600006830		rs110665162		26		25712922		1,692		intron_variant		SORCS3						35

		BovineHD2600006832		rs42108412		26		25715215		2,294		intron_variant		SORCS3						35

		BovineHD2600006835		rs42108408		26		25718278		3,064		intron_variant		SORCS3						35

		BovineHD2600006838		rs136362206		26		25722328		4,051		intron_variant		SORCS3						35

		BovineHD2600006840		rs134073064		26		25739689		17,362		intron_variant		SORCS3						35

		BovineHD2600006843		rs109392069		26		25754434		14,746		intron_variant		SORCS3						35

		BovineHD2600006844		rs42108347		26		25757202		2,769		intron_variant		SORCS3						35

		BovineHD2600006855		rs133960513		26		25787064		29,863		intron_variant		SORCS3						35

		BovineHD2600006858		rs42096266		26		25809196		22,133		intron_variant		SORCS3						35

		BovineHD2600006869		rs137325399		26		25852584		43,389		intron_variant		SORCS3						35

		BovineHD2600006873		rs109420242		26		25856081		3,498		intron_variant		SORCS3						35

		BovineHD2600006876		rs42094321		26		25858079		1,999		intron_variant		SORCS3						35

		BovineHD2600006878		rs110130285		26		25862074		3,996		intron_variant		SORCS3						35

		BovineHD2600006881		rs135137805		26		25865001		2,928		intron_variant		SORCS3						35

		BovineHD2600006883		rs134424973		26		25867199		2,199		intron_variant		SORCS3						35

		BovineHD2600006888		rs42094261		26		25879827		12,629		intron_variant		SORCS3						35

		BovineHD2600006890		rs110202354		26		25884432		4,606		intron_variant		SORCS3						35

		BovineHD2600006892		rs42094252		26		25886660		2,229		intron_variant		SORCS3						35

		ARS-BFGL-NGS-1970		rs110103155		26		25905314		18,655		intron_variant		SORCS3						35

		BovineHD2600006907		rs42093413		26		25923458		18,145		intron_variant		SORCS3						35

		BovineHD2600006912		rs42094232		26		25933151		9,694		intron_variant		SORCS3						35

		BovineHD2600006914		rs42094237		26		25935015		1,865		intron_variant		SORCS3						35

		BovineHD2600006919		rs135080698		26		25959979		24,965		intron_variant		SORCS3						35

		BovineHD2600006931		rs134374012		26		25995398		35,420		intron_variant		SORCS3						35

		BovineHD2600006936		rs133541857		26		26002253		6,856		intron_variant		SORCS3						35

		BovineHD2600006941		rs42100083		26		26019623		17,371		intron_variant		SORCS3						35

		BovineHD2600006943		rs42100080		26		26022373		2,751		intron_variant		SORCS3						35

		BovineHD2600006946		rs137366905		26		26032629		10,257		intron_variant		SORCS3						35

		BovineHD2600006950		rs42100058		26		26037318		4,690		intron_variant		SORCS3						35

		BovineHD2600006953		rs134087360		26		26049163		11,846		intron_variant		SORCS3						35

		BovineHD2600006955		rs109246735		26		26055039		5,877		intron_variant		SORCS3						35

		BovineHD2600006959		rs42099393		26		26066278		11,240		intron_variant		SORCS3						35

		BovineHD2600006962		rs42099383		26		26070370		4,093		intron_variant		SORCS3						35

		BovineHD2600006965		rs42098826		26		26075223		4,854		intron_variant		SORCS3						35

		BovineHD2600006970		rs110505437		26		26082911		7,689		intron_variant		SORCS3						35

		BovineHD2600006974		rs42098206		26		26093482		10,572		intron_variant		SORCS3						35

		BovineHD2600006977		rs136303306		26		26102739		9,258		intron_variant		SORCS3						35

		BovineHD4100017807		rs41646861		26		26107858		5,120		intron_variant		SORCS3						35

		BovineHD4100017809		rs29025946		26		26117025		9,168		intron_variant		SORCS3						35

		BovineHD2600006989		rs42097273		26		26122286		5,262		intron_variant		SORCS3						35

		BovineHD4100017810		rs109230830		26		26131515		9,230		intron_variant		SORCS3						35

		BovineHD2600006997		rs109462487		26		26138672		7,158		intron_variant		SORCS3						35

		BovineHD2600007001		rs109924988		26		26146223		7,552		intron_variant		SORCS3						35

		BovineHD2600007005		rs42280708		26		26154025		7,803		intron_variant		SORCS3						35

		BovineHD2600007008		rs137424607		26		26157930		3,906		intron_variant		SORCS3						35

		BovineHD2600007011		rs110097840		26		26169541		11,612		intron_variant		SORCS3						35

		BovineHD2600010873		rs135276288		26		39245239		13,075,699		intron_variant		EIF3A						36

		BovineHD2600010875		rs134084634		26		39263779		18,541		intron_variant		EIF3A						36

		BovineHD2600010877		rs132807752		26		39275377		11,599		intergenic_variant								36

		BovineHD2600010879		rs109884337		26		39281814		6,438		intergenic_variant								36

		BovineHD2600010881		rs110342805		26		39286541		4,728		intergenic_variant								36

		ARS-BFGL-NGS-5121		rs110948651		26		39297675		11,135		intron_variant		FAM45A						36

		BovineHD2600010888		rs136404163		26		39304397		6,723		synonymous_variant		DENND10						36

		BovineHD2600010890		rs111024941		26		39305962		1,566		intron_variant		DENND10						36

		BovineHD2600010892		rs111028780		26		39309866		3,905		intergenic_variant								36

		BovineHD2600010894		rs132780804		26		39319604		9,739		intron_variant		SFXN4						36

		BovineHD2600010897		rs132652836		26		39323607		4,004		intron_variant		SFXN4						36

		BovineHD2600010899		rs109358595		26		39333397		9,791		intron_variant		PRDX3						36

		BovineHD2600010901		rs109893915		26		39336591		3,195		intron_variant		PRDX3						36

		BovineHD2600010906		NA		26		39357729		21,139										36

		BovineHD4100017951		rs135745955		26		39375323		17,595		intron_variant		GRK5						36

		BovineHD2600010910		rs136216432		26		39388489		13,167		intron_variant		GRK5						36

		BovineHD2600010912		rs109070276		26		39390335		1,847		intron_variant		GRK5						36

		BovineHD2600010914		rs109778543		26		39392174		1,840		intron_variant		GRK5						36

		BovineHD2600010916		rs110131337		26		39394195		2,022		intron_variant		GRK5						36

		BovineHD2600010918		rs110093512		26		39398486		4,292		intron_variant		GRK5						36

		BovineHD2600010920		rs109379195		26		39403349		4,864		intron_variant		GRK5						36

		BovineHD2600010922		rs109032890		26		39405573		2,225		intron_variant		GRK5						36

		BovineHD2600010924		rs110031938		26		39408931		3,359		intron_variant		GRK5						36

		BovineHD2600010928		rs108957234		26		39417446		8,516		intron_variant		GRK5						36

		BovineHD2600010932		rs134635058		26		39426993		9,548		intron_variant		GRK5						36

		BovineHD4100017952		rs41648222		26		39429884		2,892		intron_variant		GRK5						36

		BovineHD2600010936		rs137692668		26		39438847		8,964		intron_variant		GRK5						36

		BovineHD2600010939		rs133119079		26		39441575		2,729		intron_variant		GRK5						36

		BovineHD2600010942		rs132814005		26		39449940		8,366		intron_variant		GRK5						36

		BovineHD2600010946		rs136577869		26		39454438		4,499		intron_variant		GRK5						36

		BovineHD2600010949		rs135556723		26		39457389		2,952		intron_variant		GRK5						36

		BovineHD2600010952		rs135373662		26		39459891		2,503		intron_variant		GRK5						36

		BovineHD2600010954		rs137289800		26		39461596		1,706		intron_variant		GRK5						36

		BovineHD2600010957		rs135140111		26		39466162		4,567		intron_variant		GRK5						36

		BovineHD2600010961		rs109025076		26		39474918		8,757		intron_variant		GRK5						36

		BovineHD2600010963		rs110043249		26		39479727		4,810		intron_variant		GRK5						36

		BovineHD2600010965		rs111029547		26		39482286		2,560		intron_variant		GRK5						36

		BovineHD2600010967		rs132813691		26		39485208		2,923		intron_variant		GRK5						36

		BovineHD2600010969		rs110531113		26		39488321		3,114		intron_variant		GRK5						36

		BovineHD2600010973		rs110451919		26		39494226		5,906		intron_variant		GRK5						36

		BovineHD2600010979		rs110156067		26		39521258		27,033		intron_variant		GRK5						36

		BovineHD2600010981		rs110139427		26		39534389		13,132		intron_variant		GRK5						36

		Hapmap8756-BTA-61552		rs41648224		26		39555231		20,843		intron_variant		GRK5						36

		BovineHD2600010988		rs110761372		26		39578526		23,296		intron_variant		GRK5						36

		BovineHD2600010990		rs135519157		26		39586831		8,306		intron_variant		GRK5						36

		BovineHD2600010998		rs110956716		26		39625475		38,645		intergenic_variant								36

		BovineHD2600011000		rs135970758		26		39627672		2,198		intergenic_variant								36

		BovineHD2600011002		rs135230148		26		39632303		4,632		intergenic_variant								36

		BovineHD2600011004		rs109791252		26		39636013		3,711		intron_variant		RGS10						36

		BovineHD2600011006		rs110941241		26		39637867		1,855		intron_variant		RGS10						36

		BovineHD4100017953		rs110476698		26		39639803		1,937		intron_variant		RGS10						36

		BovineHD2600011009		rs110973154		26		39641501		1,699		intron_variant		RGS10						36

		BovineHD2600011013		rs134844213		26		39646358		4,858		intron_variant		RGS10						36

		BovineHD2600011017		rs134723902		26		39658180		11,823		intron_variant		RGS10						36

		BovineHD2600011019		rs133152320		26		39659515		1,336		intron_variant		RGS10						36

		BovineHD2600012041		rs137616210		26		42978887		3,319,373		intergenic_variant								37

		BovineHD2600012043		rs137054942		26		42980488		1,602		intergenic_variant								37

		BovineHD4100018003		rs41584032		26		42984455		3,968		intergenic_variant								37

		BovineHD2600012046		rs109698567		26		42986547		2,093		intergenic_variant								37

		BovineHD2600012048		rs136785765		26		42990086		3,540		intergenic_variant								37

		BovineHD2600012050		rs110951062		26		42995440		5,355		intergenic_variant								37

		BovineHD2600012052		rs109224756		26		43002473		7,034		intergenic_variant								37

		BovineHD2600012054		rs134150530		26		43005559		3,087		intergenic_variant								37

		BovineHD2600012056		rs136417554		26		43008998		3,440		intergenic_variant								37

		BovineHD2600012059		rs109499252		26		43013118		4,121		intergenic_variant								37

		BovineHD2600012061		rs135003557		26		43015588		2,471		intergenic_variant								37

		BovineHD2600012063		rs109909470		26		43018451		2,864		intergenic_variant								37

		BovineHD2600012065		rs110598587		26		43021682		3,232		intergenic_variant								37

		BovineHD2600012067		rs135623289		26		43024388		2,707		intergenic_variant								37

		BovineHD2600012069		rs135428281		26		43026728		2,341		intergenic_variant								37

		BovineHD2600012071		rs133433878		26		43035818		9,091		intergenic_variant								37

		BovineHD2600012074		rs110958397		26		43040097		4,280		intergenic_variant								37

		Hapmap39279-BTA-61630		rs41648647		26		43042725		2,629		intergenic_variant								37

		BovineHD2600012077		rs136995749		26		43045733		3,009		intergenic_variant								37

		BovineHD2600012091		rs109740189		26		43127225		81,493		intergenic_variant								37

		BovineHD2600012102		rs109416452		26		43173133		45,909		intergenic_variant								37

		BovineHD2600012104		rs108997163		26		43182887		9,755		intergenic_variant								37

		BovineHD2600012106		rs109672868		26		43190656		7,770		intergenic_variant								37

		BovineHD2600012108		rs109887887		26		43192724		2,069		intergenic_variant								37

		BovineHD2600012110		rs137565997		26		43197116		4,393		intergenic_variant								37

		Hapmap56940-ss46526045		rs41255192		26		43198882		1,767		intergenic_variant								37

		BovineHD2600012116		rs110872349		26		43224583		25,702		intergenic_variant								37

		BovineHD2600012121		rs137405175		26		43249683		25,101		intergenic_variant								37

		ARS-BFGL-NGS-42155		rs110960526		26		43263117		13,435		intergenic_variant								37

		BovineHD4100018007		rs41602582		26		43275725		12,609		intergenic_variant								37

		BovineHD2600012127		rs134777702		26		43279031		3,307		intergenic_variant								37

		BovineHD4100018008		rs41584136		26		43289753		10,723		intergenic_variant								37

		BovineHD2600012136		rs109960070		26		43306111		16,359		intergenic_variant								37

		BovineHD2600012140		rs109801978		26		43328054		21,944		intergenic_variant								37

		BovineHD2600012143		rs136448980		26		43336755		8,702		intergenic_variant								37

		BovineHD2600012155		rs132852836		26		43369366		32,612		intergenic_variant								37

		BovineHD2600012160		rs109874980		26		43383566		14,201		intergenic_variant								37

		BovineHD2600012162		rs109032641		26		43401073		17,508		intergenic_variant								37

		BovineHD2600012164		rs109185520		26		43407734		6,662		intergenic_variant								37

		BovineHD2600012167		rs135059734		26		43413555		5,822		intergenic_variant								37

		BovineHD2600012169		rs137006786		26		43420601		7,047		intron_variant		GPR26						37

		BovineHD2600012189		rs133410998		26		43449649		29,049		intergenic_variant								37

		BovineHD2600012195		rs109344953		26		43461926		12,278		intergenic_variant								37

		BovineHD2600012197		rs134997384		26		43464141		2,216		intergenic_variant								37

		BovineHD2600012201		rs133027795		26		43470582		6,442		intergenic_variant								37

		BovineHD2600012203		rs136247017		26		43473916		3,335		intergenic_variant								37

		BovineHD2600012210		rs137608902		26		43489163		15,248		intergenic_variant								37

		BovineHD2600012213		rs135870399		26		43497934		8,772		intron_variant		CPXM2						37

		BovineHD2600012215		rs109195826		26		43501247		3,314		intron_variant		CPXM2						37

		BovineHD2600012218		rs136877751		26		43508997		7,751		intron_variant		CPXM2						37

		BovineHD2600012222		rs110356558		26		43530453		21,457		intron_variant		CPXM2						37

		BovineHD2600012227		rs133023344		26		43541298		10,846		intron_variant		CPXM2						37

		BovineHD2600012229		rs110734761		26		43549498		8,201		intron_variant		CPXM2						37

		BovineHD2600012232		rs110643766		26		43552787		3,290		intron_variant		CPXM2						37

		BovineHD2600012235		rs110900650		26		43555095		2,309		intron_variant		CPXM2						37

		BTA-52296-no-rs		rs41608353		26		43565041		9,947		intron_variant		CPXM2						37

		BovineHD2600012240		rs110530370		26		43575781		10,741		intron_variant		CPXM2						37

		BovineHD2600012242		rs109369767		26		43577750		1,970		intron_variant		CPXM2						37

		BovineHD2600012247		rs135067177		26		43595166		17,417		intron_variant		CPXM2						37

		BovineHD2600012249		rs108965868		26		43596726		1,561		intron_variant		CPXM2						37

		BovineHD2600012252		rs132844661		26		43600795		4,070		intron_variant		CPXM2						37

		BovineHD2600012254		rs135507644		26		43603338		2,544		intron_variant		CPXM2						37

		BovineHD2600012257		rs137050607		26		43620195		16,858		intron_variant		CPXM2						37

		BovineHD2600012262		rs133206693		26		43626771		6,577		intron_variant		CPXM2						37

		BovineHD2600012263		rs135052094		26		43627349		579		intron_variant		CPXM2						37

		BovineHD4100018010		rs41642974		26		43636033		8,685		intron_variant		CPXM2						37

		BovineHD2600012272		rs134061771		26		43643649		7,617		intergenic_variant								37

		BovineHD2600012275		rs109080365		26		43646617		2,969		intergenic_variant								37

		BovineHD2600012278		rs109325771		26		43652043		5,427		intergenic_variant								37

		BovineHD2600012282		rs109412621		26		43658474		6,432		intergenic_variant								37

		BovineHD2600012285		rs110127085		26		43662169		3,696		intergenic_variant								37

		BovineHD2600012288		rs134882619		26		43673749		11,581		intergenic_variant								37

		BovineHD2600012292		rs135973271		26		43688725		14,977		intergenic_variant								37

		BovineHD2600012296		rs109572590		26		43710562		21,838		intergenic_variant								37

		BovineHD2600012298		rs135153631		26		43712763		2,202		intergenic_variant								37

		BovineHD2600012300		rs110361863		26		43715578		2,816		intron_variant		CHST15						37

		BovineHD4100018011		rs41584047		26		43719658		4,081		intron_variant		CHST15						37

		BovineHD2600012304		rs136181801		26		43722374		2,717		intron_variant		CHST15						37

		ARS-BFGL-NGS-20623		rs110567216		26		43723861		1,488		intron_variant		CHST15						37

		BovineHD2600012307		rs110685201		26		43725729		1,869		intron_variant		CHST15						37

		BovineHD2600012309		rs134514997		26		43728166		2,438		intron_variant		CHST15						37

		BovineHD2600012311		rs109893727		26		43729891		1,726		intron_variant		CHST15						37

		BovineHD2600012313		rs137816812		26		43731639		1,749		intron_variant		CHST15						37

		BovineHD2600012315		rs109643349		26		43733048		1,410		intron_variant		CHST15						37

		BovineHD2600012317		rs110313420		26		43737420		4,373		intron_variant		CHST15						37

		BovineHD2600012319		rs109658084		26		43740696		3,277		intron_variant		CHST15						37

		BovineHD2600012322		rs135807509		26		43745879		5,184		intron_variant		CHST15						37

		BovineHD2600012323		rs109134975		26		43748153		2,275		missense_variant		CHST15		Agc/Ggc				37

		BovineHD2600012326		rs137596234		26		43755182		7,030		intron_variant		CHST15						37

		BovineHD2600012328		rs110074027		26		43756963		1,782		intron_variant		CHST15						37

		BovineHD2600012332		rs110812573		26		43763541		6,579		intron_variant		CHST15						37

		BovineHD2600012334		rs136844103		26		43765550		2,010		intron_variant		CHST15						37

		BovineHD2600012336		rs137751965		26		43767615		2,066		intron_variant		CHST15						37

		BovineHD2600012342		rs109249333		26		43779159		11,545		intron_variant		CHST15						37

		BovineHD2600012347		rs110844508		26		43789893		10,735		intron_variant		CHST15						37

		BovineHD2600012353		rs137359800		26		43809875		19,983		intergenic_variant								37

		BovineHD2600012357		rs136480065		26		43816442		6,568		intergenic_variant								37

		BovineHD2600012361		rs133882021		26		43825634		9,193		intergenic_variant								37

		BovineHD2600012363		rs132950335		26		43829160		3,527		intergenic_variant								37

		BovineHD2600012365		rs109791047		26		43830578		1,419		intergenic_variant								37

		BovineHD2600012369		rs136620679		26		43854774		24,197		intergenic_variant								37

		BovineHD2600012374		rs110805181		26		43872097		17,324		intergenic_variant								37

		BovineHD2600012377		rs109870983		26		43879044		6,948		intergenic_variant								37

		BovineHD2600012385		rs110656119		26		43889461		10,418		intergenic_variant								37

		BovineHD2600012387		rs110838652		26		43892802		3,342		intergenic_variant								37

		BovineHD2600012390		rs132981273		26		43895729		2,928		intergenic_variant								37

		BovineHD2600012394		rs134570853		26		43902094		6,366		intergenic_variant								37

		BovineHD2600012396		rs133504748		26		43904815		2,722		intergenic_variant								37

		BovineHD2600012398		rs109342146		26		43907920		3,106		intergenic_variant								37

		BovineHD2600012401		rs134892144		26		43909837		1,918		intergenic_variant								37

		BovineHD2600012403		rs136875932		26		43912048		2,212		intergenic_variant								37

		BovineHD2600012405		rs137798068		26		43914762		2,715		intergenic_variant								37

		BovineHD2600012407		rs135635552		26		43917685		2,924		intergenic_variant								37

		BovineHD2600012410		rs134524557		26		43924743		7,059		intergenic_variant								37

		BovineHD2600012413		rs133065053		26		43929409		4,667		intergenic_variant								37

		BovineHD2600012420		rs133067197		26		43938470		9,062		intergenic_variant								37

		BovineHD2600012422		rs135968685		26		43941355		2,886		intergenic_variant								37

		BovineHD2600012426		rs109527213		26		43954735		13,381		intergenic_variant								37

		BovineHD2600012430		rs110421119		26		43962409		7,675		intergenic_variant								37

		ARS-BFGL-NGS-81799		rs110217921		26		43989783		27,375		intergenic_variant								37

		BovineHD2600012444		rs109064447		26		44003842		14,060		intergenic_variant								37

		BovineHD2600012446		rs137654321		26		44007187		3,346		intergenic_variant								37

		BovineHD2600012447		rs109918501		26		44015947		8,761		intergenic_variant								37

		ARS-BFGL-NGS-19663		rs109386381		26		44018542		2,596		intergenic_variant								37

		BovineHD2600012455		rs110625377		26		44031984		13,443		intergenic_variant								37

		BovineHD2600012458		rs135132346		26		44040986		9,003		intergenic_variant								37

		BovineHD2600012464		rs137078168		26		44069455		28,470		intergenic_variant								37

		BovineHD2600012466		rs109349175		26		44075852		6,398		intergenic_variant								37

		BovineHD2600012468		rs136276522		26		44082508		6,657		intron_variant		NKX1-2						37

		BovineHD2600012470		rs135472442		26		44089144		6,637		intergenic_variant								37

		BovineHD2600012473		rs110354404		26		44100805		11,662		intron_variant		LHPP						37

		BovineHD2600012475		rs110518791		26		44105774		4,970		intron_variant		LHPP						37

		BovineHD2600012477		rs109667249		26		44110965		5,192		intron_variant		LHPP						37

		BovineHD2600012479		rs133646671		26		44112897		1,933		intron_variant		LHPP						37

		BovineHD2600012481		rs136685853		26		44115105		2,209		intron_variant		LHPP						37

		BovineHD2600012484		rs137592437		26		44117432		2,328		intron_variant		LHPP						37

		ARS-BFGL-NGS-110216		rs109108548		26		44125269		7,838		intron_variant		LHPP						37

		BovineHD2600012488		rs110195887		26		44128403		3,135		intron_variant		LHPP						37

		BovineHD2600012493		rs136846014		26		44141090		12,688		intron_variant		LHPP						37

		BovineHD2600012504		rs109653077		26		44157805		16,716		intron_variant		LHPP						37

		ARS-BFGL-NGS-1638		rs109156204		26		44159476		1,672		intron_variant		LHPP						37

		BovineHD2600012509		rs110453593		26		44162453		2,978		intron_variant		LHPP						37

		BovineHD2600012515		rs43742071		26		44172069		9,617		intron_variant		LHPP						37

		BovineHD2600012517		rs134526868		26		44173660		1,592		intron_variant		LHPP						37

		BovineHD2600012522		rs133834524		26		44179047		5,388		intron_variant		LHPP						37

		BovineHD2600012530		rs135535498		26		44187259		8,213		intron_variant		LHPP						37

		BovineHD2600012533		rs135459953		26		44194088		6,830		intron_variant		LHPP						37

		BovineHD2600012538		rs135117272		26		44204378		10,291		intron_variant		LHPP						37

		BovineHD2600012540		rs134315475		26		44207272		2,895		intron_variant		LHPP						37

		BovineHD2600012542		rs109274683		26		44212893		5,622		intron_variant		LHPP						37

		ARS-BFGL-NGS-114114		rs110119688		26		44238502		25,610		intron_variant		FAM53B						37

		BovineHD4100018050		rs41649537		26		46900872		2,662,371		intron_variant		DOCK1						38

		BovineHD2600013573		rs134189703		26		46910386		9,515		intron_variant		DOCK1						38

		BovineHD2600013575		rs133041995		26		46915039		4,654		intron_variant		DOCK1						38

		BovineHD2600013577		rs135340946		26		46919486		4,448		intron_variant		DOCK1						38

		BovineHD2600013579		rs137297126		26		46922247		2,762		intron_variant		DOCK1						38

		BovineHD2600013583		rs110339994		26		46935861		13,615		intron_variant		DOCK1						38

		BovineHD2600013585		rs134100306		26		46941759		5,899		intron_variant		DOCK1						38

		BovineHD2600013589		rs133756502		26		46944810		3,052		intron_variant		DOCK1						38

		BovineHD2600013591		rs109343858		26		46946587		1,778		intron_variant		DOCK1						38

		BovineHD2600013593		rs134923179		26		46949716		3,130		intergenic_variant								38

		BovineHD2600013595		rs42108675		26		46965537		15,822		intergenic_variant								38

		BovineHD2600013597		rs42108677		26		46970121		4,585		intergenic_variant								38

		BovineHD2600013600		rs137647208		26		46973600		3,480		intergenic_variant								38

		BovineHD2600013603		rs42108714		26		46981806		8,207		intergenic_variant								38

		BovineHD2600013608		rs42109412		26		46992874		11,069		intergenic_variant								38

		BovineHD2600013613		rs42109391		26		46998758		5,885		intergenic_variant								38

		BovineHD2600013622		rs42109345		26		47009673		10,916		intergenic_variant								38

		BovineHD2600013626		rs42110137		26		47013212		3,540		intergenic_variant								38

		BovineHD2600013632		rs41256734		26		47025109		11,898		intergenic_variant								38

		BovineHD2600013635		rs137737908		26		47029755		4,647		intergenic_variant								38

		BovineHD2600013637		rs42105339		26		47032447		2,693		intergenic_variant								38

		BovineHD2600013639		rs42105350		26		47034941		2,495		intergenic_variant								38

		BovineHD2600013645		rs42104480		26		47054250		19,310		intergenic_variant								38

		BovineHD2600013647		rs133117514		26		47069625		15,376		intergenic_variant								38

		BovineHD2600013650		rs42104465		26		47076790		7,166		intergenic_variant								38

		BovineHD2600013653		rs42104440		26		47080965		4,176		intergenic_variant								38

		BovineHD2600013655		rs42103726		26		47083519		2,555		intergenic_variant								38

		BovineHD2600013657		rs42103707		26		47085519		2,001		intergenic_variant								38

		BovineHD2600013660		rs42103684		26		47087653		2,135		intergenic_variant								38

		BovineHD2600013663		rs42103671		26		47094882		7,230		intergenic_variant								38

		BovineHD2600013666		rs42103027		26		47098362		3,481		intergenic_variant								38

		BovineHD2600013668		rs134758507		26		47101134		2,773		intergenic_variant								38

		BovineHD2600015217		rs137122720		26		47115733		14,600		intergenic_variant								38

		BovineHD2600013671		rs137279713		26		47129953		14,221		intergenic_variant								38

		BovineHD2600013673		rs134084754		26		47139812		9,860		intergenic_variant								38

		ARS-BFGL-NGS-67259		rs110214513		26		47146214		6,403		intergenic_variant								38

		BovineHD2600013679		rs133690112		26		47178490		32,277		intergenic_variant								38

		BovineHD2600013685		rs109187771		26		47205200		26,711		intergenic_variant								38

		BovineHD2600013691		rs109949665		26		47232227		27,028		intergenic_variant								38

		BovineHD2600013693		rs109171970		26		47235430		3,204		intergenic_variant								38

		BovineHD2600013696		rs136535401		26		47238984		3,555		intergenic_variant								38

		BovineHD2600013699		rs137277744		26		47251395		12,412		intergenic_variant								38

		BovineHD2600013705		rs133712901		26		47263768		12,374		intergenic_variant								38

		BovineHD2600013709		rs137368703		26		47286882		23,115		intergenic_variant								38

		BovineHD2600013730		rs42105165		26		47360432		73,551		intron_variant		PTPRE						38

		BovineHD2600013735		rs42105143		26		47383554		23,123		intron_variant		PTPRE						38

		ARS-BFGL-NGS-34171		rs109557111		26		47406763		23,210		intron_variant		PTPRE						38

		BovineHD2600013748		rs133748698		26		47429821		23,059		intron_variant		PTPRE						38

		BovineHD2600013768		rs110520068		26		47498682		68,862		intron_variant		PTPRE						38

		BovineHD2600013780		rs110963850		26		47530843		32,162		intron_variant		MKI67						38

		BovineHD2600013782		rs134198943		26		47532114		1,272		intron_variant		MKI67						38

		BovineHD2600013786		rs133364027		26		47535644		3,531		intron_variant		MKI67						38

		BovineHD2600013788		rs136098290		26		47538668		3,025		intergenic_variant								38

		BovineHD2600013802		rs42105907		26		47597388		58,721		intergenic_variant								38

		BovineHD2600013804		rs42105919		26		47602010		4,623		intergenic_variant								38

		BovineHD2600013810		rs133299732		26		47615883		13,874		intergenic_variant								38

		BovineHD2600013813		rs136196720		26		47619650		3,768		intergenic_variant								38

		BovineHD2600013815		rs137337144		26		47621250		1,601		intergenic_variant								38

		BovineHD4100018053		rs43118717		26		47628518		7,269		intergenic_variant								38

		BovineHD2600013825		rs42106673		26		47655897		27,380		intergenic_variant								38

		BovineHD2600013828		rs42106693		26		47674851		18,955		intergenic_variant								38

		BovineHD2600013831		rs42106716		26		47690516		15,666		intergenic_variant								38

		BovineHD2600013835		rs42107245		26		47703618		13,103		intergenic_variant								38

		BovineHD2600013839		rs135419564		26		47723831		20,214		intergenic_variant								38

		BovineHD2600013841		rs134820855		26		47728480		4,650		intergenic_variant								38

		BovineHD2600013846		rs134233238		26		47748405		19,926		intergenic_variant								38

		BovineHD2600013865		rs135416125		26		47805272		56,868		intergenic_variant								38

		BovineHD2600013890		rs42111561		26		47865211		59,940		intergenic_variant								38

		BovineHD4100018059		rs41649593		26		47878252		13,042		intergenic_variant								38

		BovineHD2600013895		rs42111608		26		47885208		6,957		intergenic_variant								38

		BovineHD2600013897		rs42111610		26		47887600		2,393		intergenic_variant								38

		BovineHD2600013900		rs42105239		26		47896501		8,902		intergenic_variant								38

		BovineHD2600013902		rs136187835		26		47900579		4,079		intergenic_variant								38

		BovineHD2600013911		rs133890595		26		47931587		31,009		intergenic_variant								38

		BovineHD2600013916		rs109035136		26		47956715		25,129		intergenic_variant								38

		BovineHD2600013918		rs110015339		26		47960288		3,574		intergenic_variant								38

		BovineHD2600013929		rs135434737		26		48000051		39,764		intergenic_variant								38

		BovineHD2600013942		rs136574060		26		48029291		29,241		intergenic_variant								38

		BovineHD2600013944		rs137645387		26		48031319		2,029		intergenic_variant								38

		BovineHD2600013949		rs134301281		26		48053547		22,229		intergenic_variant								38

		BovineHD2600013951		rs110317648		26		48055627		2,081		intergenic_variant								38

		BovineHD2600013953		rs137735346		26		48060416		4,790		intergenic_variant								38

		BovineHD2600013960		rs136292537		26		48072260		11,845		intergenic_variant								38

		BovineHD2600013964		rs109781730		26		48093589		21,330		intergenic_variant								38

		BovineHD2600013966		rs135305278		26		48099215		5,627		intergenic_variant								38

		BovineHD2600013969		rs134223206		26		48105261		6,047		intergenic_variant								38

		BovineHD2600013972		rs137169489		26		48109316		4,056		intergenic_variant								38

		BovineHD2600013974		rs133395527		26		48112363		3,048		intergenic_variant								38

		BovineHD2600013976		rs109625374		26		48115871		3,509		intergenic_variant								38

		BovineHD2600013977		rs109809799		26		48125294		9,424		intergenic_variant								38

		BovineHD2600013979		rs110160555		26		48127906		2,613		intergenic_variant								38

		BovineHD2600013981		rs137508561		26		48138430		10,525		intergenic_variant								38

		BovineHD2600013983		rs133724940		26		48147209		8,780		intergenic_variant								38

		BovineHD2600013985		rs132872895		26		48150947		3,739		intergenic_variant								38

		BovineHD2600013988		rs134923462		26		48159019		8,073		intergenic_variant								38

		BovineHD2600013991		rs42107546		26		48165076		6,058		intergenic_variant								38

		BovineHD2600013994		rs42106320		26		48170040		4,965		intergenic_variant								38

		BovineHD2600014019		rs42107613		26		48284984		114,945		intergenic_variant								38

		BovineHD2600014026		rs110819641		26		48298197		13,214		intergenic_variant								38

		BovineHD2600014031		rs43359879		26		48325885		27,689		intergenic_variant								38

		BovineHD2600014040		rs43359854		26		48348266		22,382		intergenic_variant								38

		BTA-61880-no-rs		rs41604425		26		48367643		19,378		intergenic_variant								38

		BovineHD2600014049		rs42376483		26		48381496		13,854		intergenic_variant								38

		BovineHD2600014055		rs109699076		26		48404315		22,820		intergenic_variant								38

		BovineHD2600014057		rs109285845		26		48406192		1,878		intergenic_variant								38

		BovineHD2600014062		rs137548710		26		48419167		12,976		intergenic_variant								38

		ARS-BFGL-NGS-42638		rs109769929		26		48430257		11,091		intergenic_variant								38

		BovineHD2600014068		rs134961654		26		48445768		15,512		intergenic_variant								38

		BovineHD4100018071		rs109837429		26		48449626		3,859		intergenic_variant								38

		BovineHD2600014084		rs121919168		26		48511705		62,080		intergenic_variant								38

		BovineHD2600014086		rs43760679		26		48514262		2,558		intergenic_variant								38

		BovineHD2600014089		rs109441942		26		48521543		7,282		intergenic_variant								38

		BovineHD2600014100		rs42261327		26		48564839		43,297		intergenic_variant								38

		BovineHD2600014112		rs121919169		26		48618356		53,518		intergenic_variant								38

		ARS-BFGL-NGS-1312		rs110898125		26		48649392		31,037		intergenic_variant								38

		BovineHD2600014119		rs42262687		26		48654454		5,063		intergenic_variant								38

		BovineHD2600014123		rs42262696		26		48664761		10,308		intergenic_variant								38

		BovineHD4100018072		rs41599862		26		48674705		9,945		intergenic_variant								38

		BovineHD4100018073		rs42263596		26		48688563		13,859		intergenic_variant								38

		BovineHD2600014135		rs42263542		26		48696562		8,000		intergenic_variant								38

		ARS-BFGL-NGS-21685		rs109740104		26		48701391		4,830		intergenic_variant								38

		BovineHD2600014138		rs109539472		26		48710917		9,527		intergenic_variant								38

		BovineHD2600014140		rs110166388		26		48716038		5,122		intergenic_variant								38

		BovineHD2600014145		rs134291027		26		48733587		17,550		intergenic_variant								38

		BovineHD2600014147		rs132746032		26		48740996		7,410		intergenic_variant								38

		BovineHD2600014149		rs135430968		26		48743780		2,785		intergenic_variant								38

		BovineHD2600014154		rs109400501		26		48758565		14,786		intergenic_variant								38

		BovineHD4100018076		rs41626958		26		48762938		4,374		intergenic_variant								38

		BovineHD2600014158		rs109087009		26		48774016		11,079		intergenic_variant								38

		BovineHD2600014163		rs42264821		26		48784743		10,728		intergenic_variant								38

		BovineHD2600014166		rs42264782		26		48806253		21,511		intergenic_variant								38

		BovineHD2600014170		rs132753312		26		48826316		20,064		intron_variant		MGMT						38

		BovineHD2600014173		rs110004165		26		48832948		6,633		intron_variant		MGMT						38

		ARS-BFGL-NGS-107088		rs110105463		26		48859017		26,070		intron_variant		MGMT						38

		BovineHD2600014183		rs110701417		26		48869901		10,885		intron_variant		MGMT						38

		ARS-BFGL-NGS-1200		rs111008529		26		48880894		10,994		intron_variant		MGMT						38

		BovineHD2600014190		rs110961614		26		48896164		15,271		intron_variant		MGMT						38

		ARS-BFGL-NGS-100404		rs110896076		26		48905895		9,732		intron_variant		MGMT						38

		BovineHD2600014202		rs135774741		26		48954924		49,030		intron_variant		MGMT						38

		BovineHD2600014210		rs109042709		26		48984291		29,368		intron_variant		MGMT						38

		BovineHD2600014218		rs108949426		26		49004191		19,901		intron_variant		MGMT						38

		BovineHD2600014225		rs136413837		26		49019911		15,721		intron_variant		MGMT						38

		BovineHD2600014255		rs42266728		26		49106288		86,378		intergenic_variant								38

		BovineHD2600014262		NA		26		49125874		19,587										38

		BovineHD2600014271		rs133827450		26		49178737		52,864		intron_variant		EBF3						38

		BovineHD2600014274		rs133789824		26		49191411		12,675		intron_variant		EBF3						38

		BovineHD2600014286		rs137577541		26		49283484		92,074		intergenic_variant								38

		BovineHD2600014290		rs133269383		26		49309703		26,220		intergenic_variant								38

		BovineHD2600014295		rs137751433		26		49323252		13,550		intergenic_variant								38

		BovineHD2600014300		rs42259460		26		49333974		10,723		intergenic_variant								38

		BovineHD2600014304		rs42258928		26		49337602		3,629		intergenic_variant								38

		BovineHD2600014307		rs133256256		26		49340523		2,922		intergenic_variant								38

		BovineHD2600014309		rs135711892		26		49343010		2,488		intergenic_variant								38

		BovineHD2600014315		rs108947363		26		49358491		15,482		intron_variant		C26H10orf143						38

		BovineHD2600014317		rs42258868		26		49365393		6,903		intron_variant		C26H10orf143						38

		ARS-BFGL-NGS-32899		rs109970688		26		49386980		21,588		intergenic_variant								38

		BovineHD2600014332		rs134787119		26		49441032		54,053		intergenic_variant								38

		BovineHD2600014334		rs133636021		26		49452452		11,421		intergenic_variant								38

		ARS-BFGL-NGS-85624		rs42703812		26		49454109		1,658		intergenic_variant								38

		BovineHD2600014338		rs42703766		26		49463789		9,681		intergenic_variant								38

		BovineHD2600014340		rs42703770		26		49466018		2,230		intergenic_variant								38

		BovineHD2600014344		rs42703748		26		49470852		4,835		intergenic_variant								38

		BovineHD2600014348		rs137685792		26		49476749		5,898		intergenic_variant								38

		BovineHD2600014352		rs133515703		26		49479426		2,678		intergenic_variant								38

		BovineHD2600014358		rs109060388		26		49487626		8,201		intergenic_variant								38

		BovineHD2600014363		rs135798566		26		49500672		13,047		intergenic_variant								38

		BovineHD2600014367		rs110484104		26		49505433		4,762		intergenic_variant								38

		BovineHD2600014369		rs109954485		26		49508399		2,967		intergenic_variant								38

		BovineHD2600014373		rs121919170		26		49514279		5,881		intergenic_variant								38

		BovineHD2600014375		rs109758954		26		49515762		1,484		intergenic_variant								38

		BovineHD2600014379		rs109167818		26		49521903		6,142		intergenic_variant								38

		BovineHD2600014382		rs135787350		26		49525657		3,755		intergenic_variant								38

		BovineHD2600014384		rs42903185		26		49529378		3,722		intergenic_variant								38

		BovineHD2600014385		rs42903207		26		49530909		1,532		intergenic_variant								38

		BovineHD2600014387		rs42903138		26		49532633		1,725		intergenic_variant								38

		BovineHD2600014389		rs110778627		26		49539207		6,575		intergenic_variant								38

		BovineHD2600014392		rs42942686		26		49548728		9,522		intergenic_variant								38

		BovineHD2600014397		rs42942848		26		49561354		12,627		intergenic_variant								38

		BovineHD2600014399		rs137549782		26		49562871		1,518		intergenic_variant								38

		BovineHD2600014402		rs110573514		26		49566156		3,286		intergenic_variant								38

		BovineHD2600014409		rs42942870		26		49581616		15,461		intergenic_variant								38

		BovineHD2600014410		rs42942865		26		49584522		2,907		intergenic_variant								38

		BovineHD2600014411		rs42639918		26		49591656		7,135		intergenic_variant								38

		BovineHD2600014426		rs109971059		26		49645034		53,379		intergenic_variant								38

		BovineHD2600014429		rs42640505		26		49658619		13,586		intergenic_variant								38

		BovineHD2600014430		rs110236412		26		49662392		3,774		intergenic_variant								38

		BovineHD2600014432		rs42640519		26		49665435		3,044		intergenic_variant								38

		BovineHD2600014434		rs137723413		26		49676000		10,566		intergenic_variant								38

		BovineHD2600014437		rs132887026		26		49691984		15,985		intergenic_variant								38

		BovineHD2600014441		rs42641577		26		49702999		11,016		intergenic_variant								38

		BovineHD2600014443		rs42641594		26		49707569		4,571		intergenic_variant								38

		BovineHD2600014445		rs42641602		26		49709435		1,867		intergenic_variant								38

		BovineHD2600014447		rs42642231		26		49712533		3,099		intergenic_variant								38

		BovineHD2600014451		rs42642298		26		49722703		10,171		intergenic_variant								38

		BovineHD2600014454		rs109665118		26		49734129		11,427		intergenic_variant								38

		BovineHD2600014463		rs42606363		26		49762332		28,204		intergenic_variant								38

		BovineHD2600014467		rs136838911		26		49772590		10,259		intergenic_variant								38

		BovineHD2600014469		rs42605484		26		49774962		2,373		intergenic_variant								38

		BovineHD4100018094		rs29018170		26		49778599		3,638		intergenic_variant								38

		BovineHD2600014472		rs135787765		26		49780071		1,473		intergenic_variant								38

		BovineHD2600014475		rs134569839		26		49790927		10,857		intergenic_variant								38

		BovineHD2600014477		rs137009118		26		49792803		1,877		intergenic_variant								38

		BovineHD2600014481		rs42615721		26		49799041		6,239		intergenic_variant								38

		BovineHD2600014483		rs42615724		26		49802048		3,008		intergenic_variant								38

		BovineHD2600014497		rs42615686		26		49840573		38,526		intergenic_variant								38

		BovineHD2600014499		rs136478120		26		49843285		2,713		intergenic_variant								38

		BovineHD2600014502		rs42615649		26		49854776		11,492		intergenic_variant								38

		BovineHD2600014506		rs42615642		26		49861493		6,718		intergenic_variant								38

		BovineHD2600014511		rs42614729		26		49873170		11,678		intergenic_variant								38

		BovineHD2600014514		rs41592790		26		49882293		9,124		intergenic_variant								38

		BovineHD2600014520		rs42614693		26		49898840		16,548		intergenic_variant								38

		BovineHD2600014485		rs110826885		26		49911160		12,321		intergenic_variant								38

		BovineHD2600014527		rs109327224		26		49926302		15,143		intergenic_variant								38

		BovineHD2600014529		rs42954394		26		49933559		7,258		intergenic_variant								38

		BovineHD2600014531		rs42954389		26		49934744		1,186		intergenic_variant								38

		BovineHD2600014535		rs42955457		26		49939350		4,607		intergenic_variant								38

		BovineHD2600014538		rs42955473		26		49943206		3,857		intergenic_variant								38

		BovineHD2600014540		rs137218354		26		49946244		3,039		intergenic_variant								38

		BovineHD2600014543		rs135319312		26		49950068		3,825		intergenic_variant								38

		BovineHD2600014550		rs42907585		26		49965689		15,622		intergenic_variant								38

		BovineHD2600014552		rs42907592		26		49968435		2,747		intergenic_variant								38

		BovineHD2600014554		rs42907600		26		49970179		1,745		intergenic_variant								38

		BovineHD2600014562		rs133925709		26		49993384		23,206		intergenic_variant								38

		BovineHD2600014574		rs137158179		26		50023678		30,295		intergenic_variant								38

		BovineHD2600014577		rs134470807		26		50027763		4,086		intergenic_variant								38

		BovineHD2600014579		rs136818586		26		50030508		2,746		intergenic_variant								38

		BovineHD2600014589		rs135439793		26		50047236		16,729		intergenic_variant								38

		BovineHD2600014591		rs134014534		26		50051483		4,248		intergenic_variant								38

		BovineHD2600014597		rs137240651		26		50064451		12,969		intergenic_variant								38

		BovineHD2600014601		rs136448229		26		50077583		13,133		intergenic_variant								38

		BovineHD2600014605		rs43755144		26		50085683		8,101		intergenic_variant								38

		BovineHD2600014608		rs43753750		26		50090379		4,697		intergenic_variant								38

		BovineHD2600014611		rs43753824		26		50095210		4,832		intron_variant		TCERG1L						38

		BovineHD2600014613		rs43752868		26		50098480		3,271		intron_variant		TCERG1L						38

		BovineHD2600014615		rs137584359		26		50101266		2,787		intron_variant		TCERG1L						38

		BovineHD2600014617		rs43754581		26		50104399		3,134		intron_variant		TCERG1L						38

		BovineHD2600014619		rs43754563		26		50106063		1,665		intron_variant		TCERG1L						38

		BovineHD2600014622		rs136846763		26		50108884		2,822		intron_variant		TCERG1L						38

		BovineHD2600014630		rs137415315		26		50136764		27,881		intron_variant		TCERG1L						38

		BovineHD2600014636		rs136307035		26		50177068		40,305		intron_variant		TCERG1L						38

		BovineHD2600005968		rs42937658		26		50337624		160,557		intron_variant		TCERG1L						38

		BovineHD2600005979		rs42937663		26		50343624		6,001		intron_variant		TCERG1L						38

		BovineHD2600005977		rs133864951		26		50345007		1,384		intron_variant		TCERG1L						38

		BovineHD2600005975		rs134613616		26		50346631		1,625		intron_variant		TCERG1L						38

		BovineHD2600005973		rs110319325		26		50349007		2,377		intron_variant		TCERG1L						38

		BovineHD2600014648		rs42660184		26		50455992		106,986		intron_variant		TCERG1L						38

		BovineHD2600014656		rs137523160		26		50489551		33,560		intron_variant		TCERG1L						38

		BovineHD2600014667		rs133440038		26		50506785		17,235		intron_variant		TCERG1L						38

		BovineHD2600014669		rs43752000		26		50515064		8,280		intron_variant		TCERG1L						38

		BovineHD2600014672		rs137354791		26		50520300		5,237		intron_variant		TCERG1L						38

		BovineHD2600014675		rs134595268		26		50534387		14,088		intron_variant		TCERG1L						38

		BovineHD2600014677		rs134283084		26		50541779		7,393		intron_variant		TCERG1L						38

		BovineHD2600006760		rs42096310		26		50548375		6,597		intron_variant		TCERG1L						38

		BovineHD2600006764		rs134200201		26		50558999		10,625		intron_variant		TCERG1L						38

		BovineHD2700001120		rs135192791		27		4452647				intergenic_variant								39		33

		BovineHD2700001126		rs110976637		27		4468341		15,695		intergenic_variant								39		33

		BovineHD2700001130		rs110468294		27		4480960		12,620		intergenic_variant								39		33

		BovineHD2700001144		rs110963874		27		4533124		52,165		intergenic_variant								39		33

		BovineHD2700001145		rs109830738		27		4535609		2,486		intergenic_variant								39		33

		ARS-BFGL-NGS-59091		rs110721106		27		4578301		42,693		intergenic_variant								39		33

		BovineHD2700001157		rs137278360		27		4583862		5,562		intergenic_variant								39		33

		BovineHD2700001179		rs137336021		27		4617405		33,544		intergenic_variant								39		33

		BovineHD2700001183		rs136410984		27		4624491		7,087		intergenic_variant								39		33

		Hapmap49899-BTA-18490		rs41575945		27		4628342		3,852		intergenic_variant								39		33

		BovineHD2700001186		rs110865453		27		4630264		1,923		intergenic_variant								39		33

		BovineHD2700001188		rs110879664		27		4635495		5,232		intergenic_variant								39		33

		BovineHD2700001191		rs135474253		27		4642715		7,221		intergenic_variant								39		33

		BovineHD2700001204		rs136992758		27		4689226		46,512		intergenic_variant								39		33

		BovineHD2700001207		rs133957618		27		4701479		12,254		intergenic_variant								39		33

		BovineHD2700001219		rs136752551		27		4736522		35,044		intergenic_variant								39		33

		BovineHD2700001241		rs109640544		27		4781731		45,210		intergenic_variant								39		33

		BovineHD2700001250		rs133159096		27		4795466		13,736		intergenic_variant								39		33

		BovineHD2700001253		rs136575350		27		4798038		2,573		intergenic_variant								39		33

		BovineHD2700001260		rs110230208		27		4823690		25,653		intergenic_variant								39		33

		BovineHD2700001265		rs134195284		27		4840821		17,132		intergenic_variant								39		33

		BovineHD2700001269		rs109108310		27		4848136		7,316		intergenic_variant								39		33

		BovineHD2700001274		rs110854181		27		4861349		13,214		intergenic_variant								39		33

		BovineHD2700001278		rs110851220		27		4869364		8,016		intergenic_variant								39		33

		BovineHD2700001284		rs111008518		27		4901095		31,732		intergenic_variant								39		33

		BovineHD2700001288		rs110817136		27		4908398		7,304		intergenic_variant								39		33

		BovineHD2700001291		rs110871286		27		4914302		5,905		intergenic_variant								39		33

		BovineHD2700001300		rs110915880		27		4941354		27,053		intergenic_variant								39		33

		BovineHD2700001304		rs109338247		27		4952821		11,468		intergenic_variant								39		33

		BovineHD2700001307		rs110056968		27		4964789		11,969		intergenic_variant								39		33

		BovineHD2700001310		rs109849003		27		4972957		8,169		intergenic_variant								39		33

		ARS-BFGL-NGS-115240		rs110380926		27		4984644		11,688		intergenic_variant								39		33

		BovineHD2700001316		rs110471205		27		4989468		4,825		intergenic_variant								39		33

		BovineHD2700001318		rs110113607		27		4993495		4,028		intergenic_variant								39		33

		BovineHD2700001321		rs136169706		27		5006508		13,014		intergenic_variant								39		33

		BovineHD2700001330		rs135770337		27		5037086		30,579		intergenic_variant								39		33

		BovineHD2700001334		rs137747637		27		5054591		17,506		intergenic_variant								39		33

		BovineHD2700001340		rs109728024		27		5082010		27,420		intergenic_variant								39		33

		BovineHD2700001342		rs135725626		27		5093023		11,014		intergenic_variant								39		33

		BovineHD2700001344		rs110780492		27		5095422		2,400		intergenic_variant								39		33

		BovineHD2700001348		rs135416383		27		5106935		11,514		intergenic_variant								39		33

		BovineHD2900009857		rs136648761		29		32506809				intron_variant		ARHGAP32						40

		BovineHD2900009864		rs109790644		29		32550714		43,906		intergenic_variant								40

		BovineHD2900009871		rs42183438		29		32599131		48,418		intergenic_variant								40

		ARS-BFGL-NGS-112518		rs109200693		29		32687117		87,987		intron_variant		BARX2						40

		BovineHD4100019004		rs41657741		29		32697464		10,348		intergenic_variant								40

		BovineHD2900009896		rs110337539		29		32704132		6,669		intergenic_variant								40

		BovineHD2900009898		rs135015000		29		32722564		18,433		intergenic_variant								40

		BovineHD2900009902		rs135100727		29		32754754		32,191		intergenic_variant								40

		BovineHD2900009912		rs109827113		29		32802724		47,971		intergenic_variant								40

		BovineHD2900009918		rs42182375		29		32832788		30,065		intergenic_variant								40

		BovineHD2900009920		rs42182384		29		32842956		10,169		intergenic_variant								40

		BovineHD2900009922		rs133596846		29		32853327		10,372		intergenic_variant								40

		BovineHD2900009924		rs42176157		29		32856739		3,413		intergenic_variant								40

		BovineHD2900009927		rs42176149		29		32859781		3,043		intergenic_variant								40

		BovineHD2900009929		rs42176140		29		32871340		11,560		intergenic_variant								40

		BovineHD2900009935		rs42176171		29		32884538		13,199		intergenic_variant								40

		BovineHD2900009937		rs42176218		29		32896471		11,934		intergenic_variant								40

		BovineHD2900009941		rs42176229		29		32910672		14,202		intergenic_variant								40

		BovineHD2900009954		rs136707437		29		32966793		56,122		intergenic_variant								40

		BovineHD2900009971		rs42177496		29		33021848		55,056		intron_variant		JAM3						40

		BovineHD2900009973		rs42177482		29		33025649		3,802		intergenic_variant								40

		BovineHD2900009977		rs109455769		29		33035302		9,654		intergenic_variant								40

		BovineHD2900009980		rs110027909		29		33038483		3,182		intergenic_variant								40

		BovineHD2900009985		rs42178394		29		33061591		23,109		intergenic_variant								40

		BovineHD2900009987		rs42178390		29		33070389		8,799		intergenic_variant								40

		BovineHD2900009989		rs109483458		29		33073044		2,656		intergenic_variant								40

		BovineHD2900009991		rs137786511		29		33081469		8,426		intergenic_variant								40

		BovineHD2900009993		rs135018888		29		33088323		6,855		intergenic_variant								40

		BovineHD2900009995		rs109505311		29		33090034		1,712		intergenic_variant								40

		BovineHD2900010009		rs42179658		29		33139529		49,496		intron_variant		IGSF9B						40

		BovineHD2900010014		rs135794464		29		33165879		26,351		intron_variant		IGSF9B						40

		BovineHD2900010020		rs133172549		29		33206960		41,082		intron_variant		SPATA19						40

		BovineHD2900010025		rs42179700		29		33214151		7,192		intergenic_variant								40

		BovineHD2900010029		rs42179696		29		33223214		9,064		intergenic_variant								40

		BovineHD2900010030		rs134184735		29		33232428		9,215		intergenic_variant								40

		BovineHD2900010037		rs133300501		29		33258352		25,925		intergenic_variant								40

		BovineHD2900010039		rs42180734		29		33264941		6,590		intergenic_variant								40

		BovineHD2900010041		rs42180771		29		33270700		5,760		intergenic_variant								40

		BovineHD2900010044		rs42180764		29		33276130		5,431		intergenic_variant								40

		BovineHD2900010047		rs42163445		29		33283278		7,149		intergenic_variant								40

		BovineHD2900010049		rs42163440		29		33288833		5,556		intergenic_variant								40

		BovineHD2900010069		rs42162753		29		33346223		57,391		intergenic_variant								40

		BovineHD2900010078		rs42180782		29		33375870		29,648		intergenic_variant								40

		BovineHD2900010082		rs42180789		29		33399993		24,124		intergenic_variant								40

		BovineHD2900010084		rs42180794		29		33403351		3,359		intergenic_variant								40

		BovineHD2900010086		rs42180798		29		33415637		12,287		intergenic_variant								40

		BovineHD2900010091		rs109267184		29		33438359		22,723		intergenic_variant								40

		BovineHD2900010093		rs109036761		29		33441725		3,367		intergenic_variant								40

		BovineHD2900010096		rs110108393		29		33445611		3,887		intergenic_variant								40

		BTA-66497-no-rs		rs42161704		29		33471189		25,579		intron_variant		OPCML						40

		BovineHD2900010104		rs42161697		29		33480994		9,806		intron_variant		OPCML						40

		BovineHD2900010107		rs42161672		29		33486025		5,032		intron_variant		OPCML						40

		BovineHD2900010110		rs43744902		29		33489555		3,531		intron_variant		OPCML						40

		BovineHD2900010114		rs42161638		29		33494768		5,214		intron_variant		OPCML						40

		BovineHD2900010117		rs42160524		29		33498945		4,178		intron_variant		OPCML						40

		BovineHD2900010119		rs42160509		29		33502848		3,904		intron_variant		OPCML						40

		Hapmap36081-SCAFFOLD265215_4647		rs29022151		29		33510120		7,273		intron_variant		OPCML						40

		BovineHD2900010125		rs42160484		29		33514243		4,124		intron_variant		OPCML						40

		BovineHD2900010128		rs137101793		29		33522457		8,215		intron_variant		OPCML						40

		BovineHD2900010130		rs42159402		29		33524738		2,282		intron_variant		OPCML						40

		BovineHD2900010140		rs42159384		29		33553284		28,547		intron_variant		OPCML						40

		BovineHD2900010142		rs42159391		29		33557519		4,236		intron_variant		OPCML						40

		BovineHD2900010145		rs42159349		29		33567371		9,853		intron_variant		OPCML						40

		BovineHD2900010147		rs132807814		29		33570139		2,769		intron_variant		OPCML						40

		BovineHD2900010149		rs135688203		29		33572743		2,605		intron_variant		OPCML						40

		BovineHD2900010152		rs110823863		29		33576966		4,224		intron_variant		OPCML						40

		BovineHD2900010157		rs42159380		29		33581781		4,816		intron_variant		OPCML						40

		BovineHD2900010160		rs109579942		29		33587933		6,153		intron_variant		OPCML						40

		BovineHD2900010162		rs137437924		29		33591739		3,807		intron_variant		OPCML						40

		BovineHD2900010164		rs110033092		29		33595580		3,842		intron_variant		OPCML						40

		BovineHD2900010166		rs109004545		29		33597747		2,168		intron_variant		OPCML						40

		BovineHD2900010170		rs110872247		29		33603107		5,361		intron_variant		OPCML						40

		BovineHD2900010171		rs109621360		29		33604607		1,501		intron_variant		OPCML						40

		BovineHD2900010173		rs110231939		29		33606002		1,396		intron_variant		OPCML						40

		BovineHD2900010175		rs42158130		29		33607680		1,679		intron_variant		OPCML						40

		BovineHD2900010177		rs136174153		29		33609367		1,688		intron_variant		OPCML						40

		BovineHD2900010180		rs137781692		29		33617735		8,369		intron_variant		OPCML						40

		BovineHD2900010182		rs42158104		29		33624591		6,857		intron_variant		OPCML						40

		BovineHD2900010184		rs133848679		29		33632205		7,615		intron_variant		OPCML						40

		BovineHD2900010186		rs42158087		29		33645217		13,013		intron_variant		OPCML						40

		BovineHD2900010189		rs136657251		29		33655221		10,005		intron_variant		OPCML						40

		BovineHD2900010194		rs42158060		29		33660865		5,645		intron_variant		OPCML						40

		BovineHD2900010196		rs42158049		29		33668317		7,453		intron_variant		OPCML						40

		BovineHD2900010201		rs42167121		29		33680980		12,664		intron_variant		OPCML						40

		BovineHD2900010206		rs42167111		29		33687358		6,379		intron_variant		OPCML						40

		BovineHD2900010211		rs134398776		29		33713136		25,779		intron_variant		OPCML						40

		BovineHD2900010213		rs136649279		29		33719990		6,855		intron_variant		OPCML						40

		BovineHD2900010217		rs42167059		29		33728425		8,436		intron_variant		OPCML						40

		BovineHD2900010220		rs42167073		29		33732662		4,238		intron_variant		OPCML						40

		BovineHD2900010222		rs110351112		29		33736735		4,074		intron_variant		OPCML						40

		ARS-BFGL-NGS-31714		rs110448817		29		33739428		2,694		intron_variant		OPCML						40

		BovineHD2900010225		rs42165611		29		33744170		4,743		intron_variant		OPCML						40

		BovineHD2900010228		rs110858787		29		33749930		5,761		intron_variant		OPCML						40

		BovineHD2900010230		rs42167031		29		33754406		4,477		intron_variant		OPCML						40

		BovineHD2900010234		rs42165583		29		33760107		5,702		intron_variant		OPCML						40

		BovineHD2900010237		rs42165564		29		33765116		5,010		intron_variant		OPCML						40

		ARS-BFGL-NGS-508		rs42164523		29		33772630		7,515		intron_variant		OPCML						40

		BovineHD2900010243		rs109765536		29		33774654		2,025		intron_variant		OPCML						40

		BovineHD2900010246		rs109681786		29		33777247		2,594		intron_variant		OPCML						40

		BovineHD2900010249		rs42165548		29		33784178		6,932		intron_variant		OPCML						40

		BovineHD2900010253		rs42165550		29		33791476		7,299		intron_variant		OPCML						40

		BovineHD2900010255		rs110471873		29		33794924		3,449		intron_variant		OPCML						40

		BovineHD2900010258		rs42164517		29		33799569		4,646		intron_variant		OPCML						40

		BovineHD2900010261		rs135153132		29		33806688		7,120		intron_variant		OPCML						40

		BovineHD2900010271		rs132769490		29		33834619		27,932		intron_variant		OPCML						40

		BovineHD2900010276		rs137112880		29		33848309		13,691		intron_variant		OPCML						40

		BovineHD2900010278		rs132643251		29		33857711		9,403		intron_variant		OPCML						40

		BovineHD2900010282		rs134542731		29		33864919		7,209		intron_variant		OPCML						40
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		BovineHD0100015876		rs137784243		1		56,076,584				intron_variant		NECTIN3								1

		ARS-BFGL-NGS-87494		rs111019985		1		56,090,496		13,913		intergenic_variant										1

		BovineHD0100015886		rs135391930		1		56,123,494		32,999		intergenic_variant										1

		BTA-25876-no-rs		rs41575389		1		56,134,816		11,323		intergenic_variant										1

		BovineHD0100015890		rs109185281		1		56,136,599		1,784		intergenic_variant										1

		BovineHD0100015900		rs135825800		1		56,171,706		35,108		intergenic_variant										1

		BovineHD0100015915		rs109100557		1		56,197,942		26,237		intergenic_variant										1

		BovineHD0100015921		rs110513933		1		56,204,970		7,029		intergenic_variant										1

		BovineHD0100015930		rs133755064		1		56,216,411		11,442		intergenic_variant										1

		BovineHD0100015940		rs109986261		1		56,232,288		15,878		intergenic_variant										1

		BovineHD0100015943		rs109336303		1		56,234,560		2,273		intergenic_variant										1

		BovineHD0100015947		rs136546969		1		56,238,626		4,067		intergenic_variant										1

		BovineHD0100015953		rs109083696		1		56,248,887		10,262		intergenic_variant										1

		BTA-25809-no-rs		rs41631827		1		56,253,478		4,592		intergenic_variant										1

		BovineHD0100015969		rs110478616		1		56,286,799		33,322		intergenic_variant										1

		BovineHD0100047022		rs136150842		1		56,296,073		9,275		intergenic_variant										1

		BovineHD0100015984		rs134811588		1		56,332,281		36,209		intron_variant		CD96								1

		BovineHD0100015993		rs109296128		1		56,350,105		17,825		intron_variant		CD96								1

		BovineHD0100016000		rs110795466		1		56,358,008		7,904		intron_variant		CD96								1

		BovineHD0100016002		rs109783756		1		56,359,385		1,378		intron_variant		CD96								1

		BovineHD0100016004		rs134412328		1		56,361,041		1,657		intron_variant		CD96								1

		BovineHD0100016015		rs110576547		1		56,378,660		17,620		intron_variant		CD96								1

		BovineHD0100016018		rs110691991		1		56,380,440		1,781		intron_variant		CD96								1

		BovineHD0100016026		rs109774219		1		56,389,294		8,855		intron_variant		CD96								1

		BovineHD0100016028		rs137623836		1		56,390,506		1,213		intron_variant		CD96								1

		BovineHD0100016032		rs133403781		1		56,400,269		9,764		intron_variant		CD96								1

		BovineHD0100016035		rs136713717		1		56,408,787		8,519		intergenic_variant										1

		BovineHD0100016037		rs109490090		1		56,411,654		2,868		intergenic_variant										1

		BovineHD0100016039		rs135005143		1		56,418,440		6,787		intergenic_variant										1

		BovineHD0100016045		rs135394072		1		56,441,952		23,513		intron_variant		PLCXD2								1

		BovineHD0100016048		rs135027306		1		56,447,111		5,160		intron_variant		PLCXD2								1

		BovineHD0100016055		rs110734696		1		56,452,863		5,753		intron_variant		PLCXD2								1

		BovineHD0100016057		rs133616080		1		56,454,421		1,559		intron_variant		PLCXD2								1

		BovineHD0100016059		rs109520427		1		56,456,287		1,867		intron_variant		PLCXD2								1

		BovineHD0100016061		rs110824468		1		56,458,952		2,666		intron_variant		PLCXD2								1

		BovineHD0100016066		rs110641121		1		56,463,980		5,029		intron_variant		PLCXD2								1

		BovineHD0100016068		rs109656399		1		56,470,759		6,780		intron_variant		PLCXD2								1

		BovineHD0100016070		rs109102377		1		56,475,733		4,975		intron_variant		PLCXD2								1

		BovineHD0100016072		rs110318242		1		56,477,367		1,635		intergenic_variant										1

		ARS-BFGL-NGS-59270		rs110318792		1		56,483,517		6,151		intergenic_variant										1

		BovineHD0100016079		rs110968578		1		56,500,282		16,766		intron_variant		PHLDB2								1

		BovineHD0100016086		rs110227654		1		56,523,261		22,980		intron_variant		PHLDB2								1

		BovineHD0100016090		rs110458266		1		56,530,354		7,094		intron_variant		PHLDB2								1

		BovineHD0100016093		rs135847261		1		56,537,316		6,963		intron_variant		PHLDB2								1

		BovineHD0100016096		rs109333433		1		56,541,546		4,231		intron_variant		PHLDB2								1

		BovineHD0100016099		rs110571206		1		56,547,725		6,180		intron_variant		PHLDB2								1

		BovineHD0100016101		rs109389106		1		56,552,327		4,603		intron_variant		PHLDB2								1

		BovineHD0100016103		rs110946722		1		56,559,162		6,836		intron_variant		PHLDB2								1

		BovineHD0100016106		rs136294348		1		56,566,652		7,491		intron_variant		PHLDB2								1

		BovineHD0100016109		rs109316309		1		56,572,963		6,312		intron_variant		PHLDB2								1

		BovineHD0100016111		rs136010024		1		56,577,320		4,358		intron_variant		PHLDB2								1

		BovineHD0100016113		NULL		1		56,581,251		3,932		intron_variant		PHLDB2								1

		BovineHD0100016115		rs109696387		1		56,582,800		1,550		intron_variant		PHLDB2								1

		BovineHD0100016117		rs110745488		1		56,586,482		3,683		intron_variant		PHLDB2								1

		BovineHD0100016121		rs110681825		1		56,598,589		12,108		intron_variant		PHLDB2								1

		BovineHD0100016128		rs109073401		1		56,613,526		14,938		intron_variant		PHLDB2								1

		BovineHD0100016132		rs135164070		1		56,624,414		10,889		intron_variant		PHLDB2								1

		BovineHD0100016134		rs109872796		1		56,627,839		3,426		intron_variant		PHLDB2								1

		BovineHD0100016136		rs110269539		1		56,631,013		3,175		intron_variant		PHLDB2								1

		BovineHD0100016138		rs135033391		1		56,635,672		4,660		intron_variant		PHLDB2								1

		BovineHD0100016143		rs110765307		1		56,651,272		15,601		intron_variant		PHLDB2								1

		BovineHD0100017654		rs42666358		1		61,672,660		5,021,389		intergenic_variant		 								2

		BovineHD0100017663		rs109048990		1		61,709,990		37,331		intergenic_variant										2

		BovineHD0100017667		rs133108131		1		61,727,627		17,638		intergenic_variant										2

		BovineHD0100017669		rs135494627		1		61,737,187		9,561		intergenic_variant										2

		BovineHD0100017670		rs133170288		1		61,742,073		4,887		intergenic_variant										2

		BovineHD0100017672		rs135891044		1		61,743,351		1,279		intergenic_variant										2

		BovineHD0100017674		rs134641182		1		61,746,446		3,096		intergenic_variant										2

		BovineHD0100017676		rs134340084		1		61,748,059		1,614		intergenic_variant										2

		BovineHD0100017678		rs136471621		1		61,750,329		2,271		intergenic_variant										2

		BovineHD0100017680		rs137378471		1		61,757,237		6,909		intergenic_variant										2

		BovineHD0100017685		rs134018048		1		61,780,690		23,454		intergenic_variant										2

		BovineHD0100017692		rs135693967		1		61,814,889		34,200		intergenic_variant										2

		BovineHD0100017696		rs133388127		1		61,828,009		13,121		intergenic_variant										2

		BovineHD0100017704		rs132685873		1		61,876,005		47,997		intergenic_variant										2

		BovineHD0100017714		rs137243784		1		61,929,717		53,713		intergenic_variant										2

		BovineHD0100017725		rs110511144		1		61,985,623		55,907		intergenic_variant										2

		BovineHD0100017731		rs109349699		1		62,016,875		31,253		intergenic_variant										2

		BovineHD0100017734		rs137554077		1		62,031,546		14,672		intergenic_variant										2

		BovineHD0100017740		rs110766419		1		62,046,596		15,051		intergenic_variant										2

		BovineHD0100017744		rs43240516		1		62,063,429		16,834		intergenic_variant										2

		BovineHD0100017747		rs43240509		1		62,068,473		5,045		intergenic_variant										2

		BovineHD0100017752		rs43241258		1		62,083,986		15,514		intergenic_variant										2

		BovineHD0100017754		rs43241274		1		62,086,263		2,278		intergenic_variant										2

		BovineHD0100017757		rs43241322		1		62,096,565		10,303		intergenic_variant										2

		BovineHD0100017760		rs133307248		1		62,104,722		8,158		intergenic_variant										2

		BovineHD0100017764		rs43242037		1		62,123,507		18,786		intergenic_variant										2

		BovineHD0100017766		rs43168945		1		62,139,847		16,341		intergenic_variant										2

		BovineHD0100017769		rs109707690		1		62,152,932		13,086		intergenic_variant										2

		BovineHD0100017771		rs43242050		1		62,162,979		10,048		intergenic_variant										2

		BovineHD0100017777		rs43242079		1		62,197,562		34,584		intergenic_variant										2

		BovineHD0100017790		rs43242124		1		62,229,866		32,305		intergenic_variant										2

		BovineHD0100017795		rs43242767		1		62,244,620		14,755		intergenic_variant										2

		BovineHD0100017798		rs137193139		1		62,248,447		3,828		intergenic_variant										2

		BovineHD0100017801		rs43242792		1		62,261,015		12,569		intergenic_variant										2

		BovineHD0100017805		rs137767286		1		62,284,691		23,677		intergenic_variant										2

		BovineHD0100017810		rs135178625		1		62,302,432		17,742		intergenic_variant										2

		BovineHD0100017815		rs43243173		1		62,324,448		22,017		intergenic_variant										2

		BovineHD0100017823		rs43243186		1		62,345,269		20,822		intergenic_variant										2

		BovineHD0100017826		rs43243199		1		62,365,880		20,612		intergenic_variant										2

		ARS-BFGL-NGS-100977		rs42779828		1		62,421,587		55,708		intergenic_variant										2

		BovineHD0100017841		rs42779806		1		62,444,282		22,696		intergenic_variant										2

		BovineHD0100017848		rs134729511		1		62,464,349		20,068		intergenic_variant										2

		BovineHD0100017858		rs42624490		1		62,492,710		28,362		intergenic_variant										2

		BovineHD0100017867		rs109830070		1		62,518,578		25,869		intergenic_variant										2

		BovineHD0100017872		rs109593610		1		62,544,723		26,146		intergenic_variant										2

		BovineHD0100017876		rs110940439		1		62,553,349		8,627		intergenic_variant										2

		ARS-BFGL-NGS-106011		rs110622987		1		62,555,158		1,810		intergenic_variant										2

		BovineHD0100017879		rs135282773		1		62,560,018		4,861		intergenic_variant										2

		BovineHD0100017884		rs136666446		1		62,573,164		13,147		intergenic_variant										2

		BovineHD0100017886		rs42409591		1		62,583,684		10,521		intergenic_variant										2

		BovineHD0100017888		rs42409611		1		62,591,731		8,048		intergenic_variant										2

		BovineHD0100017890		rs42409618		1		62,593,348		1,618		intergenic_variant										2

		BovineHD0100017891		rs42409623		1		62,595,537		2,190		intergenic_variant										2

		BovineHD0100017893		rs42410640		1		62,599,752		4,216		intergenic_variant										2

		BovineHD0100017895		rs42410654		1		62,603,896		4,145		intergenic_variant										2

		BovineHD0100017899		rs110300958		1		62,613,130		9,235		intergenic_variant										2

		ARS-BFGL-NGS-112682		rs109901387		1		62,631,854		18,725		intergenic_variant										2

		BovineHD0100017905		rs134526551		1		62,637,571		5,718		intergenic_variant										2

		BovineHD0100017907		rs42407417		1		62,640,861		3,291		intergenic_variant										2

		BovineHD0100017909		rs42408534		1		62,647,503		6,643		intergenic_variant										2

		BovineHD0100017911		rs42408541		1		62,650,495		2,993		intergenic_variant										2

		BovineHD0100017913		rs109450323		1		62,653,498		3,004		intergenic_variant										2

		BovineHD0100017916		rs42408574		1		62,658,946		5,449		intergenic_variant										2

		BovineHD0100017918		rs42408616		1		62,665,233		6,288		intergenic_variant										2

		BovineHD0100017921		rs43194973		1		62,669,058		3,826		intergenic_variant										2

		BovineHD0100017923		rs137449351		1		62,677,892		8,835		intergenic_variant										2

		BovineHD0100017926		rs42411566		1		62,680,425		2,534		intergenic_variant										2

		BovineHD0100017928		rs42410726		1		62,683,974		3,550		intergenic_variant										2

		BovineHD0100017930		rs135894290		1		62,685,683		1,710		intergenic_variant										2

		BovineHD0100017932		rs110895030		1		62,688,310		2,628		intergenic_variant										2

		BovineHD0100017934		rs42410708		1		62,690,209		1,900		intergenic_variant										2

		BovineHD0100017936		rs135377933		1		62,702,152		11,944		intergenic_variant										2

		BovineHD0100017938		rs137291620		1		62,706,307		4,156		intergenic_variant										2

		BovineHD0100017941		rs134560163		1		62,718,080		11,774		intergenic_variant										2

		BovineHD0100017950		rs135014011		1		62,730,827		12,748		intergenic_variant										2

		BovineHD0100017953		rs42412555		1		62,739,543		8,717		intergenic_variant										2

		BovineHD0100017955		rs134113108		1		62,743,654		4,112		intergenic_variant										2

		BovineHD0100017957		rs133445894		1		62,748,063		4,410		intergenic_variant										2

		BovineHD0100017960		rs136404791		1		62,762,501		14,439		intergenic_variant										2

		Hapmap49510-BTA-17452		rs41570239		1		62,768,510		6,010		intergenic_variant										2

		BovineHD0100017966		rs42405914		1		62,781,800		13,291		intergenic_variant										2

		BovineHD0100017970		rs132676218		1		62,804,443		22,644		intergenic_variant										2

		BovineHD0100017974		rs42404909		1		62,828,935		24,493		intergenic_variant										2

		BTA-32633-no-rs		rs41566184		1		62,841,878		12,944		intergenic_variant										2

		BovineHD0100017977		rs43243749		1		62,844,057		2,180		intergenic_variant										2

		BovineHD0100017979		rs43243758		1		62,846,949		2,893		intergenic_variant										2

		BovineHD0100017981		rs43243762		1		62,848,747		1,799		intergenic_variant										2

		BovineHD0100017983		rs137344050		1		62,854,012		5,266		intergenic_variant										2

		BovineHD0100017989		NULL		1		62,860,468		6,457		intergenic_variant										2

		BTB-00031779		rs43243803		1		62,888,363		27,896		intergenic_variant										2

		BovineHD4100000356		rs41616988		1		62,942,235		53,873		intergenic_variant										2

		BovineHD0100018008		rs134839271		1		62,958,020		15,786		intergenic_variant										2

		BTA-108948-no-rs		rs41571544		1		62,972,124		14,105		intergenic_variant										2

		BovineHD0100018017		rs137496934		1		63,008,675		36,552		intergenic_variant										2

		BovineHD0100018022		rs133382076		1		63,041,156		32,482		intergenic_variant										2

		BovineHD0100018023		rs134391563		1		63,060,140		18,985		intergenic_variant										2

		BovineHD0100018025		rs133213763		1		63,064,063		3,924		intergenic_variant										2

		BovineHD0100018029		rs110065708		1		63,072,771		8,709		intergenic_variant										2

		ARS-BFGL-NGS-116361		rs110897733		1		63,103,154		30,384		intergenic_variant										2

		BovineHD0100018036		rs108939864		1		63,118,229		15,076		intergenic_variant										2

		Hapmap49061-BTA-122268		rs41624979		1		63,139,698		21,470		intergenic_variant										2

		BovineHD0100018044		rs133059537		1		63,162,754		23,057		intergenic_variant										2

		BovineHD0100018046		rs110595278		1		63,184,853		22,100		intergenic_variant										2

		BovineHD0100018048		rs110570534		1		63,188,125		3,273		intergenic_variant										2

		BovineHD0100018050		rs110512981		1		63,204,492		16,368		intergenic_variant										2

		BovineHD0100018053		rs109917704		1		63,218,240		13,749		intergenic_variant										2

		Hapmap44333-BTA-104611		rs41611740		1		63,222,337		4,098		intergenic_variant										2

		BovineHD0100018058		rs110278695		1		63,240,829		18,493		intergenic_variant										2

		BovineHD0100018060		rs110517453		1		63,245,973		5,145		intergenic_variant										2

		BovineHD0100018062		rs109383368		1		63,256,956		10,984		intergenic_variant										2

		BovineHD0100018066		rs137131964		1		63,281,508		24,553		intergenic_variant										2

		BovineHD0100018068		rs109631968		1		63,287,445		5,938		intergenic_variant										2

		BovineHD0100018071		rs136295867		1		63,299,411		11,967		intergenic_variant										2

		BovineHD0100018108		rs136553632		1		63,438,591		139,181		intergenic_variant										2

		BovineHD0100018114		rs133214751		1		63,469,918		31,328		intergenic_variant										2

		BovineHD0100018116		rs136234572		1		63,478,670		8,753		intergenic_variant										2

		BovineHD0100018118		rs134547803		1		63,480,439		1,770		intergenic_variant										2

		BovineHD0100018125		rs41805598		1		63,516,769		36,331		intergenic_variant										2

		BovineHD0100018139		rs41804730		1		63,596,386		79,618		intergenic_variant										2

		BovineHD0100018155		rs42803877		1		63,680,529		84,144		intergenic_variant										2

		BovineHD0100018159		rs109578530		1		63,690,426		9,898		intergenic_variant										2

		BovineHD0100018162		rs41804703		1		63,706,726		16,301		intergenic_variant										2

		BovineHD0100018164		rs109284229		1		63,711,338		4,613		intergenic_variant										2

		BovineHD0100018165		rs43767288		1		63,716,985		5,648		intergenic_variant										2

		BovineHD0100018167		rs43768153		1		63,720,913		3,929		intergenic_variant										2

		BovineHD0100018170		rs133839538		1		63,728,149		7,237		intergenic_variant										2

		BovineHD0100018173		rs137079263		1		63,730,721		2,573		intergenic_variant										2

		BovineHD0100018176		rs43768149		1		63,740,013		9,293		intergenic_variant										2

		BovineHD0100018180		rs137652236		1		63,754,718		14,706		intron_variant		IGSF11								2

		BovineHD0100018182		rs134523184		1		63,760,814		6,097		intron_variant		IGSF11								2

		BovineHD0100018184		rs43767236		1		63,765,712		4,899		intron_variant		IGSF11								2

		BovineHD0100018190		rs43767257		1		63,781,986		16,275		intron_variant		IGSF11								2

		BovineHD0100030457		rs43760847		1		63,792,682		10,697		intron_variant		IGSF11								2

		BovineHD0100030455		rs43755523		1		63,794,345		1,664		intron_variant		IGSF11								2

		BovineHD0100030450		rs132803633		1		63,797,927		3,583		intron_variant		IGSF11								2

		BovineHD0100030452		rs43760284		1		63,799,666		1,740		intron_variant		IGSF11								2

		BovineHD0100018194		rs135947815		1		63,802,950		3,285		intron_variant		IGSF11								2

		BovineHD0100018196		rs137076232		1		63,805,976		3,027		intron_variant		IGSF11								2

		BovineHD0100018198		rs136818226		1		63,806,968		993		intron_variant		IGSF11								2

		BovineHD0100018201		rs133201513		1		63,810,861		3,894		intron_variant		IGSF11								2

		Hapmap51521-BTA-92920		rs41662310		1		63,813,595		2,735		intron_variant		IGSF11								2

		BovineHD0100018206		rs43015557		1		63,825,742		12,148		intron_variant		IGSF11								2

		BovineHD0100018208		rs43015562		1		63,830,067		4,326		intron_variant		IGSF11								2

		BovineHD0100018210		rs43015572		1		63,834,353		4,287		intron_variant		IGSF11								2

		BovineHD0100018217		rs43015591		1		63,844,808		10,456		intron_variant		IGSF11								2

		ARS-BFGL-NGS-31791		rs43016732		1		63,850,758		5,951		intron_variant		IGSF11								2

		BovineHD0100018222		rs110216884		1		63,851,933		1,176		intron_variant		IGSF11								2

		BovineHD0100018224		rs109494989		1		63,853,317		1,385		intron_variant		IGSF11								2

		BovineHD0100018228		rs43016770		1		63,857,671		4,355		intron_variant		IGSF11								2

		BovineHD0100018231		rs136107534		1		63,864,965		7,295		intron_variant		IGSF11								2

		BovineHD0100018237		rs43016195		1		63,872,535		7,571		intron_variant		IGSF11								2

		BovineHD0100018240		rs43016137		1		63,878,643		6,109		intron_variant		IGSF11								2

		BovineHD0100018245		rs43015410		1		63,885,906		7,264		intron_variant		IGSF11								2

		BovineHD0100024460		rs135503271		1		84,971,360		21,085,455		intergenic_variant										3

		BovineHD0100024479		rs43677404		1		85,042,289		70,930		intergenic_variant										3

		BovineHD4100000495		rs43677335		1		85,063,073		20,785		intergenic_variant										3

		BovineHD0100024489		rs135181343		1		85,076,026		12,954		intergenic_variant										3

		BovineHD0100024491		rs133578897		1		85,077,930		1,905		intergenic_variant										3

		BovineHD0100024493		rs43249246		1		85,080,985		3,056		intergenic_variant										3

		BovineHD0100024495		rs43249251		1		85,082,469		1,485		intergenic_variant										3

		BovineHD0100024499		rs110566689		1		85,095,617		13,149		intergenic_variant										3

		BovineHD0100024503		rs136280147		1		85,102,888		7,272		intergenic_variant										3

		BovineHD0100024505		rs135256990		1		85,104,925		2,038		intergenic_variant										3

		BovineHD0100024507		rs111012606		1		85,106,623		1,699		intergenic_variant										3

		BovineHD0100024509		rs136228515		1		85,108,624		2,002		intergenic_variant										3

		BovineHD0100024511		rs135011941		1		85,110,291		1,668		intergenic_variant										3

		Hapmap42933-BTA-40454		rs41604794		1		85,114,449		4,159		intergenic_variant										3

		BovineHD0100024536		rs137024945		1		85,222,522		108,074		intergenic_variant										3

		BovineHD0100024547		rs109544229		1		85,271,326		48,805		intergenic_variant										3

		ARS-BFGL-NGS-54077		rs109271870		1		85,280,342		9,017		intergenic_variant										3

		BovineHD0100024557		rs43248694		1		85,319,634		39,293		intergenic_variant										3

		BovineHD0100024563		rs43247069		1		85,345,001		25,368		intergenic_variant										3

		BovineHD0100024567		rs110018212		1		85,357,489		12,489		intergenic_variant										3

		BovineHD0100024574		rs43247034		1		85,407,874		50,386		intergenic_variant										3

		BovineHD0100024576		rs43245730		1		85,410,867		2,994		intergenic_variant										3

		BovineHD0100024578		rs43245716		1		85,422,394		11,528		intergenic_variant										3

		BovineHD0100024582		rs43245693		1		85,447,607		25,214		intergenic_variant										3

		BovineHD0100024585		rs43245680		1		85,477,189		29,583		intergenic_variant										3

		BTB-00037008		rs43245663		1		85,501,954		24,766		intergenic_variant										3

		BovineHD0100024599		rs43134419		1		85,556,024		54,071		intergenic_variant										3

		BovineHD0100024602		rs135175517		1		85,577,640		21,617		intergenic_variant										3

		BovineHD0100024606		rs136656156		1		85,606,178		28,539		intergenic_variant										3

		BovineHD0100024608		rs136359819		1		85,619,372		13,195		intergenic_variant										3

		BovineHD0100024611		rs110928228		1		85,634,877		15,506		intergenic_variant										3

		BovineHD0100024613		rs137229551		1		85,647,308		12,432		intergenic_variant										3

		BovineHD0100024615		rs110698858		1		85,657,120		9,813		intergenic_variant										3

		BovineHD0100024619		rs134659089		1		85,687,127		30,008		intergenic_variant										3

		BovineHD0100024622		rs109142706		1		85,698,203		11,077		intergenic_variant										3

		ARS-BFGL-BAC-34208		rs109106250		1		85,720,175		21,973		intergenic_variant										3

		BovineHD0100024628		rs109834014		1		85,731,139		10,965		intergenic_variant										3

		BovineHD0200008721		rs137095020		2		29,758,133				intergenic_variant										4

		BovineHD0200008723		rs133134813		2		29,769,053		10,921		intergenic_variant										4

		BovineHD0200008726		rs136299797		2		29,790,206		21,154		intergenic_variant										4

		ARS-BFGL-NGS-38622		rs109266162		2		29,822,786		32,581		intergenic_variant										4

		BovineHD0200008734		rs43299508		2		29,826,213		3,428		intergenic_variant										4

		BovineHD0200008739		rs133669813		2		29,841,962		15,750		synonymous_variant		SCN7A								4

		BovineHD0200008745		rs110172304		2		29,863,515		21,554		intron_variant		SCN7A								4

		BovineHD0200008753		rs133196921		2		29,876,633		13,119		intron_variant		SCN7A								4

		BovineHD0200008796		rs110134472		2		29,954,517		77,885		intergenic_variant										4

		BovineHD0200008799		rs43301840		2		29,957,381		2,865		intergenic_variant										4

		BovineHD0200008803		rs43301888		2		29,961,960		4,580		intergenic_variant										4

		BovineHD0200008805		rs132944275		2		29,969,944		7,985		intergenic_variant										4

		ARS-BFGL-BAC-28097		rs43302507		2		29,971,378		1,435		intergenic_variant										4

		BovineHD0200008812		rs43302459		2		29,978,885		7,508		intergenic_variant										4

		Hapmap23355-BTA-133816		rs110073925		2		30,005,111		26,227		intron_variant		SCN9A								4

		BovineHD0200008831		rs109612640		2		30,010,141		5,031		intron_variant		SCN9A								4

		BovineHD0200008841		rs134646004		2		30,045,550		35,410		intron_variant		SCN9A								4

		BovineHD4100001112		rs43303243		2		30,061,370		15,821		intron_variant		SCN9A								4

		BovineHD0200008849		rs109393592		2		30,067,947		6,578		intron_variant		SCN9A								4

		BovineHD0200009292		rs111023543		2		31,284,994		1,217,048		intergenic_variant										5

		BovineHD0200009295		rs136572943		2		31,290,976		5,983		intron_variant		SLC38A11								5

		BovineHD0200009298		rs133292647		2		31,299,144		8,169		intron_variant		SLC38A11								5

		BovineHD0200009300		rs43303269		2		31,304,622		5,479		intron_variant		SLC38A11								5

		ARS-BFGL-BAC-30294		rs43303311		2		31,311,914		7,293		intron_variant		SLC38A11								5

		BovineHD0200009315		rs43303867		2		31,347,185		35,272		intron_variant		SLC38A11								5

		BovineHD0200009318		rs109227488		2		31,353,601		6,417		intergenic_variant										5

		BovineHD0200009323		rs43303846		2		31,368,273		14,673		intergenic_variant										5

		BovineHD0200009332		rs132698435		2		31,399,896		31,624		intergenic_variant										5

		BovineHD0200009335		rs109484299		2		31,414,169		14,274		intergenic_variant										5

		BovineHD0200009338		rs136765684		2		31,434,022		19,854		intron_variant		COBLL1								5

		BovineHD0200009344		rs109998947		2		31,447,960		13,939		intron_variant		COBLL1								5

		BovineHD0200009346		rs135997099		2		31,452,857		4,898		intron_variant		COBLL1								5

		BovineHD0200009348		rs135218184		2		31,455,720		2,864		intron_variant		COBLL1								5

		BovineHD0200009350		rs109587452		2		31,457,668		1,949		intron_variant		COBLL1								5

		Hapmap52594-rs29026993		rs29026993		2		31,468,455		10,788		intron_variant		COBLL1								5

		BovineHD0200009354		rs137503922		2		31,475,495		7,041		intron_variant		COBLL1								5

		BovineHD0200009358		rs109103480		2		31,491,246		15,752		intron_variant		COBLL1								5

		BovineHD0200009361		rs135498610		2		31,498,293		7,048		intron_variant		COBLL1								5

		BovineHD0200009363		rs110937174		2		31,502,557		4,265		intron_variant		COBLL1								5

		BovineHD0200009365		rs137675748		2		31,507,610		5,054		intron_variant		COBLL1								5

		BovineHD0200009368		rs134662871		2		31,514,057		6,448		intron_variant		COBLL1								5

		BovineHD0200009371		rs133772239		2		31,522,508		8,452		intron_variant		COBLL1								5

		BovineHD0200009380		rs43303924		2		31,553,266		30,759		intron_variant		COBLL1								5

		BovineHD0200009384		rs109674388		2		31,565,009		11,744		intron_variant		COBLL1								5

		BovineHD4100001120		rs41611824		2		31,596,685		31,677		3_prime_UTR_variant		COBLL1								5

		BovineHD0200009400		rs42687941		2		31,601,748		5,064		intergenic_variant										5

		BovineHD0200009404		rs136707819		2		31,635,899		34,152		intergenic_variant										5

		BovineHD0200009406		rs134945495		2		31,638,826		2,928		intergenic_variant										5

		BovineHD0200009409		rs134277098		2		31,643,672		4,847		intergenic_variant										5

		BovineHD0200009414		rs135848982		2		31,651,885		8,214		intergenic_variant										5

		BovineHD0200009416		rs135385508		2		31,653,876		1,992		intergenic_variant										5

		BovineHD0200009418		rs133395555		2		31,657,583		3,708		intergenic_variant										5

		BovineHD0200009420		rs109223079		2		31,660,659		3,077		intergenic_variant										5

		BovineHD0200009423		rs137365197		2		31,663,929		3,271		intergenic_variant										5

		BovineHD0200009425		rs136968682		2		31,666,633		2,705		intergenic_variant										5

		BovineHD0200009427		rs110447115		2		31,668,827		2,195		intergenic_variant										5

		BovineHD0200009429		rs135233322		2		31,671,612		2,786		intergenic_variant										5

		BovineHD0200009432		rs137536355		2		31,675,805		4,194		intergenic_variant										5

		BovineHD0200009445		rs133757123		2		31,727,909		52,105		intron_variant		GRB14								5

		BovineHD0200009462		rs134825710		2		31,791,559		63,651		intron_variant		GRB14								5

		BovineHD0200009466		rs135928605		2		31,807,411		15,853		intron_variant		GRB14								5

		BovineHD0200009476		rs134212338		2		31,864,453		57,043		intergenic_variant										5

		BovineHD0200009491		rs110634630		2		31,951,013		86,561		intergenic_variant										5

		BovineHD0200009500		rs43305612		2		31,984,675		33,663		intergenic_variant										5

		BovineHD0200014109		rs135741889		2		48,703,727		16,719,053		intergenic_variant										6

		BovineHD0200014111		rs109661858		2		48,707,672		3,946		intergenic_variant										6

		BovineHD0200014118		rs135466100		2		48,738,039		30,368		intergenic_variant										6

		BovineHD0200014122		rs109132759		2		48,755,071		17,033		intergenic_variant										6

		BovineHD0200014124		rs110213662		2		48,765,553		10,483		intergenic_variant										6

		BovineHD0200014126		rs134285798		2		48,774,008		8,456		intergenic_variant										6

		BovineHD0200014128		rs109663380		2		48,775,797		1,790		intergenic_variant										6

		BovineHD0200014131		rs109940650		2		48,781,082		5,286		intergenic_variant										6

		BovineHD0200014133		rs137431989		2		48,785,988		4,907		intergenic_variant										6

		BovineHD4100001199		rs29023444		2		48,797,934		11,947		intergenic_variant										6

		BovineHD0200014138		rs109878037		2		48,800,060		2,127		intergenic_variant										6

		BovineHD0200014144		rs133290013		2		48,807,730		7,671		intergenic_variant										6

		BovineHD0200014150		rs136024760		2		48,821,329		13,600		intergenic_variant										6

		BovineHD0200014152		rs109479080		2		48,838,953		17,625		intergenic_variant										6

		BovineHD0200014155		rs135253786		2		48,853,957		15,005		intergenic_variant										6

		Hapmap18416-rs29019993		rs29019993		2		48,875,539		21,583		intergenic_variant										6

		BovineHD0200014169		rs134753706		2		48,916,734		41,196		intergenic_variant										6

		BovineHD0200014173		rs135937387		2		48,935,934		19,201		intergenic_variant										6

		BovineHD0200014175		rs134967425		2		48,947,891		11,958		intergenic_variant										6

		BovineHD0200014177		rs109496307		2		48,966,632		18,742		intergenic_variant										6

		BovineHD0200014183		rs132944602		2		48,987,882		21,251		intergenic_variant										6

		ARS-BFGL-NGS-113042		rs109941542		2		48,993,143		5,262		intergenic_variant										6

		BovineHD0200014189		rs135730597		2		49,000,490		7,348		intergenic_variant										6

		BovineHD0200014192		rs134484775		2		49,005,139		4,650		intergenic_variant										6

		BovineHD0200014197		rs110931723		2		49,015,366		10,228		intergenic_variant										6

		BovineHD0200014203		rs110788014		2		49,039,279		23,914		intergenic_variant										6

		BovineHD0200014209		rs134000371		2		49,064,542		25,264		intergenic_variant										6

		BovineHD0200014211		rs133396156		2		49,067,927		3,386		intergenic_variant										6

		BovineHD0200014214		rs135468383		2		49,070,988		3,062		intergenic_variant										6

		BovineHD0200014215		rs133126169		2		49,074,378		3,391		intergenic_variant										6

		BovineHD0200014216		rs134806089		2		49,078,484		4,107		intergenic_variant										6

		BovineHD0200014218		rs136767500		2		49,095,453		16,970		intergenic_variant										6

		BovineHD0200014221		rs134293988		2		49,104,566		9,114		intergenic_variant										6

		BovineHD0200014247		rs133532230		2		49,234,583		130,018		intergenic_variant										6

		BovineHD0200014252		rs135650536		2		49,261,377		26,795		intergenic_variant										6

		BovineHD0200014254		rs108955840		2		49,264,106		2,730		intergenic_variant										6

		BovineHD0200014258		rs136358503		2		49,288,818		24,713		intergenic_variant										6

		BovineHD0200014262		rs136175606		2		49,295,758		6,941		intergenic_variant										6

		BovineHD0200014264		rs108942844		2		49,297,281		1,524		intergenic_variant										6

		BovineHD0200014266		rs133655907		2		49,301,498		4,218		intergenic_variant										6

		BovineHD0200014268		rs132722011		2		49,303,140		1,643		intergenic_variant										6

		BovineHD0200014274		rs109612252		2		49,349,789		46,650		intergenic_variant										6

		BovineHD0200014278		rs136741250		2		49,366,892		17,104		intergenic_variant										6

		BovineHD0200014283		rs135769371		2		49,389,878		22,987		intergenic_variant										6

		BovineHD0200014286		rs110084701		2		49,403,795		13,918		intergenic_variant										6

		BovineHD0200014289		rs110997129		2		49,413,299		9,505		intergenic_variant										6

		BovineHD0200014295		rs135900600		2		49,444,239		30,941		intergenic_variant										6

		BovineHD0200014301		rs109736157		2		49,468,409		24,171		intergenic_variant										6

		BovineHD0200014308		rs137216264		2		49,500,248		31,840		intergenic_variant										6

		BovineHD0200014311		rs135881146		2		49,513,240		12,993		intergenic_variant										6

		BovineHD0200014315		rs109543244		2		49,535,355		22,116		intergenic_variant										6

		BovineHD0200014318		rs132739722		2		49,548,747		13,393		intergenic_variant										6

		BovineHD0200014320		rs135507459		2		49,561,235		12,489		intergenic_variant										6

		BovineHD0200014324		rs110396765		2		49,575,848		14,614		intergenic_variant										6

		BovineHD0200014327		rs133304029		2		49,585,356		9,509		intergenic_variant										6

		BovineHD0200014329		rs136481731		2		49,587,469		2,114		intergenic_variant										6

		BovineHD0200014331		rs109232778		2		49,595,790		8,322		intergenic_variant										6

		BovineHD0200014333		rs137030036		2		49,604,016		8,227		intergenic_variant										6

		BovineHD0200014340		rs134286256		2		49,638,070		34,055		intergenic_variant										6

		BovineHD0200014345		rs110694253		2		49,673,300		35,231		intergenic_variant										6

		BovineHD0200014347		rs109679936		2		49,680,303		7,004		intergenic_variant										6

		ARS-BFGL-NGS-38341		rs109732000		2		49,703,365		23,063		intergenic_variant										6

		BovineHD0200014352		rs137330125		2		49,714,538		11,174		intergenic_variant										6

		BovineHD0200014358		rs137027430		2		49,733,530		18,993		intergenic_variant										6

		BovineHD0200014360		rs136588174		2		49,738,525		4,996		intergenic_variant										6

		BovineHD0200014362		rs137668226		2		49,749,137		10,613		intergenic_variant										6

		BovineHD0200014364		rs110449133		2		49,760,042		10,906		intergenic_variant										6

		BovineHD0200014366		rs133317134		2		49,762,078		2,037		intergenic_variant										6

		BovineHD0200014368		rs108979236		2		49,765,568		3,491		intergenic_variant										6

		BovineHD0200014370		rs110829031		2		49,767,682		2,115		intergenic_variant										6

		BovineHD0200014372		rs109993124		2		49,770,378		2,697		intergenic_variant										6

		BovineHD0200014374		rs135912346		2		49,773,157		2,780		intergenic_variant										6

		BovineHD0200014378		rs110374176		2		49,784,316		11,160		intergenic_variant										6

		BovineHD0200014380		rs111008646		2		49,790,121		5,806		intergenic_variant										6

		BovineHD0200014382		rs135807581		2		49,799,827		9,707		intergenic_variant										6

		BovineHD0200014383		rs136596414		2		49,811,427		11,601		intergenic_variant										6

		BovineHD0200014385		rs111025971		2		49,816,156		4,730		intergenic_variant										6

		BovineHD0200014388		rs110075266		2		49,827,332		11,177		intergenic_variant										6

		BovineHD0200014391		rs109993537		2		49,852,108		24,777		intergenic_variant										6

		BovineHD0200014393		rs110830648		2		49,858,432		6,325		intergenic_variant										6

		BovineHD0200014395		rs137719438		2		49,859,977		1,546		intergenic_variant										6

		BovineHD0200014397		rs135915465		2		49,863,425		3,449		intergenic_variant										6

		BovineHD0200014399		rs108951296		2		49,866,194		2,770		intergenic_variant										6

		BovineHD0200014401		rs110701649		2		49,869,228		3,035		intergenic_variant										6

		BovineHD0200014403		rs135093441		2		49,875,043		5,816		intergenic_variant										6

		BovineHD0200014405		rs134419809		2		49,878,411		3,369		intergenic_variant										6

		BovineHD0200014407		rs132775208		2		49,882,050		3,640		intergenic_variant										6

		BovineHD0200014410		rs133545562		2		49,901,063		19,014		intergenic_variant										6

		BovineHD0200014413		rs110390702		2		49,906,548		5,486		intergenic_variant										6

		BovineHD0200014416		rs109435526		2		49,911,528		4,981		intergenic_variant										6

		BovineHD0200014419		rs109512596		2		49,917,070		5,543		intergenic_variant										6

		BovineHD0200014421		rs137481286		2		49,920,168		3,099		intergenic_variant										6

		BovineHD0200014423		rs110422929		2		49,926,206		6,039		intergenic_variant										6

		BovineHD0200014426		rs111025838		2		49,930,577		4,372		intergenic_variant										6

		BovineHD0200014429		rs135679608		2		49,934,696		4,120		intergenic_variant										6

		BovineHD0200014431		rs109609948		2		49,936,379		1,684		intergenic_variant										6

		BovineHD0200014433		rs133369412		2		49,939,337		2,959		intergenic_variant										6

		BovineHD0200014436		rs110658603		2		49,951,694		12,358		intergenic_variant										6

		BovineHD0200014439		rs109583978		2		49,961,201		9,508		intergenic_variant										6

		BovineHD0200014441		rs109936602		2		49,967,002		5,802		intergenic_variant										6

		BovineHD0200014442		rs109530383		2		49,976,907		9,906		intergenic_variant										6

		BovineHD0200014447		rs109280858		2		50,009,079		32,173		intergenic_variant										6

		BovineHD0200014449		rs137050060		2		50,015,382		6,304		intergenic_variant										6

		BTA-47682-no-rs		rs41601072		2		50,031,268		15,887		intergenic_variant										6

		BovineHD0200014455		rs109882321		2		50,043,026		11,759		intergenic_variant										6

		BovineHD0200014458		rs109600041		2		50,048,715		5,690		intergenic_variant										6

		BovineHD0200014460		rs109774383		2		50,051,386		2,672		intergenic_variant										6

		BovineHD0200014462		rs133519760		2		50,063,072		11,687		intergenic_variant										6

		BovineHD0200014463		rs109081523		2		50,067,194		4,123		intergenic_variant										6

		BovineHD0200014465		rs109895925		2		50,073,805		6,612		intergenic_variant										6

		BovineHD0200014467		rs110802859		2		50,084,264		10,460		intergenic_variant										6

		BovineHD0200014471		rs109482412		2		50,092,121		7,858		intergenic_variant										6

		BovineHD0200014475		rs43306971		2		50,106,462		14,342		intergenic_variant										6

		BovineHD0200014484		rs136026532		2		50,157,250		50,789		intergenic_variant										6

		BTB-00099032		rs43306221		2		50,163,146		5,897		intergenic_variant										6

		BovineHD0200014488		rs43306204		2		50,169,482		6,337		intergenic_variant										6

		BovineHD0200014495		rs43306160		2		50,204,989		35,508		intergenic_variant										6

		BovineHD0200014500		rs43306146		2		50,234,111		29,123		intergenic_variant										6

		BovineHD0200014503		rs137604162		2		50,254,799		20,689		intergenic_variant										6

		Hapmap42228-BTA-47674		rs41637173		2		50,268,524		13,726		intergenic_variant										6

		BovineHD0200014506		rs43305513		2		50,279,672		11,149		intergenic_variant										6

		BovineHD0300005655		rs109992213		3		17,549,904				intergenic_variant										7

		BovineHD0300005659		rs109089142		3		17,579,255		29,352		intergenic_variant										7

		BovineHD0300005662		rs109075866		3		17,593,268		14,014		intergenic_variant										7

		BovineHD0300005664		rs132987251		3		17,595,100		1,833		intergenic_variant										7

		BovineHD0300005666		rs109018467		3		17,605,387		10,288		intergenic_variant										7

		BovineHD0300005674		rs109669960		3		17,661,059		55,673		intergenic_variant										7

		BovineHD0300005677		rs133715286		3		17,678,690		17,632		intergenic_variant										7

		BovineHD0300005681		rs137206836		3		17,696,758		18,069		intergenic_variant										7

		BovineHD0300005684		rs134603495		3		17,707,544		10,787		intergenic_variant										7

		BovineHD0300005686		rs133957691		3		17,715,270		7,727		intergenic_variant										7

		BovineHD0300005692		rs110664277		3		17,742,928		27,659		intergenic_variant										7

		BovineHD0300005694		rs132728327		3		17,751,657		8,730		intergenic_variant										7

		BovineHD0300005719		rs134414731		3		17,786,962		35,306		intergenic_variant										7

		BovineHD0300005738		rs109879570		3		17,818,942		31,981		intergenic_variant										7

		BovineHD0300005743		rs135679970		3		17,826,625		7,684		intergenic_variant										7

		BovineHD0300005746		rs136346205		3		17,836,234		9,610		intergenic_variant										7

		BovineHD0300005749		rs136412942		3		17,839,480		3,247		intergenic_variant										7

		BovineHD0300005752		rs136155061		3		17,843,432		3,953		intergenic_variant										7

		BovineHD0300005754		rs109742956		3		17,845,785		2,354		intergenic_variant										7

		BovineHD0300005757		rs133798112		3		17,850,006		4,222		intergenic_variant										7

		BovineHD0300005759		rs132740564		3		17,852,709		2,704		intergenic_variant										7

		BovineHD0300005761		rs109178743		3		17,854,888		2,180		intergenic_variant										7

		BovineHD0300005763		rs109314593		3		17,858,954		4,067		intergenic_variant										7

		BovineHD0300005765		rs133717135		3		17,867,748		8,795		intergenic_variant										7

		BovineHD0300005767		rs136301435		3		17,871,996		4,249		intergenic_variant										7

		BovineHD0300005768		rs136744726		3		17,875,623		3,628		intergenic_variant										7

		BovineHD0300005770		rs137815543		3		17,878,040		2,418		intergenic_variant										7

		BovineHD0300005776		rs109701681		3		17,894,282		16,243		intergenic_variant										7

		BovineHD0300005793		rs133368945		3		17,955,283		61,002		intergenic_variant										7

		BovineHD0300005795		rs109333815		3		17,960,397		5,115		intergenic_variant										7

		BovineHD0300005797		rs109246381		3		17,982,124		21,728		intergenic_variant										7

		BovineHD0300005799		rs110141892		3		17,990,096		7,973		intergenic_variant										7

		BovineHD0300005801		rs137828224		3		18,000,005		9,910		intergenic_variant										7

		BovineHD0300005803		rs137431239		3		18,006,952		6,948		intergenic_variant										7

		BovineHD0300005805		rs134357747		3		18,014,631		7,680		intergenic_variant										7

		BovineHD0300005807		rs110192401		3		18,016,185		1,555		intergenic_variant										7

		BovineHD0300005810		rs136684095		3		18,023,933		7,749		intron_variant		KPRP								7

		BovineHD0300005811		rs134316515		3		18,026,547		2,615		intron_variant		KPRP								7

		BovineHD0300005813		rs110891409		3		18,028,795		2,249		intergenic_variant										7

		BovineHD0300005816		rs110185065		3		18,033,163		4,369		intergenic_variant										7

		BovineHD0300005818		rs109636349		3		18,038,557		5,395		intergenic_variant										7

		BovineHD0300005820		rs41587396		3		18,040,599		2,043		intergenic_variant										7

		BovineHD0300005822		rs110640756		3		18,042,791		2,193		intergenic_variant										7

		BovineHD0300005827		rs110855935		3		18,060,832		18,042		intergenic_variant										7

		BovineHD0300005833		rs135356544		3		18,083,283		22,452		intergenic_variant										7

		BovineHD0300005837		rs110109589		3		18,087,706		4,424		intergenic_variant										7

		BovineHD0300005839		rs110045385		3		18,091,355		3,650		intergenic_variant										7

		BovineHD0300005843		rs109745959		3		18,105,751		14,397		intergenic_variant										7

		BovineHD0300005845		rs109606877		3		18,109,889		4,139		intron_variant		LCE3C								7

		BovineHD0300005848		rs109079949		3		18,116,358		6,470		intergenic_variant										7

		BovineHD0300005850		rs110165596		3		18,121,070		4,713		intergenic_variant										7

		BovineHD0300005852		rs110614064		3		18,122,162		1,093		intergenic_variant										7

		BovineHD0300005854		rs110297316		3		18,123,576		1,415		intergenic_variant										7

		BovineHD0300005856		rs135879594		3		18,124,963		1,388		intergenic_variant										7

		BovineHD0300005859		rs110476938		3		18,135,951		10,989		intergenic_variant										7

		BovineHD0300005862		rs109023050		3		18,147,317		11,367		intergenic_variant										7

		BovineHD0300005864		rs137199618		3		18,154,920		7,604		intergenic_variant										7

		BovineHD0300005866		rs136966633		3		18,158,899		3,980		intergenic_variant										7

		BovineHD0300005871		rs132879515		3		18,170,541		11,643		intergenic_variant										7

		BovineHD0300005873		rs109861425		3		18,187,144		16,604		intergenic_variant										7

		BovineHD0300005876		rs108943180		3		18,203,824		16,681		intergenic_variant										7

		BovineHD0300005880		rs136344740		3		18,219,553		15,730		intergenic_variant										7

		BovineHD0300005887		rs133190961		3		18,252,754		33,202		intergenic_variant										7

		BovineHD0300005889		rs136119196		3		18,256,036		3,283		intergenic_variant										7

		BovineHD0300005892		rs137713604		3		18,258,824		2,789		intergenic_variant										7

		BovineHD0300005894		rs110244321		3		18,263,333		4,510		intergenic_variant										7

		BovineHD0300005896		rs108985837		3		18,267,176		3,844		intergenic_variant										7

		BovineHD0300005898		rs109960561		3		18,269,015		1,840		intergenic_variant										7

		BovineHD0300005901		rs110204789		3		18,274,135		5,121		intergenic_variant										7

		BovineHD0300005903		rs134035682		3		18,279,094		4,960		intergenic_variant										7

		BovineHD0300005908		rs133538037		3		18,290,761		11,668		intergenic_variant										7

		BovineHD0300005911		rs110908074		3		18,294,564		3,804		intergenic_variant										7

		BovineHD0300005929		rs110391250		3		18,345,163		50,600		intergenic_variant										7

		BovineHD0300005932		rs110218739		3		18,379,091		33,929		intergenic_variant										7

		BovineHD0300005934		rs109731213		3		18,381,160		2,070		intergenic_variant										7

		BovineHD0300005941		rs110207352		3		18,398,710		17,551		intergenic_variant										7

		BovineHD0300005943		rs110559372		3		18,407,065		8,356		intergenic_variant										7

		BovineHD0300005946		rs137648437		3		18,421,042		13,978		intergenic_variant										7

		BovineHD0300005979		rs109876060		3		18,453,485		32,444		intergenic_variant										7

		BovineHD0300005974		rs110596095		3		18,459,801		6,317		intergenic_variant										7

		BovineHD0300005970		rs132739677		3		18,469,222		9,422		intergenic_variant										7

		BovineHD0300005967		rs110326615		3		18,475,901		6,680		intergenic_variant										7

		BovineHD0300005964		rs109279672		3		18,478,266		2,366		intergenic_variant										7

		BovineHD0300005962		rs110461480		3		18,480,330		2,065		intergenic_variant										7

		BovineHD0300005959		rs109396593		3		18,483,897		3,568		intergenic_variant										7

		BovineHD0300005957		rs110087728		3		18,486,935		3,039		intergenic_variant										7

		BovineHD0300005956		rs137824082		3		18,489,833		2,899		intergenic_variant										7

		BovineHD0300005951		rs109971415		3		18,496,142		6,310		intergenic_variant										7

		BovineHD0300005985		rs133166158		3		18,516,106		19,965		intergenic_variant										7

		BovineHD0300005989		rs109709999		3		18,534,485		18,380		intergenic_variant										7

		BovineHD0300005996		rs137035477		3		18,561,027		26,543		intergenic_variant										7

		ARS-BFGL-NGS-102388		rs109658330		3		18,564,914		3,888		intergenic_variant										7

		BovineHD0300006000		rs132934494		3		18,569,415		4,502		intergenic_variant										7

		BovineHD0300006005		rs135565531		3		18,574,820		5,406		intergenic_variant										7

		BovineHD0300034833		rs134124716		3		118,447,425		99,872,606		intron_variant		HDAC4								8

		BovineHD0300034835		rs132941010		3		118,450,662		3,238		intron_variant		HDAC4								8

		BovineHD0300034848		rs133725584		3		118,475,235		24,574		intergenic_variant										8

		BovineHD0300034711		rs137609494		3		118,531,080		55,846		intergenic_variant										8

		BovineHD0300034712		rs109962551		3		118,533,270		2,191		intergenic_variant										8

		BovineHD0300034714		rs110021345		3		118,537,450		4,181		intergenic_variant										8

		BovineHD0300034725		rs109856788		3		118,576,243		38,794		intergenic_variant										8

		BovineHD0300034734		rs109277075		3		118,605,969		29,727		intergenic_variant										8

		ARS-BFGL-NGS-115637		rs110600897		3		118,615,607		9,639		intergenic_variant										8

		BovineHD0300034742		rs109106458		3		118,619,571		3,965		intergenic_variant										8

		BovineHD0300034746		rs132688838		3		118,626,287		6,717		intergenic_variant										8

		BovineHD0300034752		rs110140911		3		118,634,433		8,147		intergenic_variant										8

		BovineHD0300034789		rs110564188		3		118,662,737		28,305		intergenic_variant										8

		BovineHD0300034791		rs134728926		3		118,669,844		7,108		intergenic_variant										8

		BovineHD4100002568		rs41615447		3		118,673,996		4,153		intergenic_variant										8

		BovineHD0300034798		rs110485163		3		118,678,810		4,815		intergenic_variant										8

		BovineHD0300034799		rs133218149		3		118,680,528		1,719		intergenic_variant										8

		BovineHD0300034802		rs133579184		3		118,683,710		3,183		intergenic_variant										8

		BovineHD0300034804		rs110015036		3		118,685,674		1,965		intergenic_variant										8

		BovineHD0300034808		rs136403535		3		118,689,297		3,624		intergenic_variant										8

		BovineHD0300034819		rs134116891		3		118,715,974		26,678		intergenic_variant										8

		BovineHD0300034821		rs109386311		3		118,722,341		6,368		intergenic_variant										8

		BovineHD0300034853		rs109567821		3		118,727,085		4,745		intergenic_variant										8

		BovineHD0300034862		rs133316634		3		118,746,782		19,698		intergenic_variant										8

		ARS-BFGL-NGS-38098		rs110633546		3		118,752,784		6,003		intergenic_variant										8

		BovineHD0300034884		rs136552051		3		118,763,152		10,369		intergenic_variant										8

		BovineHD0300034886		rs137601387		3		118,765,142		1,991		intergenic_variant										8

		BovineHD0300034888		rs134385747		3		118,768,824		3,683		intergenic_variant										8

		BovineHD0300034890		rs133211728		3		118,771,248		2,425		intergenic_variant										8

		BovineHD0300034892		rs136237720		3		118,773,357		2,110		intergenic_variant										8

		BovineHD0300034894		rs109532390		3		118,775,491		2,135		intergenic_variant										8

		BovineHD0300034898		rs136009592		3		118,783,457		7,967		intergenic_variant										8

		BovineHD0300034901		rs135831511		3		118,789,214		5,758		intergenic_variant										8

		BovineHD0300034904		rs41256626		3		118,806,132		16,919		intergenic_variant										8

		BovineHD0300034907		rs135653821		3		118,811,207		5,076		intergenic_variant										8

		BovineHD0300034911		rs133456447		3		118,823,335		12,129		intergenic_variant										8

		BovineHD0300034918		rs136517435		3		118,839,117		15,783		intergenic_variant										8

		BovineHD0300034921		rs110400559		3		118,844,001		4,885		intergenic_variant										8

		BovineHD0300034923		rs137498329		3		118,847,219		3,219		intergenic_variant										8

		BovineHD0300034925		rs110219610		3		118,850,434		3,216		intergenic_variant										8

		BovineHD0300034928		rs109100690		3		118,855,860		5,427		intergenic_variant										8

		BovineHD0300034929		rs109028166		3		118,857,889		2,030		intergenic_variant										8

		BovineHD0300034939		rs135989244		3		118,880,796		22,908		intergenic_variant										8

		BovineHD0300034944		rs43372047		3		118,886,148		5,353		intergenic_variant										8

		BovineHD0300034946		rs43372060		3		118,888,026		1,879		intergenic_variant										8

		BovineHD0300034948		rs43372077		3		118,889,810		1,785		intron_variant		NDUFA10								8

		BovineHD4100002572		rs41648125		3		118,905,293		15,484		intron_variant		NDUFA10								8

		BovineHD0300035009		rs133302397		3		118,908,245		2,953		intron_variant		NDUFA10								8

		BovineHD0300035011		rs136515325		3		118,909,275		1,031		intron_variant		NDUFA10								8

		BovineHD0300035015		rs136982136		3		118,918,490		9,216		intron_variant		NDUFA10								8

		ARS-BFGL-NGS-111770		rs109722313		3		118,942,568		24,079		intergenic_variant										8

		BovineHD0300035025		rs109645789		3		118,947,879		5,312		intergenic_variant										8

		BovineHD0300035028		rs136719144		3		118,952,982		5,104		intergenic_variant										8

		BovineHD0300035030		rs136301634		3		118,955,627		2,646		intergenic_variant										8

		BovineHD0300035031		rs109984281		3		118,958,001		2,375		intergenic_variant										8

		BovineHD0300035033		rs42663304		3		118,960,031		2,031		intergenic_variant										8

		BovineHD0300035035		rs137282034		3		118,961,574		1,544		intergenic_variant										8

		BovineHD0300034956		rs134743677		3		118,973,745		12,172		intergenic_variant										8

		BovineHD0300034958		rs42663261		3		118,976,220		2,476		intergenic_variant										8

		BovineHD0300034962		rs42663232		3		118,980,865		4,646		intergenic_variant										8

		BovineHD0300034964		rs42662303		3		118,983,919		3,055		intergenic_variant										8

		BovineHD0300034966		rs135131737		3		118,987,072		3,154		intergenic_variant										8

		BovineHD0300034968		rs42662284		3		118,988,610		1,539		intergenic_variant										8

		BovineHD0300034970		rs42662268		3		118,990,953		2,344		intergenic_variant										8

		ARS-BFGL-NGS-10050		rs42662260		3		118,993,428		2,476		intergenic_variant										8

		BovineHD0300034974		rs42662244		3		118,996,413		2,986		intergenic_variant										8

		BovineHD0300034978		rs42659395		3		119,003,596		7,184		intergenic_variant										8

		BovineHD0300034985		rs110453609		3		119,034,557		30,962		intergenic_variant										8

		BovineHD0300034988		rs43164282		3		119,044,486		9,930		intergenic_variant										8

		BovineHD0300034991		rs135963296		3		119,050,107		5,622		intergenic_variant										8

		BovineHD0300035039		rs111027518		3		119,058,814		8,708		intergenic_variant										8

		BovineHD0300035041		rs43056635		3		119,063,872		5,059		intergenic_variant										8

		BTB-01991141		rs43098235		3		119,094,385		30,514		intergenic_variant										8

		BovineHD0300035117		rs42991530		3		119,116,510		22,126		intergenic_variant										8

		BovineHD0300035072		rs109419465		3		119,238,177		121,668		intergenic_variant										8

		BovineHD0300035064		rs135759804		3		119,263,299		25,123		intergenic_variant										8

		BovineHD0300035089		rs137188463		3		119,330,726		67,428		intergenic_variant										8

		BovineHD0300034851		rs42832238		3		119,337,850		7,125		intergenic_variant										8

		BovineHD1400006306		rs43741797		3		119,449,573		111,724		intron_variant		CSF2RA								8

		BovineHD0300034872		rs135756699		3		119,452,734		3,162		intergenic_variant										8

		BovineHD0300034875		rs43746146		3		119,455,662		2,929		intergenic_variant										8

		BovineHD0300034993		rs133932221		3		119,518,454		62,793		intron_variant		P2RY8								8

		BovineHD0300034996		rs134464082		3		119,520,984		2,531		intron_variant		P2RY8								8

		BovineHD0300035121		rs135817167		3		119,641,516		120,533		intergenic_variant										8

		BovineHD0300035127		rs42818946		3		119,656,627		15,112		intergenic_variant										8

		ARS-BFGL-NGS-112959		rs42818933		3		119,661,144		4,518		intergenic_variant										8

		BovineHD0300035134		rs109877127		3		119,672,227		11,084		intergenic_variant										8

		ARS-BFGL-NGS-22190		rs42043822		3		119,730,168		57,942		intergenic_variant										8

		BovineHD0300035157		rs42044849		3		119,740,143		9,976		intergenic_variant										8

		BovineHD0300035162		rs42044889		3		119,755,500		15,358		intergenic_variant										8

		BovineHD0300035183		rs42046046		3		119,807,098		51,599		intergenic_variant										8

		BovineHD0300035198		rs42047284		3		119,842,963		35,866		intergenic_variant										8

		BovineHD0300035200		rs109345359		3		119,847,748		4,786		intergenic_variant										8

		BovineHD0300035203		rs42047293		3		119,853,286		5,539		intergenic_variant										8

		BovineHD0300035209		rs136107212		3		119,862,708		9,423		intergenic_variant										8

		BovineHD0300035227		rs43768465		3		119,873,711		11,004		intron_variant		GPC1								8

		BovineHD0300035229		rs109325098		3		119,893,611		19,901		intron_variant		ANKMY1								8

		BovineHD0300035245		rs110570175		3		119,904,466		10,856		intron_variant		ANKMY1								8

		BovineHD0300035221		rs43372701		3		120,011,571		107,106		intron_variant		GPR35								8

		BovineHD0300035234		rs43372668		3		120,031,421		19,851		intergenic_variant										8

		BovineHD0300035236		rs136550768		3		120,033,799		2,379		intergenic_variant										8

		BovineHD0300035239		rs43371730		3		120,044,919		11,121		intron_variant		KIF1A								8

		BovineHD0300035241		rs43372639		3		120,054,164		9,246		intron_variant		KIF1A								8

		BovineHD0300035243		rs109351853		3		120,056,293		2,130		intron_variant		KIF1A								8

		BovineHD0300035250		rs136404009		3		120,071,131		14,839		intron_variant		KIF1A								8

		BovineHD0300035253		rs136224161		3		120,080,542		9,412		intron_variant		KIF1A								8

		BovineHD0300035257		rs110031304		3		120,102,800		22,259		intron_variant		KIF1A								8

		BovineHD0300035260		rs110911821		3		120,112,500		9,701		intron_variant		KIF1A								8

		BovineHD0300035275		rs109229144		3		120,167,279		54,780		intron_variant		C3H2orf54								8

		BovineHD0300035280		rs110284784		3		120,195,502		28,224		intron_variant		CROCC2								8

		ARS-BFGL-NGS-92456		rs109508311		3		120,257,160		61,659		intron_variant		SNED1								8

		BovineHD0300035293		rs110249587		3		120,280,786		23,627		intron_variant		SNED1								8

		BovineHD0300035295		rs110614062		3		120,288,550		7,765		intron_variant		SNED1								8

		BovineHD0300035296		rs133838662		3		120,294,593		6,044		intron_variant		SNED1								8

		BovineHD0300035301		rs109906932		3		120,323,201		28,609		missense_variant		SNED1								8

		BovineHD0300035303		rs109455201		3		120,328,814		5,614		intergenic_variant										8

		BovineHD0300035307		rs109676207		3		120,340,926		12,113		intron_variant		PASK								8

		BovineHD0300035312		rs135523014		3		120,349,352		8,427		intron_variant		PASK								8

		BovineHD4100002578		rs41648060		3		120,425,918		76,567		intron_variant		HDLBP								8

		BovineHD0300035334		rs43370780		3		120,439,703		13,786		synonymous_variant		HDLBP								8

		BovineHD0300035346		rs43373114		3		120,472,832		33,130		intron_variant		HDLBP								8

		BovineHD0300035357		rs134652664		3		120,502,171		29,340		intron_variant		SEPTIN2								8

		BovineHD0300035379		rs110711422		3		120,637,779		135,609		intergenic_variant										8

		ARS-BFGL-NGS-2087		rs43704141		3		120,697,093		59,315		intron_variant		THAP4								8

		BovineHD0300035413		rs135305751		3		120,751,169		54,077		intron_variant		ING5								8

		BovineHD0300035426		rs133563833		3		120,786,257		35,089		intron_variant		D2HGDH								8

		BovineHD0300035437		rs135248469		3		120,811,745		25,489		intron_variant		GAL3ST2								8

		BovineHD0500021504		rs133883737		5		75,127,273				intergenic_variant										9

		BovineHD0500021513		rs110643151		5		75,162,026		34,754		intergenic_variant										9

		BovineHD0500021517		rs110583105		5		75,171,506		9,481		intergenic_variant										9

		BovineHD0500021519		rs43442280		5		75,176,121		4,616		intergenic_variant										9

		BovineHD0500021529		rs43442312		5		75,212,005		35,885		intergenic_variant										9

		BovineHD0500021531		rs132877363		5		75,215,744		3,740		intergenic_variant										9

		BovineHD0500021536		rs43442301		5		75,222,824		7,081		intergenic_variant										9

		BovineHD0500021538		rs137567442		5		75,227,630		4,807		intergenic_variant										9

		BovineHD0500021540		rs134886203		5		75,229,132		1,503		intergenic_variant										9

		BovineHD0500021542		rs133238640		5		75,231,332		2,201		intergenic_variant										9

		BovineHD0500021544		rs136199045		5		75,235,875		4,544		intergenic_variant										9

		BovineHD0500021548		rs109870172		5		75,241,869		5,995		intergenic_variant										9

		BovineHD0500021550		rs136021077		5		75,243,309		1,441		intergenic_variant										9

		ARS-BFGL-NGS-112184		rs109891832		5		75,251,968		8,660		intergenic_variant										9

		BovineHD0500021555		rs110240275		5		75,254,707		2,740		intergenic_variant										9

		BovineHD0500021564		rs134500703		5		75,271,998		17,292		intron_variant		NCF4								9

		BovineHD0500021576		rs43443179		5		75,286,894		14,897		intergenic_variant										9

		Hapmap48524-BTA-92140		rs41663866		5		75,309,150		22,257		intergenic_variant										9

		BovineHD0500021602		rs137672668		5		75,336,946		27,797		intergenic_variant										9

		BovineHD0500021605		rs136187100		5		75,342,505		5,560		intron_variant		CSF2RB								9

		BovineHD0500021613		rs137783128		5		75,351,301		8,797		intron_variant		CSF2RB								9

		BovineHD0500021621		rs43435955		5		75,361,371		10,071		intron_variant		CSF2RB								9

		BovineHD0500021623		rs136628963		5		75,362,567		1,197		intron_variant		CSF2RB								9

		BovineHD0500021629		rs136320391		5		75,373,526		10,960		intergenic_variant										9

		BovineHD0500021630		rs133494976		5		75,385,628		12,103		intergenic_variant										9

		BovineHD0500021638		rs43436018		5		75,409,905		24,278		intergenic_variant										9

		BovineHD0500021644		rs135993867		5		75,425,644		15,740		intergenic_variant										9

		BovineHD0500021653		rs42551514		5		75,473,431		47,788		intergenic_variant										9

		BovineHD0500021679		rs43438664		5		75,640,187		166,757		intron_variant		SSTR3								9

		BovineHD0500021682		rs43438675		5		75,651,929		11,743		intergenic_variant										9

		BovineHD0500021688		rs43438689		5		75,674,082		22,154		intergenic_variant										9

		BovineHD0500021693		rs135756460		5		75,686,326		12,245		intergenic_variant										9

		BovineHD0500021696		rs136192250		5		75,690,032		3,707		intergenic_variant										9

		BovineHD0500021698		rs42516642		5		75,694,606		4,575		intergenic_variant										9

		BovineHD0500021707		rs110451216		5		75,719,514		24,909		intron_variant		CYTH4								9

		BovineHD0500021713		rs110822829		5		75,730,797		11,284		intron_variant		CYTH4								9

		BovineHD0500021717		rs109980268		5		75,740,915		10,119		3_prime_UTR_variant		CYTH4								9

		BovineHD0500021723		rs109779652		5		75,764,744		23,830		intergenic_variant										9

		BovineHD0500021729		rs110988188		5		75,781,854		17,111		intergenic_variant										9

		BovineHD0500021739		rs135650964		5		75,809,550		27,697		intergenic_variant										9

		BovineHD0500021745		rs134143946		5		75,836,996		27,447		intergenic_variant										9

		BovineHD0500021747		rs110123235		5		75,844,441		7,446		intergenic_variant										9

		BovineHD0500021750		rs109878089		5		75,859,690		15,250		intergenic_variant										9

		BovineHD0500021752		rs136023399		5		75,862,314		2,625		intergenic_variant										9

		BovineHD0500021754		rs110146943		5		75,870,590		8,277		intergenic_variant										9

		BovineHD0500021760		rs110597190		5		75,891,547		20,958		intron_variant		MFNG								9

		BovineHD4100003863		rs29012892		5		75,909,404		17,858		intron_variant		CARD10								9

		BovineHD0500021782		rs109256951		5		75,933,117		23,714		intron_variant		CARD10								9

		BovineHD0500021784		rs42516721		5		75,935,252		2,136		intron_variant		CARD10								9

		BovineHD0500021786		rs42516711		5		75,936,914		1,663		intron_variant		CARD11								9

		BovineHD0500021788		rs42516698		5		75,938,403		1,490		intron_variant		CARD10								9

		BovineHD0500021790		rs137037885		5		75,943,781		5,379		intergenic_variant										9

		BovineHD0500021793		rs134924124		5		75,947,710		3,930		intergenic_variant										9

		BovineHD0500021800		rs42755619		5		75,993,221		45,512		intron_variant		USP18								9

		BovineHD0500021803		rs42755611		5		76,005,725		12,505		intron_variant		USP18								9

		BovineHD0500021808		rs42755605		5		76,020,320		14,596		intergenic_variant										9

		BovineHD0500021810		rs42755593		5		76,024,301		3,982		intergenic_variant										9

		BovineHD0500021819		rs135778430		5		76,049,196		24,896		intergenic_variant										9

		BovineHD0500021821		rs134615727		5		76,064,428		15,233		intergenic_variant										9

		BovineHD0500021823		rs135932473		5		76,073,206		8,779		intergenic_variant										9

		BovineHD0500021827		rs42949391		5		76,077,561		4,356		intergenic_variant										9

		BovineHD0500021830		rs136009593		5		76,082,178		4,618		intergenic_variant										9

		BTB-01830189		rs42942443		5		76,089,128		6,951		intergenic_variant										9

		BovineHD0500021835		rs136663734		5		76,099,129		10,002		intergenic_variant										9

		BovineHD0500021838		rs42941924		5		76,105,919		6,791		intergenic_variant										9

		BovineHD0500021839		rs42813020		5		76,120,501		14,583		intergenic_variant										9

		BovineHD0500021841		rs42812992		5		76,149,673		29,173		intergenic_variant										9

		BovineHD0500021844		rs136828284		5		76,179,522		29,850		intergenic_variant										9

		BovineHD0500021846		rs43158184		5		76,199,138		19,617		intergenic_variant										9

		BovineHD0500021847		rs110591673		5		76,209,869		10,732		intergenic_variant										9

		BovineHD0500021849		rs43054847		5		76,218,293		8,425		intergenic_variant										9

		BTB-01456615		rs42578610		5		76,269,603		51,311		intergenic_variant										9

		BovineHD0500021854		rs42578578		5		76,307,018		37,416		intron_variant		SYT10								9

		BovineHD0500021862		rs133317002		5		76,367,511		60,494		intron_variant		SYT10								9

		BovineHD0500021865		rs42577693		5		76,392,521		25,011		intron_variant		SYT10								9

		Hapmap50896-BTA-122135		rs41624287		5		76,419,938		27,418		intergenic_variant										9

		Hapmap38822-BTA-25276		rs41574677		5		76,453,951		34,014		intergenic_variant										9

		BovineHD0500021874		rs136190332		5		76,495,705		41,755		intergenic_variant										9

		BovineHD0500021878		rs109592474		5		76,525,570		29,866		intergenic_variant										9

		BovineHD0500036085		rs133914096		5		76,540,092		14,523		intergenic_variant										9

		BovineHD0500021881		rs43195950		5		76,581,490		41,399		intergenic_variant										9

		BovineHD0500021883		rs137602126		5		76,598,987		17,498		intergenic_variant										9

		BovineHD4100003866		rs29015769		5		76,605,178		6,192		intergenic_variant										9

		BovineHD0500021886		rs42561706		5		76,631,690		26,513		intergenic_variant										9

		BovineHD0500021888		rs42562770		5		76,638,492		6,803		intergenic_variant										9

		BovineHD0500021890		rs136839944		5		76,645,360		6,869		intergenic_variant										9

		BovineHD0500021892		rs42562805		5		76,667,425		22,066		intergenic_variant										9

		BovineHD0500021894		rs135298860		5		76,672,433		5,009		intergenic_variant										9

		BovineHD0500021896		rs133574560		5		76,681,540		9,108		intergenic_variant										9

		BovineHD0500021898		rs133006896		5		76,689,833		8,294		intergenic_variant										9

		BovineHD0500021900		rs134956981		5		76,695,293		5,461		intergenic_variant										9

		BTB-00231742		rs43436389		5		76,704,018		8,726		intergenic_variant										9

		Hapmap43928-BTA-74110		rs41650285		5		76,724,612		20,595		intergenic_variant										9

		BovineHD0500021918		rs137457252		5		76,757,165		32,554		intergenic_variant										9

		BovineHD0500021927		rs43438749		5		76,781,889		24,725		intergenic_variant										9

		BovineHD0500021930		rs133416605		5		76,798,410		16,522		intergenic_variant										9

		BovineHD0500021932		rs135499182		5		76,804,010		5,601		intergenic_variant										9

		BovineHD0500021934		rs43439753		5		76,806,262		2,253		intergenic_variant										9

		BovineHD0500021936		rs41650292		5		76,810,376		4,115		intergenic_variant										9

		BovineHD0500021939		rs41650311		5		76,816,992		6,617		intergenic_variant										9

		BovineHD0500021940		rs109085626		5		76,818,912		1,921		intergenic_variant										9

		BovineHD0500021943		rs137455006		5		76,830,894		11,983		intergenic_variant										9

		BovineHD0500021945		rs137037532		5		76,841,096		10,203		intergenic_variant										9

		BovineHD0500021947		rs43441058		5		76,853,887		12,792		intergenic_variant										9

		BovineHD0500021949		rs135395100		5		76,860,837		6,951		intergenic_variant										9

		BovineHD0500021952		rs43764206		5		76,875,630		14,794		intergenic_variant										9

		Hapmap25561-BTA-143277		rs108961601		5		76,888,810		13,181		intergenic_variant										9

		BovineHD0500021955		rs136463458		5		76,890,915		2,106		intergenic_variant										9

		BovineHD0500021957		rs135451094		5		76,898,609		7,695		intergenic_variant										9

		BovineHD0500021959		rs136889221		5		76,936,040		37,432		intergenic_variant										9

		BTB-00232546		rs43441981		5		76,942,872		6,833		intergenic_variant										9

		BovineHD0500021962		rs133989324		5		76,954,032		11,161		intergenic_variant										9

		BovineHD0500021964		rs132836216		5		76,956,729		2,698		intergenic_variant										9

		BovineHD0500021966		rs135195659		5		76,960,303		3,575		intergenic_variant										9

		BovineHD0500021968		rs43441990		5		76,964,778		4,476		intergenic_variant										9

		BovineHD0500021970		rs136829288		5		76,967,869		3,092		intergenic_variant										9

		BovineHD0500021974		rs135106285		5		76,976,001		8,133		intergenic_variant										9

		BovineHD0500021976		rs133479831		5		76,982,898		6,898		intergenic_variant										9

		BovineHD0500021978		rs136120706		5		76,993,652		10,755		intergenic_variant										9

		BovineHD0500021990		rs109770576		5		77,017,291		23,640		synonymous_variant		PKP2								9

		BovineHD0500021992		rs110421510		5		77,022,509		5,219		intron_variant		PKP2								9

		BovineHD0500021994		rs109706754		5		77,023,987		1,479		intron_variant		PKP2								9

		BovineHD0500021997		rs110599423		5		77,027,339		3,353		intron_variant		PKP2								9

		BovineHD0500022002		rs110086230		5		77,041,031		13,693		intron_variant		PKP2								9

		BovineHD0500022010		rs107594695		5		77,074,319		33,289		intron_variant		PKP2								9

		BovineHD0600015199		rs109348241		6		53,763,861				intergenic_variant										10

		ARS-BFGL-NGS-23616		rs109044465		6		53,776,387		12,527		intergenic_variant										10

		BovineHD0600015205		rs133641750		6		53,780,689		4,303		intergenic_variant										10

		BovineHD0600015207		rs42001739		6		53,783,597		2,909		intergenic_variant										10

		BovineHD0600015209		rs42010304		6		53,786,096		2,500		intergenic_variant										10

		BovineHD0600015212		rs109648127		6		53,790,142		4,047		intergenic_variant										10

		BovineHD0600015214		rs42010247		6		53,791,983		1,842		intergenic_variant										10

		BovineHD0600015216		rs137605583		6		53,802,048		10,066		intergenic_variant										10

		BovineHD0600015219		rs135643905		6		53,811,649		9,602		intergenic_variant										10

		BovineHD0600015221		rs109300836		6		53,815,904		4,256		intergenic_variant										10

		BovineHD0600015223		rs136864226		6		53,829,691		13,788		intergenic_variant										10

		BovineHD0600015225		rs111014374		6		53,835,042		5,352		intergenic_variant										10

		BovineHD0600015228		rs109119707		6		53,850,616		15,575		intergenic_variant										10

		BovineHD0600015229		rs133868602		6		53,853,834		3,219		intergenic_variant										10

		BovineHD0600015230		rs43702418		6		53,858,032		4,199		intergenic_variant										10

		BovineHD0600015234		rs136959695		6		53,871,619		13,588		intergenic_variant										10

		BovineHD0600015239		rs42608966		6		53,896,262		24,644		intergenic_variant										10

		BovineHD0600015243		rs133249650		6		53,913,964		17,703		intergenic_variant										10

		BovineHD0600015248		rs42607773		6		53,941,786		27,823		intergenic_variant										10

		BovineHD0600015252		rs42608935		6		53,964,285		22,500		intergenic_variant										10

		BovineHD0600015255		rs42542347		6		53,990,285		26,001		intergenic_variant										10

		BTB-01421603		rs42541530		6		54,004,873		14,589		intergenic_variant										10

		Hapmap24851-BTA-149313		rs42541497		6		54,031,927		27,055		intergenic_variant										10

		BovineHD0600015281		rs42541095		6		54,152,762		120,836		intergenic_variant										10

		BovineHD0600015288		rs42289639		6		54,182,691		29,930		intergenic_variant										10

		BovineHD0600015293		rs42288701		6		54,206,475		23,785		intergenic_variant										10

		BovineHD0600015298		rs42288680		6		54,218,949		12,475		intergenic_variant										10

		BovineHD0600015301		rs133986876		6		54,227,573		8,625		intergenic_variant										10

		BovineHD0600015307		rs134242618		6		54,261,570		33,998		intergenic_variant										10

		BovineHD0600015323		rs133795658		6		54,339,513		77,944		intergenic_variant										10

		BovineHD0600015328		rs133012403		6		54,363,311		23,799		intergenic_variant										10

		BovineHD0600015331		rs136759232		6		54,378,689		15,379		intergenic_variant										10

		BovineHD0600015334		rs42297575		6		54,382,511		3,823		intergenic_variant										10

		BovineHD0600015336		rs135149763		6		54,385,195		2,685		intergenic_variant										10

		BovineHD0600015341		rs42079848		6		54,393,897		8,703		intergenic_variant										10

		BovineHD0600015343		rs137833433		6		54,401,262		7,366		intergenic_variant										10

		BovineHD0600015345		rs109930261		6		54,405,276		4,015		intergenic_variant										10

		BovineHD0600015349		rs42080574		6		54,426,421		21,146		intergenic_variant										10

		BovineHD0600015352		rs133749583		6		54,435,745		9,325		intergenic_variant										10

		BovineHD0600015358		rs42080950		6		54,475,740		39,996		intergenic_variant										10

		BovineHD0600015360		rs42080956		6		54,478,772		3,033		intergenic_variant										10

		BovineHD0600015371		rs42294027		6		54,533,644		54,873		intergenic_variant										10

		BovineHD0600015385		rs42292725		6		54,614,361		80,718		intergenic_variant										10

		BovineHD0600015389		rs42292647		6		54,621,948		7,588		intergenic_variant										10

		BovineHD0600015391		rs134080353		6		54,628,338		6,391		intergenic_variant										10

		BovineHD4100005045		rs41633376		6		54,630,462		2,125		intergenic_variant										10

		BovineHD0600015396		rs43028719		6		54,657,340		26,879		intergenic_variant										10

		BovineHD0600015402		rs42291269		6		54,695,020		37,681		intergenic_variant										10

		BovineHD0600015404		rs42291274		6		54,698,652		3,633		intergenic_variant										10

		BovineHD0600015407		rs136531783		6		54,703,480		4,829		intergenic_variant										10

		BovineHD0600015408		rs133874269		6		54,706,622		3,143		intergenic_variant										10

		BovineHD0600015411		rs136958044		6		54,709,945		3,324		intergenic_variant										10

		BovineHD0600015413		rs136564502		6		54,712,180		2,236		intergenic_variant										10

		BovineHD0600015415		rs135216090		6		54,715,269		3,090		intergenic_variant										10

		BTA-94706-no-rs		rs42290148		6		54,735,929		20,661		intergenic_variant										10

		BovineHD0600015419		rs42289000		6		54,757,629		21,701		intergenic_variant										10

		BovineHD0600015421		rs42289011		6		54,763,973		6,345		intergenic_variant										10

		BovineHD0600015424		rs42288993		6		54,778,620		14,648		intergenic_variant										10

		BovineHD0600015426		rs42288981		6		54,787,753		9,134		intergenic_variant										10

		BovineHD0600015428		rs42288967		6		54,790,144		2,392		intergenic_variant										10

		BovineHD0600015430		rs42288937		6		54,796,033		5,890		intergenic_variant										10

		BovineHD0600015432		rs42288019		6		54,801,788		5,756		intergenic_variant										10

		BovineHD0600015435		rs42287993		6		54,807,106		5,319		intergenic_variant										10

		BovineHD0600015436		rs42287968		6		54,810,629		3,524		intergenic_variant										10

		BovineHD0600015441		rs42772743		6		54,830,312		19,684		intergenic_variant										10

		BovineHD0600015443		rs42772024		6		54,842,068		11,757		intergenic_variant										10

		BTB-00258418		rs43462578		6		54,854,046		11,979		intergenic_variant										10

		BovineHD0600015447		rs43462590		6		54,858,822		4,777		intergenic_variant										10

		BovineHD0600034309		rs134136270		6		54,870,099		11,278		intergenic_variant										10

		BovineHD0600022645		rs109784900		6		80,109,487		25,239,389		intergenic_variant										11

		BovineHD4100005208		rs110053808		6		80,124,088		14,602		intergenic_variant										11

		BovineHD0600022651		rs109451912		6		80,128,557		4,470		intergenic_variant										11

		BovineHD0600022660		rs109331183		6		80,165,421		36,865		intergenic_variant										11

		BovineHD0600022662		rs110000224		6		80,176,126		10,706		intergenic_variant										11

		BovineHD0600022665		rs132762793		6		80,180,609		4,484		intergenic_variant										11

		BovineHD0600022672		rs110292608		6		80,214,028		33,420		intergenic_variant										11

		BovineHD0600022679		rs136073415		6		80,259,661		45,634		intergenic_variant										11

		BovineHD4100005213		rs109866450		6		80,274,830		15,170		intergenic_variant										11

		BovineHD0600022695		rs109231642		6		80,384,607		109,778		intergenic_variant										11

		BovineHD0600022698		rs133775762		6		80,397,557		12,951		intergenic_variant										11

		ARS-BFGL-NGS-114989		rs109003937		6		80,405,653		8,097		intergenic_variant										11

		BovineHD0600022701		rs133931322		6		80,415,135		9,483		intergenic_variant										11

		BovineHD0600022703		rs110889570		6		80,425,423		10,289		intergenic_variant										11

		BTA-76934-no-rs		rs41654414		6		80,444,445		19,023		intergenic_variant										11

		BovineHD4100005222		rs41654415		6		80,469,206		24,762		intergenic_variant										11

		BovineHD0600022711		rs110672244		6		80,480,840		11,635		intergenic_variant										11

		BovineHD0600022713		rs137231742		6		80,482,749		1,910		intergenic_variant										11

		BovineHD0600022714		rs135922743		6		80,491,703		8,955		intergenic_variant										11

		BovineHD4100005223		rs109931493		6		80,508,712		17,010		intergenic_variant										11

		BovineHD4100005224		rs109023792		6		80,524,821		16,110		intergenic_variant										11

		BovineHD4100005225		rs109537823		6		80,534,782		9,962		intergenic_variant										11

		BovineHD4100005227		rs110846311		6		80,548,523		13,742		intergenic_variant										11

		BovineHD0600022721		rs110542887		6		80,561,784		13,262		intergenic_variant										11

		BovineHD0600022722		rs137387873		6		80,565,465		3,682		intergenic_variant										11

		BovineHD4100005230		rs109952936		6		80,580,675		15,211		intergenic_variant										11

		BovineHD4100005232		rs110758620		6		80,596,611		15,937		intergenic_variant										11

		BovineHD4100005234		rs109284219		6		80,606,847		10,237		intergenic_variant										11

		BovineHD0600022725		rs110982282		6		80,615,892		9,046		intergenic_variant										11

		BovineHD0600022727		rs109077224		6		80,623,894		8,003		intergenic_variant										11

		BovineHD4100005237		rs110061617		6		80,641,397		17,504		intergenic_variant										11

		BovineHD4100005239		rs109777783		6		80,655,449		14,053		intergenic_variant										11

		BovineHD4100005244		rs110377636		6		80,675,168		19,720		intergenic_variant										11

		BovineHD0600022732		rs133168807		6		80,689,501		14,334		intergenic_variant										11

		BovineHD0600022741		rs133779488		6		80,728,257		38,757		intergenic_variant										11

		Hapmap31617-BTC-043368		rs109254172		6		80,734,552		6,296		intergenic_variant										11

		BovineHD4100005249		rs110527581		6		80,747,741		13,190		intergenic_variant										11

		BovineHD0600022746		rs110045875		6		80,754,374		6,634		intergenic_variant										11

		BovineHD0600022747		rs110436544		6		80,755,991		1,618		intergenic_variant										11

		BovineHD0600022752		rs133363527		6		80,786,428		30,438		intergenic_variant										11

		BovineHD0600022756		rs109655508		6		80,805,724		19,297		intergenic_variant										11

		BovineHD0600022763		rs109050901		6		80,824,068		18,345		intergenic_variant										11

		BovineHD0600022765		rs110915684		6		80,831,667		7,600		intergenic_variant										11

		BovineHD4100005254		rs109786908		6		80,856,532		24,866		intron_variant		EPHA5								11

		BovineHD0600022770		rs110061925		6		80,864,020		7,489		intron_variant		EPHA5								11

		BovineHD4100005257		rs41654965		6		80,872,176		8,157		intron_variant		EPHA5								11

		BovineHD0600022773		rs110468547		6		80,874,595		2,420		intron_variant		EPHA5								11

		BovineHD4100005258		rs109134388		6		80,876,078		1,484		intron_variant		EPHA5								11

		BovineHD4100005259		rs110906364		6		80,880,820		4,743		intron_variant		EPHA5								11

		BovineHD0600022776		rs110027418		6		80,884,486		3,667		intron_variant		EPHA5								11

		BovineHD0600022778		rs136236175		6		80,888,508		4,023		intron_variant		EPHA5								11

		BovineHD0600022779		rs110937116		6		80,890,812		2,305		intron_variant		EPHA5								11

		BovineHD4100005263		rs110442048		6		80,893,584		2,773		intron_variant		EPHA5								11

		BovineHD0600022783		rs134533959		6		80,922,460		28,877		intron_variant		EPHA5								11

		BovineHD0600022789		rs110842876		6		80,981,597		59,138		intron_variant		EPHA5								11

		BovineHD0600022791		rs137518704		6		80,992,836		11,240		intron_variant		EPHA5								11

		BovineHD0600022796		rs109349556		6		81,013,293		20,458		intron_variant		EPHA5								11

		BovineHD0600022808		rs109101513		6		81,070,118		56,826		intron_variant		EPHA5								11

		BovineHD0600022815		rs134484714		6		81,114,441		44,324		intron_variant		EPHA5								11

		BovineHD0600022818		rs137137101		6		81,133,285		18,845		intron_variant		EPHA5								11

		BovineHD0600022820		rs136719964		6		81,138,704		5,420		intron_variant		EPHA5								11

		BovineHD0600022822		rs135588871		6		81,142,015		3,312		intron_variant		EPHA5								11

		BovineHD0600022824		rs134511247		6		81,146,819		4,805		intron_variant		EPHA5								11

		BovineHD0600022832		rs134018975		6		81,179,871		33,053		intron_variant		EPHA5								11

		BovineHD0700004432		rs109481303		7		14,819,017				intron_variant		ICAM1								12

		BovineHD0700004436		rs110649429		7		14,826,557		7,541		intron_variant		ICAM4								12

		BovineHD0700004438		rs109267728		7		14,830,159		3,603		intron_variant		ICAM5								12

		BovineHD0700004441		rs134710953		7		14,843,112		12,954		intron_variant		FDX2								12

		BovineHD0700004447		rs110004181		7		14,863,105		19,994		intron_variant		ICAM3								12

		BovineHD0700004449		rs109558073		7		14,866,698		3,594		intron_variant		ICAM3								12

		BovineHD0700004451		rs110765285		7		14,870,096		3,399		intergenic_variant										12

		BovineHD0700004454		rs137599194		7		14,879,951		9,856		intron_variant		TYK2								12

		BovineHD0700004456		rs137119380		7		14,882,179		2,229		intron_variant		TYK2								12

		BovineHD0700004460		rs110286876		7		14,886,414		4,236		intron_variant		TYK2								12

		BovineHD0700004463		rs137692876		7		14,898,467		12,054		intron_variant		TYK2								12

		BovineHD0700004466		rs109341671		7		14,905,003		6,537		intergenic_variant										12

		BovineHD0700004468		rs133849752		7		14,911,193		6,191		intergenic_variant										12

		BovineHD0700004476		rs110851331		7		14,945,843		34,651		intron_variant		CDC37								12

		BovineHD0700004496		rs135286545		7		15,025,069		79,227		intron_variant		S1PR5								12

		BovineHD4100005770		rs41656889		7		15,072,078		47,010		intergenic_variant										12

		BovineHD0700004517		rs135103280		7		15,108,092		36,015		intron_variant		SLC44A2								12

		ARS-BFGL-NGS-17498		rs109953140		7		15,113,274		5,183		intron_variant		SLC44A2								12

		BovineHD0700004522		rs133231860		7		15,123,254		9,981		intron_variant		SLC44A2								12

		BovineHD0700004524		rs136324283		7		15,129,572		6,319		synonymous_variant		SLC44A2								12

		BovineHD0700004526		rs137230893		7		15,136,144		6,573		3_prime_UTR_variant		SLC44A2								12

		BovineHD4100005772		rs41611276		7		15,141,498		5,355		intron_variant		ILF3								12

		BovineHD0700004529		rs134706327		7		15,142,492		995		intron_variant		ILF3								12

		BovineHD0700004534		rs41567601		7		15,150,058		7,567		intron_variant		ILF3								12

		BovineHD0700004537		rs136927233		7		15,153,220		3,163		intron_variant		ILF3								12

		BovineHD0700004540		rs134484621		7		15,156,010		2,791		intron_variant		ILF3								12

		BovineHD0700004543		rs136593795		7		15,164,726		8,717		intron_variant		ILF3								12

		BovineHD0700004546		rs133214936		7		15,177,845		13,120		intergenic_variant										12

		BovineHD0700004548		rs135590708		7		15,180,391		2,547		intergenic_variant										12

		BovineHD0700004550		rs134815357		7		15,188,314		7,924		intergenic_variant										12

		BovineHD0700004552		rs136931378		7		15,194,760		6,447		intron_variant		QTRT1								12

		BovineHD0700012231		rs108957518		7		40,589,906		25,395,147		intron_variant		ZNF496						13		13

		BovineHD0700012232		rs42619451		7		40,592,576		2,671		intron_variant		ZNF496						13		13

		BovineHD0700012236		rs132756399		7		40,609,922		17,347		intron_variant		ZNF496						13		13

		BovineHD0700012238		rs135330716		7		40,617,403		7,482		intergenic_variant								13		13

		BovineHD0700012242		rs43517622		7		40,624,610		7,208		intergenic_variant								13		13

		BovineHD0700012246		rs110875578		7		40,638,226		13,617		intergenic_variant								13		13

		BovineHD0700012249		rs43570981		7		40,646,410		8,185		intergenic_variant								13		13

		BovineHD0700012251		rs135914890		7		40,648,617		2,208		intergenic_variant								13		13

		BovineHD0700012262		rs110849184		7		40,684,669		36,053		intron_variant		NLRP3						13		13

		BovineHD0700012263		rs109547582		7		40,689,565		4,897		intron_variant		NLRP3						13		13

		BovineHD0700012271		rs43571562		7		40,721,763		32,199		intergenic_variant								13		13

		BovineHD0700012273		rs137031067		7		40,727,853		6,091		intergenic_variant								13		13

		BovineHD0700012285		rs132776850		7		40,768,918		41,066		intergenic_variant								13		13

		BovineHD0700012299		rs109020477		7		40,818,854		49,937		intergenic_variant								13		13

		BovineHD0700012312		rs43571998		7		40,867,426		48,573		intron_variant		GCSAML						13		13

		BovineHD0700012315		rs136144602		7		40,877,145		9,720		intron_variant		GCSAML						13		13

		BovineHD0700012317		rs135318896		7		40,879,409		2,265		intron_variant		GCSAML						13		13

		BovineHD0700012319		rs133153783		7		40,880,854		1,446		intron_variant		GCSAML						13		13

		BovineHD0700012329		rs42713747		7		40,925,977		45,124		intergenic_variant								13		13

		UA-IFASA-6047		rs41659523		7		40,957,962		31,986		intergenic_variant								13		13

		BovineHD0700012358		rs43066111		7		41,045,217		87,256		intergenic_variant								13		13

		BovineHD0700012361		rs43067478		7		41,049,209		3,993		intergenic_variant								13		13

		BovineHD0700012364		rs43180006		7		41,058,390		9,182		intergenic_variant								13		13

		BovineHD0700012378		rs43162588		7		41,104,756		46,367		intergenic_variant								13		13

		BTB-02038315		rs43147363		7		41,113,860		9,105		intergenic_variant								13		13

		BovineHD0700012382		rs43147378		7		41,118,097		4,238		intergenic_variant								13		13

		BovineHD0700012384		rs43147385		7		41,121,448		3,352		intergenic_variant								13		13

		BovineHD0700012387		rs43072090		7		41,125,658		4,211		intergenic_variant								13		13

		BovineHD0700012398		rs133969805		7		41,162,692		37,035		intergenic_variant								13		13

		BTB-01871912		rs42982817		7		41,170,102		7,411		intron_variant		OR6T1						13		13

		BovineHD0700012392		rs42983632		7		41,209,936		39,835		intergenic_variant								13		13

		BovineHD0700012404		rs134302917		7		41,219,092		9,157		intergenic_variant								13		13

		BovineHD0700012414		rs43512442		7		41,252,219		33,128		intergenic_variant								13		13

		BovineHD0700012416		rs43512451		7		41,253,905		1,687		missense_variant		OR2W3		gAa/gGa				13		13

		BovineHD0700012418		rs43512461		7		41,255,113		1,209		intergenic_variant								13		13

		BovineHD0700012421		rs135137563		7		41,261,062		5,950		intergenic_variant								13		13

		BovineHD0700012424		rs135166683		7		41,272,244		11,183		intergenic_variant								13		13

		BovineHD0700012433		rs43512526		7		41,316,584		44,341		intergenic_variant								13		13

		BTB-00307738		rs43513552		7		41,322,999		6,416		intergenic_variant								13		13

		BovineHD0200030154		rs42207982		7		41,337,362		14,364		intergenic_variant								13		13

		BovineHD0700032996		rs136923005		7		41,349,350		11,989		intergenic_variant								13		13

		BovineHD0700006542		rs137120513		7		41,362,509		13,160		intergenic_variant								13		13

		BovineHD0700006540		rs137594152		7		41,367,165		4,657		intergenic_variant								13		13

		BovineHD0700006538		rs42207999		7		41,374,262		7,098		intergenic_variant								13		13

		BovineHD0700006529		rs42208786		7		41,391,176		16,915		intergenic_variant								13		13

		BovineHD4100005990		rs41662039		7		41,444,745		53,570		intergenic_variant								13		13

		BovineHD0700012461		rs42365889		7		41,494,417		49,673		intergenic_variant								13		13

		BovineHD0700012469		rs42366714		7		41,521,987		27,571		intergenic_variant								13		13

		BTB-01207612		rs42361334		7		41,621,787		99,801		intergenic_variant								13		13

		ARS-BFGL-NGS-104485		rs111019273		7		41,827,969		206,183		missense_variant		OR2L13		tGt/tTt				13		13

		BovineHD0700012563		rs110905849		7		41,979,572		151,604		intergenic_variant								13		13

		ARS-BFGL-NGS-109564		rs110305254		7		42,030,943		51,372		intergenic_variant								13		13

		BovineHD0700012579		rs109183181		7		42,065,855		34,913		intergenic_variant								13		13

		BovineHD0700012583		rs42683318		7		42,081,261		15,407		intergenic_variant								13		13

		BTB-01561766		rs42683304		7		42,096,163		14,903		intergenic_variant								13		13

		BovineHD0700012615		rs109392817		7		42,181,907		85,745		intergenic_variant								13		13

		BovineHD0700012631		rs43518346		7		42,262,305		80,399		intergenic_variant								13		13

		BovineHD0700012656		rs133114825		7		42,382,228		119,924		intergenic_variant								13		13

		BovineHD0700012658		rs135765604		7		42,389,885		7,658		intergenic_variant								13		13

		BovineHD0700012660		rs109382079		7		42,400,368		10,484		intergenic_variant								13		13

		BovineHD0700012662		rs136606039		7		42,402,066		1,699		intergenic_variant								13		13

		BovineHD0700012664		rs109580243		7		42,403,978		1,913		intergenic_variant								13		13

		BovineHD0700012666		rs134788484		7		42,406,769		2,792		intergenic_variant								13		13

		BovineHD0700012668		rs133160398		7		42,408,077		1,309		intergenic_variant								13		13

		BovineHD0700012672		rs135140110		7		42,411,338		3,262		intergenic_variant								13		13

		BovineHD0700012675		rs134351563		7		42,420,555		9,218		intergenic_variant								13		13

		BovineHD0700012677		rs137743296		7		42,423,239		2,685		intergenic_variant								13		13

		BovineHD0700012679		rs109612699		7		42,427,416		4,178		intergenic_variant								13		13

		BovineHD0700012681		rs134314678		7		42,429,320		1,905		intergenic_variant								13		13

		BovineHD0700012683		rs110295527		7		42,430,925		1,606		intergenic_variant								13		13

		BovineHD0700012685		rs135738839		7		42,432,559		1,635		intergenic_variant								13		13

		BovineHD0700012687		rs134177219		7		42,433,745		1,187		intergenic_variant								13		13

		BovineHD0700012689		rs110536003		7		42,435,667		1,923		intergenic_variant								13		13

		BovineHD0700012704		rs43522040		7		42,485,546		49,880		intergenic_variant								13		13

		BovineHD0700012710		rs133551029		7		42,506,414		20,869		intergenic_variant								13		13

		BovineHD0700012717		rs43511904		7		42,543,843		37,430		intergenic_variant								13		13

		ARS-BFGL-NGS-94413		rs43511879		7		42,602,822		58,980		intergenic_variant								13		13

		BovineHD0700012744		rs43522111		7		42,632,691		29,870		intron_variant		ZNF692						13		13

		BovineHD0700012749		rs43511324		7		42,646,759		14,069		intergenic_variant								13		13

		BTB-00308656		rs43512367		7		42,659,928		13,170		intergenic_variant								13		13

		BovineHD0700012764		rs43512413		7		42,701,839		41,912		intergenic_variant								13		13

		BovineHD0700012776		rs42939235		7		42,769,675		67,837		intergenic_variant								13		13

		BovineHD0700012778		rs135579967		7		42,771,000		1,326		intergenic_variant								13		13

		BovineHD0700012782		rs42827938		7		42,777,733		6,734		intergenic_variant								13		13

		BovineHD0700012784		rs42827499		7		42,787,247		9,515		intergenic_variant								13		13

		BovineHD0700012787		rs109925780		7		42,798,381		11,135		intergenic_variant								13		13

		BovineHD0700012790		rs42827471		7		42,807,019		8,639		intergenic_variant								13		13

		BovineHD0700012811		rs42467100		7		42,851,880		44,862		intergenic_variant								13		13

		BovineHD0700012813		rs42467094		7		42,853,145		1,266		intergenic_variant								13		13

		BovineHD0700012822		rs43760654		7		42,872,964		19,820		intergenic_variant								13		13

		BovineHD0700012825		rs43760413		7		42,876,060		3,097		intergenic_variant								13		13

		BovineHD0700012829		rs43755517		7		42,882,010		5,951		intergenic_variant								13		13

		BovineHD0700012843		rs42467849		7		42,981,060		99,051		intergenic_variant								13		13

		BovineHD0700012847		rs42467861		7		42,991,191		10,132		intergenic_variant								13		13

		BovineHD0700012869		rs42468297		7		43,034,518		43,328		intron_variant		MIER2						13		13

		BovineHD4100005997		rs41575807		7		43,064,611		30,094		intergenic_variant								13		13

		BovineHD0700012885		rs109616201		7		43,072,429		7,819		intron_variant		THEG						13		13

		BovineHD0700012899		rs42468876		7		43,096,369		23,941		intron_variant		PRSS57						13		13

		BovineHD0700012901		rs135138077		7		43,107,025		10,657		intron_variant		SHC2						13		13

		BovineHD0700012904		rs42468899		7		43,115,987		8,963		intron_variant		SHC2						13		13

		BovineHD0700012905		rs110641208		7		43,121,206		5,220		intron_variant		SHC2						13		13

		BovineHD0700012946		rs133529847		7		43,290,312		169,107		intergenic_variant								13		13

		BovineHD0700012949		rs110795951		7		43,305,891		15,580		intron_variant		PALM						13		13

		BovineHD0700013055		rs134355002		7		43,790,499		484,609		intron_variant		MUM1						13		13

		BovineHD0700013080		rs43513389		7		43,884,469		93,971		intergenic_variant								13		13

		BovineHD0700013083		rs43513379		7		43,899,424		14,956		intergenic_variant								13		13

		BovineHD0700013094		rs43513371		7		43,915,941		16,518		intergenic_variant								13		13

		BovineHD0700013104		rs43520983		7		43,987,860		71,920		intron_variant		TCF3						13		13

		BovineHD0700013118		rs43520970		7		44,032,791		44,932		intergenic_variant								13		13

		BovineHD0700013125		rs110305683		7		44,076,357		43,567		intergenic_variant								13		13

		BovineHD0700013131		rs110327755		7		44,108,123		31,767		intron_variant		ONECUT3						13		13

		BovineHD0700013140		rs135844296		7		44,149,339		41,217		intergenic_variant								13		13

		BovineHD4100006008		rs110391769		7		44,177,751		28,413		intron_variant		KLF16						13		13

		BovineHD0700013155		rs109395921		7		44,214,336		36,586		intron_variant		SCAMP4						13		13

		ARS-BFGL-NGS-99231		rs110399223		7		44,245,644		31,309		intron_variant		CSNK1G2						13		13

		BovineHD0700013181		rs43520934		7		44,268,446		22,803		intergenic_variant								13		13

		BovineHD0700013191		rs135213583		7		44,307,299		38,854		intergenic_variant								13		13

		BovineHD0700013195		rs43519729		7		44,324,991		17,693		intergenic_variant								13		13

		BovineHD0700013208		rs134707624		7		44,359,442		34,452		intergenic_variant								13		13

		BovineHD0700013218		rs109725372		7		44,414,682		55,241		intergenic_variant								13		13

		BovineHD0700013231		rs137692514		7		44,465,414		50,733		intron_variant		AFF4						13		13

		BovineHD0700013237		rs108953738		7		44,489,364		23,951		intron_variant		AFF4						13		13

		BovineHD0700013313		rs134247192		7		44,823,169		333,806		intergenic_variant								13		13

		BovineHD0700013332		rs43519780		7		44,873,522		50,354		intron_variant		FSTL4						13		13

		ARS-BFGL-NGS-20497		rs43519750		7		44,878,295		4,774		intron_variant		FSTL4						13		13

		BovineHD0700013338		rs109462449		7		44,880,595		2,301		intron_variant		FSTL4						13		13

		BovineHD0700013344		rs43518561		7		44,887,326		6,732		intron_variant		FSTL4						13		13

		BovineHD0700013347		rs43518578		7		44,889,253		1,928		intron_variant		FSTL4						13		13

		BovineHD0700013354		rs43517319		7		44,895,106		5,854		intron_variant		FSTL4						13		13

		BovineHD0700013356		rs134241416		7		44,896,893		1,788		intron_variant		FSTL4						13		13

		BovineHD0700013385		rs43515701		7		44,943,643		46,751		intron_variant		FSTL4						13		13

		BovineHD0700013435		rs42716424		7		45,018,883		75,241		intron_variant		FSTL4						13		13

		BovineHD0700013439		rs42711639		7		45,026,710		7,828		intron_variant		FSTL4						13		13

		BovineHD0700013450		rs42711716		7		45,046,108		19,399		intron_variant		FSTL4						13		13

		BovineHD0700013452		rs42629178		7		45,049,133		3,026		intron_variant		FSTL4						13		13

		BovineHD0700013455		rs43749875		7		45,052,300		3,168		intron_variant		FSTL4						13		13

		BovineHD0700013457		rs135248718		7		45,053,717		1,418		intron_variant		FSTL4						13		13

		BovineHD0700013462		rs133750002		7		45,066,671		12,955		intron_variant		FSTL4						13		13

		BovineHD0700013472		rs136257031		7		45,082,489		15,819		intron_variant		FSTL4						13		13

		BovineHD0700013474		rs134450473		7		45,085,092		2,604		intron_variant		FSTL4						13		13

		BovineHD0700013477		rs42629192		7		45,088,235		3,144		intron_variant		FSTL4						13		13

		BovineHD0700013481		rs136004447		7		45,093,419		5,185		intron_variant		FSTL4						13		13

		BovineHD0700013483		rs134558294		7		45,095,686		2,268		intron_variant		FSTL4						13		13

		BovineHD0700013485		rs133805321		7		45,097,372		1,687		intron_variant		FSTL4						13		13

		BovineHD0700013492		rs135456488		7		45,105,234		7,863		intron_variant		FSTL4						13		13

		BovineHD0700013497		rs134510950		7		45,111,395		6,162		intron_variant		FSTL4						13		13

		BovineHD0700013501		rs135980595		7		45,115,747		4,353		intron_variant		FSTL4						13		13

		BovineHD0700013503		rs134855749		7		45,119,913		4,167		intron_variant		FSTL4						13		13

		BovineHD0700013509		rs109793980		7		45,136,324		16,412		intron_variant		FSTL4						13		13

		BovineHD0700013511		rs42627039		7		45,137,876		1,553		intron_variant		FSTL4						13		13

		BovineHD0700013522		rs42627068		7		45,160,234		22,359		intron_variant		FSTL4						13		13

		BovineHD0700013529		rs109951765		7		45,183,260		23,027		intron_variant		FSTL4						13		13

		BovineHD0700013537		rs132804240		7		45,201,303		18,044		intron_variant		FSTL4						13		13

		BovineHD0700013542		rs134119112		7		45,209,193		7,891		intron_variant		FSTL4						13		13

		BovineHD0700013547		rs135253244		7		45,216,232		7,040		intron_variant		FSTL4						13		13

		BovineHD0700013549		rs133323123		7		45,218,069		1,838		intron_variant		FSTL4						13		13

		BovineHD0700013554		rs42521974		7		45,224,821		6,753		intron_variant		FSTL4						13		13

		BovineHD0700013556		rs135298974		7		45,225,939		1,119		intron_variant		FSTL4						13		13

		BovineHD0700013559		rs137364824		7		45,232,020		6,082		intron_variant		FSTL4						13		13

		BovineHD0700013562		rs136265521		7		45,235,342		3,323		intron_variant		FSTL4						13		13

		BovineHD0700013569		rs42520924		7		45,251,249		15,908		missense_variant		FSTL4		gGt/gAt				13		13

		BovineHD0700013573		rs42520908		7		45,256,468		5,220		intron_variant		FSTL4						13		13

		BTB-01401013		rs42520848		7		45,275,258		18,791		intergenic_variant								13		13

		BovineHD0800031480		rs43018290		7		45,289,965		14,708		intergenic_variant								13		13

		ARS-BFGL-NGS-62333		rs109782476		7		45,323,826		33,862		intergenic_variant								13		13

		BovineHD4100006018		rs41658532		7		45,354,273		30,448		intergenic_variant								13		13

		BovineHD0700013586		rs42526007		7		45,364,510		10,238		intergenic_variant								13		13

		BovineHD0700013588		rs110230280		7		45,380,445		15,936		intergenic_variant								13		13

		BovineHD0700013592		rs133292573		7		45,390,931		10,487		intergenic_variant								13		13

		BovineHD0700013596		rs137344511		7		45,400,999		10,069		intergenic_variant								13		13

		BovineHD0700013599		rs42525966		7		45,405,258		4,260		intergenic_variant								13		13

		BovineHD0700013601		rs42525959		7		45,407,156		1,899		intergenic_variant								13		13

		BovineHD0700013603		rs42525944		7		45,410,447		3,292		intergenic_variant								13		13

		BovineHD0700013605		rs109348369		7		45,413,050		2,604		intergenic_variant								13		13

		Hapmap47127-BTA-88691		rs41657929		7		45,423,102		10,053		intergenic_variant								13		13

		BovineHD0700013616		rs109864726		7		45,446,749		23,648		intergenic_variant								13		13

		BovineHD0700013697		rs134045749		7		45,627,158		180,410		intergenic_variant								13		13

		BovineHD0700013756		rs133513860		7		45,874,988		247,831		intergenic_variant								13		13

		BovineHD0700013824		rs43514917		7		46,233,264		358,277		intron_variant		SEC24A						13		13

		BovineHD0700013827		rs110704563		7		46,239,990		6,727		intron_variant		SEC24A						13		13

		BovineHD0700013876		rs43513846		7		46,403,735		163,746		intron_variant		TXNDC15						13		13

		BovineHD0700013892		rs43521909		7		46,448,681		44,947		intron_variant		CATSPER3						13		13

		ARS-BFGL-NGS-97073		rs110469043		7		46,454,923		6,243		intergenic_variant								13		13

		BovineHD0700013899		rs43521856		7		46,470,564		15,642		intergenic_variant								13		13

		BovineHD0700013912		rs109733228		7		46,530,792		60,229		intergenic_variant								13		13

		BovineHD0700013937		rs109555874		7		46,627,490		96,699		intergenic_variant								13		13

		BovineHD0700013939		rs110688772		7		46,633,888		6,399		intergenic_variant								13		13

		BovineHD0700013947		rs43521166		7		46,658,929		25,042		intergenic_variant								13		13

		BovineHD0700013949		rs43521158		7		46,662,941		4,013		intergenic_variant								13		13

		BovineHD4100006030		rs29014602		7		46,804,967		142,027		intron_variant		H2AFY						13		13

		BovineHD0700014017		rs137776058		7		46,908,015		103,049		intergenic_variant								13		13

		BovineHD0700014032		rs109486924		7		46,965,141		57,127		intergenic_variant								13		13

		BovineHD0700014034		rs135951422		7		46,966,917		1,777		intergenic_variant								13		13

		BovineHD0700014038		rs135853730		7		46,971,685		4,769		intergenic_variant								13		13

		BovineHD0700014046		rs43230382		7		46,999,867		28,183		intergenic_variant								13		13

		BovineHD0700014073		rs43230341		7		47,104,117		104,251		intergenic_variant								13		13

		BovineHD0700014077		rs43238720		7		47,112,311		8,195		intergenic_variant								13		13

		BovineHD0700014079		rs43238690		7		47,116,547		4,237		intergenic_variant								13		13

		BovineHD0700014083		rs43090156		7		47,125,397		8,851		intergenic_variant								13		13

		BovineHD0700014086		rs43090141		7		47,130,369		4,973		intergenic_variant								13		13

		BovineHD0700014098		rs42599728		7		47,154,865		24,497		intergenic_variant								13		13

		BovineHD0700014100		rs42592356		7		47,159,667		4,803		intergenic_variant								13		13

		BovineHD0700014111		rs109944386		7		47,192,369		32,703		intergenic_variant								13		13

		BovineHD0700014127		rs109338333		7		47,240,964		48,596		intergenic_variant								13		13

		BovineHD0700014130		rs109726725		7		47,248,862		7,899		intergenic_variant								13		13

		ARS-BFGL-NGS-63186		rs110323435		7		47,256,926		8,065		intergenic_variant								13		13

		BovineHD0700014136		rs133079546		7		47,258,898		1,973		intergenic_variant								13		13

		BovineHD0700014149		rs42598467		7		47,271,989		13,092		intron_variant		SLC25A48						13		13

		BovineHD0700014157		rs42598493		7		47,285,824		13,836		intron_variant		SLC25A48						13		13

		BovineHD0700014159		rs42598509		7		47,288,343		2,520		intron_variant		SLC25A48						13		13

		BovineHD0700014161		rs42598524		7		47,291,090		2,748		intron_variant		SLC25A48						13		13

		BovineHD0700014163		rs137261028		7		47,292,874		1,785		intron_variant		SLC25A48						13		13

		BovineHD0700014167		rs110603413		7		47,296,332		3,459		intron_variant		SLC25A48						13		13

		BovineHD0700014172		rs42599649		7		47,304,861		8,530		intron_variant		SLC25A48						13		13

		BovineHD0700014190		rs43056419		7		47,370,434		65,574		intergenic_variant								13		13

		BovineHD0700014197		rs43520071		7		47,390,322		19,889		intron_variant		FBXL21						13		13

		BovineHD0700014206		rs110791744		7		47,428,892		38,571		intergenic_variant								13		13

		BovineHD0700014227		rs109721110		7		47,488,075		59,184		intron_variant		TGFBI						13		13

		BovineHD0700014238		rs135581288		7		47,523,660		35,586		intergenic_variant								13		13

		BovineHD0700014278		rs109395800		7		47,651,122		127,463		intergenic_variant								13		13

		BovineHD0700014292		rs134146702		7		47,705,478		54,357		intron_variant		TRPC7						13		13

		BovineHD0700014297		rs110534406		7		47,726,294		20,817		intron_variant		TRPC7						13		13

		BovineHD0700014301		rs134355234		7		47,734,833		8,540		intron_variant		TRPC7						13		13

		BovineHD0700014302		rs135173754		7		47,741,307		6,475		intron_variant		TRPC7						13		13

		BovineHD0700014304		rs110824317		7		47,748,237		6,931		intron_variant		TRPC7						13		13

		BovineHD0700014306		rs133559313		7		47,752,876		4,640		intron_variant		TRPC7						13		13

		BovineHD0700014309		rs110655350		7		47,756,642		3,767		intron_variant		TRPC7						13		13

		BovineHD0700014311		rs109123896		7		47,759,331		2,690		intron_variant		TRPC7						13		13

		BovineHD0700014315		rs109154049		7		47,777,922		18,592		intron_variant		TRPC7						13		13

		BovineHD0700014319		rs110037275		7		47,793,296		15,375		intron_variant		TRPC7						13		13

		BovineHD0700014321		rs109552444		7		47,795,512		2,217		intron_variant		TRPC7						13		13

		ARS-BFGL-NGS-34658		rs109129606		7		47,871,125		75,614		intergenic_variant								13		13

		BovineHD0700014341		rs133777771		7		47,907,863		36,739		intergenic_variant								13		13

		BovineHD4100006046		rs41665176		7		47,913,966		6,104		intergenic_variant								13		13

		BovineHD0700014378		rs110626588		7		48,091,158		177,193		intergenic_variant								13		13

		ARS-BFGL-NGS-99261		rs110596313		7		48,120,936		29,779		intergenic_variant								13		13

		BovineHD0700014423		rs135446413		7		48,279,315		158,380		intergenic_variant								13		13

		BovineHD0700014446		rs135686221		7		48,329,371		50,057		intergenic_variant								13		13

		BovineHD0700014457		rs135587561		7		48,352,646		23,276		intergenic_variant								13		13

		BovineHD0700014461		rs109873091		7		48,368,200		15,555		intron_variant		SPOCK1						13		13

		BovineHD0700014466		rs109699414		7		48,381,158		12,959		intron_variant		SPOCK1						13		13

		BovineHD0700014469		rs135842687		7		48,390,082		8,925		intron_variant		SPOCK1						13		13

		BovineHD0700014472		rs136531944		7		48,396,676		6,595		intron_variant		SPOCK1						13		13

		BovineHD0700014482		rs109396428		7		48,423,208		26,533		intron_variant		SPOCK1						13		13

		BovineHD0700014486		rs109869935		7		48,426,143		2,936		intron_variant		SPOCK1						13		13

		ARS-BFGL-NGS-13637		rs109973059		7		48,430,753		4,611		intron_variant		SPOCK1						13		13

		BovineHD0700014491		rs110561046		7		48,441,174		10,422		intron_variant		SPOCK1						13		13

		BovineHD0700014496		rs109164731		7		48,457,234		16,061		intron_variant		SPOCK1						13		13

		BovineHD0700014500		rs109774267		7		48,466,715		9,482		intron_variant		SPOCK1						13		13

		BovineHD0700014503		rs109968717		7		48,474,624		7,910		intron_variant		SPOCK1						13		13

		BovineHD0700014507		rs110876036		7		48,488,811		14,188		intron_variant		SPOCK1						13		13

		BovineHD0700014510		rs132881795		7		48,497,897		9,087		intron_variant		SPOCK1						13		13

		BovineHD0700014514		rs109314229		7		48,507,295		9,399		intron_variant		SPOCK1						13		13

		BovineHD0700014525		rs137453479		7		48,541,026		33,732		intron_variant		SPOCK1						13		13

		ARS-BFGL-NGS-108768		rs109490003		7		48,542,265		1,240		intron_variant		SPOCK1						13		13

		BovineHD0700014528		rs136022977		7		48,543,308		1,044		intron_variant		SPOCK1						13		13

		BovineHD0700014530		rs134579118		7		48,544,269		962		intron_variant		SPOCK1						13		13

		BovineHD0700014532		rs136558599		7		48,547,294		3,026		intron_variant		SPOCK1						13		13

		BovineHD0700014534		rs137609474		7		48,550,273		2,980		intron_variant		SPOCK1						13		13

		BovineHD4100006049		rs43702473		7		48,557,967		7,695		intron_variant		SPOCK1						13		13

		ARS-BFGL-NGS-44221		rs110445247		7		48,567,475		9,509		intron_variant		SPOCK1						13		13

		BovineHD0700014544		rs136497402		7		48,574,810		7,336		intron_variant		SPOCK1						13		13

		BovineHD0700014548		rs110219494		7		48,586,077		11,268		intron_variant		SPOCK1						13		13

		BovineHD0700014550		rs132758396		7		48,588,660		2,584		intron_variant		SPOCK1						13		13

		BovineHD0700014586		rs108962463		7		48,656,496		67,837		intron_variant		SPOCK1						13		13

		BovineHD0700014643		rs132908422		7		48,763,885		107,390		intron_variant		SPOCK1						13		13

		BovineHD0700014650		rs134542602		7		48,773,606		9,722		intron_variant		SPOCK1						13		13

		BovineHD0700014652		rs133662924		7		48,775,945		2,340		intron_variant		SPOCK1						13		13

		BovineHD0700014655		rs133689941		7		48,778,274		2,330		intron_variant		SPOCK1						13		13

		BovineHD0700014659		rs136215737		7		48,783,256		4,983		intron_variant		SPOCK1						13		13

		BovineHD0700014661		rs135064820		7		48,784,577		1,322		intron_variant		SPOCK1						13		13

		BovineHD0700014664		rs110240131		7		48,789,731		5,155		intron_variant		SPOCK1						13		13

		BovineHD0700014668		rs133420594		7		48,800,918		11,188		intron_variant		SPOCK1						13		13

		BovineHD0700014674		rs109222852		7		48,814,756		13,839		intron_variant		SPOCK1						13		13

		BovineHD0700014679		rs109253877		7		48,825,259		10,504		intron_variant		SPOCK1						13		13

		BovineHD0700014690		rs134363881		7		48,858,734		33,476		intron_variant		SPOCK1						13		13

		BovineHD0700014692		rs109148645		7		48,865,794		7,061		intron_variant		SPOCK1						13		13

		BovineHD0700014697		rs109313629		7		48,881,373		15,580		intron_variant		SPOCK1						13		13

		BovineHD0700014699		rs135622000		7		48,884,518		3,146		intron_variant		SPOCK1						13		13

		BTA-79057-no-rs		rs111028552		7		48,892,893		8,376		intron_variant		SPOCK1						13		13

		BovineHD0700014703		rs133709860		7		48,899,195		6,303		intron_variant		SPOCK1						13		13

		BovineHD0700014705		rs137706921		7		48,901,065		1,871		intron_variant		SPOCK1						13		13

		BovineHD0700014707		rs137446229		7		48,903,279		2,215		intron_variant		SPOCK1						13		13

		ARS-BFGL-NGS-71772		rs109889673		7		48,913,527		10,249		intron_variant		SPOCK1						13		13

		BovineHD0700014719		rs135675936		7		48,924,623		11,097		intron_variant		SPOCK1						13		13

		BovineHD0700014721		rs134704595		7		48,929,757		5,135		intron_variant		SPOCK1						13		13

		BovineHD0700014723		rs136748470		7		48,932,281		2,525		intron_variant		SPOCK1						13		13

		BovineHD0700014726		rs109612511		7		48,934,996		2,716		intron_variant		SPOCK1						13		13

		BovineHD0700014730		rs137448893		7		48,937,945		2,950		intron_variant		SPOCK1						13		13

		BovineHD0700014732		rs109935357		7		48,941,505		3,561		intron_variant		SPOCK1						13		13

		BovineHD0700014735		rs109095184		7		48,944,181		2,677		intron_variant		SPOCK1						13		13

		BovineHD0700014739		rs110088208		7		48,955,039		10,859		intergenic_variant								13		13

		BovineHD0700014742		rs109170784		7		48,961,292		6,254		intergenic_variant								13		13

		BovineHD0700014750		rs110471689		7		48,974,662		13,371		intergenic_variant								13		13

		BovineHD0700014757		rs110838075		7		48,988,247		13,586		intergenic_variant								13		13

		BovineHD0700014760		rs134253659		7		48,991,794		3,548		intergenic_variant								13		13

		BovineHD0700014764		rs108971108		7		48,996,366		4,573		intergenic_variant								13		13

		BovineHD0700014766		rs111010322		7		48,997,966		1,601		intergenic_variant								13		13

		BovineHD0700014786		rs133154667		7		49,094,256		96,291		intron_variant		KLHL3						13		13

		BovineHD0700014809		rs111019190		7		49,186,652		92,397		intron_variant		KLHL3						13		13

		BovineHD0700014811		rs133228858		7		49,195,267		8,616		intron_variant		KLHL3						13		13

		BovineHD0700014815		rs110958270		7		49,204,131		8,865		intron_variant		KLHL3						13		13

		BovineHD0700014833		rs133672436		7		49,332,682		128,552		intergenic_variant								13		13

		BovineHD0700014846		rs110616095		7		49,396,693		64,012		intron_variant		PKD2L2						13		13

		BovineHD0700014849		rs135621746		7		49,404,557		7,865		intron_variant		FAM13B						13		13

		BovineHD0700014855		rs109286150		7		49,424,570		20,014		intron_variant		FAM13B						13		13

		BovineHD0700014859		rs133607821		7		49,447,004		22,435		intron_variant		FAM13B						13		13

		BovineHD0700014874		rs109037060		7		49,503,552		56,549		intergenic_variant								13		13

		BovineHD0700014884		rs137448976		7		49,536,506		32,955		intron_variant		NME5						13		13

		BovineHD0700014887		rs135402223		7		49,541,419		4,914		intron_variant		NME5						13		13

		BovineHD0700014890		rs135675157		7		49,545,147		3,729		intron_variant		NME5						13		13

		BovineHD0700014967		rs110072749		7		49,908,375		363,229		intron_variant		HSPA9						13		13

		BovineHD0700015044		rs41667396		7		50,280,340		371,966		intron_variant		SIL1						13		13

		BovineHD0700020416		rs42332350		7		67,660,783		17,380,444		intron_variant		SGCD								14

		BovineHD0700020417		rs42332341		7		67,668,919		8,137		intron_variant		SGCD								14

		BovineHD0700020420		rs137095719		7		67,677,225		8,307		intron_variant		SGCD								14

		BovineHD0700020423		rs134951550		7		67,687,412		10,188		intron_variant		SGCD								14

		BovineHD0700020425		rs109053914		7		67,691,391		3,980		intron_variant		SGCD								14

		BovineHD0700020431		rs42330328		7		67,709,332		17,942		intron_variant		SGCD								14

		BovineHD0700020433		rs42330327		7		67,713,247		3,916		intron_variant		SGCD								14

		BovineHD0700020435		rs135212200		7		67,719,984		6,738		intron_variant		SGCD								14

		BovineHD0700020439		rs42330309		7		67,726,223		6,240		intron_variant		SGCD								14

		BovineHD0700020456		rs136029186		7		67,760,351		34,129		intron_variant		SGCD								14

		BovineHD0700020463		rs133342728		7		67,768,852		8,502		intron_variant		SGCD								14

		BovineHD0700020468		rs136191191		7		67,775,240		6,389		intron_variant		SGCD								14

		BovineHD4100006177		rs41610380		7		67,777,511		2,272		intron_variant		SGCD								14

		BovineHD0700020471		rs137722923		7		67,779,576		2,066		intron_variant		SGCD								14

		BovineHD0700020472		rs109401210		7		67,783,390		3,815		intron_variant		SGCD								14

		BovineHD0700020474		rs109663582		7		67,787,926		4,537		intron_variant		SGCD								14

		BovineHD0700020476		rs110738539		7		67,792,407		4,482		intron_variant		SGCD								14

		BovineHD0700020484		rs109236480		7		67,811,227		18,821		intron_variant		SGCD								14

		BovineHD0700020487		rs133335411		7		67,816,742		5,516		intron_variant		SGCD								14

		BovineHD0700020491		rs108988047		7		67,823,725		6,984		intron_variant		SGCD								14

		BovineHD0700020492		rs42329617		7		67,827,301		3,577		intron_variant		SGCD								14

		BovineHD0700020496		rs110106702		7		67,839,621		12,321		intron_variant		SGCD								14

		BovineHD0700020499		rs109738640		7		67,855,092		15,472		synonymous_variant		SGCD								14

		BovineHD0700020501		rs109258787		7		67,856,394		1,303		intron_variant		SGCD								14

		BovineHD0700020506		rs134168653		7		67,860,329		3,936		intron_variant		SGCD								14

		BovineHD0700020512		rs109513036		7		67,866,161		5,833		intron_variant		SGCD								14

		BovineHD0700020517		rs135934765		7		67,871,648		5,488		intron_variant		SGCD								14

		BovineHD0700020520		rs135781684		7		67,874,000		2,353		intron_variant		SGCD								14

		BovineHD0700020522		rs109249932		7		67,875,411		1,412		intron_variant		SGCD								14

		BovineHD0700020524		rs110817851		7		67,878,486		3,076		intron_variant		SGCD								14

		BovineHD0700020526		rs109472499		7		67,885,148		6,663		intron_variant		SGCD								14

		ARS-BFGL-NGS-33929		rs110019625		7		67,888,298		3,151		intron_variant		SGCD								14

		BovineHD0700020530		rs133255515		7		67,892,923		4,626		intron_variant		SGCD								14

		BovineHD0700020532		rs137617110		7		67,898,840		5,918		intron_variant		SGCD								14

		BovineHD0700020544		rs136023369		7		67,903,258		4,419		intron_variant		SGCD								14

		BovineHD0700020546		rs110775894		7		67,908,867		5,610		intron_variant		SGCD								14

		BovineHD0700020551		rs135591183		7		67,920,333		11,467		intron_variant		SGCD								14

		BovineHD0700020554		rs135672690		7		67,930,721		10,389		intron_variant		SGCD								14

		BovineHD0700020557		rs135515607		7		67,938,258		7,538		intron_variant		SGCD								14

		BovineHD0700020559		rs137357752		7		67,940,712		2,455		intron_variant		SGCD								14

		BovineHD0700020535		rs108964459		7		67,953,627		12,916		intron_variant		SGCD								14

		BovineHD0700020537		rs134737202		7		67,955,891		2,265		intron_variant		SGCD								14

		BovineHD0700020540		rs136885290		7		67,960,189		4,299		intron_variant		SGCD								14

		BovineHD0700020566		rs109710969		7		67,972,897		12,709		intron_variant		SGCD								14

		BovineHD0700020571		rs110418217		7		67,983,788		10,892		intron_variant		SGCD								14

		BovineHD0700020576		rs42382365		7		68,015,459		31,672		intron_variant		SGCD								14

		BovineHD0700020578		rs42382371		7		68,026,527		11,069		intergenic_variant										14

		BovineHD0700020581		rs41571952		7		68,038,227		11,701		intergenic_variant										14

		BovineHD0700020586		rs110050101		7		68,063,799		25,573		intergenic_variant										14

		BovineHD0700020590		rs136681138		7		68,079,740		15,942		intergenic_variant										14

		BovineHD0700020597		rs109956215		7		68,106,196		26,457		intergenic_variant										14

		BovineHD0700023163		rs43526221		7		77,017,218		8,911,023		intergenic_variant						21				15

		BovineHD0700023172		rs42667694		7		77,064,173		46,956		intergenic_variant						21				15

		BovineHD0700023174		rs42667706		7		77,066,085		1,913		intergenic_variant						21				15

		BovineHD0700023181		rs42667723		7		77,106,314		40,230		intergenic_variant						21				15

		BovineHD0700023184		rs135410737		7		77,117,956		11,643		intergenic_variant						21				15

		BovineHD0700023187		rs136108908		7		77,135,408		17,453		intergenic_variant						21				15

		BovineHD0700023194		rs42668266		7		77,158,771		23,364		intergenic_variant						21				15

		BTB-01549763		rs42668304		7		77,181,235		22,465		intergenic_variant						21				15

		BovineHD4100006233		rs41656542		7		77,196,641		15,407		intergenic_variant						21				15

		BovineHD0700023204		rs109170899		7		77,202,210		5,570		intergenic_variant						21				15

		BovineHD0700023206		rs43525408		7		77,210,922		8,713		intergenic_variant						21				15

		BovineHD0700023211		rs43525380		7		77,225,362		14,441		intergenic_variant						21				15

		BovineHD0700023214		rs43525378		7		77,231,309		5,948		intergenic_variant						21				15

		BovineHD0700023217		rs109693440		7		77,242,189		10,881		intergenic_variant						21				15

		BovineHD0700023219		rs132720424		7		77,243,985		1,797		intergenic_variant						21				15

		BovineHD0700023220		rs110306297		7		77,245,750		1,766		intergenic_variant						21				15

		BovineHD0700023228		rs110194033		7		77,274,471		28,722		intergenic_variant						21				15

		BovineHD0700023230		rs135052457		7		77,277,775		3,305		intergenic_variant						21				15

		BovineHD0700023233		rs135485533		7		77,288,483		10,709		intergenic_variant						21				15

		BovineHD0700023235		rs43532729		7		77,296,688		8,206		intergenic_variant						21				15

		BovineHD0700023239		rs133537231		7		77,315,883		19,196		intergenic_variant						21				15

		BovineHD0700023242		rs133873280		7		77,327,414		11,532		intergenic_variant						21				15

		BovineHD0700023245		rs43532710		7		77,333,399		5,986		intergenic_variant						21				15

		BovineHD0700023250		rs134907859		7		77,343,634		10,236		intergenic_variant						21				15

		BovineHD0700023255		rs133188459		7		77,372,968		29,335		intergenic_variant						21				15

		BovineHD0700023259		rs43532645		7		77,389,754		16,787		intergenic_variant						21				15

		BovineHD0700023262		rs135192384		7		77,401,445		11,692		intergenic_variant						21				15

		BovineHD0700023263		rs137811556		7		77,407,902		6,458		intergenic_variant						21				15

		BovineHD0700023268		rs42915823		7		77,423,607		15,706		intergenic_variant						21				15

		BovineHD0700023272		rs42916432		7		77,429,412		5,806		intergenic_variant						21				15

		BovineHD0700023275		rs137564838		7		77,443,117		13,706		intergenic_variant						21				15

		BovineHD0700023278		rs42916447		7		77,447,521		4,405		intergenic_variant						21				15

		BovineHD0700023280		rs133049219		7		77,449,601		2,081		intergenic_variant						21				15

		BovineHD0700023283		rs42916462		7		77,458,756		9,156		intergenic_variant						21				15

		BovineHD0700023288		rs136412382		7		77,509,148		50,393		intergenic_variant						21				15

		BovineHD0700023290		rs135850299		7		77,515,927		6,780		intergenic_variant						21				15

		BovineHD0700023291		rs133059791		7		77,521,613		5,687		intergenic_variant						21				15

		BovineHD0700023296		rs135692295		7		77,550,536		28,924		intergenic_variant						21				15

		BovineHD0700023297		rs132681682		7		77,561,639		11,104		intergenic_variant						21				15

		BovineHD0700023300		rs136822843		7		77,573,397		11,759		intergenic_variant						21				15

		BovineHD0700023303		rs133321847		7		77,584,310		10,914		intergenic_variant						21				15

		BovineHD0700023310		rs43528704		7		77,612,526		28,217		intergenic_variant						21				15

		BovineHD0700023312		rs43528716		7		77,615,587		3,062		intergenic_variant						21				15

		BovineHD0700023319		rs43768362		7		77,625,130		9,544		intergenic_variant						21				15

		BovineHD0700023332		rs43767983		7		77,649,058		23,929		intergenic_variant						21				15

		BovineHD0700023336		rs135022561		7		77,665,948		16,891		intergenic_variant						21				15

		BovineHD0700023339		rs133818762		7		77,673,247		7,300		intergenic_variant						21				15

		BTB-01273492		rs42400920		7		77,759,680		86,434		intergenic_variant						21				15

		BovineHD0700023358		rs136237721		7		77,773,173		13,494		intergenic_variant						21				15

		BovineHD0700023361		rs110511319		7		77,783,095		9,923		intergenic_variant						21				15

		BovineHD0700023366		rs109069248		7		77,814,509		31,415		intergenic_variant						21				15

		BTB-01273562		rs42395990		7		77,854,382		39,874		intergenic_variant						21				15

		BovineHD0700023378		rs42395996		7		77,858,815		4,434		intergenic_variant						21				15

		BovineHD0700023382		rs109047166		7		77,868,515		9,701		intergenic_variant						21				15

		BovineHD0700023384		rs133802601		7		77,874,129		5,615		intergenic_variant						21				15

		BovineHD0700023398		rs42396953		7		77,916,481		42,353		intergenic_variant						21				15

		BovineHD0700023399		rs42396970		7		77,921,762		5,282		intergenic_variant						21				15

		Hapmap50899-BTA-16135		rs41625271		7		77,946,199		24,438		intergenic_variant						21				15

		BovineHD0700023406		rs42397027		7		77,953,225		7,027		intergenic_variant						21				15

		BTB-01273731		rs42397759		7		77,985,281		32,057		intergenic_variant						21				15

		BovineHD0700023423		rs42397772		7		78,008,701		23,421		intergenic_variant						21				15

		BovineHD0700023430		rs42398441		7		78,032,838		24,138		intergenic_variant						21				15

		BovineHD0700023432		rs42398432		7		78,037,929		5,092		intergenic_variant						21				15

		BovineHD0700023433		rs42397823		7		78,041,932		4,004		intergenic_variant						21				15

		BovineHD0700023437		rs42397810		7		78,052,494		10,563		intergenic_variant						21				15

		BovineHD0700023441		rs109389994		7		78,062,361		9,868		intergenic_variant						21				15

		BovineHD0700023445		rs109518283		7		78,081,528		19,168		intergenic_variant						21				15

		BovineHD0700023448		rs110956621		7		78,089,587		8,060		intergenic_variant						21				15

		BovineHD0700023451		rs109503307		7		78,094,164		4,578		intergenic_variant						21				15

		BovineHD0700023455		rs133334148		7		78,098,350		4,187		intergenic_variant						21				15

		BovineHD0700023457		rs109032937		7		78,107,367		9,018		intergenic_variant						21				15

		BovineHD0700023459		rs134596091		7		78,110,195		2,829		intergenic_variant						21				15

		BovineHD0700023465		rs110875335		7		78,127,118		16,924		intergenic_variant						21				15

		BovineHD0700023468		rs109612674		7		78,140,089		12,972		intergenic_variant						21				15

		BovineHD0700023471		rs109782114		7		78,145,555		5,467		intergenic_variant						21				15

		BovineHD0700023474		rs135524684		7		78,159,542		13,988		intergenic_variant						21				15

		BovineHD0700023476		rs109134788		7		78,172,839		13,298		intergenic_variant						21				15

		BovineHD0700023479		rs109594222		7		78,188,006		15,168		intergenic_variant						21				15

		BovineHD0700023482		rs109770463		7		78,191,952		3,947		intergenic_variant						21				15

		ARS-BFGL-NGS-110279		rs110141541		7		78,196,679		4,728		intergenic_variant						21				15

		BovineHD0700023487		rs109245105		7		78,214,052		17,374		intergenic_variant						21				15

		BovineHD0700023490		rs109320281		7		78,217,885		3,834		intergenic_variant						21				15

		BovineHD0700023494		rs110139182		7		78,222,517		4,633		intergenic_variant						21				15

		BovineHD0700023496		rs109513798		7		78,226,056		3,540		intergenic_variant						21				15

		BovineHD0700023498		rs109483115		7		78,230,140		4,085		intergenic_variant						21				15

		BovineHD0700023501		rs110960658		7		78,234,147		4,008		intergenic_variant						21				15

		BovineHD0700023503		rs109891826		7		78,237,567		3,421		intergenic_variant						21				15

		BovineHD0700023505		rs109451189		7		78,239,748		2,182		intergenic_variant						21				15

		BovineHD0700023508		rs110706748		7		78,243,861		4,114		intergenic_variant						21				15

		BovineHD0700023510		rs43525828		7		78,245,104		1,244		intergenic_variant						21				15

		BovineHD0700023511		rs43525823		7		78,246,579		1,476		intergenic_variant						21				15

		BovineHD0700023517		rs43527340		7		78,262,171		15,593		intergenic_variant						21				15

		BovineHD0700023520		rs43526596		7		78,266,174		4,004		intergenic_variant						21				15

		BovineHD0700023526		rs133644243		7		78,285,216		19,043		intergenic_variant						21				15

		BovineHD0700023528		rs136111447		7		78,302,137		16,922		intergenic_variant						21				15

		BovineHD0700023530		rs134957097		7		78,312,764		10,628		intergenic_variant						21				15

		BovineHD0700023531		rs136626965		7		78,325,982		13,219		intergenic_variant						21				15

		BovineHD0700023534		rs132636869		7		78,348,022		22,041		intergenic_variant						21				15

		BovineHD0700023535		rs110064479		7		78,358,118		10,097		intergenic_variant						21				15

		BovineHD0700023548		rs137754026		7		78,427,146		69,029		intergenic_variant						21				15

		BovineHD0700023569		rs137829433		7		78,542,530		115,385		intergenic_variant						21				15

		BovineHD0700023576		rs136914598		7		78,578,511		35,982		intergenic_variant						21				15

		BovineHD0700023580		rs135041727		7		78,599,451		20,941		intergenic_variant						21				15

		BovineHD0700023584		rs109715678		7		78,617,218		17,768		intergenic_variant						21				15

		BovineHD0700023586		rs137089570		7		78,628,665		11,448		intergenic_variant						21				15

		BovineHD0700022426		rs43529637		7		74,318,657		-4,310,007		intergenic_variant										15

		BovineHD0700022428		rs43529016		7		74,321,645		2,989		intergenic_variant										15

		BovineHD0700022430		rs43529002		7		74,324,207		2,563		intergenic_variant										15

		BovineHD0700022432		rs110441373		7		74,325,944		1,738		intergenic_variant										15

		BovineHD0700022433		rs43528984		7		74,327,927		1,984		intergenic_variant										15

		BovineHD0700022435		rs109339667		7		74,348,593		20,667		intergenic_variant										15

		BovineHD0700022437		rs43528959		7		74,358,306		9,714		intergenic_variant										15

		BovineHD0700022439		rs43528949		7		74,360,493		2,188		intergenic_variant										15

		BovineHD0700022448		rs42948167		7		74,426,518		66,026		intergenic_variant										15

		BovineHD0700022450		rs42948154		7		74,435,844		9,327		intergenic_variant										15

		BovineHD0700022453		rs133383146		7		74,450,010		14,167		intergenic_variant										15

		BovineHD0700022455		rs136167287		7		74,460,319		10,310		intergenic_variant										15

		BovineHD0700022459		rs137011511		7		74,483,324		23,006		intergenic_variant										15

		BovineHD0700022461		rs137735735		7		74,491,768		8,445		intergenic_variant										15

		BovineHD0700022466		rs137421783		7		74,504,623		12,856		intergenic_variant										15

		BovineHD0700022468		rs42375779		7		74,507,674		3,052		intergenic_variant										15

		BovineHD0700022470		rs42375797		7		74,509,731		2,058		intergenic_variant										15

		BTB-01222854		rs42375807		7		74,514,149		4,419		intergenic_variant										15

		BovineHD0700022474		rs42375815		7		74,516,690		2,542		intergenic_variant										15

		BovineHD0700022485		rs109377039		7		74,548,220		31,531		intergenic_variant										15

		BovineHD0700022489		rs134055050		7		74,568,878		20,659		intergenic_variant										15

		BovineHD0700022491		rs132863234		7		74,572,604		3,727		intergenic_variant										15

		BovineHD0700022494		rs110910890		7		74,575,618		3,015		intergenic_variant										15

		Hapmap33654-BTA-113328		rs42383744		7		74,593,989		18,372		intergenic_variant										15

		BovineHD0700022507		rs42381799		7		74,608,065		14,077		intergenic_variant										15

		BovineHD0700022516		rs42381812		7		74,619,203		11,139		intergenic_variant										15

		BovineHD0700022521		rs42381823		7		74,626,444		7,242		intergenic_variant										15

		BovineHD0700022524		rs42382633		7		74,630,499		4,056		intergenic_variant										15

		BovineHD0700022526		rs41618648		7		74,641,576		11,078		intergenic_variant										15

		BovineHD0700022530		rs42382684		7		74,651,518		9,943		intergenic_variant										15

		BovineHD0700022532		rs109267351		7		74,659,854		8,337		intergenic_variant										15

		BTB-01222434		rs42381787		7		74,667,894		8,041		intergenic_variant										15

		BovineHD0700022537		rs42381757		7		74,685,315		17,422		intergenic_variant										15

		BovineHD0700022539		rs133501029		7		74,693,195		7,881		intergenic_variant										15

		BovineHD0700022548		rs42380695		7		74,724,359		31,165		intergenic_variant										15

		BovineHD0700022552		rs135862796		7		74,772,424		48,066		intergenic_variant										15

		BovineHD0700022554		rs133818297		7		74,777,782		5,359		intergenic_variant										15

		BovineHD0700022555		rs135717453		7		74,794,945		17,164		intergenic_variant										15

		BovineHD0700022558		rs137678717		7		74,797,233		2,289		intergenic_variant										15

		BovineHD0700022561		rs42379594		7		74,809,615		12,383		intergenic_variant										15

		BovineHD0700022568		rs42571149		7		74,847,276		37,662		intergenic_variant										15

		BTB-01453634		rs42571188		7		74,855,538		8,263		intergenic_variant										15

		BovineHD0700022573		rs109278379		7		74,861,008		5,471		intergenic_variant										15

		BovineHD0700022580		rs109372510		7		74,873,966		12,959		intergenic_variant										15

		BovineHD0700022582		rs42581151		7		74,877,883		3,918		intergenic_variant										15

		BovineHD0700022584		rs42580213		7		74,883,145		5,263		intergenic_variant										15

		BovineHD0700022587		rs42580202		7		74,886,787		3,643		intergenic_variant										15

		BovineHD0700022589		rs42580187		7		74,889,203		2,417		intergenic_variant										15

		BovineHD0700022592		rs42580155		7		74,893,664		4,462		intergenic_variant										15

		BovineHD0700022595		rs109561331		7		74,900,977		7,314		intergenic_variant										15

		BovineHD0700022597		rs42579110		7		74,905,343		4,367		intergenic_variant										15

		BovineHD0700022598		rs133887007		7		74,912,963		7,621		intergenic_variant										15

		BovineHD0700022602		rs109162937		7		74,955,539		42,577		intergenic_variant										15

		BovineHD0700022604		rs109069636		7		74,957,755		2,217		intergenic_variant										15

		BovineHD0700022607		rs109111364		7		74,961,532		3,778		intergenic_variant										15

		BovineHD0700022611		rs137266238		7		74,972,381		10,850		intergenic_variant										15

		BovineHD0700022614		rs109225318		7		74,975,571		3,191		intergenic_variant										15

		BovineHD0700022619		rs135206237		7		74,985,692		10,122		intergenic_variant										15

		BovineHD0700022621		rs109006239		7		74,994,199		8,508		intergenic_variant										15

		BovineHD0700022625		rs135425492		7		75,007,417		13,219		intergenic_variant										15

		BovineHD0700022629		rs110851569		7		75,011,133		3,717		intergenic_variant										15

		BovineHD0700022631		rs137568299		7		75,013,688		2,556		intergenic_variant										15

		BovineHD0700022634		rs137313873		7		75,016,382		2,695		intergenic_variant										15

		BovineHD0700022636		rs133119778		7		75,019,789		3,408		intergenic_variant										15

		BovineHD0700022638		rs135989125		7		75,021,989		2,201		intergenic_variant										15

		BovineHD0700022640		rs134504180		7		75,025,631		3,643		intergenic_variant										15

		BovineHD0700022643		rs133794591		7		75,031,138		5,508		intergenic_variant										15

		BovineHD0700022645		rs133129327		7		75,041,434		10,297		intergenic_variant										15

		BovineHD0700022647		rs42947806		7		75,046,184		4,751		intergenic_variant										15

		BovineHD0700022648		rs42947809		7		75,048,839		2,656		intergenic_variant										15

		BovineHD0700022650		rs42579074		7		75,059,724		10,886		intergenic_variant										15

		BovineHD0700022654		rs42579085		7		75,074,208		14,485		intergenic_variant										15

		BovineHD0700022656		rs43201621		7		75,080,046		5,839		intergenic_variant										15

		Hapmap25581-BTA-149376		rs110167143		7		75,091,023		10,978		intergenic_variant										15

		BovineHD0700022659		rs42543237		7		75,098,529		7,507		intergenic_variant										15

		BovineHD0700022664		rs134234494		7		75,125,083		26,555		intergenic_variant										15

		BovineHD0700022668		rs133789963		7		75,138,430		13,348		intron_variant		HMMR								15

		Hapmap44626-BTA-91902		rs41596806		7		75,152,909		14,480		intron_variant		HMMR								15

		BovineHD0700022673		rs42543274		7		75,161,958		9,050		intron_variant		HMMR								15

		BovineHD0700022679		rs42529170		7		75,189,808		27,851		intron_variant		MAT2B								15

		BovineHD0700022687		rs136261649		7		75,215,526		25,719		intergenic_variant										15

		BovineHD0700022689		rs42529217		7		75,221,498		5,973		intergenic_variant										15

		BovineHD0700022691		rs133900476		7		75,225,771		4,274		intergenic_variant										15

		BovineHD0700022697		rs133064731		7		75,246,858		21,088		intergenic_variant										15

		BovineHD0700022699		rs42530440		7		75,250,343		3,486		intergenic_variant										15

		BovineHD0700022702		rs110718291		7		75,274,349		24,007		intergenic_variant										15

		BovineHD0700022704		rs135092951		7		75,287,401		13,053		intergenic_variant										15

		BovineHD0700022707		rs133469595		7		75,292,722		5,322		intergenic_variant										15

		BTA-115932-no-rs		rs41613282		7		75,300,874		8,153		intergenic_variant										15

		BovineHD0700022710		rs109620173		7		75,308,523		7,650		intergenic_variant										15

		BovineHD0700022712		rs109657551		7		75,320,406		11,884		intergenic_variant										15

		BovineHD0700022714		rs110327729		7		75,322,431		2,026		intergenic_variant										15

		BovineHD0700022716		rs110130397		7		75,330,114		7,684		intergenic_variant										15

		BovineHD0700022720		rs110409633		7		75,340,904		10,791		intergenic_variant										15

		Hapmap40658-BTA-115934		rs41613284		7		75,350,671		9,768		intergenic_variant										15

		BovineHD0700022725		rs135615912		7		75,363,360		12,690		intergenic_variant										15

		BovineHD4100006219		rs136082876		7		75,370,432		7,073		intergenic_variant										15

		BovineHD0700022732		rs133896305		7		75,408,156		37,725		intergenic_variant										15

		BovineHD0700022735		rs136953951		7		75,419,182		11,027		intergenic_variant										15

		BovineHD0700022738		rs133831481		7		75,431,296		12,115		intergenic_variant										15

		BovineHD0700022740		rs132923051		7		75,434,361		3,066		intergenic_variant										15

		BovineHD0700022743		rs41680334		7		75,440,956		6,596		intergenic_variant										15

		BovineHD0700022752		rs42394274		7		75,466,002		25,047		intergenic_variant										15

		BovineHD0700022754		rs42394270		7		75,469,884		3,883		intergenic_variant										15

		BovineHD0700022756		rs42394255		7		75,472,332		2,449		intergenic_variant										15

		BovineHD0700022757		rs42394236		7		75,475,769		3,438		intergenic_variant										15

		BovineHD0700022758		rs136935541		7		75,479,505		3,737		intergenic_variant										15

		BovineHD0700022761		rs134028272		7		75,496,649		17,145		intergenic_variant										15

		BovineHD0700022771		rs136417553		7		75,540,715		44,067		intergenic_variant										15

		BovineHD0700022775		rs42394301		7		75,556,057		15,343		intergenic_variant										15

		BovineHD0700022782		rs135220459		7		75,581,272		25,216		intergenic_variant										15

		BovineHD0700022785		rs42395144		7		75,590,589		9,318		intergenic_variant										15

		BovineHD0700022791		rs136201906		7		75,596,718		6,130		intergenic_variant										15

		BovineHD0700022794		rs42395163		7		75,618,437		21,720		intergenic_variant										15

		BovineHD0700022799		rs133570297		7		75,629,351		10,915		intergenic_variant										15

		BovineHD0700022802		rs42395208		7		75,636,089		6,739		intergenic_variant										15

		BovineHD0700022804		rs42395225		7		75,642,581		6,493		intergenic_variant										15

		BovineHD0700022806		rs136314853		7		75,648,905		6,325		intergenic_variant										15

		BovineHD0700022808		rs134366340		7		75,652,002		3,098		intergenic_variant										15

		BovineHD0700022811		rs42396505		7		75,656,453		4,452		intergenic_variant										15

		BovineHD0700022813		rs42396484		7		75,659,489		3,037		intergenic_variant										15

		BovineHD0700022816		rs42396471		7		75,662,363		2,875		intergenic_variant										15

		BovineHD0700022822		rs42396511		7		75,675,547		13,185		intergenic_variant										15

		BovineHD0700022823		rs42397831		7		75,679,139		3,593		intergenic_variant										15

		BovineHD0700022826		rs42397837		7		75,686,479		7,341		intergenic_variant										15

		BovineHD0700022828		rs134196929		7		75,690,498		4,020		intergenic_variant										15

		BovineHD0700022830		rs42397857		7		75,695,758		5,261		intergenic_variant										15

		BovineHD0700022833		rs135434846		7		75,700,029		4,272		intergenic_variant										15

		BovineHD0700022835		rs42397888		7		75,706,446		6,418		intergenic_variant										15

		BovineHD0700022839		rs110282734		7		75,719,247		12,802		intergenic_variant										15

		BovineHD0700022842		rs42397895		7		75,731,155		11,909		intergenic_variant										15

		BovineHD0700022851		rs42397920		7		75,797,942		66,788		intergenic_variant										15

		BovineHD0700022856		rs136416710		7		75,814,579		16,638		intergenic_variant										15

		BovineHD0700022858		rs110579664		7		75,817,915		3,337		intergenic_variant										15

		BovineHD0700022861		rs110747180		7		75,822,903		4,989		intergenic_variant										15

		BovineHD0700022863		rs133912089		7		75,827,275		4,373		intergenic_variant										15

		BovineHD0700022865		rs43039152		7		75,833,918		6,644		intergenic_variant										15

		BovineHD0700022867		rs135183717		7		75,840,789		6,872		intergenic_variant										15

		BovineHD0700022869		rs137036796		7		75,844,788		4,000		intergenic_variant										15

		BovineHD0700022875		rs42730015		7		75,885,725		40,938		intergenic_variant										15

		BovineHD0700022880		rs136038060		7		75,903,484		17,760		intergenic_variant										15

		BovineHD0700022883		rs136106839		7		75,916,207		12,724		intergenic_variant										15

		BovineHD0700022888		rs136633812		7		75,942,645		26,439		intergenic_variant										15

		BovineHD0700022892		rs109076969		7		75,965,880		23,236		intergenic_variant										15

		BovineHD0700022899		rs137675379		7		76,024,491		58,612		intergenic_variant										15

		BovineHD0700022901		rs134617683		7		76,033,648		9,158		intergenic_variant										15

		BovineHD0700022903		rs108954172		7		76,039,063		5,416		intergenic_variant										15

		BovineHD0700022906		rs110629371		7		76,066,575		27,513		intergenic_variant										15

		BovineHD0700022907		rs135245933		7		76,068,538		1,964		intergenic_variant										15

		BovineHD0700022913		rs110749936		7		76,098,705		30,168		intergenic_variant										15

		BovineHD0700022917		rs110526590		7		76,115,027		16,323		intergenic_variant										15

		BovineHD0700022919		rs108975785		7		76,122,306		7,280		intergenic_variant										15

		BovineHD0700022921		rs109589944		7		76,125,337		3,032		intergenic_variant										15

		BovineHD0700022943		rs133458471		7		76,181,245		55,909		intergenic_variant										15

		BovineHD0700022945		rs136519096		7		76,186,875		5,631		intergenic_variant										15

		BovineHD0700022970		rs109773110		7		76,277,508		90,634		intergenic_variant										15

		BovineHD0700022974		rs135439759		7		76,294,132		16,625		intergenic_variant										15

		BovineHD0700022980		rs41257611		7		76,325,398		31,267		intergenic_variant										15

		BovineHD0700022982		rs137301963		7		76,328,914		3,517		intergenic_variant										15

		BovineHD0700022998		rs135989886		7		76,375,849		46,936		intergenic_variant										15

		BovineHD0700023002		rs109475596		7		76,388,121		12,273		intergenic_variant										15

		BovineHD0700023005		rs109640482		7		76,392,382		4,262		intergenic_variant										15

		BovineHD0700023007		rs110621400		7		76,393,806		1,425		intergenic_variant										15

		BovineHD0700023009		rs110644358		7		76,395,547		1,742		intergenic_variant										15

		BovineHD0700023018		rs42377003		7		76,418,678		23,132		intergenic_variant										15

		BovineHD0700023020		rs42377938		7		76,421,532		2,855		intergenic_variant										15

		BovineHD0700023023		rs42377965		7		76,424,014		2,483		intergenic_variant										15

		BovineHD0700023027		rs42377968		7		76,428,217		4,204		intergenic_variant										15

		BovineHD0700023030		rs110974163		7		76,434,087		5,871		intergenic_variant										15

		BovineHD0700023032		rs135290503		7		76,477,721		43,635		intergenic_variant										15

		BovineHD0700023034		rs110775440		7		76,488,400		10,680		intergenic_variant										15

		BovineHD0700023037		rs133879109		7		76,509,844		21,445		intergenic_variant										15

		BovineHD0700023044		rs42380579		7		76,547,248		37,405		intergenic_variant										15

		BovineHD0700023051		rs42381483		7		76,581,333		34,086		intergenic_variant										15

		BovineHD0700023055		rs110043277		7		76,594,554		13,222		intergenic_variant										15

		BovineHD0700023060		rs42459818		7		76,617,831		23,278		intergenic_variant										15

		BovineHD0700023069		rs110416107		7		76,657,570		39,740		intergenic_variant										15

		BovineHD0700023073		rs109596289		7		76,677,035		19,466		intergenic_variant										15

		BovineHD0700023083		rs110233069		7		76,700,174		23,140		intergenic_variant										15

		BovineHD0700023088		rs134791597		7		76,725,621		25,448		intergenic_variant										15

		BovineHD0700023097		rs42461161		7		76,776,979		51,359		intergenic_variant										15

		BovineHD0700023101		rs133186263		7		76,782,417		5,439		intergenic_variant										15

		BovineHD0700023105		rs136051264		7		76,797,442		15,026		intergenic_variant										15

		BovineHD0700023106		rs42384628		7		76,801,272		3,831		intergenic_variant										15

		BovineHD4100006231		rs41611136		7		76,826,203		24,932		intergenic_variant										15

		BovineHD0700023113		rs110997887		7		76,847,646		21,444		intergenic_variant										15

		BovineHD0700023115		rs109913301		7		76,863,684		16,039		intergenic_variant										15

		BovineHD4100006232		rs109492382		7		76,868,915		5,232		intergenic_variant										15

		BovineHD0700023119		rs42384542		7		76,876,882		7,968		intergenic_variant										15

		BovineHD0700023121		rs42383726		7		76,880,102		3,221		intergenic_variant										15

		BovineHD0700023128		rs136989896		7		76,891,035		10,934		intergenic_variant										15

		BovineHD0700023130		rs136573341		7		76,895,726		4,692		intergenic_variant										15

		BovineHD0700023132		rs43528180		7		76,900,184		4,459		intergenic_variant										15

		BovineHD0700023135		rs43528203		7		76,903,722		3,539		intergenic_variant										15

		BovineHD0700023137		rs137141554		7		76,908,134		4,413		intergenic_variant										15

		BovineHD0700023143		rs43763762		7		76,923,985		15,852		intergenic_variant										15

		BTB-00321961		rs43526976		7		76,960,595		36,611		intergenic_variant										15

		BovineHD0700023631		rs109963890		7		78,891,638		1,931,044		intergenic_variant										15

		BovineHD0700023633		rs133079545		7		78,894,295		2,658		intergenic_variant										15

		BovineHD0700023636		rs135864410		7		78,906,612		12,318		intergenic_variant										15

		BovineHD0700023638		rs110218548		7		78,916,366		9,755		intergenic_variant										15

		BovineHD0700023641		rs135846432		7		78,937,837		21,472		intergenic_variant										15

		BovineHD0700023643		rs109199550		7		78,944,733		6,897		intergenic_variant										15

		BovineHD0700023645		rs111031124		7		78,947,455		2,723		intergenic_variant										15

		BovineHD0700023648		rs110473613		7		78,953,974		6,520		intergenic_variant										15

		BovineHD0700023649		rs136565283		7		78,962,749		8,776		intergenic_variant										15

		BovineHD0700023650		rs109680230		7		78,968,486		5,738		intergenic_variant										15

		BovineHD0700023655		rs133268412		7		78,990,752		22,267		intergenic_variant										15

		BovineHD0700023658		rs110276580		7		79,006,910		16,159		intergenic_variant										15

		BovineHD0700023662		rs135948812		7		79,016,428		9,519		intergenic_variant										15

		BovineHD0700023664		rs133743345		7		79,018,571		2,144		intergenic_variant										15

		BovineHD0700023667		rs110160348		7		79,025,266		6,696		intergenic_variant										15

		BovineHD0700023677		rs110091057		7		79,043,093		17,828		intergenic_variant										15

		BovineHD0700023682		rs137024172		7		79,070,660		27,568		intergenic_variant										15

		BovineHD4100006244		rs43535718		7		79,194,672		124,013		intergenic_variant										15

		BovineHD0700023711		rs43525231		7		79,209,551		14,880		intron_variant		TENM2								15

		BovineHD0700023717		rs43535703		7		79,242,930		33,380		intron_variant		TENM2								15

		BovineHD0700023719		rs43535683		7		79,247,449		4,520		intron_variant		TENM2								15

		BovineHD0700023721		rs43535663		7		79,250,874		3,426		intron_variant		TENM2								15

		BovineHD0700023724		rs43768674		7		79,261,071		10,198		intron_variant		TENM2								15

		BovineHD0700023726		rs43764846		7		79,263,345		2,275		intron_variant		TENM2								15

		BovineHD0700023732		rs43533375		7		79,274,849		11,505		intron_variant		TENM2								15

		BovineHD0700023742		rs110968904		7		79,300,842		25,994		intron_variant		TENM2								15

		UA-IFASA-2577		rs29009978		7		79,304,306		3,465		intron_variant		TENM2								15

		BovineHD0700023747		rs109193204		7		79,307,444		3,139		intron_variant		TENM2								15

		BovineHD0700023750		rs136464501		7		79,311,429		3,986		intron_variant		TENM2								15

		BovineHD0700023757		rs136656528		7		79,337,283		25,855		intron_variant		TENM2								15

		BovineHD0700023761		rs109387739		7		79,348,902		11,620		intron_variant		TENM2								15

		Hapmap60017-rs29023471		rs29023471		7		79,381,437		32,536		intron_variant		TENM2								15

		BovineHD0700023776		rs43529464		7		79,408,529		27,093		intron_variant		TENM2								15

		BovineHD0700023777		rs43529471		7		79,409,669		1,141		intron_variant		TENM2								15

		BovineHD0700023780		rs109879376		7		79,415,471		5,803		intron_variant		TENM2								15

		BovineHD0700023783		rs134466405		7		79,425,744		10,274		intron_variant		TENM2								15

		BovineHD0700023795		rs133675138		7		79,449,880		24,137		intron_variant		TENM2								15

		BovineHD0700023816		rs111013434		7		79,513,855		63,976		intron_variant		TENM2								15

		BovineHD0700023818		rs43532055		7		79,517,989		4,135		intron_variant		TENM2								15

		BovineHD0700023824		rs43532072		7		79,537,290		19,302		intron_variant		TENM2								15

		BovineHD0700023832		rs43532088		7		79,565,605		28,316		intron_variant		TENM2								15

		BovineHD0700023844		rs134188213		7		79,598,531		32,927		intron_variant		TENM2								15

		BovineHD0700023850		rs43533334		7		79,610,919		12,389		intron_variant		TENM2								15

		BovineHD0700023857		rs43533353		7		79,630,631		19,713		intron_variant		TENM2								15

		BovineHD0700023861		rs136392588		7		79,654,254		23,624		intron_variant		TENM2								15

		BovineHD0700023865		rs137019695		7		79,665,452		11,199		intron_variant		TENM2								15

		BovineHD0700023869		rs43534813		7		79,684,748		19,297		intron_variant		TENM2								15

		BovineHD0700023873		rs43534805		7		79,689,748		5,001		intron_variant		TENM2								15

		BovineHD0700023877		rs43534799		7		79,703,512		13,765		intron_variant		TENM2								15

		BovineHD0700023879		rs43534783		7		79,715,189		11,678		intron_variant		TENM2								15

		BovineHD0700023882		rs109652487		7		79,718,404		3,216		intron_variant		TENM2								15

		BovineHD0700023885		rs108996051		7		79,723,095		4,692		intron_variant		TENM2								15

		BovineHD0700023888		rs43534736		7		79,725,647		2,553		intron_variant		TENM2								15

		BovineHD0700023891		rs43533430		7		79,729,538		3,892		intron_variant		TENM2								15

		BovineHD0700023896		rs43533395		7		79,740,742		11,205		intron_variant		TENM2								15

		BovineHD0700023902		rs134745771		7		79,745,712		4,971		intron_variant		TENM2								15

		BovineHD0700023906		rs134487983		7		79,755,512		9,801		intron_variant		TENM2								15

		BovineHD0700023928		rs134740154		7		79,784,203		28,692		intron_variant		TENM2								15

		BovineHD0700023931		rs133538238		7		79,790,463		6,261		intron_variant		TENM2								15

		BovineHD0700023933		rs136154883		7		79,791,653		1,191		intron_variant		TENM2								15

		BovineHD0700023944		rs134225916		7		79,822,101		30,449		intron_variant		TENM2								15

		BovineHD0700023952		rs133382006		7		79,845,977		23,877		intron_variant		TENM2								15

		BovineHD0700023958		rs43529168		7		79,857,832		11,856		intron_variant		TENM2								15

		BovineHD0700023962		rs43530152		7		79,868,254		10,423		intron_variant		TENM2								15

		BovineHD0700023965		rs132910948		7		79,874,457		6,204		intron_variant		TENM2								15

		BovineHD4100006249		rs41656577		7		79,882,185		7,729		intron_variant		TENM2								15

		Hapmap40812-BTA-80049		rs41656579		7		79,885,606		3,422		intron_variant		TENM2								15

		BovineHD0700023980		rs133737550		7		79,902,316		16,711		intron_variant		TENM2								15

		BovineHD0700023986		rs43530960		7		79,909,640		7,325		intron_variant		TENM2								15

		BovineHD0700023991		rs43530945		7		79,921,066		11,427		intron_variant		TENM2								15

		BovineHD0700023995		rs43530229		7		79,930,582		9,517		intron_variant		TENM2								15

		BovineHD0700023997		rs137133577		7		79,935,313		4,732		intron_variant		TENM2								15

		BovineHD0700023999		rs43530212		7		79,940,645		5,333		intron_variant		TENM2								15

		BovineHD0700024006		rs109263397		7		79,974,173		33,529		intron_variant		TENM2								15

		BovineHD0700024010		rs43530173		7		79,985,190		11,018		intron_variant		TENM2								15

		BovineHD0700024012		rs43530166		7		79,993,991		8,802		intron_variant		TENM2								15

		BovineHD0700024017		rs110638983		7		80,012,846		18,856		intron_variant		TENM2								15

		BovineHD0700024018		rs109125183		7		80,013,835		990		intron_variant		TENM2								15

		BovineHD0700024020		rs109063284		7		80,021,792		7,958		intron_variant		TENM2								15

		BovineHD0700024022		rs136218035		7		80,030,211		8,420		intron_variant		TENM2								15

		BovineHD0700024027		rs110568472		7		80,049,835		19,625		intron_variant		TENM2								15

		BovineHD0700024032		rs137195477		7		80,074,982		25,148		intron_variant		TENM2								15

		BovineHD0700024031		rs132956078		7		80,076,213		1,232		intron_variant		TENM2								15

		BovineHD4100006250		rs41656582		7		80,080,885		4,673		intron_variant		TENM2								15

		BovineHD0700024037		rs41656584		7		80,083,523		2,639		intron_variant		TENM2								15

		BovineHD0700024039		rs43531849		7		80,084,876		1,354		intron_variant		TENM2								15

		BovineHD0700024043		rs43531843		7		80,088,546		3,671		intron_variant		TENM2								15

		BovineHD0700024045		rs41606507		7		80,090,330		1,785		intron_variant		TENM2								15

		ARS-BFGL-NGS-114751		rs109263331		7		80,092,069		1,740		intron_variant		TENM2								15

		BovineHD0700024048		rs110033928		7		80,093,215		1,147		intron_variant		TENM2								15

		BovineHD0700024050		rs43531030		7		80,094,794		1,580		intron_variant		TENM2								15

		BovineHD0700024052		rs43531022		7		80,097,087		2,294		intron_variant		TENM2								15

		BovineHD0700024055		rs43531016		7		80,102,193		5,107		intron_variant		TENM2								15

		BovineHD0700024058		rs43531000		7		80,105,368		3,176		intron_variant		TENM2								15

		BovineHD0700024061		rs137658297		7		80,117,742		12,375		intron_variant		TENM2								15

		BovineHD0700024063		rs109414038		7		80,120,946		3,205		intron_variant		TENM2								15

		BovineHD0700024065		rs43531897		7		80,123,960		3,015		intron_variant		TENM2								15

		BovineHD0700024067		rs43531895		7		80,126,059		2,100		intron_variant		TENM2								15

		BovineHD0700024069		rs43531888		7		80,129,836		3,778		intron_variant		TENM2								15

		BovineHD0700024070		rs136010116		7		80,133,945		4,110		intron_variant		TENM2								15

		BovineHD0700024074		rs133805564		7		80,146,775		12,831		intron_variant		TENM2								15

		BovineHD0700024078		rs43532953		7		80,156,400		9,626		intron_variant		TENM2								15

		BovineHD0700024080		rs43532948		7		80,158,767		2,368		intron_variant		TENM2								15

		BovineHD0700024083		rs43532940		7		80,167,079		8,313		intron_variant		TENM2								15

		BovineHD0700024085		rs43532937		7		80,169,048		1,970		intron_variant		TENM2								15

		BovineHD0700024089		rs110524439		7		80,179,182		10,135		intron_variant		TENM2								15

		BovineHD0700024094		rs109038080		7		80,192,074		12,893		intron_variant		TENM2								15

		BovineHD0700024097		rs43532972		7		80,199,991		7,918		intron_variant		TENM2								15

		BovineHD0700024099		rs43528315		7		80,206,974		6,984		intron_variant		TENM2								15

		BovineHD0700024102		rs109244910		7		80,222,942		15,969		intron_variant		TENM2								15

		BovineHD0700024104		rs43527549		7		80,228,878		5,937		intron_variant		TENM2								15

		BovineHD0700024106		rs43527544		7		80,238,744		9,867		intron_variant		TENM2								15

		BovineHD0700024108		rs43527533		7		80,246,600		7,857		intron_variant		TENM2								15

		BTB-00323035		rs43526926		7		80,251,074		4,475		intron_variant		TENM2								15

		BovineHD0700032622		rs136328642		7		109,122,056		28,870,983		intergenic_variant										16

		BTA-49168-no-rs		rs41646063		7		109,131,727		9,672		intergenic_variant										16

		BovineHD0700032626		rs109635492		7		109,134,936		3,210		intergenic_variant										16

		BovineHD0700032630		rs109944756		7		109,141,479		6,544		intergenic_variant										16

		BovineHD0700032638		rs133878451		7		109,158,466		16,988		intergenic_variant										16

		ARS-BFGL-NGS-55124		rs109742269		7		109,160,716		2,251		intergenic_variant										16

		BovineHD0700032643		rs110648576		7		109,164,157		3,442		intergenic_variant										16

		BovineHD0700032647		rs43289609		7		109,174,442		10,286		intergenic_variant										16

		BovineHD0700032651		rs43289591		7		109,189,511		15,070		intergenic_variant										16

		BovineHD0700032654		rs43289564		7		109,198,067		8,557		intergenic_variant										16

		BovineHD0700032657		rs43288730		7		109,201,348		3,282		intergenic_variant										16

		BovineHD0700032659		rs43288700		7		109,204,359		3,012		intergenic_variant										16

		BovineHD0700032661		rs136697035		7		109,212,097		7,739		intergenic_variant										16

		BovineHD0700032665		rs134245348		7		109,218,674		6,578		intergenic_variant										16

		BovineHD0700032667		rs133189692		7		109,220,091		1,418		intergenic_variant										16

		BovineHD0700032670		rs109278045		7		109,223,191		3,101		intergenic_variant										16

		BovineHD0700032678		rs137435669		7		109,245,584		22,394		intergenic_variant										16

		BTB-00332855		rs43536617		7		109,247,629		2,046		intergenic_variant										16

		BovineHD0700032682		rs132677166		7		109,249,598		1,970		intergenic_variant										16

		BovineHD0700032685		rs136698418		7		109,256,427		6,830		intergenic_variant										16

		BovineHD0700032687		rs137606276		7		109,259,196		2,770		intergenic_variant										16

		BovineHD0700032690		rs43536577		7		109,265,609		6,414		intergenic_variant										16

		BovineHD0700032693		rs43536567		7		109,277,452		11,844		intergenic_variant										16

		BovineHD0700032698		rs43545197		7		109,294,440		16,989		intergenic_variant										16

		ARS-BFGL-NGS-67072		rs110503216		7		109,296,766		2,327		intergenic_variant										16

		BovineHD0700032701		rs43545218		7		109,298,916		2,151		intergenic_variant										16

		BovineHD0700032713		rs134099352		7		109,326,914		27,999		intergenic_variant										16

		BovineHD0700032724		rs110045785		7		109,363,893		36,980		intergenic_variant										16

		BovineHD0700032727		rs136533093		7		109,376,898		13,006		intergenic_variant										16

		BovineHD0700032728		rs109696252		7		109,379,916		3,019		intergenic_variant										16

		BovineHD0700032731		rs109005417		7		109,392,154		12,239		intergenic_variant										16

		BovineHD0700032737		rs134110948		7		109,420,021		27,868		intergenic_variant										16

		BovineHD0700032739		rs133279317		7		109,429,663		9,643		intergenic_variant										16

		BovineHD0700032742		rs43544167		7		109,435,386		5,724		intergenic_variant										16

		BovineHD0700032747		rs110268067		7		109,449,737		14,352		intergenic_variant										16

		BovineHD0700032748		rs135938860		7		109,452,914		3,178		intergenic_variant										16

		BovineHD0700032754		rs43543185		7		109,481,796		28,883		intron_variant		TMEM232								16

		ARS-BFGL-NGS-40535		rs43543194		7		109,485,840		4,045		intron_variant		TMEM232								16

		BovineHD0700032760		rs43543166		7		109,498,477		12,638		intron_variant		TMEM232								16

		BovineHD0700032763		rs135352543		7		109,508,592		10,116		intron_variant		TMEM232								16

		BovineHD0700032765		rs43541963		7		109,512,144		3,553		intron_variant		TMEM232								16

		BovineHD0700032767		rs43541989		7		109,514,544		2,401		intron_variant		TMEM232								16

		BovineHD0700033245		rs137723531		7		109,531,747		17,204		intron_variant		TMEM232								16

		Hapmap35118-BES3_Contig414_932		rs43708473		7		109,538,431		6,685		intron_variant		TMEM232								16

		BovineHD0700032772		rs137809830		7		109,544,654		6,224		intron_variant		TMEM232								16

		BovineHD0700032778		rs43541105		7		109,564,570		19,917		intron_variant		TMEM232								16

		BovineHD0700032781		rs43541081		7		109,567,803		3,234		intron_variant		TMEM232								16

		BovineHD0700032783		rs136361681		7		109,570,647		2,845		intron_variant		TMEM232								16

		BTB-00332282		rs43541043		7		109,576,858		6,212		intron_variant		TMEM232								16

		BovineHD0700032789		rs137325422		7		109,601,720		24,863		intron_variant		TMEM232								16

		BovineHD0700032792		rs42843238		7		109,610,731		9,012		intron_variant		TMEM232								16

		BovineHD0700032795		rs42842408		7		109,626,747		16,017		intron_variant		TMEM232								16

		BovineHD0700032798		rs42842388		7		109,631,803		5,057		intron_variant		TMEM232								16

		BovineHD0700032800		rs110698039		7		109,635,986		4,184		intron_variant		TMEM232								16

		BovineHD0700032802		rs42842392		7		109,643,843		7,858		synonymous_variant		TMEM232								16

		BovineHD0700032807		rs136760217		7		109,678,611		34,769		intron_variant		TMEM232								16

		BovineHD0700032816		rs136931632		7		109,708,087		29,477		intron_variant		TMEM232								16

		BovineHD0700032822		rs42669572		7		109,742,768		34,682		synonymous_variant		SLC25A46								16

		BovineHD0700032824		rs42669570		7		109,748,312		5,545		intron_variant		SLC25A46								16

		BovineHD0700032834		rs42309772		7		109,799,997		51,686		intergenic_variant										16

		BovineHD0700032851		rs109699946		7		109,884,675		84,679		intergenic_variant										16

		BovineHD0700032864		rs42866095		7		109,945,177		60,503		intergenic_variant										16

		BovineHD0700032869		rs137604434		7		109,953,937		8,761		intergenic_variant										16

		BovineHD4100006442		rs132994222		7		109,963,853		9,917		intergenic_variant										16

		BovineHD0700032874		rs42866065		7		109,970,808		6,956		intergenic_variant										16

		BovineHD0700032877		rs42866045		7		109,999,314		28,507		intergenic_variant										16

		BovineHD4100006494		rs41573437		8		8,626,516				intergenic_variant										17

		BovineHD0800002727		rs109582545		8		8,637,640		11,125		intergenic_variant										17

		BovineHD0800002730		rs136260038		8		8,647,157		9,518		intergenic_variant										17

		BovineHD0800002734		rs110471849		8		8,660,084		12,928		missense_variant		RP1L1		cAg/cGg						17

		BovineHD0800002736		rs136657188		8		8,666,080		5,997		synonymous_variant		RP1L1								17

		BovineHD0800002744		rs109730247		8		8,682,560		16,481		intergenic_variant										17

		BovineHD4100006497		rs134632391		8		8,692,280		9,721		intergenic_variant										17

		BovineHD0900012201		rs136353263		9		43,479,689				intron_variant		CRYBG1								18

		BovineHD0900012203		rs134636957		9		43,483,890		4,202		intron_variant		CRYBG1								18

		BovineHD0900012205		rs133545921		9		43,490,008		6,119		intron_variant		CRYBG1								18

		BovineHD0900012208		rs110333730		9		43,493,698		3,691		intron_variant		CRYBG1								18

		BovineHD0900012229		rs134657027		9		43,534,259		40,562		intron_variant		CRYBG1								18

		BovineHD0900012232		rs137333353		9		43,539,013		4,755		intron_variant		CRYBG1								18

		BovineHD0900012234		rs136922843		9		43,541,273		2,261		intron_variant		CRYBG1								18

		BovineHD0900012236		rs136545712		9		43,545,955		4,683		intron_variant		CRYBG1								18

		BovineHD0900012238		rs135755109		9		43,548,387		2,433		intron_variant		CRYBG1								18

		BovineHD0900012240		rs109645477		9		43,552,128		3,742		intron_variant		CRYBG1								18

		BovineHD0900012243		rs132654210		9		43,557,020		4,893		intron_variant		CRYBG1								18

		BovineHD0900012245		rs135834737		9		43,559,385		2,366		intron_variant		CRYBG1								18

		BovineHD0900012247		rs134086426		9		43,576,761		17,377		intron_variant		CRYBG1								18

		BovineHD0900012249		rs133222142		9		43,580,340		3,580		intron_variant		CRYBG1								18

		BovineHD0900012251		rs109676449		9		43,584,841		4,502		intron_variant		CRYBG1								18

		BovineHD0900012253		rs137263274		9		43,592,307		7,467		intron_variant		CRYBG1								18

		BovineHD0900012255		rs133512014		9		43,596,732		4,426		intron_variant		CRYBG1								18

		BovineHD0900012257		rs110101832		9		43,598,385		1,654		intron_variant		CRYBG1								18

		BovineHD0900012259		rs135254162		9		43,603,431		5,047		intron_variant		CRYBG1								18

		BovineHD0900012261		rs110242549		9		43,607,361		3,931		intron_variant		CRYBG1								18

		BovineHD0900012263		rs132797975		9		43,611,860		4,500		intron_variant		CRYBG1								18

		BovineHD0900012265		rs110580025		9		43,616,069		4,210		intron_variant		CRYBG1								18

		BovineHD0900012268		rs109188602		9		43,619,520		3,452		intron_variant		CRYBG1								18

		BovineHD0900012270		rs109206979		9		43,621,547		2,028		intron_variant		CRYBG1								18

		BovineHD0900012273		rs133337652		9		43,624,880		3,334		intergenic_variant										18

		BovineHD0900012275		rs109287640		9		43,626,548		1,669		intergenic_variant										18

		BovineHD0900012277		rs137260695		9		43,628,496		1,949		intergenic_variant										18

		BovineHD0900012279		rs136967253		9		43,632,400		3,905		intergenic_variant										18

		BovineHD0900012283		rs109648811		9		43,646,813		14,414		intergenic_variant										18

		BovineHD1500002874		rs42723888		9		104,226,633		60,579,821		intergenic_variant								16		19

		BovineHD1500002877		rs135393574		9		104,247,340		20,708		intergenic_variant								16		19

		BovineHD1500002880		rs42724246		9		104,268,349		21,010		intergenic_variant								16		19

		BovineHD1500002882		rs42724292		9		104,273,427		5,079		intergenic_variant								16		19

		BovineHD1500002884		rs42724280		9		104,279,417		5,991		intergenic_variant								16		19

		BovineHD1000026102		rs110126632		10		89,987,624				intron_variant		NRXN3								20

		BovineHD1000026104		rs136625100		10		89,991,105		3,482		intron_variant		NRXN3								20

		BovineHD1000026106		rs42445828		10		89,996,217		5,113		intron_variant		NRXN3								20

		BovineHD1000026111		rs109713204		10		90,001,311		5,095		intron_variant		NRXN3								20

		BovineHD1000026113		rs135491966		10		90,003,763		2,453		intron_variant		NRXN3								20

		BovineHD1000026117		rs134725905		10		90,008,268		4,506		intron_variant		NRXN3								20

		BovineHD1000026120		rs109759602		10		90,011,240		2,973		intron_variant		NRXN3								20

		BovineHD1000026126		rs108993859		10		90,029,088		17,849		intron_variant		NRXN3								20

		BovineHD1000026129		rs136932678		10		90,037,609		8,522		intron_variant		NRXN3								20

		BovineHD4100008341		rs42445783		10		90,048,465		10,857		intron_variant		NRXN3								20

		BovineHD1000026135		rs136185870		10		90,060,340		11,876		intron_variant		NRXN3								20

		BovineHD1000026139		rs110618712		10		90,064,354		4,015		intron_variant		NRXN3								20

		BovineHD1000026141		rs135724624		10		90,069,166		4,813		intron_variant		NRXN3								20

		BovineHD1000026143		rs110913491		10		90,075,331		6,166		intron_variant		NRXN3								20

		BovineHD1000026146		rs110857949		10		90,079,724		4,394		intron_variant		NRXN3								20

		BovineHD1000026148		rs42445745		10		90,086,387		6,664		intron_variant		NRXN3								20

		BovineHD1000026151		rs110988549		10		90,093,867		7,481		intron_variant		NRXN3								20

		BovineHD1000026153		rs109916625		10		90,097,002		3,136		intron_variant		NRXN3								20

		BovineHD1000026154		rs137092972		10		90,101,513		4,512		intron_variant		NRXN3								20

		BovineHD1000026157		rs42445411		10		90,110,740		9,228		intron_variant		NRXN3								20

		BovineHD1000026159		rs137563059		10		90,115,815		5,076		intron_variant		NRXN3								20

		BovineHD1000026162		rs135656431		10		90,132,238		16,424		intron_variant		NRXN3								20

		BovineHD4100008343		rs110541163		10		90,139,665		7,428		synonymous_variant		NRXN3								20

		BovineHD4100008344		rs41626624		10		90,144,485		4,821		intron_variant		NRXN3								20

		BovineHD1000026167		rs42444516		10		90,147,854		3,370		intron_variant		NRXN3								20

		BovineHD1000026169		rs42444519		10		90,153,176		5,323		intron_variant		NRXN3								20

		BovineHD1000026171		rs42444523		10		90,156,737		3,562		intron_variant		NRXN3								20

		BovineHD1000026178		rs42445334		10		90,173,775		17,039		intron_variant		NRXN3								20

		BovineHD1000026181		rs42445341		10		90,179,328		5,554		intron_variant		NRXN3								20

		BovineHD1000026184		rs109309930		10		90,183,915		4,588		intron_variant		NRXN3								20

		BovineHD1000026189		rs109088744		10		90,198,999		15,085		intron_variant		NRXN3								20

		BovineHD1000026191		rs135372183		10		90,201,640		2,642		intron_variant		NRXN3								20

		BovineHD1000026194		rs110028287		10		90,205,383		3,744		intron_variant		NRXN3								20

		BovineHD1000026196		rs109970704		10		90,206,860		1,478		intron_variant		NRXN3								20

		BovineHD1000026213		rs42649293		10		90,225,855		18,996		intron_variant		NRXN3								20

		BovineHD1000026222		rs132835404		10		90,247,426		21,572		intron_variant		NRXN3								20

		BovineHD1000026227		rs42649251		10		90,273,319		25,894		intron_variant		NRXN3								20

		BovineHD1000026231		rs133662354		10		90,288,717		15,399		intron_variant		NRXN3								20

		BovineHD1000026236		rs137766044		10		90,297,437		8,721		intron_variant		NRXN3								20

		BovineHD1000026237		rs134150508		10		90,299,213		1,777		intron_variant		NRXN3								20

		BovineHD1000026242		rs137452657		10		90,309,547		10,335		intron_variant		NRXN3								20

		BovineHD1000026245		rs109048007		10		90,317,726		8,180		intron_variant		NRXN3								20

		BovineHD1000026247		rs43646031		10		90,320,744		3,019		intron_variant		NRXN3								20

		BTA-80412-no-rs		rs41597335		10		90,324,101		3,358		intron_variant		NRXN3								20

		BovineHD1000026251		rs137760351		10		90,327,354		3,254		intron_variant		NRXN3								20

		BovineHD1000026253		rs137344249		10		90,329,471		2,118		intron_variant		NRXN3								20

		BovineHD1000026255		rs110647981		10		90,331,025		1,555		intron_variant		NRXN3								20

		BovineHD1000026257		rs136515630		10		90,335,843		4,819		intron_variant		NRXN3								20

		BovineHD1000026268		rs110565435		10		90,346,373		10,531		intron_variant		NRXN3								20

		BovineHD1000026287		rs132697555		10		90,369,339		22,967		intron_variant		NRXN3								20

		BovineHD1000026293		rs136765698		10		90,377,343		8,005		intron_variant		NRXN3								20

		BovineHD1000026295		rs137816198		10		90,379,202		1,860		intron_variant		NRXN3								20

		BovineHD1000026298		rs135910863		10		90,382,135		2,934		intron_variant		NRXN3								20

		BovineHD1000026301		rs132675637		10		90,387,757		5,623		intron_variant		NRXN3								20

		BovineHD1000026304		rs109066100		10		90,391,397		3,641		intron_variant		NRXN3								20

		ARS-BFGL-NGS-56116		rs109838921		10		90,396,997		5,601		intron_variant		NRXN3								20

		BovineHD1000026311		rs137250119		10		90,400,591		3,595		intron_variant		NRXN3								20

		Hapmap48478-BTA-80389		rs110859459		10		90,418,700		18,110		intron_variant		NRXN3								20

		BovineHD1000026330		rs134459982		10		90,426,049		7,350		intron_variant		NRXN3								20

		BovineHD1000026337		rs134582971		10		90,437,678		11,630		intron_variant		NRXN3								20

		BovineHD1000026341		rs137702797		10		90,442,743		5,066		intron_variant		NRXN3								20

		BovineHD1000026353		rs134117337		10		90,467,293		24,551		intron_variant		NRXN3								20

		BovineHD1000026363		rs135034017		10		90,485,285		17,993		intron_variant		NRXN3								20

		BovineHD1000026367		rs137699979		10		90,490,515		5,231		intron_variant		NRXN3								20

		BovineHD1000026370		rs109776914		10		90,495,684		5,170		intron_variant		NRXN3								20

		BovineHD1000026373		rs135038521		10		90,503,163		7,480		intron_variant		NRXN3								20

		BovineHD1000026376		rs43652717		10		90,511,693		8,531		intron_variant		NRXN3								20

		BovineHD1000026379		rs110664566		10		90,517,212		5,520		intron_variant		NRXN3								20

		BovineHD1000026382		rs136150908		10		90,519,184		1,973		intron_variant		NRXN3								20

		BovineHD1000026391		rs43652691		10		90,542,244		23,061		intron_variant		NRXN3								20

		BovineHD1000026398		rs132843793		10		90,566,339		24,096		intron_variant		NRXN3								20

		BovineHD1000026405		rs134135113		10		90,576,842		10,504		intron_variant		NRXN3								20

		BovineHD1000026409		rs133458858		10		90,580,196		3,355		intron_variant		NRXN3								20

		ARS-BFGL-NGS-110760		rs42745577		10		90,589,737		9,542		intron_variant		NRXN3								20

		BovineHD1000026414		rs134673739		10		90,593,480		3,744		intron_variant		NRXN3								20

		BovineHD1000026416		rs137030549		10		90,594,920		1,441		intron_variant		NRXN3								20

		BovineHD1000026420		rs43652688		10		90,598,098		3,179		intron_variant		NRXN3								20

		BovineHD1000026422		rs109434576		10		90,599,486		1,389		intron_variant		NRXN3								20

		BovineHD1000026424		rs110521161		10		90,600,673		1,188		intron_variant		NRXN3								20

		BovineHD1000026427		rs43652645		10		90,610,048		9,376		intron_variant		NRXN3								20

		BovineHD1000026429		rs43652637		10		90,612,733		2,686		intron_variant		NRXN3								20

		BovineHD1000026431		rs43651826		10		90,613,739		1,007		intron_variant		NRXN3								20

		BovineHD1000026433		rs43651809		10		90,615,371		1,633		intron_variant		NRXN3								20

		ARS-BFGL-NGS-2949		rs43651804		10		90,617,005		1,635		intron_variant		NRXN3								20

		BovineHD1000026439		rs43651777		10		90,635,098		18,094		intron_variant		NRXN3								20

		BTB-00444654		rs43651752		10		90,648,336		13,239		intron_variant		NRXN3								20

		BovineHD1000026446		rs132643621		10		90,651,152		2,817		intron_variant		NRXN3								20

		ARS-BFGL-NGS-26052		rs109086476		10		90,679,233		28,082		intron_variant		NRXN3								20

		BovineHD1000026467		rs132827313		10		90,700,090		20,858		intron_variant		NRXN3								20

		BovineHD1000026474		rs135434209		10		90,723,396		23,307		intron_variant		NRXN3								20

		BovineHD1000026478		rs43651020		10		90,734,010		10,615		intron_variant		NRXN3								20

		BovineHD1000026480		rs43651004		10		90,736,817		2,808		intron_variant		NRXN3								20

		BovineHD1000026482		rs43651002		10		90,740,200		3,384		intron_variant		NRXN3								20

		BTB-00444587		rs43650985		10		90,743,393		3,194		intron_variant		NRXN3								20

		BovineHD1000026486		rs109518126		10		90,746,324		2,932		intron_variant		NRXN3								20

		BovineHD1000026488		rs110718367		10		90,747,574		1,251		intron_variant		NRXN3								20

		BovineHD1000026490		rs43650969		10		90,748,820		1,247		intron_variant		NRXN3								20

		BovineHD1000026494		rs43650516		10		90,759,367		10,548		intron_variant		NRXN3								20

		BovineHD1000026500		rs43650480		10		90,770,770		11,404		intron_variant		NRXN3								20

		BovineHD1000026502		rs43650489		10		90,776,506		5,737		intron_variant		NRXN3								20

		BovineHD1000026508		rs43650466		10		90,789,057		12,552		intron_variant		NRXN3								20

		BovineHD1000026510		rs43650453		10		90,792,053		2,997		intron_variant		NRXN3								20

		BovineHD1000026512		rs43650444		10		90,793,700		1,648		intron_variant		NRXN3								20

		BovineHD1000026514		rs43649623		10		90,796,103		2,404		intron_variant		NRXN3								20

		BovineHD4100008351		rs43649604		10		90,802,827		6,725		intron_variant		NRXN3								20

		BovineHD1000026522		rs43649562		10		90,812,995		10,169		intron_variant		NRXN3								20

		BovineHD1000026527		rs110472648		10		90,824,259		11,265		intron_variant		NRXN3								20

		BovineHD1000026530		rs132822776		10		90,833,854		9,596		intron_variant		NRXN3								20

		BovineHD1000026532		rs109166121		10		90,835,758		1,905		intron_variant		NRXN3								20

		BovineHD1000026534		rs110903036		10		90,838,363		2,606		intron_variant		NRXN3								20

		BovineHD1000026536		rs132948343		10		90,842,085		3,723		intron_variant		NRXN3								20

		BovineHD1000026538		rs43648817		10		90,850,182		8,098		intron_variant		NRXN3								20

		BovineHD1000026541		rs43648785		10		90,857,383		7,202		intron_variant		NRXN3								20

		BovineHD1000026544		rs43648805		10		90,862,291		4,909		intron_variant		NRXN3								20

		BovineHD1000026546		rs43648796		10		90,864,079		1,789		intron_variant		NRXN3								20

		BovineHD1000026548		rs133698453		10		90,867,142		3,064		intron_variant		NRXN3								20

		BovineHD1000026550		rs43648766		10		90,868,724		1,583		intron_variant		NRXN3								20

		BovineHD1000026552		rs135001438		10		90,870,805		2,082		intron_variant		NRXN3								20

		BovineHD1000026555		rs43648743		10		90,872,567		1,763		intron_variant		NRXN3								20

		BovineHD1000026557		rs108982528		10		90,875,560		2,994		intron_variant		NRXN3								20

		BovineHD1000026561		rs136095914		10		90,878,145		2,586		intron_variant		NRXN3								20

		BovineHD1000026564		rs43647850		10		90,880,610		2,466		intron_variant		NRXN3								20

		BovineHD1000026567		rs43647876		10		90,884,782		4,173		intron_variant		NRXN3								20

		BovineHD1000026570		rs43647885		10		90,888,038		3,257		intron_variant		NRXN3								20

		BovineHD1000026572		rs133639303		10		90,892,680		4,643		intron_variant		NRXN3								20

		BovineHD1000026575		rs43646991		10		90,896,375		3,696		intron_variant		NRXN3								20

		BovineHD1000026593		rs43646931		10		90,923,220		26,846		intron_variant		NRXN3								20

		BovineHD1000026594		rs43646321		10		90,929,690		6,471		intron_variant		NRXN3								20

		BovineHD1000026599		rs109101940		10		90,944,725		15,036		intron_variant		NRXN3								20

		BovineHD1100009718		rs136308141		11		32,465,658				intron_variant		NRXN1								21

		BovineHD1100009723		rs42215359		11		32,487,345		21,688		intron_variant		NRXN1								21

		BovineHD1100009729		rs42215400		11		32,492,546		5,202		intron_variant		NRXN1								21

		BovineHD1100009740		rs109084374		11		32,512,428		19,883		intron_variant		NRXN1								21

		BovineHD1100009743		rs133201549		11		32,515,469		3,042		intron_variant		NRXN1								21

		BovineHD1100009746		rs42215955		11		32,520,981		5,513		intron_variant		NRXN1								21

		BovineHD1100009751		rs110112219		11		32,541,821		20,841		intron_variant		NRXN1								21

		BovineHD1100009753		rs135733724		11		32,544,471		2,651		intron_variant		NRXN1								21

		BovineHD1100009756		rs110484964		11		32,546,332		1,862		intron_variant		NRXN1								21

		BovineHD1100009761		rs42214709		11		32,560,784		14,453		intron_variant		NRXN1								21

		BovineHD1100009766		rs42214213		11		32,574,591		13,808		intron_variant		NRXN1								21

		BTB-01060160		rs42214229		11		32,583,978		9,388		intron_variant		NRXN1								21

		BovineHD1100009769		rs42214639		11		32,587,583		3,606		intron_variant		NRXN1								21

		BovineHD1100009772		rs42214646		11		32,591,132		3,550		intron_variant		NRXN1								21

		BovineHD1100009775		rs42214659		11		32,595,094		3,963		intron_variant		NRXN1								21

		BovineHD1100009778		rs42214677		11		32,597,828		2,735		intron_variant		NRXN1								21

		BTB-01060112		rs42214181		11		32,606,999		9,172		intron_variant		NRXN1								21

		BovineHD1100009784		rs42214176		11		32,611,426		4,428		intron_variant		NRXN1								21

		BovineHD1100009786		rs110206417		11		32,615,941		4,516		intron_variant		NRXN1								21

		BovineHD1100009790		rs133775088		11		32,623,037		7,097		intron_variant		NRXN1								21

		BTB-01060086		rs42214155		11		32,631,886		8,850		intron_variant		NRXN1								21

		BovineHD1100009798		rs135157852		11		32,650,935		19,050		intron_variant		NRXN1								21

		Hapmap43090-BTA-88660		rs41657910		11		32,659,947		9,013		intron_variant		NRXN1								21

		BovineHD1100009802		rs110106911		11		32,665,209		5,263		intron_variant		NRXN1								21

		BovineHD1100009811		rs109434883		11		32,701,142		35,934		intron_variant		NRXN1								21

		BovineHD1100009814		rs109281145		11		32,710,624		9,483		intron_variant		NRXN1								21

		BovineHD1100009817		rs109253716		11		32,741,409		30,786		intron_variant		NRXN1								21

		BovineHD1100009819		rs110549077		11		32,745,410		4,002		intron_variant		NRXN1								21

		BovineHD1100009826		rs110740368		11		32,755,780		10,371		intron_variant		NRXN1								21

		BovineHD1100031575		rs132637190		11		32,810,133		54,354		intron_variant		NRXN1								21

		BovineHD1100009841		rs137496579		11		32,824,499		14,367		intron_variant		NRXN1								21

		BovineHD1100009843		rs134725427		11		32,828,233		3,735		intron_variant		NRXN1								21

		BovineHD1100009846		rs109339421		11		32,844,963		16,731		intron_variant		NRXN1								21

		BTB-00471219		rs43673586		11		32,879,031		34,069		intron_variant		NRXN1								21

		BovineHD1100009861		rs43674087		11		32,915,113		36,083		intron_variant		NRXN1								21

		BovineHD1100009865		rs109122877		11		32,927,318		12,206		intron_variant		NRXN1								21

		BovineHD1100009867		rs137498667		11		32,929,524		2,207		intron_variant		NRXN1								21

		BovineHD1100009870		rs135687097		11		32,937,736		8,213		intron_variant		NRXN1								21

		BovineHD4100008714		rs41662948		11		32,962,668		24,933		intron_variant		NRXN1								21

		BovineHD1100009874		rs43675134		11		32,966,667		4,000		intron_variant		NRXN1								21

		BovineHD1100009876		rs43674900		11		32,969,714		3,048		intron_variant		NRXN1								21

		BovineHD1100009878		rs43674883		11		32,971,601		1,888		intron_variant		NRXN1								21

		BovineHD1100009881		rs43674836		11		32,975,765		4,165		intron_variant		NRXN1								21

		BovineHD1100009884		rs43675214		11		32,985,795		10,031		intron_variant		NRXN1								21

		BovineHD1100009889		rs110291014		11		32,997,559		11,765		intron_variant		NRXN1								21

		BovineHD1100009891		rs110559436		11		32,998,874		1,316		intron_variant		NRXN1								21

		BovineHD1100009893		rs110843422		11		33,000,522		1,649		intron_variant		NRXN1								21

		BovineHD1100009896		rs109553134		11		33,003,079		2,558		intron_variant		NRXN1								21

		BovineHD1100009898		rs110303756		11		33,005,248		2,170		intron_variant		NRXN1								21

		BTB-00471572		rs43675735		11		33,039,000		33,753		intron_variant		NRXN1								21

		BovineHD1100009911		rs110095335		11		33,048,662		9,663		intron_variant		NRXN1								21

		BovineHD1100009913		rs43675745		11		33,051,315		2,654		intron_variant		NRXN1								21

		BovineHD1100009917		rs43675765		11		33,063,315		12,001		intron_variant		NRXN1								21

		Hapmap51924-BTA-91924		rs41596808		11		33,067,483		4,169		intron_variant		NRXN1								21

		BovineHD1100009922		rs133287511		11		33,087,940		20,458		intron_variant		NRXN1								21

		BovineHD1100009924		rs43675780		11		33,096,831		8,892		intron_variant		NRXN1								21

		BovineHD1100009926		rs109513538		11		33,103,096		6,266		intron_variant		NRXN1								21

		BovineHD4100008717		rs41662954		11		33,115,460		12,365		intron_variant		NRXN1								21

		BovineHD1100009931		rs110890291		11		33,117,229		1,770		intron_variant		NRXN1								21

		BovineHD1100009937		rs43152645		11		33,131,523		14,295		intron_variant		NRXN1								21

		BovineHD1100009984		rs135770758		11		33,368,678		237,156		intron_variant		NRXN1								21

		BovineHD1100009990		rs134714296		11		33,406,761		38,084		intron_variant		NRXN1								21

		BovineHD1100009993		rs137497242		11		33,420,251		13,491		intron_variant		NRXN1								21

		BovineHD1100009996		rs135153848		11		33,431,821		11,571		intron_variant		NRXN1								21

		BovineHD1100009998		rs110492156		11		33,441,248		9,428		intron_variant		NRXN1								21

		BovineHD1100010000		rs136606049		11		33,457,644		16,397		intron_variant		NRXN1								21

		BovineHD1100010004		rs134793817		11		33,480,248		22,605		intron_variant		NRXN1								21

		BovineHD1100010006		rs133187789		11		33,488,402		8,155		intron_variant		NRXN1								21

		BovineHD1100010009		rs110832930		11		33,492,689		4,288		intron_variant		NRXN1								21

		BovineHD1100010012		rs110127223		11		33,508,316		15,628		intron_variant		NRXN1								21

		BovineHD1100010014		rs109305069		11		33,511,015		2,700		intron_variant		NRXN1								21

		BovineHD1100010020		rs135127248		11		33,547,900		36,886		intergenic_variant										21

		BovineHD1100010033		rs109654721		11		33,633,809		85,910		intergenic_variant										21

		BovineHD1100010041		rs42669715		11		33,651,873		18,065		intergenic_variant										21

		BovineHD1100010047		rs135542538		11		33,670,661		18,789		intergenic_variant										21

		BovineHD1100010050		rs135384932		11		33,678,654		7,994		intergenic_variant										21

		BovineHD1100010053		rs136056136		11		33,701,931		23,278		intergenic_variant										21

		BTB-01734254		rs42844790		11		33,718,317		16,387		intergenic_variant										21

		BovineHD1100010063		rs109124710		11		33,754,819		36,503		intergenic_variant										21

		BovineHD1100010065		rs135017777		11		33,760,118		5,300		intergenic_variant										21

		BovineHD1100010068		rs135679634		11		33,792,553		32,436		intergenic_variant										21

		BovineHD1100010072		rs133432790		11		33,808,252		15,700		intergenic_variant										21

		BovineHD1100010075		rs42749077		11		33,812,698		4,447		intergenic_variant										21

		BovineHD1100010077		rs135216765		11		33,815,033		2,336		intergenic_variant										21

		BovineHD1100010078		rs136058484		11		33,830,746		15,714		intergenic_variant										21

		BovineHD1100010080		rs42749125		11		33,832,658		1,913		intergenic_variant										21

		BovineHD1100010084		rs135157707		11		33,843,408		10,751		intergenic_variant										21

		BovineHD1100010086		rs134348099		11		33,845,956		2,549		intergenic_variant										21

		BTB-01633028		rs42749396		11		33,858,858		12,903		intergenic_variant										21

		BovineHD1100010094		rs133190308		11		33,889,544		30,687		intergenic_variant										21

		BovineHD1100010101		rs110767481		11		33,946,633		57,090		intergenic_variant										21

		BovineHD1100010103		rs133564742		11		33,958,721		12,089		intergenic_variant										21

		BovineHD1100010105		rs136691291		11		33,967,164		8,444		intergenic_variant										21

		BovineHD1100010108		rs132644610		11		33,972,064		4,901		intergenic_variant										21

		BovineHD1100010121		rs134818855		11		34,002,536		30,473		intergenic_variant										21

		BovineHD1100010124		rs137276578		11		34,020,761		18,226		intergenic_variant										21

		BovineHD1100010126		rs108947703		11		34,023,541		2,781		intergenic_variant										21

		BovineHD1100010128		rs110258794		11		34,030,862		7,322		intergenic_variant										21

		BovineHD1100010130		rs135598584		11		34,035,434		4,573		intergenic_variant										21

		BovineHD1100010132		rs42796031		11		34,042,600		7,167		intergenic_variant										21

		BovineHD1100010134		rs42796036		11		34,044,331		1,732		intergenic_variant										21

		BovineHD1100010143		rs110692789		11		34,066,445		22,115		intergenic_variant										21

		BovineHD1100010145		rs111030451		11		34,068,916		2,472		intergenic_variant										21

		BovineHD1100010147		rs43009503		11		34,072,810		3,895		intergenic_variant										21

		Hapmap48258-BTA-24339		rs41633025		11		34,087,255		14,446		intergenic_variant										21

		BovineHD1100010152		rs43008499		11		34,098,462		11,208		intergenic_variant										21

		BovineHD1100010157		rs42550571		11		34,119,396		20,935		intergenic_variant										21

		BovineHD1100010162		rs42550127		11		34,131,300		11,905		intergenic_variant										21

		BovineHD1100010164		rs109160555		11		34,137,142		5,843		intergenic_variant										21

		BovineHD1100010168		rs42550034		11		34,140,292		3,151		intergenic_variant										21

		BovineHD1100010177		rs42550624		11		34,153,317		13,026		intergenic_variant										21

		BovineHD1100010180		rs42552157		11		34,159,017		5,701		intergenic_variant										21

		BovineHD1100010183		rs42551354		11		34,167,783		8,767		intergenic_variant										21

		BovineHD1100010186		rs110842538		11		34,172,245		4,463		intergenic_variant										21

		BovineHD1100010189		rs43047959		11		34,190,230		17,986		intergenic_variant										21

		BovineHD1100010196		rs42417895		11		34,237,328		47,099		intergenic_variant										21

		BovineHD1100010203		rs136555983		11		34,282,165		44,838		intergenic_variant										21

		BovineHD1100010206		rs109082226		11		34,301,037		18,873		intergenic_variant										21

		BovineHD1100010216		rs110756721		11		34,409,988		108,952		intergenic_variant										21

		BovineHD1100010233		rs43743661		11		34,533,289		123,302		intergenic_variant										21

		BovineHD1100010236		rs43743883		11		34,542,106		8,818		intergenic_variant										21

		BovineHD1100010243		rs133894616		11		34,591,877		49,772		intergenic_variant										21

		BovineHD1100010247		rs134993594		11		34,616,460		24,584		intergenic_variant										21

		BovineHD1100010248		rs43144813		11		34,619,904		3,445		intergenic_variant										21

		BovineHD1100010264		rs135154404		11		34,746,248		126,345		intergenic_variant										21

		BovineHD1100010274		rs42555776		11		34,776,567		30,320		intergenic_variant										21

		BovineHD1100010280		rs136998141		11		34,809,985		33,419		intergenic_variant										21

		BovineHD1100010295		rs134699781		11		34,918,775		108,791		intergenic_variant										21

		BovineHD1100010300		rs43102239		11		34,944,550		25,776		intergenic_variant										21

		BovineHD1100010310		rs43101256		11		34,967,078		22,529		intergenic_variant										21

		BovineHD1100010312		rs132660475		11		34,975,100		8,023		intergenic_variant										21

		BovineHD1100010314		rs43242374		11		34,979,375		4,276		intergenic_variant										21

		BovineHD1100010316		rs43240915		11		34,985,720		6,346		intergenic_variant										21

		BovineHD1100010318		rs133522449		11		34,989,120		3,401		intergenic_variant										21

		BovineHD1100010320		rs137744883		11		34,992,407		3,288		intergenic_variant										21

		BovineHD4100008722		rs41613853		11		34,996,055		3,649		intergenic_variant										21

		BovineHD1100010324		rs110815557		11		34,998,717		2,663		intergenic_variant										21

		BovineHD1100010326		rs43231848		11		35,000,263		1,547		intergenic_variant										21

		BovineHD1100010327		rs43233919		11		35,007,958		7,696		intergenic_variant										21

		BovineHD1100010330		rs43233908		11		35,026,374		18,417		intergenic_variant										21

		BovineHD1100010332		rs43233862		11		35,029,615		3,242		intergenic_variant										21

		BovineHD1100010334		rs43232899		11		35,033,082		3,468		intergenic_variant										21

		BovineHD1100010337		rs110474062		11		35,036,340		3,259		intergenic_variant										21

		BovineHD1100010338		rs43232839		11		35,039,180		2,841		intergenic_variant										21

		BovineHD1100010340		rs43231925		11		35,045,255		6,076		intergenic_variant										21

		Hapmap51672-BTA-00262		rs29013422		11		58,288,844		23,243,590		intergenic_variant										22

		BovineHD1100016764		rs136495328		11		58,330,358		41,515		intergenic_variant										22

		BovineHD1100016767		rs135965895		11		58,341,379		11,022		intergenic_variant										22

		BovineHD1100016769		rs135180985		11		58,344,650		3,272		intergenic_variant										22

		BovineHD1100016771		rs133588052		11		58,347,414		2,765		intergenic_variant										22

		BovineHD1100016776		rs132685488		11		58,371,142		23,729		intergenic_variant										22

		BovineHD1100016784		rs137742231		11		58,394,270		23,129		intergenic_variant										22

		BovineHD1100016794		rs134462361		11		58,459,734		65,465		intergenic_variant										22

		BovineHD1100016799		rs110234275		11		58,494,326		34,593		intergenic_variant										22

		BovineHD1100016800		rs137174074		11		58,506,528		12,203		intergenic_variant										22

		Hapmap44164-BTA-92933		rs41662319		11		58,557,598		51,071		intron_variant		LRRTM4								22

		BovineHD1100016810		rs42340821		11		58,578,137		20,540		intron_variant		LRRTM4								22

		ARS-BFGL-BAC-4400		rs110732642		11		58,580,437		2,301		intron_variant		LRRTM4								22

		BovineHD1100016824		rs110321394		11		58,610,234		29,798		intron_variant		LRRTM4								22

		BovineHD1100016826		rs134566619		11		58,611,981		1,748		intron_variant		LRRTM4								22

		BovineHD1100016829		rs110630387		11		58,614,335		2,355		intron_variant		LRRTM4								22

		BovineHD1100016832		rs137510694		11		58,621,132		6,798		intron_variant		LRRTM4								22

		BovineHD1100016834		rs136951203		11		58,629,236		8,105		intron_variant		LRRTM4								22

		BovineHD1100016837		rs110140486		11		58,643,656		14,421		intron_variant		LRRTM4								22

		BovineHD1100016839		rs132831509		11		58,657,909		14,254		intron_variant		LRRTM4								22

		BovineHD1100016842		rs42340019		11		58,665,548		7,640		intron_variant		LRRTM4								22

		BovineHD1100016845		rs42340027		11		58,673,632		8,085		intron_variant		LRRTM4								22

		BovineHD1100016849		rs42339967		11		58,692,518		18,887		intron_variant		LRRTM4								22

		BovineHD1100016853		rs111005065		11		58,703,799		11,282		intron_variant		LRRTM4								22

		BovineHD1100016857		rs132946283		11		58,724,489		20,691		intron_variant		LRRTM4								22

		BovineHD1100016858		rs109024731		11		58,728,631		4,143		intron_variant		LRRTM4								22

		BovineHD1500002813		rs136406726		15		10,706,274				intergenic_variant								24		23

		BovineHD1500002816		rs108969363		15		10,735,570		29,297		intergenic_variant								24		23

		BovineHD1500002834		rs42812404		15		10,792,145		56,576		intergenic_variant								24		23

		BovineHD1500002843		rs133544279		15		10,832,215		40,071		intergenic_variant								24		23

		BovineHD1500002850		rs42925348		15		10,880,960		48,746		intergenic_variant								24		23

		BovineHD1500002856		rs43172112		15		10,904,925		23,966		intergenic_variant								24		23

		BovineHD1500002857		rs109518263		15		10,917,574		12,650		intergenic_variant								24		23

		BovineHD1500002859		rs42938804		15		10,922,202		4,629		intergenic_variant								24		23

		BovineHD1500002861		rs110389177		15		10,929,782		7,581		intergenic_variant								24		23

		BTB-01830390		rs42938737		15		10,936,002		6,221		intergenic_variant								24		23

		BovineHD1500002865		rs135155888		15		10,939,327		3,326		intergenic_variant								24		23

		BovineHD1500002868		rs42938313		15		10,951,252		11,926		intergenic_variant								24		23

		BovineHD1500002871		rs41257736		15		10,970,103		18,852		intergenic_variant								24		23

		BovineHD1500002872		rs132679005		15		10,979,969		9,867		intergenic_variant								24		23

		BovineHD1500002070		rs135957833		15		11,004,493		24,525		intergenic_variant								24		23

		BovineHD1000027411		rs133513046		15		11,006,803		2,311		intergenic_variant								24		23

		BovineHD1500002887		rs43141813		15		11,040,241		33,439		intergenic_variant								24		23

		BovineHD1500002889		rs43190771		15		11,069,456		29,216		intergenic_variant								24		23

		BovineHD1500002892		rs42544024		15		11,099,387		29,932		intergenic_variant								24		23

		BovineHD1500002893		rs42544006		15		11,113,534		14,148		intergenic_variant								24		23

		BovineHD1500002895		rs42543995		15		11,125,753		12,220		intergenic_variant								24		23

		BovineHD1500002897		rs109533800		15		11,131,241		5,489		intergenic_variant								24		23

		BovineHD1500002899		rs110351751		15		11,134,982		3,742		intergenic_variant								24		23

		BovineHD1500002901		rs42544673		15		11,139,524		4,543		intergenic_variant								24		23

		BovineHD1500002902		rs42544661		15		11,145,698		6,175		intergenic_variant								24		23

		BovineHD1500002904		rs42544689		15		11,150,175		4,478		intergenic_variant								24		23

		BovineHD1500002907		rs136984658		15		11,155,561		5,387		intergenic_variant								24		23

		BovineHD1500002910		rs42541217		15		11,163,857		8,297		intergenic_variant								24		23

		BovineHD1500002914		rs134202866		15		11,170,797		6,941		intergenic_variant								24		23

		BovineHD1500002916		rs42544694		15		11,176,336		5,540		intergenic_variant								24		23

		BovineHD1500002918		rs136238659		15		11,180,663		4,328		intergenic_variant								24		23

		BovineHD1500002919		rs133217519		15		11,186,497		5,835		intergenic_variant								24		23

		BovineHD1500002921		rs110405074		15		11,190,126		3,630		intergenic_variant								24		23

		BovineHD1500002923		rs110143318		15		11,193,096		2,971		intergenic_variant								24		23

		BovineHD1500002925		rs133937907		15		11,198,726		5,631		intergenic_variant								24		23

		BTB-01421934		rs42545356		15		11,207,429		8,704		intergenic_variant								24		23

		BovineHD1500002928		rs133728826		15		11,210,849		3,421		intergenic_variant								24		23

		BovineHD1500002930		rs110130838		15		11,216,223		5,375		intergenic_variant								24		23

		BovineHD1500002932		rs135067941		15		11,219,753		3,531		intergenic_variant								24		23

		BovineHD1500002934		rs109541409		15		11,223,687		3,935		intergenic_variant								24		23

		BovineHD1500002936		rs42545395		15		11,227,688		4,002		intergenic_variant								24		23

		BovineHD1500002938		rs136162818		15		11,230,825		3,138		intergenic_variant								24		23

		BovineHD1500002941		rs42545410		15		11,234,072		3,248		intergenic_variant								24		23

		BovineHD1500002947		rs137705730		15		11,249,714		15,643		intergenic_variant								24		23

		BovineHD1500002949		rs42546817		15		11,251,937		2,224		intergenic_variant								24		23

		BovineHD1500002952		rs42546736		15		11,255,831		3,895		intergenic_variant								24		23

		BovineHD1500002954		rs42545901		15		11,261,702		5,872		intergenic_variant								24		23

		BovineHD1500002956		rs42545871		15		11,266,808		5,107		intergenic_variant								24		23

		BovineHD1500002958		rs137683850		15		11,277,801		10,994		intergenic_variant								24		23

		BovineHD1500002960		rs108976548		15		11,283,661		5,861		intergenic_variant								24		23

		BovineHD1500002962		rs109725647		15		11,286,936		3,276		intergenic_variant								24		23

		BovineHD1500002967		rs134566806		15		11,305,406		18,471		intergenic_variant								24		23

		BovineHD1500002970		rs135734125		15		11,312,368		6,963		intergenic_variant								24		23

		BovineHD1500002973		rs110687426		15		11,318,252		5,885		intergenic_variant								24		23

		BovineHD1500002976		rs42647202		15		11,322,270		4,019		intergenic_variant								24		23

		BovineHD1500002980		rs42647198		15		11,339,429		17,160		intergenic_variant								24		23

		BovineHD1500002983		rs110759842		15		11,351,762		12,334		intergenic_variant								24		23

		BovineHD1500002989		rs135245073		15		11,381,179		29,418		intergenic_variant								24		23

		BovineHD1500002991		rs109897083		15		11,390,789		9,611		intergenic_variant								24		23

		Hapmap51870-BTA-100797		rs41568714		15		11,413,935		23,147		intergenic_variant								24		23

		BovineHD1500003001		rs42646020		15		11,446,208		32,274		intergenic_variant								24		23

		BovineHD4100011790		rs41596590		15		11,470,737		24,530		intergenic_variant								24		23

		BovineHD1500003007		rs42574912		15		11,492,971		22,235		intergenic_variant								24		23

		BovineHD1500003016		rs42575867		15		11,545,720		52,750		intergenic_variant								24		23

		BovineHD1500003019		rs109768976		15		11,550,118		4,399		intergenic_variant								24		23

		BovineHD1500003021		rs42575887		15		11,553,860		3,743		intergenic_variant								24		23

		ARS-BFGL-NGS-54874		rs109874949		15		11,627,862		74,003		intergenic_variant								24		23

		BovineHD1500003045		rs109369789		15		11,733,003		105,142		intergenic_variant								24		23

		BovineHD1500003048		rs109750881		15		11,737,620		4,618		intergenic_variant								24		23

		BovineHD1500003051		rs135823964		15		11,743,352		5,733		intergenic_variant								24		23

		BovineHD1500003056		rs109152670		15		11,764,042		20,691		intergenic_variant								24		23

		BovineHD1500003063		rs109913242		15		11,772,931		8,890		intergenic_variant								24		23

		ARS-BFGL-NGS-10128		rs109975020		15		11,784,408		11,478		intergenic_variant								24		23

		BovineHD1500003070		rs42509944		15		11,803,071		18,664		intergenic_variant								24		23

		BovineHD1500003074		rs42509940		15		11,811,456		8,386		intergenic_variant								24		23

		BovineHD1500003076		rs135619806		15		11,814,806		3,351		intergenic_variant								24		23

		BovineHD1500003079		rs109575197		15		11,820,292		5,487		intergenic_variant								24		23

		BovineHD1500003084		rs110548520		15		11,834,126		13,835		intergenic_variant								24		23

		BovineHD1500003087		rs109507312		15		11,838,114		3,989		intergenic_variant								24		23

		BovineHD1500003091		rs133187991		15		11,843,824		5,711		intergenic_variant								24		23

		BovineHD1500003100		rs110828364		15		11,857,332		13,509		intergenic_variant								24		23

		BovineHD1500003102		rs109693466		15		11,860,334		3,003		intergenic_variant								24		23

		BovineHD1500003106		rs133801610		15		11,864,741		4,408		intergenic_variant								24		23

		BovineHD1500003110		rs109827749		15		11,869,232		4,492		intergenic_variant								24		23

		BovineHD1500003112		rs133018493		15		11,870,972		1,741		intergenic_variant								24		23

		BovineHD1500003115		rs133685619		15		11,881,007		10,036		intergenic_variant								24		23

		BovineHD1500003117		rs109044787		15		11,886,627		5,621		intergenic_variant								24		23

		BovineHD1500003120		rs110668521		15		11,901,415		14,789		intergenic_variant								24		23

		BovineHD1500003123		rs133842481		15		11,922,022		20,608		intergenic_variant								24		23

		BovineHD1500003126		rs135739631		15		11,945,522		23,501		intergenic_variant								24		23

		BovineHD1500003130		rs136946898		15		11,966,441		20,920		intergenic_variant								24		23

		BovineHD1500003136		rs134371874		15		12,017,253		50,813		intergenic_variant								24		23

		BovineHD1500003138		rs43124788		15		12,031,011		13,759		intergenic_variant								24		23

		BovineHD1500003140		rs110598212		15		12,041,387		10,377		intergenic_variant								24		23

		BovineHD1500003142		rs109502702		15		12,045,885		4,499		intergenic_variant								24		23

		BovineHD1500003144		rs41747942		15		12,055,130		9,246		intergenic_variant								24		23

		BovineHD1500003146		rs41747950		15		12,056,956		1,827		intergenic_variant								24		23

		BovineHD1500003148		rs135691123		15		12,065,640		8,685		intergenic_variant								24		23

		BovineHD1500003151		rs41747988		15		12,075,042		9,403		intergenic_variant								24		23

		BovineHD1500003153		rs133015593		15		12,079,477		4,436		intergenic_variant								24		23

		Hapmap44444-BTA-115434		rs41575014		15		12,113,084		33,608		intergenic_variant								24		23

		BovineHD1500003158		rs42823753		15		12,118,944		5,861		intergenic_variant								24		23

		BovineHD1500003165		rs42894879		15		12,166,565		47,622		intergenic_variant								24		23

		BovineHD1500003187		rs133539132		15		12,230,727		64,163		intergenic_variant										23

		BovineHD1500003206		rs133655116		15		12,286,697		55,971		intergenic_variant										23

		BovineHD1500003195		rs134999634		15		12,315,290		28,594		intergenic_variant										23

		BovineHD1500003198		rs43085615		15		12,324,852		9,563		intergenic_variant										23

		BovineHD1500003208		rs137576189		15		12,369,099		44,248		intergenic_variant										23

		BovineHD1500003210		rs137238897		15		12,393,947		24,849		intergenic_variant										23

		BovineHD1500003217		rs109710560		15		12,446,082		52,136		intergenic_variant										23

		BovineHD1500003219		rs42988293		15		12,455,106		9,025		intergenic_variant										23

		BovineHD1500003223		rs109372787		15		12,467,553		12,448		intergenic_variant										23

		BovineHD1500003225		rs42988244		15		12,471,581		4,029		intergenic_variant										23

		BTB-00581158		rs41750866		15		12,486,367		14,787		intergenic_variant										23

		BovineHD1500003229		rs110153770		15		12,500,285		13,919		intergenic_variant										23

		BovineHD1500003231		rs41751967		15		12,502,516		2,232		intergenic_variant										23

		BovineHD1500003233		rs41751962		15		12,508,964		6,449		intergenic_variant										23

		ARS-BFGL-NGS-108891		rs110408037		15		12,522,704		13,741		intergenic_variant										23

		BovineHD1500023883		rs109301701		15		80,721,985		68,199,282		intron_variant		RTN4RL2								24

		BovineHD4100012242		rs41577640		15		80,869,353		147,369		intergenic_variant										24

		ARS-BFGL-NGS-32140		rs109917496		15		80,879,557		10,205		intergenic_variant										24

		BovineHD1500023972		rs133487482		15		81,006,369		126,813		intron_variant		CTNND1								24

		BovineHD4100012245		rs110934150		15		81,034,701		28,333		intergenic_variant										24

		BovineHD1500024018		rs108998491		15		81,110,903		76,203		intergenic_variant										24

		BovineHD1500024021		rs137010270		15		81,114,943		4,041		intergenic_variant										24

		BovineHD1500024023		rs137735857		15		81,118,881		3,939		intergenic_variant										24

		BovineHD1500024033		rs134322873		15		81,132,109		13,229		intergenic_variant										24

		BovineHD1500024037		rs137586362		15		81,141,690		9,582		intergenic_variant										24

		BovineHD1500024042		rs135290514		15		81,144,733		3,044		intergenic_variant										24

		BovineHD1500024044		rs134275607		15		81,146,337		1,605		intergenic_variant										24

		BovineHD1500024046		rs136596445		15		81,147,661		1,325		intergenic_variant										24

		BovineHD1500024049		rs132712627		15		81,152,076		4,416		intergenic_variant										24

		BovineHD1500024052		rs132905363		15		81,154,223		2,148		intergenic_variant										24

		BovineHD1500024055		rs135571419		15		81,156,427		2,205		intergenic_variant										24

		BovineHD1500024057		rs134283438		15		81,157,498		1,072		intergenic_variant										24

		BovineHD1500024061		rs136427506		15		81,160,679		3,182		intergenic_variant										24

		BovineHD1500024065		rs136937517		15		81,166,782		6,104		intergenic_variant										24

		BovineHD1500024068		rs133947843		15		81,170,157		3,376		intergenic_variant										24

		BovineHD1500024070		rs132786579		15		81,174,122		3,966		intergenic_variant										24

		BovineHD1500024078		rs42804840		15		81,201,189		27,068		intergenic_variant										24

		BovineHD1500024081		rs42803924		15		81,203,607		2,419		intergenic_variant										24

		BovineHD1500024086		rs135813167		15		81,219,916		16,310		intergenic_variant										24

		BovineHD1500024092		rs135051577		15		81,258,528		38,613		intergenic_variant										24

		ARS-BFGL-NGS-82980		rs109623197		15		81,264,923		6,396		intergenic_variant										24

		BovineHD1500024102		rs136796989		15		81,270,094		5,172		intergenic_variant										24

		BovineHD1500024106		rs109124429		15		81,279,733		9,640		intergenic_variant										24

		BovineHD1500024115		rs132688539		15		81,295,713		15,981		intergenic_variant										24

		BovineHD1500024117		rs135694801		15		81,301,028		5,316		intergenic_variant										24

		BovineHD1500024119		rs110360434		15		81,304,864		3,837		intergenic_variant										24

		BovineHD1500024121		rs132851390		15		81,307,478		2,615		intergenic_variant										24

		BovineHD1500024124		rs133437807		15		81,313,324		5,847		intergenic_variant										24

		BovineHD1500024134		rs109312232		15		81,326,971		13,648		intergenic_variant										24

		BovineHD1500024140		rs135446716		15		81,335,731		8,761		intergenic_variant										24

		BovineHD4100012249		rs109877416		15		81,341,986		6,256		intergenic_variant										24

		BovineHD1500024144		rs109832786		15		81,343,666		1,681		intergenic_variant										24

		BovineHD1500024146		rs108993418		15		81,348,331		4,666		intergenic_variant										24

		BovineHD1500024151		rs134992902		15		81,356,668		8,338		intergenic_variant										24

		ARS-BFGL-NGS-28904		rs42329378		15		81,362,069		5,402		intergenic_variant										24

		BovineHD1500024157		rs109294712		15		81,372,214		10,146		intergenic_variant										24

		BovineHD1500024159		rs110212647		15		81,374,282		2,069		intergenic_variant										24

		BovineHD1500024162		rs109131038		15		81,382,521		8,240		intergenic_variant										24

		BovineHD1500024166		rs134020400		15		81,389,424		6,904		intergenic_variant										24

		BovineHD1500024169		rs134831575		15		81,405,698		16,275		intergenic_variant										24

		BovineHD1500024172		rs135288722		15		81,410,184		4,487		intergenic_variant										24

		BovineHD1500024179		rs109216824		15		81,429,611		19,428		intergenic_variant										24

		BovineHD1500024181		rs110204297		15		81,438,153		8,543		intergenic_variant										24

		BovineHD1500024184		rs137416386		15		81,441,300		3,148		intergenic_variant										24

		BovineHD1500024186		rs136999286		15		81,442,597		1,298		intergenic_variant										24

		BovineHD1500024189		rs110278174		15		81,445,162		2,566		intergenic_variant										24

		BovineHD1500024190		rs134797200		15		81,449,115		3,954		intergenic_variant										24

		BovineHD1500024193		rs134028187		15		81,451,804		2,690		intergenic_variant										24

		BovineHD1500024199		rs110678887		15		81,461,975		10,172		intergenic_variant										24

		BovineHD1500024222		rs109754217		15		81,493,234		31,260		intergenic_variant										24

		BovineHD1500024228		rs43032583		15		81,497,673		4,440		intergenic_variant										24

		BovineHD1500024236		rs109024510		15		81,512,612		14,940		intergenic_variant										24

		BovineHD1500024240		rs110698650		15		81,527,918		15,307		intergenic_variant										24

		BovineHD1500024242		rs109972688		15		81,529,684		1,767		intergenic_variant										24

		BovineHD1500024246		rs110271351		15		81,533,659		3,976		intergenic_variant										24

		BovineHD1500024247		rs110709550		15		81,534,392		734		intergenic_variant										24

		BovineHD1500024253		rs135057580		15		81,557,475		23,084		intergenic_variant										24

		BovineHD1500024260		rs109881725		15		81,570,649		13,175		intergenic_variant										24

		BovineHD1500024263		rs42320710		15		81,573,102		2,454		intergenic_variant										24

		BovineHD1500024273		rs42321512		15		81,591,787		18,686		intergenic_variant										24

		BovineHD1500024280		rs42322056		15		81,598,542		6,756		intergenic_variant										24

		BovineHD1500024285		rs42322072		15		81,601,757		3,216		intergenic_variant										24

		BovineHD1500024287		rs42322078		15		81,605,169		3,413		intergenic_variant										24

		BovineHD1500024289		rs42322083		15		81,607,056		1,888		intergenic_variant										24

		BovineHD1500024295		rs133711820		15		81,615,161		8,106		intron_variant		OR5B3								24

		BovineHD1500024302		rs137393465		15		81,626,472		11,312		intergenic_variant										24

		BovineHD1500024307		rs42781631		15		81,648,466		21,995		intergenic_variant										24

		BovineHD1500024313		rs42780822		15		81,675,571		27,106		intergenic_variant										24

		BovineHD1500024324		rs134754840		15		81,712,206		36,636		intergenic_variant										24

		BovineHD1500024331		rs109642249		15		81,725,870		13,665		intergenic_variant										24

		BovineHD1500024337		rs109520979		15		81,730,654		4,785		intergenic_variant										24

		BovineHD1500024339		rs135371899		15		81,732,777		2,124		intergenic_variant										24

		BovineHD1500024341		rs109046423		15		81,734,688		1,912		intergenic_variant										24

		BovineHD1500024343		rs110662083		15		81,744,950		10,263		intergenic_variant										24

		BovineHD1500024345		rs137559342		15		81,746,891		1,942		intergenic_variant										24

		BovineHD1500024348		rs109670281		15		81,750,037		3,147		intergenic_variant										24

		BovineHD1500024354		rs43095256		15		81,769,429		19,393		intergenic_variant										24

		BovineHD1500024358		rs134226555		15		81,778,809		9,381		intergenic_variant										24

		BovineHD1500024364		rs43132129		15		81,789,360		10,552		intergenic_variant										24

		BovineHD1500024368		rs109309003		15		81,796,723		7,364		intergenic_variant										24

		BovineHD1500024371		rs43190164		15		81,802,900		6,178		intergenic_variant										24

		BovineHD1500024375		rs43063821		15		81,809,787		6,888		intergenic_variant										24

		BovineHD1500024378		rs135488398		15		81,814,916		5,130		intergenic_variant										24

		BovineHD1500024384		rs43063791		15		81,823,425		8,510		intergenic_variant										24

		BovineHD1500024392		NA		15		81,836,756		13,332		intergenic_variant										24

		BovineHD1500024395		rs41791017		15		81,841,647		4,892		intergenic_variant										24

		BovineHD1500024398		rs41792155		15		81,844,430		2,784		intergenic_variant										24

		BovineHD1500024414		rs43207975		15		81,891,431		47,002		intergenic_variant										24

		BovineHD1500024418		rs41567632		15		81,909,365		17,935		intergenic_variant										24

		BovineHD1500024423		rs110789285		15		81,925,153		15,789		intron_variant		ZFP91								24

		BovineHD1500024425		rs42719197		15		81,928,445		3,293		intron_variant		ZFP91								24

		BovineHD1500024427		rs132734983		15		81,930,282		1,838		intergenic_variant										24

		BovineHD1500024434		rs134959084		15		81,944,201		13,920		intergenic_variant										24

		BovineHD1500024438		rs42719448		15		81,952,494		8,294		intergenic_variant										24

		BovineHD1500024441		rs42719494		15		81,958,745		6,252		intergenic_variant										24

		BovineHD1500024442		rs42719509		15		81,960,547		1,803		intergenic_variant										24

		BovineHD1500024447		rs137771809		15		81,976,376		15,830		intergenic_variant										24

		BovineHD1500024450		rs42718611		15		81,984,627		8,252		intergenic_variant										24

		BovineHD1500024453		rs42718591		15		81,991,374		6,748		intergenic_variant										24

		BovineHD1500024455		rs42718587		15		81,993,717		2,344		intergenic_variant										24

		BovineHD1500024461		rs133281203		15		82,006,355		12,639		intergenic_variant										24

		BovineHD1500024463		rs137614738		15		82,020,991		14,637		intergenic_variant										24

		BovineHD1500024465		rs43182507		15		82,024,856		3,866		intergenic_variant										24

		BovineHD1500024467		rs43182522		15		82,026,220		1,365		intergenic_variant										24

		BovineHD1500024469		rs41784716		15		82,031,584		5,365		intergenic_variant										24

		BovineHD1500024471		rs108942210		15		82,033,564		1,981		intergenic_variant										24

		BovineHD1500024498		rs41786343		15		82,219,160		185,597		intergenic_variant										24

		BovineHD1500024504		rs41786331		15		82,241,892		22,733		intergenic_variant										24

		BovineHD1500024506		rs41785773		15		82,253,590		11,699		intron_variant		FAM111B								24

		ARS-BFGL-NGS-31313		rs41785763		15		82,261,028		7,439		intergenic_variant										24

		BovineHD1500024512		rs41785751		15		82,277,497		16,470		intergenic_variant										24

		BovineHD1500024514		rs132804310		15		82,280,902		3,406		intergenic_variant										24

		BovineHD1500024519		rs41784910		15		82,286,447		5,546		intergenic_variant										24

		BovineHD1500024521		rs41784898		15		82,288,676		2,230		intergenic_variant										24

		BovineHD1500024531		rs41784865		15		82,314,521		25,846		intron_variant		DTX4								24

		BovineHD1500024542		rs136834594		15		82,350,865		36,345		intergenic_variant										24

		BovineHD1500024549		rs43024798		15		82,376,165		25,301		intergenic_variant										24

		BovineHD1500024557		rs41784086		15		82,420,918		44,754		intergenic_variant										24

		BovineHD1500024591		rs132819422		15		82,623,587		202,670		intergenic_variant										24

		BovineHD1500024594		rs110592237		15		82,626,381		2,795		intergenic_variant										24

		BovineHD1500024599		rs135592256		15		82,632,685		6,305		intergenic_variant										24

		BTB-00622270		rs41785548		15		82,642,732		10,048		intergenic_variant										24

		BovineHD1500024612		rs132895714		15		82,662,387		19,656		intergenic_variant										24

		BovineHD1500024625		rs41785580		15		82,679,741		17,355		intergenic_variant										24

		BovineHD1500024628		rs41785605		15		82,682,556		2,816		intergenic_variant										24

		BovineHD1500024639		rs134891624		15		82,720,016		37,461		intergenic_variant										24

		BovineHD1500024641		rs136625678		15		82,724,941		4,926		intergenic_variant										24

		BovineHD1500024643		rs137612911		15		82,727,047		2,107		intergenic_variant										24

		BovineHD1500024645		rs110714531		15		82,728,736		1,690		intergenic_variant										24

		BovineHD1500024649		rs110773281		15		82,737,185		8,450		intergenic_variant										24

		BovineHD1500024653		rs133923513		15		82,741,257		4,073		intergenic_variant										24

		BovineHD1500024655		rs136447669		15		82,742,624		1,368		intergenic_variant										24

		BovineHD1500024657		rs136031054		15		82,744,302		1,679		intergenic_variant										24

		BovineHD1500024659		rs137036644		15		82,745,798		1,497		intron_variant		OR4D9								24

		BovineHD1500024662		rs109354201		15		82,750,597		4,800		intergenic_variant										24

		BovineHD1500024671		rs136813715		15		82,788,575		37,979		intron_variant		OSBP								24

		BovineHD1500024674		rs109888513		15		82,798,057		9,483		intron_variant		OSBP								24

		BovineHD1500024677		rs110578259		15		82,805,942		7,886		intron_variant		OSBP								24

		BovineHD1500024680		rs41786051		15		82,818,305		12,364		intergenic_variant										24

		BovineHD1500024682		rs41786059		15		82,824,980		6,676		intergenic_variant										24

		BovineHD1500024684		rs41786061		15		82,827,382		2,403		intergenic_variant										24

		BovineHD1500024686		rs41786066		15		82,831,180		3,799		intergenic_variant										24

		BovineHD1500024688		rs41786069		15		82,834,869		3,690		intron_variant		PATL1								24

		BovineHD1500024691		rs136304164		15		82,841,762		6,894		intron_variant		PATL1								24

		ARS-BFGL-NGS-89374		rs110070335		15		82,843,451		1,690		intron_variant		PATL1								24

		BovineHD1500024694		rs109611712		15		82,848,294		4,844		intron_variant		PATL1								24

		BovineHD1500024696		rs109754198		15		82,855,481		7,188		intron_variant		PATL1								24

		BovineHD1500024699		rs41786107		15		82,865,719		10,239		intergenic_variant										24

		BovineHD1500024700		rs41786110		15		82,873,191		7,473		intergenic_variant										24

		BovineHD1500024706		rs41789994		15		82,911,548		38,358		intergenic_variant										24

		BovineHD1500024708		rs41789983		15		82,915,286		3,739		intergenic_variant										24

		BovineHD4100012256		rs29018495		15		82,917,889		2,604		intergenic_variant										24

		BovineHD1500024711		rs134471440		15		82,920,092		2,204		intergenic_variant										24

		BovineHD1500024713		rs133167720		15		82,922,505		2,414		intergenic_variant										24

		BovineHD1500024716		rs43010230		15		82,931,215		8,711		intergenic_variant										24

		BovineHD1500024726		rs135576480		15		82,970,206		38,992		intron_variant		STX3								24

		BovineHD1500024762		rs133783471		15		83,060,113		89,908		intron_variant		TCN1								24

		BovineHD1500024768		rs41786763		15		83,069,753		9,641		intron_variant		TCN1								24

		BovineHD1500024780		rs135009368		15		83,118,732		48,980		intergenic_variant										24

		BovineHD1500024786		rs133535966		15		83,138,204		19,473		intergenic_variant										24

		BovineHD1500024802		rs41782420		15		83,198,588		60,385		intron_variant		MS4A7								24

		BovineHD1500024806		rs137787781		15		83,203,297		4,710		intron_variant		MS4A7								24

		BovineHD1500024808		rs41782414		15		83,205,308		2,012		intron_variant		MS4A7								24

		BovineHD1500024810		rs133861592		15		83,210,168		4,861		intergenic_variant										24

		BovineHD1500024821		rs109351662		15		83,253,904		43,737		intron_variant		MS4A5								24

		BovineHD1500024841		rs42744617		15		83,288,242		34,339		intron_variant		MS4A1								24

		BovineHD1500024846		rs133447761		15		83,323,018		34,777		intergenic_variant										24

		BovineHD1500024850		rs41792186		15		83,339,064		16,047		intron_variant		MS4A13								24

		BovineHD1500024853		rs110299604		15		83,359,609		20,546		intergenic_variant										24

		BovineHD1500024855		rs41792206		15		83,374,919		15,311		intergenic_variant										24

		BovineHD1500024862		rs109566617		15		83,407,272		32,354		intergenic_variant										24

		BovineHD1500024865		rs134466366		15		83,412,881		5,610		intergenic_variant										24

		BovineHD1500024868		rs110519741		15		83,416,710		3,830		intergenic_variant										24

		BovineHD1500024871		rs109548043		15		83,424,684		7,975		intergenic_variant										24

		BovineHD1500024875		rs41783565		15		83,444,941		20,258		intron_variant		NCAPD3								24

		BovineHD1500024882		rs133957823		15		83,473,869		28,929		intron_variant		NCAPD3								24

		BovineHD1500024886		rs41783594		15		83,499,458		25,590		intron_variant		NCAPD3								24

		UA-IFASA-5953		rs41632689		15		83,530,192		30,735		missense_variant		ACAD8								24

		BovineHD1500024894		rs41783624		15		83,534,303		4,112		intron_variant		ACAD8								24

		BovineHD1500024896		rs41783628		15		83,536,063		1,761		intron_variant		ACAD8								24

		BovineHD1500024899		rs41784344		15		83,545,984		9,922		intergenic_variant										24

		BovineHD1500024904		rs132978203		15		83,562,060		16,077		intergenic_variant										24

		BovineHD1500024901		rs111006531		15		83,578,476		16,417		intergenic_variant										24

		BovineHD1500024914		rs133405762		15		83,621,617		43,142		intron_variant		GLB1L3								24

		BovineHD1500024917		rs133060432		15		83,630,039		8,423		intergenic_variant										24

		BovineHD1500024922		rs137765657		15		83,638,657		8,619		intergenic_variant										24

		BovineHD1500024925		rs135820753		15		83,642,770		4,114		intergenic_variant										24

		BovineHD1500024927		rs133826985		15		83,643,802		1,033		intergenic_variant										24

		BovineHD1500024929		rs132962390		15		83,647,275		3,474		intergenic_variant										24

		BovineHD1500024931		rs135579952		15		83,648,357		1,083		intergenic_variant										24

		BovineHD1500024942		rs133778015		15		83,706,766		58,410		intergenic_variant										24

		BovineHD1500024951		rs110906290		15		83,778,969		72,204		intergenic_variant										24

		ARS-BFGL-NGS-77257		rs109571290		15		83,864,395		85,427		intergenic_variant										24

		BovineHD1600008093		rs110107433		16		28,071,735				intron_variant		DNAH14								25

		BovineHD1600008095		rs109926698		16		28,078,654		6,920		intron_variant		DNAH14								25

		BovineHD1600008097		rs109002358		16		28,090,203		11,550		intron_variant		DNAH14								25

		BovineHD1600008099		rs137712655		16		28,106,970		16,768		intron_variant		DNAH14								25

		BovineHD1600008101		rs110455584		16		28,123,691		16,722		intron_variant		DNAH14								25

		BovineHD1600008114		rs110681158		16		28,191,722		68,032		intron_variant		DNAH14								25

		BovineHD1600008120		rs136479135		16		28,200,254		8,533		intron_variant		DNAH14								25

		BovineHD1600008129		rs135276339		16		28,250,800		50,547		intron_variant		DNAH14								25

		BovineHD1600008131		rs134289211		16		28,252,524		1,725		intron_variant		DNAH14								25

		BovineHD1600008133		rs136744614		16		28,262,511		9,988		intron_variant		DNAH14								25

		BovineHD1600008136		rs137614388		16		28,264,816		2,306		intron_variant		DNAH14								25

		BovineHD1600008138		rs134985966		16		28,268,031		3,216		intron_variant		DNAH14								25

		BovineHD1600008140		rs109592638		16		28,270,018		1,988		intron_variant		DNAH14								25

		BovineHD4100012428		NULL		16		28,275,855		5,838		intron_variant		DNAH14								25

		BovineHD1600008142		rs136465599		16		28,279,712		3,858		intron_variant		DNAH14								25

		BovineHD1600008144		rs109037857		16		28,281,926		2,215		intron_variant		DNAH14								25

		BovineHD1600008146		rs133742288		16		28,283,186		1,261		intron_variant		DNAH14								25

		ARS-BFGL-BAC-33348		rs110649047		16		28,294,425		11,240		intron_variant		DNAH14								25

		BovineHD1600008152		rs137048712		16		28,302,449		8,025		intron_variant		DNAH14								25

		BovineHD1600008156		rs134738531		16		28,306,415		3,967		intron_variant		DNAH14								25

		BovineHD1600008158		rs109810163		16		28,311,438		5,024		intron_variant		DNAH14								25

		BovineHD1600008160		rs110194594		16		28,313,313		1,876		intron_variant		DNAH14								25

		BovineHD1600008178		rs109827987		16		28,365,049		51,737		intron_variant		DNAH14								25

		BovineHD1600008195		rs134728503		16		28,447,247		82,199		intron_variant		LBR								25

		BovineHD1600008206		rs137767266		16		28,469,677		22,431		intron_variant		LBR								25

		BovineHD1600008215		rs109666285		16		28,479,797		10,121		intergenic_variant										25

		BovineHD1600008221		rs132747365		16		28,490,197		10,401		intergenic_variant										25

		BovineHD1600008223		rs135720937		16		28,492,633		2,437		intergenic_variant										25

		BovineHD1600008227		rs110300217		16		28,499,543		6,911		intergenic_variant										25

		BovineHD1600008253		rs133551584		16		28,601,786		102,244		intron_variant		ENAH								25

		BovineHD1600008266		rs133537826		16		28,637,865		36,080		intron_variant		ENAH								25

		BovineHD1600008293		rs110713134		16		28,703,053		65,189		intergenic_variant										25

		BovineHD1600008298		rs110140421		16		28,726,675		23,623		intergenic_variant										25

		BovineHD1600008303		rs111024159		16		28,735,792		9,118		intergenic_variant										25

		BovineHD1600008305		rs137784665		16		28,746,251		10,460		intergenic_variant										25

		BovineHD1600008307		rs135742204		16		28,747,596		1,346		intergenic_variant										25

		BovineHD1600008311		rs109955905		16		28,752,101		4,506		intergenic_variant										25

		BovineHD1600008313		rs109054153		16		28,758,987		6,887		intergenic_variant										25

		BovineHD1600008315		rs109309870		16		28,762,191		3,205		intergenic_variant										25

		BovineHD1600008317		rs132749711		16		28,768,872		6,682		intergenic_variant										25

		BovineHD1600008319		rs109724511		16		28,771,479		2,608		intergenic_variant										25

		BovineHD4100012433		rs43708519		16		28,795,208		23,730		intergenic_variant										25

		BovineHD1600008327		rs134832278		16		28,798,764		3,557		intergenic_variant										25

		BovineHD1600008329		rs109265610		16		28,805,268		6,505		intron_variant		SRP9								25

		BovineHD1600008331		rs110043899		16		28,812,348		7,081		intergenic_variant										25

		BovineHD1600008334		rs109551230		16		28,822,304		9,957		intergenic_variant										25

		BovineHD1600008337		rs136694475		16		28,828,635		6,332		intergenic_variant										25

		BovineHD1600008339		rs136299757		16		28,831,139		2,505		intergenic_variant										25

		BovineHD1600008345		rs136022633		16		28,837,786		6,648		intron_variant		EPHX1								25

		BovineHD1600008348		rs110499284		16		28,840,039		2,254		intron_variant		EPHX1								25

		BovineHD1600008351		rs133562083		16		28,847,484		7,446		intron_variant		EPHX1								25

		BovineHD1600008353		rs109007691		16		28,851,182		3,699		intron_variant		EPHX1								25

		BovineHD1600008356		rs109294285		16		28,859,394		8,213		intron_variant		EPHX1								25

		BovineHD1600008361		rs109068288		16		28,873,639		14,246		intron_variant		TMEM63A								25

		BovineHD1600008367		rs109575273		16		28,887,195		13,557		intron_variant		TMEM63A								25

		BovineHD1600008369		rs110202821		16		28,890,525		3,331		intron_variant		TMEM63A								25

		BovineHD1600008371		rs109088395		16		28,892,326		1,802		intron_variant		TMEM63A								25

		BovineHD1600008375		rs109691114		16		28,897,113		4,788		intron_variant		TMEM63A								25

		BovineHD1600008379		rs110922146		16		28,901,422		4,310		intron_variant		TMEM63A								25

		BovineHD1600008383		rs110170310		16		28,915,643		14,222		intergenic_variant										25

		BovineHD1600008385		rs110636629		16		28,918,059		2,417		intergenic_variant										25

		BovineHD1600008389		rs110885517		16		28,931,003		12,945		intergenic_variant										25

		BovineHD1600008393		rs110528133		16		28,934,236		3,234		intergenic_variant										25

		BovineHD1600008395		rs136418144		16		28,936,117		1,882		intergenic_variant										25

		ARS-BFGL-NGS-114862		rs110708115		16		28,938,854		2,738		intergenic_variant										25

		BovineHD1600008399		rs110183025		16		28,940,251		1,398		intergenic_variant										25

		BovineHD1600008401		rs109834699		16		28,941,708		1,458		intergenic_variant										25

		BovineHD1600008403		rs135488962		16		28,943,226		1,519		intergenic_variant										25

		BovineHD1600008407		rs108943091		16		28,948,028		4,803		intron_variant		PYCR2								25

		BovineHD1600008419		rs136979800		16		29,011,041		63,014		intron_variant		SDE2								25

		BovineHD1600008438		rs108980925		16		29,095,796		84,756		intergenic_variant										25

		BovineHD1600008446		rs109163006		16		29,134,590		38,795		intergenic_variant										25

		BovineHD1600008448		rs132797017		16		29,137,053		2,464		intergenic_variant										25

		BovineHD1600008449		rs110639307		16		29,139,233		2,181		intergenic_variant										25

		BovineHD1600008453		rs133726214		16		29,144,797		5,565		intergenic_variant										25

		BovineHD1600008456		rs110808403		16		29,147,604		2,808		intergenic_variant										25

		BovineHD1600008459		rs133356192		16		29,151,626		4,023		intergenic_variant										25

		BovineHD1600008461		rs135787455		16		29,153,690		2,065		intergenic_variant										25

		BovineHD1600008463		rs109189697		16		29,160,507		6,818		intron_variant		ACBD3								25

		BovineHD1600008465		rs110997661		16		29,162,280		1,774		intron_variant		ACBD3								25

		BovineHD1600008467		rs110538681		16		29,163,804		1,525		intron_variant		ACBD3								25

		BovineHD1600008469		rs135773045		16		29,165,291		1,488		intron_variant		ACBD3								25

		BovineHD1600008472		rs110558429		16		29,171,534		6,244		intron_variant		ACBD3								25

		BovineHD1600008474		rs109142824		16		29,172,934		1,401		intron_variant		ACBD3								25

		BovineHD1600008475		rs109558998		16		29,175,663		2,730		intron_variant		ACBD3								25

		BovineHD1600008477		rs134780876		16		29,178,309		2,647		intron_variant		ACBD3								25

		BovineHD1600008479		rs109895714		16		29,181,104		2,796		intron_variant		ACBD3								25

		BovineHD1600008481		rs137788719		16		29,187,065		5,962		intron_variant		ACBD3								25

		BovineHD1600008483		rs109613230		16		29,189,814		2,750		intron_variant		ACBD3								25

		BovineHD1600008485		rs134363059		16		29,193,210		3,397		intron_variant		ACBD3								25

		BovineHD1600008488		rs132779156		16		29,196,851		3,642		intergenic_variant										25

		BovineHD1600008491		rs136696452		16		29,201,135		4,285		intergenic_variant										25

		BovineHD1600008494		rs109415034		16		29,207,511		6,377		intergenic_variant										25

		BovineHD1600008496		rs109944863		16		29,216,437		8,927		intergenic_variant										25

		BovineHD1600008499		rs137263901		16		29,230,416		13,980		intergenic_variant										25

		BovineHD1600008507		rs110565118		16		29,285,054		54,639		intron_variant		LIN9								25

		BovineHD1600008509		rs109550904		16		29,304,499		19,446		intron_variant		LIN9								25

		BovineHD1600008513		rs110526641		16		29,328,401		23,903		intergenic_variant										25

		BovineHD4100012436		rs41578781		16		29,336,480		8,080		intergenic_variant										25

		BovineHD1600008521		rs110196077		16		29,369,327		32,848		intron_variant		PARP1								25

		BovineHD1600008529		rs135281650		16		29,388,858		19,532		intron_variant		PARP1								25

		BovineHD1600008531		rs110229725		16		29,394,329		5,472		intron_variant		PARP1								25

		BovineHD1600008541		rs110361182		16		29,436,972		42,644		intergenic_variant										25

		BovineHD1600008544		rs109845805		16		29,439,470		2,499		intergenic_variant										25

		BovineHD1600008550		rs108974758		16		29,446,286		6,817		intergenic_variant										25

		BovineHD1600008552		rs110913672		16		29,452,727		6,442		intergenic_variant										25

		BovineHD1600008556		rs110883368		16		29,464,031		11,305		intergenic_variant										25

		BovineHD1600008559		NA		16		29,480,554		16,524		intergenic_variant										25

		BovineHD1600008563		rs135390697		16		29,491,171		10,618		intergenic_variant										25

		BovineHD1600008566		rs135425962		16		29,495,684		4,514		intergenic_variant										25

		BovineHD1600008569		rs110620044		16		29,500,793		5,110		intergenic_variant										25

		ARS-BFGL-NGS-87853		rs110144946		16		29,507,842		7,050		intergenic_variant										25

		BovineHD1600008578		rs137380654		16		29,512,469		4,628		intergenic_variant										25

		BovineHD1600008581		rs135421612		16		29,520,719		8,251		intergenic_variant										25

		BovineHD1600008583		rs134408213		16		29,526,410		5,692		intergenic_variant										25

		BovineHD1600008586		rs110853414		16		29,539,987		13,578		intergenic_variant										25

		BovineHD1600008588		rs133474883		16		29,543,052		3,066		intergenic_variant										25

		BovineHD1600008593		rs110062517		16		29,551,703		8,652		intergenic_variant										25

		BovineHD1600008602		rs132828090		16		29,565,758		14,056		intergenic_variant										25

		BovineHD1600008604		rs110150478		16		29,568,018		2,261		intergenic_variant										25

		BovineHD1600008611		rs109533410		16		29,583,172		15,155		intron_variant		STUM								25

		BovineHD1600008613		rs137696263		16		29,587,442		4,271		intron_variant		STUM								25

		BovineHD1600008615		rs110404072		16		29,589,971		2,530		intron_variant		STUM								25

		ARS-BFGL-NGS-102212		rs110950359		16		29,623,372		33,402		intergenic_variant										25

		BovineHD1600008625		rs134456897		16		29,658,454		35,083		intron_variant		ITPKB								25

		BovineHD1600008627		rs110186313		16		29,659,688		1,235		intron_variant		ITPKB								25

		BovineHD1600008632		rs110410606		16		29,680,093		20,406		intron_variant		ITPKB								25

		BovineHD1600008635		rs110781994		16		29,689,220		9,128		intron_variant		ITPKB								25

		BovineHD1600008639		rs110039439		16		29,695,682		6,463		intron_variant		ITPKB								25

		BovineHD1600008641		rs109071663		16		29,704,575		8,894		intron_variant		ITPKB								25

		BovineHD1600008647		rs134093062		16		29,730,687		26,113		intron_variant		ITPKB								25

		BovineHD1600016369		rs135099152		16		57,088,465		27,357,779		intergenic_variant										26

		BovineHD1600016373		rs137714716		16		57,095,828		7,364		intergenic_variant										26

		BovineHD1600016376		rs43720006		16		57,099,260		3,433		intergenic_variant										26

		BovineHD1600016379		rs109884231		16		57,103,240		3,981		intergenic_variant										26

		BovineHD1600016392		rs41814272		16		57,159,702		56,463		intergenic_variant										26

		BovineHD1600016394		rs133403540		16		57,163,137		3,436		intergenic_variant										26

		BovineHD1600016396		rs137717239		16		57,165,767		2,631		intergenic_variant										26

		BovineHD1600016398		rs137462732		16		57,167,908		2,142		intergenic_variant										26

		BovineHD1600016400		rs133798851		16		57,171,436		3,529		intergenic_variant										26

		BovineHD1600016404		rs41814298		16		57,190,203		18,768		intergenic_variant										26

		BovineHD1600016406		rs136562743		16		57,203,203		13,001		intron_variant		COP1								26

		BovineHD1600016409		rs41814302		16		57,221,584		18,382		intron_variant		COP1								26

		BovineHD1600016411		rs41814311		16		57,224,975		3,392		intron_variant		COP1								26

		BovineHD1600016413		rs41814315		16		57,227,958		2,984		intron_variant		COP1								26

		BovineHD1600016416		rs134595350		16		57,243,817		15,860		intron_variant		COP1								26

		BovineHD1600016420		rs41815392		16		57,259,347		15,531		intron_variant		COP1								26

		BovineHD1600016423		rs110196963		16		57,283,896		24,550		intron_variant		COP1								26

		BovineHD1600016425		rs41815348		16		57,291,732		7,837		intron_variant		COP1								26

		BovineHD1600016427		rs41814630		16		57,299,789		8,058		intron_variant		COP1								26

		BovineHD1600016429		rs110057989		16		57,306,324		6,536		intron_variant		COP1								26

		BovineHD1600016430		rs41815238		16		57,308,625		2,302		intron_variant		COP1								26

		BovineHD1600016440		rs41815262		16		57,334,392		25,768		intron_variant		COP1								26

		BovineHD1600016445		rs110650712		16		57,362,264		27,873		intron_variant		COP1								26

		BovineHD1600016453		rs109255385		16		57,408,219		45,956		intron_variant		COP1								26

		ARS-BFGL-NGS-116297		rs109531441		16		57,442,769		34,551		intergenic_variant										26

		BovineHD1600016470		rs42464454		16		57,511,769		69,001		intergenic_variant										26

		BovineHD1600016473		rs42464475		16		57,524,334		12,566		intergenic_variant										26

		BovineHD1600016475		rs42464469		16		57,526,937		2,604		intergenic_variant										26

		BovineHD1600016476		rs133087857		16		57,529,830		2,894		intergenic_variant										26

		BovineHD1600016479		rs42464490		16		57,537,827		7,998		intergenic_variant										26

		BovineHD1600016483		rs42464508		16		57,553,495		15,669		intergenic_variant										26

		BovineHD1600016493		rs42465050		16		57,599,907		46,413		intergenic_variant										26

		BTB-01344103		rs42465073		16		57,608,446		8,540		intergenic_variant										26

		BovineHD1600024050		rs42465087		16		57,625,054		16,609		intergenic_variant										26

		BovineHD1600016497		rs42466135		16		57,637,335		12,282		intergenic_variant										26

		Hapmap36492-SCAFFOLD70736_3033		rs29018908		16		57,643,668		6,334		intergenic_variant										26

		BovineHD1600016502		rs41751119		16		57,665,232		21,565		intergenic_variant										26

		BovineHD1600016505		rs41751091		16		57,682,449		17,218		intergenic_variant										26

		BovineHD4100012619		rs41751096		16		57,686,409		3,961		intergenic_variant										26

		BovineHD1600016510		rs41751081		16		57,711,940		25,532		intergenic_variant										26

		BovineHD1600016517		rs41750229		16		57,735,745		23,806		intron_variant		PAPPA2								26

		BovineHD1600016523		rs41750198		16		57,763,719		27,975		intron_variant		PAPPA2								26

		BovineHD1600016525		rs41750204		16		57,765,278		1,560		intron_variant		PAPPA2								26

		BovineHD1600016528		rs110490898		16		57,773,372		8,095		synonymous_variant		PAPPA2								26

		BovineHD1600016531		rs42300465		16		57,778,222		4,851		intron_variant		PAPPA2								26

		BovineHD1600016534		rs109160879		16		57,785,410		7,189		intron_variant		PAPPA2								26

		BovineHD1600016543		rs132814943		16		57,815,249		29,840		intron_variant		PAPPA2								26

		BovineHD1600016569		rs42301582		16		57,873,582		58,334		intron_variant		PAPPA2								26

		BovineHD1600016591		rs42302742		16		57,949,462		75,881		intron_variant		PAPPA2								26

		BovineHD1700013598		rs110580152		17		47,312,236				intron_variant		TMEM132D								27

		Hapmap50826-BTA-93744		rs41666629		17		47,324,781		12,546		intron_variant		TMEM132D								27

		BovineHD1700013605		rs137785016		17		47,348,999		24,219		intron_variant		TMEM132D								27

		BovineHD1700013607		rs135583765		17		47,355,282		6,284		intron_variant		TMEM132D								27

		BovineHD1700013609		rs109395184		17		47,358,930		3,649		intron_variant		TMEM132D								27

		BovineHD1700013614		rs110606568		17		47,374,048		15,119		intron_variant		TMEM132D								27

		BovineHD1700013617		rs134211036		17		47,378,503		4,456		intron_variant		TMEM132D								27

		BovineHD1700013620		rs110508565		17		47,389,182		10,680		intron_variant		TMEM132D								27

		BovineHD1700013621		rs110777008		17		47,391,881		2,700		intron_variant		TMEM132D								27

		BovineHD1700013623		rs110224026		17		47,400,631		8,751		intron_variant		TMEM132D								27

		BovineHD1700013626		rs135767574		17		47,403,849		3,219		intron_variant		TMEM132D								27

		BovineHD1700013629		rs135956312		17		47,410,255		6,407		intron_variant		TMEM132D								27

		BovineHD1700013632		rs137399391		17		47,418,431		8,177		intron_variant		TMEM132D								27

		BovineHD1700013635		rs135510621		17		47,428,123		9,693		intron_variant		TMEM132D								27

		BovineHD1700013637		rs134052055		17		47,432,799		4,677		intron_variant		TMEM132D								27

		BovineHD1700013640		rs109617172		17		47,443,115		10,317		intron_variant		TMEM132D								27

		BovineHD1700013642		rs109761465		17		47,446,773		3,659		intron_variant		TMEM132D								27

		BovineHD1700013644		rs135409292		17		47,456,363		9,591		intron_variant		TMEM132D								27

		BovineHD1700013647		rs110422113		17		47,470,242		13,880		intron_variant		TMEM132D								27

		BovineHD1700013650		rs109675105		17		47,474,878		4,637		intron_variant		TMEM132D								27

		BovineHD1700013652		rs133585100		17		47,476,667		1,790		intron_variant		TMEM132D								27

		BovineHD1700013654		rs109846142		17		47,478,823		2,157		intron_variant		TMEM132D								27

		BovineHD1700013656		rs137564870		17		47,481,436		2,614		intron_variant		TMEM132D								27

		BovineHD1700013658		rs137166540		17		47,491,002		9,567		intron_variant		TMEM132D								27

		BovineHD4100013124		rs133681580		17		47,498,649		7,648		intron_variant		TMEM132D								27

		BovineHD1700013662		rs135009255		17		47,502,061		3,413		intron_variant		TMEM132D								27

		BovineHD1700013665		rs110741521		17		47,504,123		2,063		intron_variant		TMEM132D								27

		BovineHD1700013667		rs110862545		17		47,505,858		1,736		intron_variant		TMEM132D								27

		BovineHD1700013669		rs137341769		17		47,509,177		3,320		intron_variant		TMEM132D								27

		BovineHD1700013671		rs133710892		17		47,511,156		1,980		intron_variant		TMEM132D								27

		BovineHD1700013673		rs110580683		17		47,524,586		13,431		intron_variant		TMEM132D								27

		BovineHD1700013676		rs110555681		17		47,539,949		15,364		intron_variant		TMEM132D								27

		BovineHD1700013678		rs134018704		17		47,542,545		2,597		intron_variant		TMEM132D								27

		BTA-88333-no-rs		rs41571174		17		47,564,128		21,584		intron_variant		TMEM132D								27

		BovineHD1700013684		rs136166776		17		47,565,928		1,801		intron_variant		TMEM132D								27

		BovineHD1700013687		rs110786273		17		47,569,608		3,681		intron_variant		TMEM132D								27

		BovineHD1700013689		rs136765587		17		47,571,570		1,963		intron_variant		TMEM132D								27

		BovineHD1700013690		rs134544023		17		47,573,362		1,793		intron_variant		TMEM132D								27

		BovineHD1700013698		rs136936095		17		47,588,599		15,238		intron_variant		TMEM132D								27

		BovineHD1700013703		rs132809954		17		47,597,073		8,475		intron_variant		TMEM132D								27

		BovineHD1700013706		rs109543377		17		47,606,108		9,036		intron_variant		TMEM132D								27

		ARS-BFGL-NGS-109873		rs110930942		17		47,616,129		10,022		intron_variant		TMEM132D								27

		BovineHD1700013717		rs109388538		17		47,663,936		47,808		intron_variant		TMEM132D								27

		BovineHD1700013722		rs136938727		17		47,678,534		14,599		intron_variant		TMEM132D								27

		BovineHD1700013725		rs110777537		17		47,686,821		8,288		intron_variant		TMEM132D								27

		BovineHD1700013726		rs135506480		17		47,689,150		2,330		intron_variant		TMEM132D								27

		BovineHD1700013728		rs109967404		17		47,691,286		2,137		intron_variant		TMEM132D								27

		BovineHD1700013730		rs109965297		17		47,695,127		3,842		intron_variant		TMEM132D								27

		BovineHD1700013732		rs110624993		17		47,698,582		3,456		intron_variant		TMEM132D								27

		BovineHD1700013735		rs110860471		17		47,702,201		3,620		intron_variant		TMEM132D								27

		BovineHD1700013738		rs110296363		17		47,705,496		3,296		intron_variant		TMEM132D								27

		BovineHD1700013745		rs134212911		17		47,711,615		6,120		intron_variant		TMEM132D								27

		BovineHD1700013750		rs109007788		17		47,717,362		5,748		intron_variant		TMEM132D								27

		BovineHD1700013753		rs109485737		17		47,720,914		3,553		intron_variant		TMEM132D								27

		BovineHD1700013756		rs136076020		17		47,723,430		2,517		intron_variant		TMEM132D								27

		BovineHD1700013759		rs110147076		17		47,727,509		4,080		intron_variant		TMEM132D								27

		BovineHD1700013761		rs135036062		17		47,730,434		2,926		intron_variant		TMEM132D								27

		BovineHD1700013763		rs109242396		17		47,732,424		1,991		intron_variant		TMEM132D								27

		BovineHD1700013765		rs132790161		17		47,734,706		2,283		intron_variant		TMEM132D								27

		BovineHD1700013767		rs110106691		17		47,736,451		1,746		intron_variant		TMEM132D								27

		BovineHD1700013769		rs134640317		17		47,737,967		1,517		intron_variant		TMEM132D								27

		BovineHD1700013774		rs109641333		17		47,747,735		9,769		intron_variant		TMEM132D								27

		BovineHD1700013776		rs109456984		17		47,750,917		3,183		intron_variant		TMEM132D								27

		BovineHD1700013778		rs110322335		17		47,753,759		2,843		intron_variant		TMEM132D								27

		ARS-BFGL-BAC-32142		rs109863915		17		47,767,292		13,534		intron_variant		TMEM132D								27

		BovineHD1700013783		rs135328885		17		47,776,657		9,366		intron_variant		TMEM132D								27

		BovineHD1700013785		rs133752106		17		47,784,712		8,056		intron_variant		TMEM132D								27

		BovineHD1700013787		rs133161227		17		47,789,296		4,585		intron_variant		TMEM132D								27

		BovineHD1700013788		rs134833418		17		47,794,303		5,008		intron_variant		TMEM132D								27

		BovineHD1700013797		rs110796985		17		47,822,968		28,666		intron_variant		TMEM132D								27

		BovineHD1700013799		rs109464488		17		47,827,586		4,619		intron_variant		TMEM132D								27

		BovineHD1700013801		rs109270753		17		47,833,435		5,850		intron_variant		TMEM132D								27

		BovineHD1700013806		rs135959682		17		47,841,569		8,135		intron_variant		TMEM132D								27

		BovineHD1700013809		rs109044698		17		47,846,178		4,610		intron_variant		TMEM132D								27

		BovineHD1700013812		rs110957598		17		47,850,299		4,122		intron_variant		TMEM132D								27

		BovineHD1700013816		rs136828866		17		47,857,482		7,184		intron_variant		TMEM132D								27

		BovineHD1700013818		rs110927361		17		47,861,494		4,013		intron_variant		TMEM132D								27

		BovineHD1700013820		rs110139338		17		47,864,333		2,840		intron_variant		TMEM132D								27

		BovineHD1700013822		rs109776865		17		47,865,989		1,657		intron_variant		TMEM132D								27

		BovineHD1700013824		rs109465820		17		47,869,890		3,902		intron_variant		TMEM132D								27

		ARS-BFGL-NGS-87412		rs109273103		17		47,884,497		14,608		intron_variant		TMEM132D								27

		BovineHD1700013828		rs110123651		17		47,886,250		1,754		intron_variant		TMEM132D								27

		BovineHD1700013832		rs135399085		17		47,895,280		9,031		intron_variant		TMEM132D								27

		BovineHD1700013835		rs135772543		17		47,903,546		8,267		intron_variant		TMEM132D								27

		BovineHD1700013838		rs136368175		17		47,909,171		5,626		intron_variant		TMEM132D								27

		BovineHD1700013840		rs110918986		17		47,912,285		3,115		intron_variant		TMEM132D								27

		BovineHD1700013844		rs137334270		17		47,916,728		4,444		intron_variant		TMEM132D								27

		BovineHD1700013852		rs136607880		17		47,937,824		21,097		intron_variant		TMEM132D								27

		BovineHD4100013130		rs41572286		17		47,972,231		34,408		intron_variant		TMEM132D								27

		BovineHD1700013866		rs133382353		17		47,992,449		20,219		intron_variant		TMEM132D								27

		BovineHD1700013871		rs109775670		17		47,998,674		6,226		intron_variant		TMEM132D								27

		BovineHD1700013873		rs135004549		17		48,000,208		1,535		intron_variant		TMEM132D								27

		BovineHD1700013876		rs135849461		17		48,006,512		6,305		intron_variant		TMEM132D								27

		BovineHD1700013880		rs110259263		17		48,011,184		4,673		intron_variant		TMEM132D								27

		BovineHD1700013883		rs110354303		17		48,014,025		2,842		intron_variant		TMEM132D								27

		BovineHD1700013892		rs133881253		17		48,042,363		28,339		intron_variant		TMEM132D								27

		BovineHD1500023928		rs137837860		18		9,308,342				intron_variant		CDH13								28

		BovineHD1500023929		rs42216822		18		9,312,800		4,459		intron_variant		CDH13								28

		BovineHD4100012243		rs109777230		18		9,348,714		35,915		intron_variant		CDH13								28

		BovineHD1500023954		rs109545276		18		9,355,337		6,624		intron_variant		CDH13								28

		BovineHD2000009533		rs137300246		20		33,275,529				intergenic_variant								29		29

		BovineHD2000009536		rs42376189		20		33,289,433		13,905		intergenic_variant								29		29

		BovineHD2000009540		rs136564227		20		33,296,246		6,814		intergenic_variant								29		29

		BovineHD2000009543		rs109181879		20		33,297,983		1,738		intergenic_variant								29		29

		BovineHD2000009548		rs43001907		20		33,308,465		10,483		intron_variant		C6						29		29

		BovineHD4100014654		rs41579549		20		33,315,350		6,886		intron_variant		C6						29		29

		BovineHD2000009554		rs43001863		20		33,322,979		7,630		intron_variant		C6						29		29

		BovineHD2000009557		rs109998022		20		33,326,348		3,370		intron_variant		C6						29		29

		BovineHD2000009560		rs41938433		20		33,336,379		10,032		intron_variant		C6						29		29

		BovineHD2000009562		rs41938445		20		33,339,110		2,732		intron_variant		C6						29		29

		BovineHD2000009564		rs110110069		20		33,340,444		1,335		intron_variant		C6						29		29

		BovineHD2000009571		rs41938457		20		33,356,242		15,799		intron_variant		C6						29		29

		BovineHD2000009573		rs109109127		20		33,357,867		1,626		intron_variant		C6						29		29

		BovineHD2000009578		rs110768161		20		33,365,707		7,841		intron_variant		C6						29		29

		BovineHD2000009580		rs41937591		20		33,368,313		2,607		intron_variant		C6						29		29

		BovineHD2000009583		rs41937621		20		33,373,894		5,582		intron_variant		C6						29		29

		BovineHD2000009587		rs110600376		20		33,381,855		7,962		intron_variant		C6						29		29

		BovineHD2000009590		rs41938115		20		33,392,509		10,655		synonymous_variant		C6						29		29

		Hapmap40070-BTA-50239		rs41639270		20		33,397,022		4,514		intergenic_variant								29		29

		BovineHD2000009593		rs41937543		20		33,399,108		2,087		intergenic_variant								29		29

		BovineHD2000009595		rs41937551		20		33,402,804		3,697		intergenic_variant								29		29

		BovineHD2000009597		rs135926688		20		33,407,125		4,322		intergenic_variant								29		29

		BovineHD2000009605		rs41948992		20		33,430,851		23,727		intergenic_variant								29		29

		BovineHD2000009608		rs110670299		20		33,433,039		2,189		intergenic_variant								29		29

		BovineHD2000009611		rs134131980		20		33,446,244		13,206		intron_variant		MROH2B						29		29

		BovineHD2000009614		rs109777155		20		33,456,079		9,836		intron_variant		MROH2B						29		29

		ARS-BFGL-NGS-76756		rs109151731		20		33,477,656		21,578		synonymous_variant		MROH2B						29		29

		BovineHD2000009630		rs41949020		20		33,484,424		6,769		intron_variant		MROH2B						29		29

		BovineHD2000009635		rs41948981		20		33,497,507		13,084		intron_variant		MROH2B						29		29

		BovineHD2000009640		rs110043250		20		33,503,454		5,948		intron_variant		MROH2B						29		29

		BovineHD2000009642		rs41948953		20		33,505,926		2,473		synonymous_variant		MROH2B						29		29

		BovineHD2000009646		rs41948935		20		33,509,216		3,291		intron_variant		MROH2B						29		29

		BovineHD2000009647		rs41947830		20		33,511,542		2,327		intron_variant		MROH2B						29		29

		BovineHD2000009649		rs109677202		20		33,514,342		2,801		missense_variant		MROH2B		cGa/cAa				29		29

		BovineHD2000009655		rs109443767		20		33,524,218		9,877		intergenic_variant								29		29

		BovineHD2000009660		rs41947784		20		33,529,256		5,039		intergenic_variant								29		29

		BovineHD2000009664		rs110581527		20		33,534,593		5,338		intergenic_variant								29		29

		BovineHD2000009685		rs109091625		20		33,578,911		44,319		intron_variant		C7						29		29

		ARS-BFGL-NGS-44343		rs110050142		20		33,627,475		48,565		synonymous_variant		CARD6						29		29

		BovineHD2000009712		rs135935818		20		33,680,997		53,523		intron_variant		PRKAA1						29		29

		BTA-50235-no-rs		rs41580306		20		33,717,400		36,404		intron_variant		TTC33						29		29

		BovineHD2000009722		rs41946294		20		33,725,464		8,065		intron_variant		TTC33						29		29

		BovineHD2000009724		rs41946271		20		33,728,194		2,731		intron_variant		TTC33						29		29

		BovineHD2000009727		rs41946252		20		33,731,362		3,169		intron_variant		TTC33						29		29

		ARS-BFGL-NGS-19878		rs109660996		20		33,758,109		26,748		intron_variant		PTGER4						29		29

		BovineHD2000009752		rs135004319		20		33,868,662		110,554		intergenic_variant								29		29

		BovineHD2000009756		rs42860434		20		33,878,814		10,153		intergenic_variant								29		29

		BovineHD2000009766		rs136021774		20		33,938,397		59,584		intergenic_variant								29		29

		BovineHD2000009768		rs134996619		20		33,957,231		18,835		intergenic_variant								29		29

		BovineHD2000009770		rs134241745		20		33,965,414		8,184		intergenic_variant								29		29

		BovineHD2000009778		rs41938476		20		34,006,508		41,095		intergenic_variant								29		29

		BovineHD2000009781		rs41938485		20		34,025,353		18,846		intergenic_variant								29		29

		BovineHD2000009785		rs41939335		20		34,053,525		28,173		intergenic_variant								29		29

		BovineHD2000009794		rs41939376		20		34,092,999		39,475		intergenic_variant								29		29

		BovineHD2000009795		rs109462355		20		34,104,841		11,843		intergenic_variant								29		29

		BovineHD2000009802		rs41939397		20		34,137,210		32,370		intergenic_variant								29		29

		BovineHD2000009805		rs41939410		20		34,146,560		9,351		intergenic_variant								29		29

		BovineHD2000009809		rs41939418		20		34,153,852		7,293		intergenic_variant								29		29

		BovineHD2000009811		rs41939631		20		34,158,183		4,332		intergenic_variant								29		29

		BovineHD2000009823		rs110305572		20		34,208,159		49,977		intergenic_variant								29		29

		BovineHD2000009827		rs41939690		20		34,224,609		16,451		intergenic_variant								29		29

		BovineHD2000009831		rs41939673		20		34,238,971		14,363		intergenic_variant								29		29

		BovineHD2000009832		rs41939656		20		34,256,033		17,063		intergenic_variant								29		29

		BovineHD2000009836		rs41939708		20		34,272,037		16,005		intergenic_variant								29		29

		BovineHD2000009842		rs42543150		20		34,324,615		52,579		intergenic_variant								29		29

		BovineHD2000009845		rs137400648		20		34,329,142		4,528		intergenic_variant								29		29

		BovineHD2000009847		rs42542218		20		34,331,486		2,345		intergenic_variant								29		29

		BovineHD2000009849		rs42542208		20		34,333,123		1,638		intergenic_variant								29		29

		BovineHD2000009853		rs136669158		20		34,338,690		5,568		intergenic_variant								29		29

		BovineHD2000009855		rs109685960		20		34,340,391		1,702		intergenic_variant								29		29

		BovineHD2000009865		rs41939724		20		34,369,240		28,850		intergenic_variant								29		29

		BovineHD2000009881		rs41945929		20		34,438,220		68,981		intergenic_variant								29		29

		BovineHD2000009885		rs109152980		20		34,449,216		10,997		intergenic_variant								29		29

		BTA-50400-no-rs		rs41640156		20		34,460,986		11,771		intergenic_variant								29		29

		BovineHD2000009912		rs137294331		20		34,515,738		54,753		intergenic_variant								29		29

		BovineHD2000009916		rs136458394		20		34,533,911		18,174		intergenic_variant								29		29

		BovineHD2000009925		rs132769375		20		34,565,477		31,567		intergenic_variant								29		29

		BovineHD2000009938		rs41942100		20		34,592,776		27,300		intergenic_variant								29		29

		BovineHD2000009945		rs110919026		20		34,616,260		23,485		intergenic_variant								29		29

		BovineHD2000009948		rs41943247		20		34,627,399		11,140		intergenic_variant								29		29

		BovineHD2000009951		rs134271825		20		34,635,478		8,080		intergenic_variant								29		29

		BovineHD2000009954		rs109131709		20		34,639,776		4,299		intergenic_variant								29		29

		BovineHD2000009961		rs110006711		20		34,647,049		7,274		intergenic_variant								29		29

		Hapmap44088-BTA-50383		rs41640140		20		34,725,923		78,875		intergenic_variant								29		29

		BovineHD2000009978		rs109447934		20		34,752,546		26,624		intergenic_variant								29		29

		BovineHD2000009980		rs43198202		20		34,754,371		1,826		intergenic_variant								29		29

		BovineHD2000009982		rs41940408		20		34,758,731		4,361		intergenic_variant								29		29

		BovineHD2000009983		rs133772109		20		34,762,533		3,803		intergenic_variant								29		29

		BovineHD2000009989		rs41939103		20		34,770,069		7,537		intergenic_variant								29		29

		BovineHD2000009991		rs109579477		20		34,781,170		11,102		intergenic_variant								29		29

		BovineHD2000009993		rs41939093		20		34,782,966		1,797		intergenic_variant								29		29

		BovineHD2000009996		rs137061988		20		34,793,642		10,677		intergenic_variant								29		29

		BovineHD2000009998		rs109670287		20		34,796,805		3,164		intergenic_variant								29		29

		BovineHD2000010020		rs109889996		20		34,927,836		131,032		intergenic_variant								29		29

		ARS-BFGL-BAC-31754		rs43016366		20		34,965,270		37,435		intergenic_variant								29		29

		BovineHD2000010031		rs43016382		20		34,979,896		14,627		intergenic_variant								29		29

		BTB-00778209		rs41941699		20		34,997,471		17,576		intergenic_variant								29		29

		BovineHD2000010042		rs41941704		20		35,009,277		11,807		intron_variant		DAB2						29		29

		BovineHD2000010060		rs109441698		20		35,086,727		77,451		intron_variant		C9						29		29

		BovineHD2000010071		rs41941653		20		35,136,374		49,648		intron_variant		C9						29		29

		BovineHD2000010076		rs41941643		20		35,162,926		26,553		intron_variant		FYB1						29		29

		BovineHD4100014661		rs41639294		20		35,223,745		60,820		intron_variant		FYB1						29		29

		BovineHD2000010089		rs134344382		20		35,231,987		8,243		intron_variant		FYB1						29		29

		BovineHD2000010094		rs109253897		20		35,257,052		25,066		intron_variant		FYB1						29		29

		BovineHD2000010099		rs136399725		20		35,272,665		15,614		intron_variant		FYB1						29		29

		BovineHD2000010103		rs109329455		20		35,292,156		19,492		intron_variant		FYB1						29		29

		BovineHD2000010106		rs110860173		20		35,304,566		12,411		intron_variant		FYB1						29		29

		BovineHD2000010114		rs137324478		20		35,358,730		54,165		intergenic_variant								29		29

		ARS-BFGL-NGS-38482		rs110679619		20		35,463,200		104,471		intron_variant		RICTOR						29		29

		BovineHD2000010136		rs110903896		20		35,514,098		50,899		intron_variant		OSMR						29		29

		BovineHD4100014662		rs41580312		20		35,528,569		14,472		missense_variant		OSMR		aTg/aGg				29		29

		BovineHD2000010158		rs109281644		20		35,553,348		24,780		intron_variant		OSMR						29		29

		BovineHD2000010172		rs41947095		20		35,585,029		31,682		intergenic_variant								29		29

		BovineHD2000010176		rs41947080		20		35,601,079		16,051		intergenic_variant								29		29

		BovineHD2000010179		rs41947048		20		35,614,856		13,778		intergenic_variant								29		29

		Hapmap39660-BTA-50453		rs41581059		20		35,621,776		6,921		intergenic_variant								29		29

		BovineHD2000010184		rs137810182		20		35,627,830		6,055		intergenic_variant								29		29

		BovineHD2000010204		rs41948635		20		35,706,836		79,007		intergenic_variant								29		29

		BovineHD2000010209		rs41945978		20		35,731,693		24,858		intergenic_variant								29		29

		BovineHD2000021318		rs137319595		20		35,771,479		39,787		intergenic_variant								29		29

		BovineHD2000010251		rs41944020		20		35,862,659		91,181		intergenic_variant								29		29

		BovineHD2000010255		rs41943971		20		35,884,504		21,846		intergenic_variant								29		29

		BTB-00779848		rs41943140		20		35,924,145		39,642		intron_variant		LIFR						29		29

		BovineHD2000010274		rs110997900		20		35,952,331		28,187		intron_variant		LIFR						29		29

		BovineHD2000010276		rs110257510		20		35,953,844		1,514		intron_variant		LIFR						29		29

		BovineHD2000010279		rs110481812		20		35,964,860		11,017		intergenic_variant								29		29

		BovineHD4100014666		rs41640181		20		35,986,143		21,284		intron_variant		EGFLAM						29		29

		BovineHD2000010299		rs133849799		20		36,010,027		23,885		intron_variant		EGFLAM						29		29

		BovineHD2000010303		rs41941592		20		36,022,867		12,841		intron_variant		EGFLAM						29		29

		BovineHD2000010306		rs109478036		20		36,025,901		3,035		intron_variant		EGFLAM						29		29

		BovineHD4100014667		rs41640179		20		36,030,284		4,384		intron_variant		EGFLAM						29		29

		BovineHD2000010310		rs110048369		20		36,032,363		2,080		intron_variant		EGFLAM						29		29

		BovineHD2000010311		rs41940824		20		36,036,116		3,754		intron_variant		EGFLAM						29		29

		BovineHD2000010313		rs41940814		20		36,038,250		2,135		intron_variant		EGFLAM						29		29

		BovineHD2000010315		rs41940794		20		36,040,627		2,378		intron_variant		EGFLAM						29		29

		BTA-50420-no-rs		rs41581047		20		36,050,725		10,099		intron_variant		EGFLAM						29		29

		BovineHD2000010326		rs41939980		20		36,062,971		12,247		intron_variant		EGFLAM						29		29

		BovineHD2000010329		rs41939329		20		36,067,803		4,833		intron_variant		EGFLAM						29		29

		BovineHD2000010337		rs41939293		20		36,082,558		14,756		intron_variant		EGFLAM						29		29

		BovineHD2000010339		rs109052919		20		36,086,566		4,009		intron_variant		EGFLAM						29		29

		BovineHD2000010345		rs110971445		20		36,097,865		11,300		intron_variant		EGFLAM						29		29

		BovineHD2000010365		rs135742732		20		36,136,732		38,868		intron_variant		EGFLAM						29		29

		BovineHD2000010375		rs41951149		20		36,168,903		32,172		intergenic_variant								29		29

		BovineHD2000021075		rs110903979		20		36,228,064		59,162		intergenic_variant								29		29

		ARS-BFGL-NGS-13317		rs109679319		20		36,274,138		46,075		intergenic_variant								29		29

		BovineHD2000010402		rs134097780		20		36,278,126		3,989		intergenic_variant								29		29

		BovineHD2000010404		rs133298184		20		36,279,695		1,570		intergenic_variant								29		29

		BovineHD2000010407		rs137540053		20		36,286,663		6,969		intergenic_variant								29		29

		BovineHD2000010409		rs137265322		20		36,290,830		4,168		intergenic_variant								29		29

		BovineHD4100014669		rs41640208		20		36,292,151		1,322		intergenic_variant								29		29

		BovineHD2000010425		rs41945717		20		36,321,352		29,202		intergenic_variant								29		29

		BovineHD2000010437		rs136397275		20		36,362,402		41,051		intergenic_variant								29		29

		BovineHD2000010443		rs134928816		20		36,380,932		18,531		intergenic_variant								29		29

		BovineHD2000010446		rs133794351		20		36,385,737		4,806		intergenic_variant								29		29

		BovineHD2000010448		rs41565341		20		36,387,165		1,429		intergenic_variant								29		29

		BovineHD2000010450		rs137434122		20		36,391,940		4,776		intergenic_variant								29		29

		BovineHD2000010451		rs132892028		20		36,399,405		7,466		intergenic_variant								29		29

		BovineHD2000010454		rs110021355		20		36,403,461		4,057		intergenic_variant								29		29

		BovineHD2000010457		rs109244593		20		36,408,383		4,923		intergenic_variant								29		29

		BovineHD2000010459		rs137733163		20		36,411,942		3,560		intergenic_variant								29		29

		BovineHD2000010461		rs134826534		20		36,415,679		3,738		intergenic_variant								29		29

		BovineHD2000010464		rs135159358		20		36,421,376		5,698		intergenic_variant								29		29

		BovineHD2000010466		rs137001354		20		36,425,709		4,334		intergenic_variant								29		29

		BovineHD2000010472		rs110965395		20		36,437,121		11,413		intergenic_variant								29		29

		BovineHD2000010474		rs109545937		20		36,446,515		9,395		intergenic_variant								29		29

		BovineHD2000010477		rs137177298		20		36,453,680		7,166		intergenic_variant								29		29

		ARS-BFGL-NGS-2860		rs41944171		20		36,496,636		42,957		intergenic_variant								29		29

		BovineHD2000010506		rs136737177		20		36,551,650		55,015		intergenic_variant								29		29

		BovineHD2000010508		rs110383373		20		36,556,396		4,747		intergenic_variant								29		29

		BovineHD4100014672		rs29018530		20		36,570,575		14,180		intergenic_variant								29		29

		BovineHD2000010517		rs132873920		20		36,588,704		18,130		intergenic_variant								29		29

		BovineHD2000010544		rs41941864		20		36,689,645		100,942		intergenic_variant								29		29

		BovineHD4100014674		rs41640224		20		36,899,105		209,461		intron_variant		WDR70						29		29

		BovineHD2000010588		rs41947331		20		36,900,514		1,410		intron_variant		WDR70						29		29

		BovineHD2000010608		rs41947366		20		37,005,039		104,526		intron_variant		NUP155						29		29

		BovineHD2000010618		rs41946513		20		37,052,070		47,032		intron_variant		CPLANE1						29		29

		BovineHD2000010623		rs41946468		20		37,071,740		19,671		intron_variant		CPLANE1						29		29

		BovineHD2000010625		rs41946460		20		37,075,398		3,659		intron_variant		CPLANE1						29		29

		BovineHD2000010628		rs41946451		20		37,085,370		9,973		missense_variant		CPLANE1		cGa/cAa				29		29

		BovineHD2000010634		rs41945619		20		37,112,232		26,863		intron_variant		CPLANE1						29		29

		BovineHD2000010637		rs41945567		20		37,120,878		8,647		intron_variant		CPLANE1						29		29

		BovineHD2000010641		rs41944518		20		37,127,118		6,241		intron_variant		CPLANE1						29		29

		BovineHD2000010647		rs41944454		20		37,135,257		8,140		intron_variant		CPLANE1						29		29

		BovineHD2000010652		rs41943527		20		37,143,397		8,141		intron_variant		CPLANE1						29		29

		BovineHD2000010656		rs41943514		20		37,163,846		20,450		intergenic_variant								29		29

		BovineHD2000009188		rs109811883		20		31,890,580		-5,273,265		intron_variant		GHR								29

		UA-IFASA-7069		rs41639261		20		31,912,365		21,786		intron_variant		GHR								29

		BovineHD2000009205		rs110732212		20		31,966,219		53,855		intron_variant		GHR								29

		BovineHD2000009208		rs137611541		20		31,976,691		10,473		intron_variant		GHR								29

		BovineHD2000009215		rs109180721		20		31,980,359		3,669		intron_variant		GHR								29

		BovineHD2000009213		rs109146676		20		31,981,452		1,094		intron_variant		GHR								29

		BovineHD2000009210		rs108998059		20		31,986,574		5,123		intron_variant		GHR								29

		BovineHD2000009218		rs133867496		20		31,990,124		3,551		intron_variant		GHR								29

		BovineHD2000009226		rs132896414		20		32,025,240		35,117		intron_variant		GHR								29

		BovineHD2000009232		rs134172690		20		32,031,955		6,716		intron_variant		GHR								29

		ARS-BFGL-NGS-97963		rs109331238		20		32,053,510		21,556		intron_variant		GHR								29

		BovineHD2000009254		rs110362252		20		32,092,895		39,386		intergenic_variant										29

		BovineHD2000009271		rs135613010		20		32,159,836		66,942		intergenic_variant										29

		BovineHD2000009279		rs110120969		20		32,200,377		40,542		intergenic_variant										29

		BovineHD2000009282		rs109523228		20		32,208,795		8,419		intergenic_variant										29

		BovineHD2000009290		rs136017165		20		32,265,708		56,914		intergenic_variant										29

		BovineHD2000009293		rs134741591		20		32,273,406		7,699		intergenic_variant										29

		BovineHD2000009302		rs135714458		20		32,335,715		62,310		intergenic_variant										29

		BTA-50232-no-rs		rs109264348		20		32,338,522		2,808		intergenic_variant										29

		BovineHD2000009314		rs109464643		20		32,414,337		75,816		intergenic_variant										29

		BovineHD2000009316		rs135213818		20		32,429,732		15,396		intergenic_variant										29

		BovineHD2000009320		rs109867995		20		32,448,250		18,519		intergenic_variant										29

		BovineHD2000009327		rs109614768		20		32,488,122		39,873		intergenic_variant										29

		BovineHD2000009332		rs133060388		20		32,517,526		29,405		intergenic_variant										29

		BovineHD2000009335		rs109906024		20		32,573,339		55,814		intergenic_variant										29

		BovineHD2000009338		rs133970219		20		32,614,975		41,637		intron_variant		C20H5orf51								29

		BovineHD2000009340		rs110185217		20		32,616,657		1,683		intron_variant		C20H5orf51								29

		BovineHD2000009342		rs137399677		20		32,620,213		3,557		intron_variant		C20H5orf51								29

		BovineHD2000009369		rs109857634		20		32,756,893		136,681		intron_variant		OXCT1								29

		BovineHD2000009376		rs136294840		20		32,782,367		25,475		intron_variant		OXCT1								29

		BovineHD2000009380		rs110785393		20		32,808,057		25,691		intron_variant		OXCT1								29

		BovineHD2000009382		rs108991006		20		32,810,648		2,592		intron_variant		OXCT1								29

		BovineHD2000009384		rs110651338		20		32,817,945		7,298		intron_variant		OXCT1								29

		BovineHD2000009386		rs133826473		20		32,825,121		7,177		intron_variant		OXCT1								29

		BovineHD2000009389		rs109469532		20		32,836,424		11,304		intergenic_variant										29

		BovineHD2000009392		rs134933283		20		32,840,142		3,719		intergenic_variant										29

		BovineHD2000009394		rs110114421		20		32,842,545		2,404		intergenic_variant										29

		BovineHD2000009395		rs135240463		20		32,845,037		2,493		intergenic_variant										29

		BovineHD2000009397		rs110283379		20		32,849,415		4,379		intergenic_variant										29

		BovineHD2000009399		rs137764869		20		32,852,280		2,866		intergenic_variant										29

		BovineHD4100014649		rs41611761		20		32,857,815		5,536		intergenic_variant										29

		BovineHD2000009404		rs109430952		20		32,859,296		1,482		intergenic_variant										29

		BovineHD2000009410		rs109529236		20		32,866,191		6,896		intergenic_variant										29

		BovineHD2000009412		rs109212344		20		32,870,158		3,968		intergenic_variant										29

		BovineHD2000009416		rs110864508		20		32,876,274		6,117		intergenic_variant										29

		BovineHD2000009418		rs109609580		20		32,886,138		9,865		intergenic_variant										29

		BovineHD2000009422		rs110348802		20		32,891,204		5,067		intergenic_variant										29

		BovineHD2000009424		rs110939647		20		32,894,074		2,871		intergenic_variant										29

		BovineHD2000009429		rs110645454		20		32,917,495		23,422		intergenic_variant										29

		ARS-BFGL-NGS-18037		rs109621511		20		32,956,533		39,039		intergenic_variant										29

		BTB-01175381		rs42329877		20		32,994,167		37,635		intergenic_variant										29

		BovineHD2000009468		rs110346089		20		33,053,266		59,100		intron_variant		PLCXD3								29

		BovineHD2000009470		rs109610233		20		33,055,176		1,911		intron_variant		PLCXD3								29

		BovineHD2000009472		rs137817215		20		33,067,478		12,303		intron_variant		PLCXD3								29

		BovineHD2000009504		rs110536957		20		33,158,106		90,629		intron_variant		PLCXD3								29

		BovineHD2000009512		rs109411384		20		33,179,002		20,897		intron_variant		PLCXD3								29

		ARS-BFGL-BAC-27946		rs110963760		20		33,212,005		33,004		intron_variant		PLCXD3								29

		BovineHD2000009526		rs136549759		20		33,237,155		25,151		intergenic_variant										29

		BovineHD2100017667		rs135194388		21		59,302,243				intergenic_variant										30

		BovineHD2100017664		rs135603032		21		59,309,517		7,275		intergenic_variant										30

		BovineHD2100017658		rs109170314		21		59,331,288		21,772		intergenic_variant										30

		BovineHD2100017653		rs133415199		21		59,375,264		43,977		intergenic_variant										30

		BovineHD2100017342		rs132845322		21		59,448,397		73,134		intergenic_variant										30

		BovineHD2100017340		rs110750232		21		59,450,926		2,530		intergenic_variant										30

		BovineHD2100017671		rs110008580		21		59,472,411		21,486		intergenic_variant										30

		BovineHD2100017674		rs132929887		21		59,474,987		2,577		intergenic_variant										30

		BovineHD2100017676		rs109715956		21		59,478,510		3,524		intergenic_variant										30

		BovineHD2100017678		rs109983985		21		59,483,778		5,269		intergenic_variant										30

		BovineHD2100017681		rs110992709		21		59,487,583		3,806		intergenic_variant										30

		BovineHD2100017683		rs136455164		21		59,491,255		3,673		intergenic_variant										30

		BovineHD2100017685		rs111011868		21		59,494,200		2,946		intergenic_variant										30

		BovineHD4100015308		rs109114095		21		59,498,370		4,171		intergenic_variant										30

		BovineHD2100017688		rs137407915		21		59,499,849		1,480		intergenic_variant										30

		BovineHD2100017690		rs133978784		21		59,501,669		1,821		intergenic_variant										30

		BovineHD2100017696		rs133997392		21		59,515,746		14,078		intergenic_variant										30

		BovineHD2100017697		rs137600267		21		59,520,949		5,204		intergenic_variant										30

		BovineHD2100017699		rs110560531		21		59,527,664		6,716		intergenic_variant										30

		BovineHD2100017702		rs135083788		21		59,533,552		5,889		intergenic_variant										30

		BovineHD2100017705		rs109032971		21		59,537,795		4,244		intergenic_variant										30

		BovineHD2100017708		rs109694633		21		59,540,176		2,382		intergenic_variant										30

		ARS-BFGL-NGS-69497		rs110086529		21		59,541,766		1,591		intergenic_variant										30

		BovineHD2100017712		rs110301575		21		59,543,842		2,077		intergenic_variant										30

		BovineHD2100017714		rs134955310		21		59,547,632		3,791		intergenic_variant										30

		BovineHD2100017717		rs134557676		21		59,554,195		6,564		intergenic_variant										30

		BovineHD2100017720		rs134499853		21		59,557,017		2,823		intergenic_variant										30

		BovineHD2100017725		rs135898204		21		59,564,198		7,182		intergenic_variant										30

		BovineHD2100017731		rs134542729		21		59,591,227		27,030		intergenic_variant										30

		BovineHD2100017753		rs109794581		21		59,675,189		83,963		intergenic_variant										30

		BovineHD2100017758		rs110200824		21		59,687,863		12,675		intergenic_variant										30

		BovineHD2100017772		rs136277281		21		59,719,430		31,568		intergenic_variant										30

		BovineHD2100017777		rs136518731		21		59,736,169		16,740		intergenic_variant										30

		BovineHD2100017780		rs137808283		21		59,745,114		8,946		intergenic_variant										30

		BovineHD2100017782		rs134997314		21		59,749,847		4,734		intergenic_variant										30

		BovineHD2100017784		rs133661341		21		59,752,288		2,442		intergenic_variant										30

		BovineHD2100017786		rs109432078		21		59,753,361		1,074		intergenic_variant										30

		BovineHD2100017790		rs135679497		21		59,757,696		4,336		intergenic_variant										30

		BovineHD2100017793		rs110740160		21		59,762,735		5,040		intergenic_variant										30

		BovineHD2100017797		rs109056842		21		59,767,251		4,517		intergenic_variant										30

		BovineHD2100017800		rs109061083		21		59,769,438		2,188		intergenic_variant										30

		BovineHD2100017803		rs136097549		21		59,771,392		1,955		intergenic_variant										30

		BovineHD2100017806		rs135157458		21		59,774,880		3,489		intergenic_variant										30

		BovineHD2100017808		rs41585240		21		59,776,852		1,973		intergenic_variant										30

		BovineHD2100017811		rs110116905		21		59,780,883		4,032		intergenic_variant										30

		BovineHD2100017817		rs109633093		21		59,786,294		5,412		intergenic_variant										30

		BovineHD2100017823		rs109677363		21		59,797,823		11,530		intergenic_variant										30

		BovineHD2100017826		rs110112665		21		59,802,334		4,512		intergenic_variant										30

		BovineHD2100017830		rs110350461		21		59,807,638		5,305		intergenic_variant										30

		BovineHD2100017832		rs109822171		21		59,809,010		1,373		intergenic_variant										30

		BovineHD2100017835		rs110812613		21		59,812,855		3,846		intergenic_variant										30

		BovineHD2100017838		rs133528754		21		59,820,722		7,868		intergenic_variant										30

		BovineHD2100017841		rs109410685		21		59,824,615		3,894		intergenic_variant										30

		BovineHD2100017843		rs110584452		21		59,826,588		1,974		intergenic_variant										30

		BovineHD2100017857		rs110875395		21		59,874,840		48,253		intergenic_variant										30

		BovineHD2100017862		rs110329333		21		59,893,739		18,900		intergenic_variant										30

		BovineHD2100017866		rs135257188		21		59,897,161		3,423		intergenic_variant										30

		BovineHD2100017870		rs136223666		21		59,901,075		3,915		intergenic_variant										30

		BovineHD2100017876		rs135179891		21		59,907,521		6,447		intergenic_variant										30

		BovineHD2100017881		rs132986479		21		59,910,585		3,065		intergenic_variant										30

		BovineHD2100017883		rs136362541		21		59,921,682		11,098		intergenic_variant										30

		BovineHD2100017892		rs134694102		21		59,939,029		17,348		intergenic_variant										30

		BovineHD2100017895		rs133544202		21		59,941,425		2,397		intergenic_variant										30

		BovineHD2100017897		rs133005719		21		59,943,508		2,084		intergenic_variant										30

		BovineHD2100017903		rs135805330		21		59,950,580		7,073		intergenic_variant										30

		BovineHD2100017932		rs136250819		21		60,042,647		92,068		intergenic_variant										30

		BovineHD2100017935		rs110919854		21		60,051,929		9,283		intergenic_variant										30

		BovineHD2100017938		rs109616131		21		60,061,105		9,177		intron_variant		CLMN								30

		BovineHD2100017939		rs110111160		21		60,066,050		4,946		intron_variant		CLMN								30

		BovineHD2100017953		rs41645558		21		60,092,008		25,959		intron_variant		CLMN								30

		BovineHD2100017956		rs110919991		21		60,096,655		4,648		intron_variant		CLMN								30

		BovineHD2100017964		rs109546165		21		60,111,012		14,358		intron_variant		CLMN								30

		BovineHD2100017967		rs132955686		21		60,114,684		3,673		intron_variant		CLMN								30

		BovineHD2100017972		rs110561235		21		60,122,051		7,368		intron_variant		CLMN								30

		BovineHD2100017977		rs136339824		21		60,128,082		6,032		intron_variant		CLMN								30

		BovineHD2100017979		rs137229672		21		60,132,570		4,489		intron_variant		CLMN								30

		BovineHD2100017984		rs133538723		21		60,138,290		5,721		intron_variant		CLMN								30

		BovineHD2100017987		rs133943178		21		60,146,551		8,262		intron_variant		CLMN								30

		BovineHD2100017991		rs135795383		21		60,159,682		13,132		intron_variant		CLMN								30

		BovineHD2100017995		rs136282351		21		60,172,152		12,471		intron_variant		CLMN								30

		BovineHD2100017999		rs133166372		21		60,180,105		7,954		intergenic_variant										30

		BovineHD2100018001		rs136062167		21		60,185,121		5,017		intergenic_variant										30

		BovineHD2100018004		rs135754785		21		60,187,515		2,395		intergenic_variant										30

		BovineHD2100018013		rs109670932		21		60,212,023		24,509		intergenic_variant										30

		BovineHD2100018022		rs133220453		21		60,248,079		36,057		intergenic_variant										30

		BovineHD2100018027		rs110209653		21		60,262,829		14,751		intergenic_variant										30

		BovineHD2100018029		rs135006132		21		60,264,885		2,057		intergenic_variant										30

		BovineHD2100018032		rs135827168		21		60,268,368		3,484		intron_variant		SYNE3								30

		BovineHD2100018034		rs109487043		21		60,270,572		2,205		intron_variant		SYNE3								30

		BovineHD2100018037		rs134274185		21		60,275,307		4,736		intron_variant		SYNE3								30

		BovineHD2100018039		rs132657138		21		60,276,515		1,209		intron_variant		SYNE3								30

		BovineHD2100018043		rs134537301		21		60,279,834		3,320		intron_variant		SYNE3								30

		BovineHD2100018053		rs110575804		21		60,293,003		13,170		intron_variant		SYNE3								30

		BovineHD2100018058		rs110318902		21		60,296,500		3,498		intron_variant		SYNE3								30

		BovineHD2100018063		rs110473292		21		60,306,227		9,728		intron_variant		SYNE3								30

		BovineHD2100018066		rs109606473		21		60,310,236		4,010		intron_variant		SYNE3								30

		BovineHD2100018070		rs136076741		21		60,314,514		4,279		intron_variant		SYNE3								30

		BovineHD2100018076		rs110983376		21		60,330,658		16,145		intron_variant		SYNE3								30

		ARS-BFGL-NGS-69222		rs109280744		21		60,335,611		4,954		intron_variant		SYNE3								30

		BovineHD2100018079		rs109949177		21		60,342,733		7,123		intron_variant		SYNE3								30

		BovineHD2100018084		rs110790232		21		60,363,498		20,766		intron_variant		SYNE3								30

		BovineHD2100018086		rs109139259		21		60,365,146		1,649		intron_variant		SYNE3								30

		BovineHD2100018088		rs136033723		21		60,366,662		1,517		intron_variant		SYNE3								30

		BovineHD2100018090		rs109646524		21		60,369,620		2,959		intron_variant		SYNE3								30

		BovineHD2100018093		rs109542438		21		60,371,759		2,140		intron_variant		SYNE3								30

		BovineHD2100018096		rs110280086		21		60,373,966		2,208		intron_variant		SYNE3								30

		BovineHD2100018098		rs110968291		21		60,375,832		1,867		intron_variant		SYNE3								30

		BovineHD2100018101		rs110939607		21		60,382,305		6,474		intergenic_variant										30

		BovineHD2100018104		rs110426289		21		60,386,100		3,796		intergenic_variant										30

		BovineHD2100018107		rs133220087		21		60,396,951		10,852		intergenic_variant										30

		BovineHD2100018109		rs135623011		21		60,403,630		6,680		intron_variant		GLRX5								30

		BovineHD2100018111		rs134694373		21		60,404,580		951		intron_variant		GLRX5								30

		BovineHD2100018113		rs133962923		21		60,407,049		2,470		intron_variant		GLRX5								30

		BovineHD2100018115		rs136404079		21		60,409,119		2,071		intron_variant		GLRX5								30

		BovineHD4100015312		rs41645613		21		60,418,714		9,596		intergenic_variant										30

		BovineHD2100018120		rs135803603		21		60,434,080		15,367		intergenic_variant										30

		BovineHD2100018122		rs136904505		21		60,440,325		6,246		intergenic_variant										30

		BovineHD2100018124		rs109899627		21		60,442,319		1,995		intergenic_variant										30

		Hapmap31098-BTA-136127		rs109479519		21		60,444,453		2,135		intergenic_variant										30

		BovineHD2100018127		rs132668974		21		60,447,093		2,641		intergenic_variant										30

		BovineHD4100015313		rs41585259		21		60,448,682		1,590		intergenic_variant										30

		BovineHD4100015314		rs41645590		21		60,452,911		4,230		intergenic_variant										30

		BovineHD2100018131		rs137227509		21		60,457,551		4,641		intergenic_variant										30

		BovineHD2100018134		rs136769785		21		60,461,823		4,273		intergenic_variant										30

		BovineHD2100018136		rs110325213		21		60,464,096		2,274		intergenic_variant										30

		BovineHD2100018139		rs109393494		21		60,466,731		2,636		intergenic_variant										30

		Hapmap58004-rs29023371		rs29023371		21		60,485,342		18,612		intergenic_variant										30

		BovineHD4100015316		rs41585262		21		60,490,330		4,989		intergenic_variant										30

		BovineHD2100018148		rs110596159		21		60,495,102		4,773		intergenic_variant										30

		BovineHD2100018150		rs137661847		21		60,504,216		9,115		intergenic_variant										30

		BovineHD2100018151		rs133187919		21		60,506,980		2,765		intergenic_variant										30

		BovineHD2100018153		rs136336675		21		60,511,234		4,255		intergenic_variant										30

		BovineHD2100018155		rs134997158		21		60,517,359		6,126		intron_variant		TCL1B								30

		BovineHD2100018157		rs108980328		21		60,521,686		4,328		intergenic_variant										30

		BovineHD2100018160		rs109727285		21		60,532,566		10,881		intergenic_variant										30

		BovineHD2100018166		rs137078895		21		60,565,906		33,341		intergenic_variant										30

		BovineHD2100018168		rs133153290		21		60,570,504		4,599		intergenic_variant										30

		BovineHD2100018178		rs110800283		21		60,633,377		62,874		intergenic_variant										30

		ARS-BFGL-BAC-34585		rs110659835		21		60,659,885		26,509		intergenic_variant										30

		BovineHD2100018187		rs134702710		21		60,671,655		11,771		intergenic_variant										30

		BovineHD2100018189		rs132644138		21		60,675,991		4,337		intergenic_variant										30

		BovineHD2100018191		rs109193804		21		60,679,292		3,302		intergenic_variant										30

		BovineHD2100018193		rs134076202		21		60,682,505		3,214		intergenic_variant										30

		BovineHD2100018195		rs133226661		21		60,687,951		5,447		intergenic_variant										30

		BovineHD2100018197		rs135622549		21		60,695,939		7,989		intergenic_variant										30

		BovineHD2100021411		rs134946745		21		60,707,130		11,192		intergenic_variant										30

		BovineHD2100018202		rs134842279		21		60,712,326		5,197		intergenic_variant										30

		BovineHD2100018204		rs133940315		21		60,715,853		3,528		intergenic_variant										30

		BovineHD2100018206		rs133180437		21		60,721,499		5,647		intergenic_variant										30

		BovineHD2100018211		rs110344093		21		60,738,808		17,310		intergenic_variant										30

		BovineHD2100018215		rs110650333		21		60,745,388		6,581		intergenic_variant										30

		BovineHD2100018217		rs110617398		21		60,747,991		2,604		intergenic_variant										30

		BovineHD2100018223		rs109506307		21		60,760,946		12,956		intergenic_variant										30

		BovineHD2100018225		rs110160237		21		60,762,576		1,631		intergenic_variant										30

		BovineHD2100018227		rs137702092		21		60,764,858		2,283		intergenic_variant										30

		BovineHD2100018229		rs135166776		21		60,766,394		1,537		intergenic_variant										30

		BovineHD2100018231		rs134085444		21		60,767,607		1,214		intergenic_variant										30

		BovineHD2100018234		rs137130533		21		60,769,702		2,096		intergenic_variant										30

		BovineHD2100018236		rs136712103		21		60,773,422		3,721		intergenic_variant										30

		BovineHD2100018239		rs133724055		21		60,782,642		9,221		intergenic_variant										30

		BovineHD2100018248		rs133801611		21		60,802,332		19,691		intergenic_variant										30

		BovineHD2100018254		rs109463222		21		60,809,324		6,993		intergenic_variant										30

		BovineHD2100018259		rs110229981		21		60,819,501		10,178		intergenic_variant										30

		BovineHD2100018275		rs110701184		21		60,878,620		59,120		intergenic_variant										30

		BovineHD2100018280		rs110597856		21		60,883,664		5,045		intergenic_variant										30

		BovineHD2100018284		rs134678126		21		60,887,760		4,097		intergenic_variant										30

		BovineHD2100018296		rs133180501		21		60,907,932		20,173		intron_variant		C21H14orf132								30

		BovineHD2100018297		rs136908055		21		60,911,192		3,261		intron_variant		C21H14orf132								30

		BovineHD2100018300		rs136603829		21		60,913,413		2,222		intron_variant		C21H14orf132								30

		BovineHD2100018303		rs132638260		21		60,916,142		2,730		intron_variant		C21H14orf132								30

		BovineHD2100018313		rs136764390		21		60,933,139		16,998		intron_variant		C21H14orf132								30

		BovineHD2100018316		rs133320911		21		60,937,123		3,985		intron_variant		C21H14orf132								30

		ARS-BFGL-NGS-15298		rs109249369		21		60,968,178		31,056		intergenic_variant										30

		BovineHD2100018323		rs136914782		21		60,975,162		6,985		intergenic_variant										30

		BovineHD2100018325		rs133030393		21		60,978,575		3,414		intergenic_variant										30

		BovineHD2100018326		rs109801905		21		60,980,611		2,037		intergenic_variant										30

		BovineHD2100018329		rs109332422		21		60,986,781		6,171		intergenic_variant										30

		BovineHD2100018331		rs137655770		21		60,991,072		4,292		intergenic_variant										30

		BovineHD2100018333		rs137117437		21		60,993,863		2,792		intergenic_variant										30

		BovineHD2100018334		rs110486843		21		60,995,826		1,964		intergenic_variant										30

		BovineHD2100018356		rs110922297		21		61,038,620		42,795		intergenic_variant										30

		BovineHD2100018358		rs137272700		21		61,044,951		6,332		intergenic_variant										30

		BovineHD2100018360		rs109207967		21		61,050,851		5,901		intergenic_variant										30

		BovineHD2100018367		rs137432864		21		61,057,403		6,553		intergenic_variant										30

		BovineHD2100018370		rs110344540		21		61,062,108		4,706		intergenic_variant										30

		BovineHD2100018376		rs136697697		21		61,070,655		8,548		intergenic_variant										30

		BovineHD2100018378		rs108985752		21		61,073,794		3,140		intergenic_variant										30

		BovineHD2100018380		rs109355169		21		61,076,066		2,273		intergenic_variant										30

		BovineHD2100018386		rs110846839		21		61,084,567		8,502		intron_variant		BDKRB2								30

		BovineHD2100018389		rs111024983		21		61,086,175		1,609		intron_variant		BDKRB2								30

		BovineHD2100018391		rs133923737		21		61,088,073		1,899		intron_variant		BDKRB2								30

		ARS-BFGL-NGS-115598		rs110842067		21		61,089,459		1,387		intron_variant		BDKRB2								30

		BovineHD2100018401		rs135578584		21		61,128,857		39,399		intron_variant		BDKRB2								30

		BovineHD2100018405		rs137545390		21		61,138,772		9,916		intron_variant		BDKRB2								30

		BovineHD2100018407		rs137281936		21		61,141,919		3,148		intron_variant		BDKRB2								30

		BovineHD2100018409		rs110741703		21		61,156,001		14,083		intergenic_variant										30

		BovineHD2100018431		rs136397020		21		61,233,772		77,772		intron_variant		ATG2B								30

		BovineHD2100018436		rs109004237		21		61,253,118		19,347		intron_variant		GSKIP								30

		BovineHD2100018439		rs109564988		21		61,257,257		4,140		intron_variant		GSKIP								30

		ARS-BFGL-BAC-6368		rs109761326		21		61,332,759		75,503		intron_variant		AK7								30

		Hapmap40048-BTA-119906		rs41619857		21		61,392,623		59,865		intron_variant		PAPOLA								30

		BovineHD2100018490		rs133156742		21		61,430,834		38,212		intergenic_variant										30

		BovineHD2100018497		rs137494726		21		61,451,971		21,138		intergenic_variant										30

		BovineHD2100018505		rs109279276		21		61,485,869		33,899		intergenic_variant										30

		BovineHD2100018508		rs109658274		21		61,500,414		14,546		intergenic_variant										30

		BovineHD2100018510		rs134140399		21		61,512,399		11,986		intergenic_variant										30

		ARS-BFGL-NGS-44115		rs109731183		21		61,556,185		43,787		intergenic_variant										30

		BovineHD2100018531		rs137851576		21		61,590,254		34,070		intergenic_variant										30

		BovineHD2100018537		rs135259909		21		61,611,715		21,462		intergenic_variant										30

		BovineHD2100018542		rs136698282		21		61,630,777		19,063		intergenic_variant										30

		BovineHD2100018546		rs134678535		21		61,640,498		9,722		intergenic_variant										30

		BovineHD2100018549		rs133323906		21		61,651,180		10,683		intron_variant		VRK1								30

		BovineHD2100018551		rs135774291		21		61,656,594		5,415		intron_variant		VRK1								30

		BovineHD2100018553		rs134828392		21		61,665,276		8,683		intron_variant		VRK1								30

		BovineHD2100018555		rs133637248		21		61,671,485		6,210		intron_variant		VRK1								30

		BovineHD2100018568		rs134399165		21		61,727,128		55,644		intergenic_variant										30

		BovineHD2100018570		rs133264807		21		61,731,704		4,577		intergenic_variant										30

		BovineHD2100018573		rs133132206		21		61,736,655		4,952		intergenic_variant										30

		BovineHD2100018575		rs136006580		21		61,738,348		1,694		intergenic_variant										30

		BovineHD2100018578		rs137697554		21		61,746,140		7,793		intergenic_variant										30

		BovineHD2100018580		rs41657092		21		61,748,762		2,623		intergenic_variant										30

		BovineHD2100018586		rs109086478		21		61,762,223		13,462		intergenic_variant										30

		Hapmap47724-BTA-75446		rs41595048		21		61,792,038		29,816		intergenic_variant										30

		BovineHD2100018592		rs109410131		21		61,804,326		12,289		intergenic_variant										30

		BovineHD2100018594		rs109667907		21		61,808,413		4,088		intergenic_variant										30

		BovineHD2100018600		rs110557686		21		61,829,445		21,033		intergenic_variant										30

		BovineHD2100018605		rs133787222		21		61,850,323		20,879		intergenic_variant										30

		BovineHD2100018609		rs109107572		21		61,871,422		21,100		intergenic_variant										30

		BovineHD2100018610		rs132800254		21		61,875,386		3,965		intergenic_variant										30

		BovineHD2100018612		rs110281219		21		61,879,496		4,111		intergenic_variant										30

		BovineHD2100018616		rs109405547		21		61,893,233		13,738		intergenic_variant										30

		BovineHD2100018617		rs133513543		21		61,894,088		856		intergenic_variant										30

		BovineHD2100018619		rs109696852		21		61,897,361		3,274		intergenic_variant										30

		BovineHD2100018622		rs110198951		21		61,902,386		5,026		intergenic_variant										30

		BovineHD2100018624		rs134635941		21		61,906,394		4,009		intergenic_variant										30

		BovineHD2100018626		rs133792480		21		61,910,486		4,093		intergenic_variant										30

		BovineHD2100018628		rs109583276		21		61,912,789		2,304		intergenic_variant										30

		BovineHD2100018630		rs109981627		21		61,916,509		3,721		intergenic_variant										30

		BovineHD2100018631		rs110496404		21		61,923,846		7,338		intergenic_variant										30

		BovineHD2100018636		rs109075055		21		61,930,949		7,104		intergenic_variant										30

		BovineHD2100018640		rs110020568		21		61,935,645		4,697		intergenic_variant										30

		ARS-BFGL-NGS-99716		rs110873008		21		61,938,330		2,686		intergenic_variant										30

		BovineHD2100018644		rs110966155		21		61,943,803		5,474		intergenic_variant										30

		BovineHD2100018646		rs109443302		21		61,950,353		6,551		intergenic_variant										30

		BovineHD2100018650		rs109420560		21		61,953,829		3,477		intergenic_variant										30

		BovineHD2100018652		rs110395366		21		61,959,900		6,072		intergenic_variant										30

		BovineHD2100018660		rs108951794		21		61,967,477		7,578		intergenic_variant										30

		BovineHD2100018664		rs110779960		21		61,979,067		11,591		intergenic_variant										30

		BovineHD2100018669		rs135980864		21		61,990,250		11,184		intergenic_variant										30

		BovineHD2100018671		rs135915062		21		61,994,234		3,985		intergenic_variant										30

		BovineHD2100018673		rs110471935		21		61,999,419		5,186		intergenic_variant										30

		BovineHD2100018675		rs109154059		21		62,008,418		9,000		intergenic_variant										30

		BovineHD2100018676		rs134228532		21		62,012,666		4,249		intergenic_variant										30

		BovineHD2100018679		rs137114312		21		62,022,091		9,426		intergenic_variant										30

		BovineHD2100018682		rs110691587		21		62,025,836		3,746		intergenic_variant										30

		BovineHD2100018684		rs136760921		21		62,029,861		4,026		intergenic_variant										30

		ARS-BFGL-NGS-110315		rs110412099		21		62,035,242		5,382		intergenic_variant										30

		BovineHD2100018691		rs135927872		21		62,044,515		9,274		intergenic_variant										30

		BovineHD2100018700		rs135704431		21		62,061,165		16,651		intergenic_variant										30

		ARS-BFGL-NGS-107424		rs111020323		21		62,084,333		23,169		intergenic_variant										30

		BovineHD2100018710		rs109768101		21		62,093,599		9,267		intergenic_variant										30

		BovineHD2100018713		rs133801770		21		62,103,816		10,218		intergenic_variant										30

		ARS-BFGL-NGS-63007		rs110125698		21		62,110,646		6,831		intergenic_variant										30

		BovineHD2100018718		rs136698700		21		62,117,253		6,608		intergenic_variant										30

		BovineHD2100018725		rs133306310		21		62,131,101		13,849		intergenic_variant										30

		BovineHD2100018727		rs135796261		21		62,137,063		5,963		intergenic_variant										30

		BovineHD2100018730		rs110328934		21		62,141,688		4,626		intergenic_variant										30

		BovineHD2100018733		rs133727404		21		62,156,105		14,418		intergenic_variant										30

		BovineHD2100018738		rs132797539		21		62,166,432		10,328		intergenic_variant										30

		BovineHD2100018750		rs110178861		21		62,188,347		21,916		intergenic_variant										30

		ARS-BFGL-NGS-53487		rs110243485		21		62,224,560		36,214		intergenic_variant										30

		BovineHD2100018760		rs137697071		21		62,228,596		4,037		intergenic_variant										30

		BovineHD2100018762		rs109048825		21		62,233,496		4,901		intergenic_variant										30

		BovineHD2100018764		rs109033177		21		62,240,499		7,004		intergenic_variant										30

		BovineHD2100018769		rs137118131		21		62,259,809		19,311		intergenic_variant										30

		BovineHD2100018776		rs110656306		21		62,286,322		26,514		intergenic_variant										30

		BovineHD2100018795		rs136584838		21		62,329,685		43,364		intergenic_variant										30

		BovineHD2100018796		rs134181668		21		62,332,433		2,749		intergenic_variant										30

		BovineHD2100018800		rs136060820		21		62,344,274		11,842		intergenic_variant										30

		BovineHD2100018802		rs135308503		21		62,346,092		1,819		intergenic_variant										30

		BovineHD2100018804		rs110804962		21		62,350,567		4,476		intergenic_variant										30

		BovineHD2100018806		rs110643603		21		62,354,096		3,530		intergenic_variant										30

		BovineHD2100018807		rs133803345		21		62,356,299		2,204		intergenic_variant										30

		BovineHD2100018810		rs132734214		21		62,359,707		3,409		intergenic_variant										30

		BovineHD2100018811		rs109929238		21		62,361,991		2,285		intergenic_variant										30

		BovineHD2100018814		rs133111364		21		62,365,203		3,213		intergenic_variant										30

		BovineHD2100018816		rs135521324		21		62,367,268		2,066		intergenic_variant										30

		BovineHD2100018818		rs110066385		21		62,373,872		6,605		intergenic_variant										30

		BovineHD2100018822		rs137581730		21		62,390,233		16,362		intergenic_variant										30

		BovineHD2100018825		rs135978877		21		62,398,701		8,469		intergenic_variant										30

		BovineHD2100018829		rs133600344		21		62,418,522		19,822		intergenic_variant										30

		BovineHD2100018831		rs137746592		21		62,423,078		4,557		intergenic_variant										30

		BovineHD2100018834		rs137491012		21		62,428,290		5,213		intergenic_variant										30

		BovineHD2100018836		rs134627064		21		62,434,410		6,121		intergenic_variant										30

		BovineHD2100018839		rs132957174		21		62,441,361		6,952		intergenic_variant										30

		BovineHD2100018842		rs136759589		21		62,452,234		10,874		intergenic_variant										30

		BovineHD2100018844		rs137686548		21		62,456,620		4,387		intergenic_variant										30

		BovineHD2100018847		rs110849108		21		62,463,787		7,168		intergenic_variant										30

		BovineHD2100018851		rs135972048		21		62,477,785		13,999		intergenic_variant										30

		BovineHD2100018854		rs137832334		21		62,496,018		18,234		intergenic_variant										30

		BovineHD2100018856		rs135566530		21		62,499,018		3,001		intergenic_variant										30

		BovineHD2100018859		rs110136335		21		62,514,915		15,898		intergenic_variant										30

		BovineHD2100018861		rs109667517		21		62,516,737		1,823		intergenic_variant										30

		BovineHD2100018863		rs109094842		21		62,518,581		1,845		intergenic_variant										30

		BovineHD2100018865		rs109987322		21		62,520,774		2,194		intergenic_variant										30

		BovineHD2100018870		rs133193822		21		62,526,381		5,608		intergenic_variant										30

		BovineHD2100018874		rs135381450		21		62,532,101		5,721		intergenic_variant										30

		BovineHD2100018876		rs136953031		21		62,537,180		5,080		intergenic_variant										30

		BovineHD2100018879		rs110980174		21		62,542,351		5,172		intergenic_variant										30

		BovineHD2100018884		rs109359386		21		62,584,158		41,808		intergenic_variant										30

		BovineHD2100018886		rs110808202		21		62,585,858		1,701		intergenic_variant										30

		BovineHD2100018888		rs110039135		21		62,588,350		2,493		intergenic_variant										30

		BovineHD2100018890		rs109015952		21		62,590,821		2,472		intergenic_variant										30

		BovineHD2100018891		rs135339250		21		62,593,779		2,959		intergenic_variant										30

		BovineHD2100018893		rs109377393		21		62,599,535		5,757		intergenic_variant										30

		BovineHD2100018895		rs110855070		21		62,601,939		2,405		intergenic_variant										30

		BovineHD2100018897		rs109119056		21		62,604,354		2,416		intergenic_variant										30

		BovineHD2100018899		rs133728660		21		62,606,571		2,218		intergenic_variant										30

		BovineHD2100018908		rs109091762		21		62,654,108		47,538		intergenic_variant										30

		BovineHD2100018911		rs109649223		21		62,667,737		13,630		intergenic_variant										30

		BovineHD2100018912		rs109169371		21		62,669,530		1,794		intergenic_variant										30

		BovineHD2100018914		rs134777257		21		62,671,665		2,136		intergenic_variant										30

		BovineHD2100018916		rs133598371		21		62,674,785		3,121		intergenic_variant										30

		BovineHD2100018918		rs136064404		21		62,682,914		8,130		intergenic_variant										30

		BovineHD2100018920		rs135427431		21		62,685,178		2,265		intergenic_variant										30

		BovineHD2100018922		rs109225958		21		62,695,068		9,891		intergenic_variant										30

		BovineHD2100018924		rs132952946		21		62,701,226		6,159		intergenic_variant										30

		BovineHD2100018926		rs110789450		21		62,706,914		5,689		intergenic_variant										30

		BovineHD2100018928		rs109511829		21		62,711,524		4,611		intergenic_variant										30

		BovineHD2100018930		rs110740708		21		62,713,087		1,564		intergenic_variant										30

		BovineHD2100018932		rs135827086		21		62,719,824		6,738		intergenic_variant										30

		BovineHD2100018934		rs134815738		21		62,729,025		9,202		intergenic_variant										30

		BovineHD2100018937		rs137467567		21		62,733,070		4,046		intergenic_variant										30

		BovineHD2100018941		rs109388689		21		62,736,439		3,370		intergenic_variant										30

		BovineHD2100018946		rs109290173		21		62,748,292		11,854		intergenic_variant										30

		BovineHD2100018958		rs136418190		21		62,760,761		12,470		intergenic_variant										30

		BovineHD2100018962		rs137007062		21		62,764,573		3,813		intergenic_variant										30

		BovineHD2100018964		rs132786387		21		62,766,792		2,220		intergenic_variant										30

		BovineHD2100018967		rs132707860		21		62,771,698		4,907		intergenic_variant										30

		BovineHD2100018970		rs133407161		21		62,776,160		4,463		intergenic_variant										30

		BovineHD2100018972		rs136081249		21		62,793,135		16,976		intergenic_variant										30

		BovineHD2100018974		rs135333537		21		62,798,644		5,510		intergenic_variant										30

		BovineHD2100018989		rs136596586		21		62,874,887		76,244		intergenic_variant										30

		BovineHD2100019010		rs135873290		21		62,942,584		67,698		intergenic_variant										30

		BovineHD2400012081		rs42309861		24		43,293,164				missense_variant		CEP192		gAt/gCt						31

		BovineHD2400012086		rs110040080		24		43,312,620		19,457		intron_variant		LDLRAD4								31

		BovineHD2400012090		rs136771028		24		43,323,379		10,760		intron_variant		LDLRAD4								31

		BovineHD2400012096		rs133494725		24		43,347,382		24,004		intron_variant		LDLRAD4								31

		BovineHD2400012099		rs136402805		24		43,354,302		6,921		intron_variant		LDLRAD4								31

		BovineHD2400012102		rs110429060		24		43,366,984		12,683		intron_variant		LDLRAD4								31

		BovineHD4100016656		rs41646685		24		43,399,336		32,353		intron_variant		LDLRAD4								31

		BovineHD2400012116		rs109994606		24		43,430,219		30,884		intron_variant		LDLRAD4								31

		BovineHD2400012118		rs133550236		24		43,436,188		5,970		intron_variant		LDLRAD4								31

		BovineHD2400012129		rs110504157		24		43,477,538		41,351		missense_variant		LDLRAD4								31

		BovineHD2400012132		rs110020417		24		43,486,844		9,307		intron_variant		FAM210A		aAc/aGc						31

		BovineHD2400012136		rs134808678		24		43,505,827		18,984		intron_variant		RNMT								31

		BovineHD2400012140		rs109387365		24		43,524,424		18,598		intron_variant		RNMT								31

		BovineHD2400012146		rs136968674		24		43,548,799		24,376		intergenic_variant										31

		BovineHD2400012149		rs133866606		24		43,567,082		18,284		intergenic_variant										31

		BovineHD2400012154		rs137531830		24		43,583,609		16,528		intron_variant		MC2R								31

		BovineHD2400012165		rs133196754		24		43,631,065		47,457		intergenic_variant										31

		BovineHD2400012168		rs110717135		24		43,633,995		2,931		intergenic_variant										31

		BovineHD2400012170		rs110663178		24		43,636,172		2,178		intergenic_variant										31

		BovineHD2400012175		rs109832000		24		43,653,762		17,591		intergenic_variant										31

		BovineHD2400012179		rs134090066		24		43,675,875		22,114		intergenic_variant										31

		BovineHD2400012184		rs133226308		24		43,714,528		38,654		intergenic_variant										31

		BovineHD2400012192		rs110626217		24		43,786,580		72,053		intergenic_variant										31

		BovineHD2400012197		rs109732488		24		43,814,735		28,156		intergenic_variant										31

		BovineHD2400012199		rs109438903		24		43,824,044		9,310		intergenic_variant										31

		BovineHD2400012203		rs133012355		24		43,846,638		22,595		intergenic_variant										31

		BovineHD2400012213		rs110255532		24		43,924,798		78,161		intergenic_variant										31

		BovineHD2400012227		rs109344210		24		44,062,571		137,774		intergenic_variant										31

		BovineHD2400012230		rs134499906		24		44,068,866		6,296		intergenic_variant										31

		BovineHD4100016657		rs41624998		24		44,081,969		13,104		intergenic_variant										31

		BovineHD2400012236		rs110436927		24		44,110,849		28,881		intergenic_variant										31

		BovineHD2400012238		rs110181633		24		44,123,071		12,223		intergenic_variant										31

		BovineHD4100016659		rs41662839		24		44,154,358		31,288		intergenic_variant										31

		ARS-BFGL-NGS-67897		rs110229858		24		44,173,880		19,523		intergenic_variant										31

		BovineHD2400012252		rs134931467		24		44,175,436		1,557		intergenic_variant										31

		BovineHD2400012254		rs134184423		24		44,189,731		14,296		intergenic_variant										31

		BovineHD2400012256		rs109208321		24		44,192,409		2,679		intergenic_variant										31

		BovineHD2400012258		rs109803672		24		44,195,277		2,869		intergenic_variant										31

		BovineHD2400012260		rs134821938		24		44,205,321		10,045		intergenic_variant										31

		BovineHD2400012262		rs136730789		24		44,210,505		5,185		intergenic_variant										31

		BovineHD2400012269		rs137467372		24		44,249,526		39,022		intergenic_variant										31

		ARS-BFGL-NGS-117885		rs109160584		24		44,274,218		24,693		intergenic_variant										31

		BovineHD2400012274		rs109891602		24		44,280,470		6,253		intron_variant		SETBP1								31

		BovineHD2400012281		rs109537957		24		44,298,375		17,906		intron_variant		SETBP1								31

		BovineHD2400012291		rs133807826		24		44,347,484		49,110		intron_variant		SETBP1								31

		BovineHD2400012293		rs133003832		24		44,352,491		5,008		intron_variant		SETBP1								31

		BovineHD2400012296		rs136638055		24		44,356,459		3,969		intron_variant		SETBP1								31

		BovineHD2400012300		rs133270855		24		44,370,346		13,888		intron_variant		SETBP1								31

		ARS-BFGL-NGS-32328		rs109890815		24		44,375,642		5,297		intron_variant		SETBP1								31

		BovineHD2400012306		rs109955874		24		44,398,950		23,309		intron_variant		SETBP1								31

		BovineHD2400012309		rs136124124		24		44,405,309		6,360		intron_variant		SETBP1								31

		BovineHD2400012314		rs133913267		24		44,419,673		14,365		intron_variant		SETBP1								31

		BovineHD2400012321		rs136194146		24		44,443,437		23,765		intron_variant		SETBP1								31

		BovineHD2400012327		rs109113342		24		44,468,335		24,899		intron_variant		SETBP1								31

		BovineHD2400012335		rs133682521		24		44,501,286		32,952		intron_variant		SETBP1								31

		BovineHD2100017636		rs133780132		27		187,811				intergenic_variant										32

		BovineHD2100017624		rs110101375		27		218,023		30,213		intergenic_variant										32

		BovineHD2100017622		rs110145949		27		226,336		8,314		intergenic_variant										32

		BovineHD2100017620		rs43466376		27		233,037		6,702		intergenic_variant										32

		BovineHD2100017616		rs43466387		27		247,014		13,978		intergenic_variant										32

		BovineHD2100017613		rs42776594		27		257,337		10,324		intergenic_variant										32

		BovineHD2100017611		rs42776589		27		263,075		5,739		intergenic_variant										32

		BovineHD2100017605		rs136110699		27		307,444		44,370		intergenic_variant										32

		ARS-BFGL-NGS-103468		rs110042620		27		435,224		127,781		intergenic_variant										32

		BovineHD2100017585		rs136136265		27		453,166		17,943		intergenic_variant										32

		BovineHD2100017577		rs110912343		27		479,080		25,915		intergenic_variant										32

		BovineHD2100017571		rs42544474		27		493,992		14,913		intergenic_variant										32

		BovineHD2100017569		rs42544479		27		501,129		7,138		intron_variant		ERICH1								32

		BovineHD2100017566		rs42544485		27		510,935		9,807		intron_variant		ERICH1								32

		BovineHD2100017560		rs42544501		27		534,043		23,109		intergenic_variant										32

		BovineHD2100017551		rs42545052		27		565,429		31,387		intergenic_variant										32

		BovineHD2100017547		rs136467351		27		574,851		9,423		intergenic_variant										32

		BovineHD2100017546		rs135066408		27		576,973		2,123		intergenic_variant										32

		BovineHD2700001120		rs135192791		27		4,452,647		3,875,675		intergenic_variant								39		33

		BovineHD2700001126		rs110976637		27		4,468,341		15,695		intergenic_variant								39		33

		BovineHD2700001130		rs110468294		27		4,480,960		12,620		intergenic_variant								39		33

		BovineHD2700001144		rs110963874		27		4,533,124		52,165		intergenic_variant								39		33

		BovineHD2700001145		rs109830738		27		4,535,609		2,486		intergenic_variant								39		33

		ARS-BFGL-NGS-59091		rs110721106		27		4,578,301		42,693		intergenic_variant								39		33

		BovineHD2700001157		rs137278360		27		4,583,862		5,562		intergenic_variant								39		33

		BovineHD2700001179		rs137336021		27		4,617,405		33,544		intergenic_variant								39		33

		BovineHD2700001183		rs136410984		27		4,624,491		7,087		intergenic_variant								39		33

		Hapmap49899-BTA-18490		rs41575945		27		4,628,342		3,852		intergenic_variant								39		33

		BovineHD2700001186		rs110865453		27		4,630,264		1,923		intergenic_variant								39		33

		BovineHD2700001188		rs110879664		27		4,635,495		5,232		intergenic_variant								39		33

		BovineHD2700001191		rs135474253		27		4,642,715		7,221		intergenic_variant								39		33

		BovineHD2700001204		rs136992758		27		4,689,226		46,512		intergenic_variant								39		33

		BovineHD2700001207		rs133957618		27		4,701,479		12,254		intergenic_variant								39		33

		BovineHD2700001219		rs136752551		27		4,736,522		35,044		intergenic_variant								39		33

		BovineHD2700001241		rs109640544		27		4,781,731		45,210		intergenic_variant								39		33

		BovineHD2700001250		rs133159096		27		4,795,466		13,736		intergenic_variant								39		33

		BovineHD2700001253		rs136575350		27		4,798,038		2,573		intergenic_variant								39		33

		BovineHD2700001260		rs110230208		27		4,823,690		25,653		intergenic_variant								39		33

		BovineHD2700001265		rs134195284		27		4,840,821		17,132		intergenic_variant								39		33

		BovineHD2700001269		rs109108310		27		4,848,136		7,316		intergenic_variant								39		33

		BovineHD2700001274		rs110854181		27		4,861,349		13,214		intergenic_variant								39		33

		BovineHD2700001278		rs110851220		27		4,869,364		8,016		intergenic_variant								39		33

		BovineHD2700001284		rs111008518		27		4,901,095		31,732		intergenic_variant								39		33

		BovineHD2700001288		rs110817136		27		4,908,398		7,304		intergenic_variant								39		33

		BovineHD2700001291		rs110871286		27		4,914,302		5,905		intergenic_variant								39		33

		BovineHD2700001300		rs110915880		27		4,941,354		27,053		intergenic_variant								39		33

		BovineHD2700001304		rs109338247		27		4,952,821		11,468		intergenic_variant								39		33

		BovineHD2700001307		rs110056968		27		4,964,789		11,969		intergenic_variant								39		33

		BovineHD2700001310		rs109849003		27		4,972,957		8,169		intergenic_variant								39		33

		ARS-BFGL-NGS-115240		rs110380926		27		4,984,644		11,688		intergenic_variant								39		33

		BovineHD2700001316		rs110471205		27		4,989,468		4,825		intergenic_variant								39		33

		BovineHD2700001318		rs110113607		27		4,993,495		4,028		intergenic_variant								39		33

		BovineHD2700001321		rs136169706		27		5,006,508		13,014		intergenic_variant								39		33

		BovineHD2700001330		rs135770337		27		5,037,086		30,579		intergenic_variant								39		33

		BovineHD2700001334		rs137747637		27		5,054,591		17,506		intergenic_variant								39		33

		BovineHD2700001340		rs109728024		27		5,082,010		27,420		intergenic_variant								39		33

		BovineHD2700001342		rs135725626		27		5,093,023		11,014		intergenic_variant								39		33

		BovineHD2700001344		rs110780492		27		5,095,422		2,400		intergenic_variant								39		33

		BovineHD2700001348		rs135416383		27		5,106,935		11,514		intergenic_variant								39		33

		BovineHD2700000892		rs135969266		27		3,856,104		-1,250,830		intron_variant		CSMD1								33

		BovineHD2700000894		rs134481341		27		3,859,648		3,545		intron_variant		CSMD1								33

		BovineHD2700000896		rs110011179		27		3,864,148		4,501		intron_variant		CSMD1								33

		BovineHD2700000899		rs110744734		27		3,871,293		7,146		intron_variant		CSMD1								33

		BovineHD2700000901		rs132909037		27		3,874,160		2,868		intron_variant		CSMD1								33

		BovineHD2700000903		rs135125535		27		3,877,169		3,010		intron_variant		CSMD1								33

		ARS-BFGL-NGS-35140		rs109946086		27		3,881,370		4,202		intron_variant		CSMD1								33

		BovineHD2700000908		rs134034814		27		3,888,022		6,653		intron_variant		CSMD1								33

		BovineHD2700000910		rs109896626		27		3,896,721		8,700		intron_variant		CSMD1								33

		BovineHD2700000912		rs136137101		27		3,905,604		8,884		intron_variant		CSMD1								33

		BovineHD2700000914		rs109349753		27		3,912,152		6,549		intron_variant		CSMD1								33

		BovineHD2700000916		rs133950185		27		3,921,108		8,957		intron_variant		CSMD1								33

		BovineHD2700000917		rs109267269		27		3,928,191		7,084		intron_variant		CSMD1								33

		BovineHD2700000924		rs109451051		27		3,938,465		10,275		intron_variant		CSMD1								33

		BovineHD2700000933		rs109346134		27		3,951,097		12,633		intron_variant		CSMD1								33

		BovineHD2700000939		rs110855918		27		3,964,990		13,894		intron_variant		CSMD1								33

		BovineHD2700000947		rs133973589		27		3,972,911		7,922		intron_variant		CSMD1								33

		BovineHD4100018139		rs110381464		27		3,976,616		3,706		intron_variant		CSMD1								33

		BovineHD2700000955		rs133260916		27		3,984,011		7,396		intron_variant		CSMD1								33

		BovineHD2700000957		rs109428968		27		3,986,868		2,858		intron_variant		CSMD1								33

		BovineHD2700000964		rs109383075		27		4,004,287		17,420		intron_variant		CSMD1								33

		BovineHD2700000975		rs109738536		27		4,036,488		32,202		intron_variant		CSMD1								33

		BovineHD2700000990		rs132899803		27		4,101,094		64,607		intron_variant		CSMD1								33

		BovineHD2700000995		rs110723221		27		4,114,390		13,297		intron_variant		CSMD1								33

		BovineHD2700000997		rs110097233		27		4,116,280		1,891		intron_variant		CSMD1								33

		BovineHD2700001004		rs110818989		27		4,125,788		9,509		intron_variant		CSMD1								33

		BovineHD2700001006		rs109413319		27		4,129,457		3,670		intron_variant		CSMD1								33

		BovineHD2700001008		rs110590348		27		4,131,099		1,643		intron_variant		CSMD1								33

		BovineHD2700001010		rs135218033		27		4,134,466		3,368		intron_variant		CSMD1								33

		BovineHD2700001012		rs109398788		27		4,136,375		1,910		intron_variant		CSMD1								33

		BovineHD2700001014		rs109888797		27		4,141,697		5,323		intron_variant		CSMD1								33

		BovineHD2700001018		rs137183189		27		4,150,240		8,544		intron_variant		CSMD1								33

		BovineHD2700001021		rs134942243		27		4,155,973		5,734		intron_variant		CSMD1								33

		BovineHD2700001023		rs110603622		27		4,162,451		6,479		intron_variant		CSMD1								33

		BovineHD2700001026		rs109347167		27		4,172,300		9,850		intron_variant		CSMD1								33

		BovineHD2700001032		rs110902896		27		4,182,193		9,894		intron_variant		CSMD1								33

		BovineHD2700001035		rs109318268		27		4,184,945		2,753		intron_variant		CSMD1								33

		BovineHD2700001037		rs109583293		27		4,188,551		3,607		intron_variant		CSMD1								33

		BovineHD2700001039		rs110674957		27		4,193,634		5,084		intron_variant		CSMD1								33

		ARS-BFGL-NGS-100576		rs109592892		27		4,203,206		9,573		intron_variant		CSMD1								33

		BovineHD2700001044		rs110596446		27		4,204,607		1,402		intron_variant		CSMD1								33

		BovineHD2700001041		rs109915447		27		4,209,951		5,345		intron_variant		CSMD1								33

		BovineHD2700001052		rs109859248		27		4,226,616		16,666		intergenic_variant										33

		BovineHD2700001054		rs110806139		27		4,236,496		9,881		intergenic_variant										33

		BovineHD2700001056		rs135851284		27		4,240,563		4,068		intergenic_variant										33

		BovineHD2700001058		rs134388272		27		4,244,858		4,296		intergenic_variant										33

		BovineHD2700001061		rs110667755		27		4,276,931		32,074		intergenic_variant										33

		BovineHD2700001063		rs108996354		27		4,318,102		41,172		intergenic_variant										33

		BovineHD2700001067		rs134685261		27		4,337,778		19,677		intergenic_variant										33

		BovineHD2700001070		rs110684814		27		4,342,623		4,846		intergenic_variant										33

		BovineHD2700001072		rs110001968		27		4,345,080		2,458		intergenic_variant										33

		BovineHD2700001074		rs110572179		27		4,348,322		3,243		intergenic_variant										33

		BovineHD2700001076		rs110262560		27		4,350,269		1,948		intergenic_variant										33

		BovineHD2700001080		rs135544740		27		4,359,281		9,013		intergenic_variant										33

		BovineHD2700001085		rs109414048		27		4,370,606		11,326		intergenic_variant										33

		BovineHD2700001089		rs136473771		27		4,379,778		9,173		intergenic_variant										33

		BovineHD2700001366		rs135135666		27		5,181,045		801,268		intergenic_variant										33

		BovineHD2700001377		rs133244389		27		5,251,008		69,964		intergenic_variant										33

		BovineHD2700001380		rs136995491		27		5,273,475		22,468		intergenic_variant										33

		BovineHD2700001382		rs137718726		27		5,280,750		7,276		intergenic_variant										33

		BovineHD4100018143		rs41621662		27		5,311,681		30,932		intergenic_variant										33

		BovineHD2700001390		rs137139626		27		5,331,788		20,108		intergenic_variant										33

		BovineHD2700001393		rs134852246		27		5,348,128		16,341		intergenic_variant										33

		BovineHD2700001398		rs137714278		27		5,365,682		17,555		intergenic_variant										33

		BovineHD2700001404		rs136150363		27		5,396,567		30,886		intergenic_variant										33

		BovineHD2700001408		rs135079989		27		5,401,556		4,990		intergenic_variant										33

		BovineHD2700001410		rs133921163		27		5,403,342		1,787		intergenic_variant										33

		ARS-BFGL-NGS-93966		rs109717329		27		5,411,719		8,378		intergenic_variant										33

		BovineHD2700001417		rs137148547		27		5,418,944		7,226		intergenic_variant										33

		BovineHD2700001419		rs136728796		27		5,423,891		4,948		intergenic_variant										33

		BovineHD2700001428		rs136873475		27		5,454,062		30,172		intron_variant		MCPH1								33

















































































































































































































































































































































































































NR SNPs

		10,493		10,493		10,493		10,493		10,467		10,485		4,423		43		43		43		43		3,699		5,686		3,501		1,953		3,398		2,749		1,641		105		647		0

		12,886								112,556.4

						1				579														1		1		1

						29				68,199,282														30		40		33



																				Features				Sig. region no.						Anc unique						Shared

		SNP_name		rsID number		Chr		bp		Distance		SNP_gene		Gene		Variant		AA		AA1		AA2		IND		ET		AT		IND		ET		AT		IND-ET		IND-AT		ET-AT		IND-ET-AT

		BovineHD0100004589		rs136103827		1		15,553,080				intron_variant		NCAM2												1						1										

		BovineHD0100004591		rs137142121		1		15,556,940		3,861		intron_variant		NCAM2												1						1										

		BovineHD0100004595		rs42378378		1		15,564,893		7,954		intron_variant		NCAM2												1						1										

		BovineHD0100004597		rs134830662		1		15,568,338		3,446		intron_variant		NCAM2												1						1										

		BovineHD0100004599		rs42378350		1		15,569,909		1,572		intron_variant		NCAM2												1						1										

		BovineHD0100004601		rs109490851		1		15,571,608		1,700		intron_variant		NCAM2												1						1										

		BovineHD0100004605		rs134134030		1		15,576,428		4,821		intron_variant		NCAM2												1						1										

		ARS-BFGL-NGS-102441		rs41612438		1		15,592,825		16,398		intron_variant		NCAM2												1						1										

		BovineHD0100004610		rs42379413		1		15,596,401		3,577		intron_variant		NCAM2												1						1										

		BovineHD0100004611		rs42379405		1		15,597,737		1,337		intron_variant		NCAM2												1						1										

		BovineHD0100004618		rs42379355		1		15,608,900		11,164		intron_variant		NCAM2												1						1										

		ARS-BFGL-BAC-13008		rs109803675		1		15,612,315		3,416		intron_variant		NCAM2												1						1										

		BovineHD0100004625		rs42379343		1		15,621,388		9,074		intron_variant		NCAM2												1						1										

		BovineHD0100004631		rs42380768		1		15,642,260		20,873		intron_variant		NCAM2												1						1										

		BovineHD0100004632		rs42380751		1		15,644,216		1,957		intron_variant		NCAM2												1						1										

		BovineHD0100004634		rs42380322		1		15,653,451		9,236		intron_variant		NCAM2												1						1										

		BovineHD0100004637		rs136774622		1		15,660,288		6,838		intron_variant		NCAM2												1						1										

		BovineHD0100004639		rs136378754		1		15,671,296		11,009		intron_variant		NCAM2												1						1										

		BovineHD0100004642		rs42381532		1		15,676,502		5,207		intron_variant		NCAM2												1						1										

		BovineHD0100004650		rs42382138		1		15,690,224		13,723		intron_variant		NCAM2												1						1										

		BovineHD0100004653		rs42381595		1		15,696,355		6,132		intron_variant		NCAM2												1						1										

		BovineHD0100004657		rs110829260		1		15,713,457		17,103		intron_variant		NCAM2												1						1										

		BovineHD0100004662		rs109198988		1		15,728,834		15,378		intron_variant		NCAM2												1						1										

		BovineHD0100004668		rs109806972		1		15,741,949		13,116		intron_variant		NCAM2												1						1										

		BovineHD0100004673		rs109550928		1		15,757,230		15,282		intron_variant		NCAM2												1						1										

		BovineHD0100004683		rs109156677		1		15,805,757		48,528		intron_variant		NCAM2												1						1										

		BovineHD0100004688		rs135436860		1		15,827,979		22,223		intron_variant		NCAM2												1						1										

		BovineHD0100004691		rs135772164		1		15,845,651		17,673		intron_variant		NCAM2												1						1										

		BovineHD0100004694		rs137851010		1		15,853,871		8,221		intron_variant		NCAM2												1						1										

		BovineHD0100004696		rs137373823		1		15,859,988		6,118		intron_variant		NCAM2												1						1										

		BovineHD0100004704		rs135017638		1		15,890,699		30,712		intergenic_variant														1						1										

		BovineHD0100004706		rs134394930		1		15,897,439		6,741		intergenic_variant														1						1										

		BovineHD0100004710		rs110175127		1		15,915,856		18,418		intergenic_variant														1						1										

		BovineHD0100004712		rs137203180		1		15,931,146		15,291		intergenic_variant														1						1										

		BovineHD0100004714		rs136807918		1		15,942,907		11,762		intergenic_variant														1						1										

		BovineHD0100004718		rs135908530		1		15,951,798		8,892		intergenic_variant														1						1										

		BovineHD0100015876		rs137784243		1		56,076,584		40,124,787		intron_variant		NECTIN3														1						1								

		ARS-BFGL-NGS-87494		rs111019985		1		56,090,496		13,913		intergenic_variant																1						1								

		BovineHD0100015886		rs135391930		1		56,123,494		32,999		intergenic_variant																1						1								

		BTA-25876-no-rs		rs41575389		1		56,134,816		11,323		intergenic_variant																1						1								

		BovineHD0100015890		rs109185281		1		56,136,599		1,784		intergenic_variant																1						1								

		BovineHD0100015900		rs135825800		1		56,171,706		35,108		intergenic_variant																1						1								

		BovineHD0100015915		rs109100557		1		56,197,942		26,237		intergenic_variant																1						1								

		BovineHD0100015921		rs110513933		1		56,204,970		7,029		intergenic_variant																1						1								

		BovineHD0100015930		rs133755064		1		56,216,411		11,442		intergenic_variant																1						1								

		BovineHD0100015940		rs109986261		1		56,232,288		15,878		intergenic_variant																1						1								

		BovineHD0100015943		rs109336303		1		56,234,560		2,273		intergenic_variant																1						1								

		BovineHD0100015947		rs136546969		1		56,238,626		4,067		intergenic_variant																1						1								

		BovineHD0100015953		rs109083696		1		56,248,887		10,262		intergenic_variant																1						1								

		BTA-25809-no-rs		rs41631827		1		56,253,478		4,592		intergenic_variant																1						1								

		BovineHD0100015969		rs110478616		1		56,286,799		33,322		intergenic_variant																1						1								

		BovineHD0100047022		rs136150842		1		56,296,073		9,275		intergenic_variant																1						1								

		BovineHD0100015984		rs134811588		1		56,332,281		36,209		intron_variant		CD96														1						1								

		BovineHD0100015993		rs109296128		1		56,350,105		17,825		intron_variant		CD96														1						1								

		BovineHD0100016000		rs110795466		1		56,358,008		7,904		intron_variant		CD96														1						1								

		BovineHD0100016002		rs109783756		1		56,359,385		1,378		intron_variant		CD96														1						1								

		BovineHD0100016004		rs134412328		1		56,361,041		1,657		intron_variant		CD96														1						1								

		BovineHD0100016015		rs110576547		1		56,378,660		17,620		intron_variant		CD96														1						1								

		BovineHD0100016018		rs110691991		1		56,380,440		1,781		intron_variant		CD96														1						1								

		BovineHD0100016026		rs109774219		1		56,389,294		8,855		intron_variant		CD96														1						1								

		BovineHD0100016028		rs137623836		1		56,390,506		1,213		intron_variant		CD96														1						1								

		BovineHD0100016032		rs133403781		1		56,400,269		9,764		intron_variant		CD96														1						1								

		BovineHD0100016035		rs136713717		1		56,408,787		8,519		intergenic_variant																1						1								

		BovineHD0100016037		rs109490090		1		56,411,654		2,868		intergenic_variant																1						1								

		BovineHD0100016039		rs135005143		1		56,418,440		6,787		intergenic_variant																1						1								

		BovineHD0100016045		rs135394072		1		56,441,952		23,513		intron_variant		PLCXD2														1						1								

		BovineHD0100016048		rs135027306		1		56,447,111		5,160		intron_variant		PLCXD2														1						1								

		BovineHD0100016055		rs110734696		1		56,452,863		5,753		intron_variant		PLCXD2														1						1								

		BovineHD0100016057		rs133616080		1		56,454,421		1,559		intron_variant		PLCXD2														1						1								

		BovineHD0100016059		rs109520427		1		56,456,287		1,867		intron_variant		PLCXD2														1						1								

		BovineHD0100016061		rs110824468		1		56,458,952		2,666		intron_variant		PLCXD2														1						1								

		BovineHD0100016066		rs110641121		1		56,463,980		5,029		intron_variant		PLCXD2														1						1								

		BovineHD0100016068		rs109656399		1		56,470,759		6,780		intron_variant		PLCXD2														1						1								

		BovineHD0100016070		rs109102377		1		56,475,733		4,975		intron_variant		PLCXD2														1						1								

		BovineHD0100016072		rs110318242		1		56,477,367		1,635		intergenic_variant																1						1								

		ARS-BFGL-NGS-59270		rs110318792		1		56,483,517		6,151		intergenic_variant																1						1								

		BovineHD0100016079		rs110968578		1		56,500,282		16,766		intron_variant		PHLDB2														1						1								

		BovineHD0100016086		rs110227654		1		56,523,261		22,980		intron_variant		PHLDB2														1						1								

		BovineHD0100016090		rs110458266		1		56,530,354		7,094		intron_variant		PHLDB2														1						1								

		BovineHD0100016093		rs135847261		1		56,537,316		6,963		intron_variant		PHLDB2														1						1								

		BovineHD0100016096		rs109333433		1		56,541,546		4,231		intron_variant		PHLDB2														1						1								

		BovineHD0100016099		rs110571206		1		56,547,725		6,180		intron_variant		PHLDB2														1						1								

		BovineHD0100016101		rs109389106		1		56,552,327		4,603		intron_variant		PHLDB2														1						1								

		BovineHD0100016103		rs110946722		1		56,559,162		6,836		intron_variant		PHLDB2														1						1								

		BovineHD0100016106		rs136294348		1		56,566,652		7,491		intron_variant		PHLDB2														1						1								

		BovineHD0100016109		rs109316309		1		56,572,963		6,312		intron_variant		PHLDB2														1						1								

		BovineHD0100016111		rs136010024		1		56,577,320		4,358		intron_variant		PHLDB2														1						1								

		BovineHD0100016113		NULL		1		56,581,251		3,932		intron_variant		PHLDB2														1						1								

		BovineHD0100016115		rs109696387		1		56,582,800		1,550		intron_variant		PHLDB2														1						1								

		BovineHD0100016117		rs110745488		1		56,586,482		3,683		intron_variant		PHLDB2														1						1								

		BovineHD0100016121		rs110681825		1		56,598,589		12,108		intron_variant		PHLDB2														1						1								

		BovineHD0100016128		rs109073401		1		56,613,526		14,938		intron_variant		PHLDB2														1						1								

		BovineHD0100016132		rs135164070		1		56,624,414		10,889		intron_variant		PHLDB2														1						1								

		BovineHD0100016134		rs109872796		1		56,627,839		3,426		intron_variant		PHLDB2														1						1								

		BovineHD0100016136		rs110269539		1		56,631,013		3,175		intron_variant		PHLDB2														1						1								

		BovineHD0100016138		rs135033391		1		56,635,672		4,660		intron_variant		PHLDB2														1						1								

		BovineHD0100016143		rs110765307		1		56,651,272		15,601		intron_variant		PHLDB2														1						1								

		BovineHD0100017654		rs42666358		1		61,672,660		5,021,389		intergenic_variant		 														2						1								

		BovineHD0100017663		rs109048990		1		61,709,990		37,331		intergenic_variant																2						1								

		BovineHD0100017667		rs133108131		1		61,727,627		17,638		intergenic_variant																2						1								

		BovineHD0100017669		rs135494627		1		61,737,187		9,561		intergenic_variant																2						1								

		BovineHD0100017670		rs133170288		1		61,742,073		4,887		intergenic_variant																2						1								

		BovineHD0100017672		rs135891044		1		61,743,351		1,279		intergenic_variant																2						1								

		BovineHD0100017674		rs134641182		1		61,746,446		3,096		intergenic_variant																2						1								

		BovineHD0100017676		rs134340084		1		61,748,059		1,614		intergenic_variant																2						1								

		BovineHD0100017678		rs136471621		1		61,750,329		2,271		intergenic_variant																2						1								

		BovineHD0100017680		rs137378471		1		61,757,237		6,909		intergenic_variant																2						1								

		BovineHD0100017685		rs134018048		1		61,780,690		23,454		intergenic_variant																2						1								

		BovineHD0100017692		rs135693967		1		61,814,889		34,200		intergenic_variant																2						1								

		BovineHD0100017696		rs133388127		1		61,828,009		13,121		intergenic_variant																2						1								

		BovineHD0100017704		rs132685873		1		61,876,005		47,997		intergenic_variant																2						1								

		BovineHD0100017714		rs137243784		1		61,929,717		53,713		intergenic_variant																2						1								

		BovineHD0100017725		rs110511144		1		61,985,623		55,907		intergenic_variant																2						1								

		BovineHD0100017731		rs109349699		1		62,016,875		31,253		intergenic_variant																2						1								

		BovineHD0100017734		rs137554077		1		62,031,546		14,672		intergenic_variant																2						1								

		BovineHD0100017740		rs110766419		1		62,046,596		15,051		intergenic_variant																2						1								

		BovineHD0100017744		rs43240516		1		62,063,429		16,834		intergenic_variant																2						1								

		BovineHD0100017747		rs43240509		1		62,068,473		5,045		intergenic_variant																2						1								

		BovineHD0100017752		rs43241258		1		62,083,986		15,514		intergenic_variant																2						1								

		BovineHD0100017754		rs43241274		1		62,086,263		2,278		intergenic_variant																2						1								

		BovineHD0100017757		rs43241322		1		62,096,565		10,303		intergenic_variant																2						1								

		BovineHD0100017760		rs133307248		1		62,104,722		8,158		intergenic_variant																2						1								

		BovineHD0100017764		rs43242037		1		62,123,507		18,786		intergenic_variant																2						1								

		BovineHD0100017766		rs43168945		1		62,139,847		16,341		intergenic_variant																2						1								

		BovineHD0100017769		rs109707690		1		62,152,932		13,086		intergenic_variant																2						1								

		BovineHD0100017771		rs43242050		1		62,162,979		10,048		intergenic_variant																2						1								

		BovineHD0100017777		rs43242079		1		62,197,562		34,584		intergenic_variant																2						1								

		BovineHD0100017790		rs43242124		1		62,229,866		32,305		intergenic_variant																2						1								

		BovineHD0100017795		rs43242767		1		62,244,620		14,755		intergenic_variant																2						1								

		BovineHD0100017798		rs137193139		1		62,248,447		3,828		intergenic_variant																2						1								

		BovineHD0100017801		rs43242792		1		62,261,015		12,569		intergenic_variant																2						1								

		BovineHD0100017805		rs137767286		1		62,284,691		23,677		intergenic_variant																2						1								

		BovineHD0100017810		rs135178625		1		62,302,432		17,742		intergenic_variant																2						1								

		BovineHD0100017815		rs43243173		1		62,324,448		22,017		intergenic_variant																2						1								

		BovineHD0100017823		rs43243186		1		62,345,269		20,822		intergenic_variant																2						1								

		BovineHD0100017826		rs43243199		1		62,365,880		20,612		intergenic_variant																2						1								

		ARS-BFGL-NGS-100977		rs42779828		1		62,421,587		55,708		intergenic_variant																2						1								

		BovineHD0100017841		rs42779806		1		62,444,282		22,696		intergenic_variant																2						1								

		BovineHD0100017848		rs134729511		1		62,464,349		20,068		intergenic_variant																2						1								

		BovineHD0100017858		rs42624490		1		62,492,710		28,362		intergenic_variant																2						1								

		BovineHD0100017867		rs109830070		1		62,518,578		25,869		intergenic_variant																2						1								

		BovineHD0100017872		rs109593610		1		62,544,723		26,146		intergenic_variant																2						1								

		BovineHD0100017876		rs110940439		1		62,553,349		8,627		intergenic_variant																2						1								

		ARS-BFGL-NGS-106011		rs110622987		1		62,555,158		1,810		intergenic_variant																2						1								

		BovineHD0100017879		rs135282773		1		62,560,018		4,861		intergenic_variant																2						1								

		BovineHD0100017884		rs136666446		1		62,573,164		13,147		intergenic_variant																2						1								

		BovineHD0100017886		rs42409591		1		62,583,684		10,521		intergenic_variant																2						1								

		BovineHD0100017888		rs42409611		1		62,591,731		8,048		intergenic_variant																2						1								

		BovineHD0100017890		rs42409618		1		62,593,348		1,618		intergenic_variant																2						1								

		BovineHD0100017891		rs42409623		1		62,595,537		2,190		intergenic_variant																2						1								

		BovineHD0100017893		rs42410640		1		62,599,752		4,216		intergenic_variant																2						1								

		BovineHD0100017895		rs42410654		1		62,603,896		4,145		intergenic_variant																2						1								

		BovineHD0100017899		rs110300958		1		62,613,130		9,235		intergenic_variant																2						1								

		ARS-BFGL-NGS-112682		rs109901387		1		62,631,854		18,725		intergenic_variant																2						1								

		BovineHD0100017905		rs134526551		1		62,637,571		5,718		intergenic_variant																2						1								

		BovineHD0100017907		rs42407417		1		62,640,861		3,291		intergenic_variant																2						1								

		BovineHD0100017909		rs42408534		1		62,647,503		6,643		intergenic_variant																2						1								

		BovineHD0100017911		rs42408541		1		62,650,495		2,993		intergenic_variant																2						1								

		BovineHD0100017913		rs109450323		1		62,653,498		3,004		intergenic_variant																2						1								

		BovineHD0100017916		rs42408574		1		62,658,946		5,449		intergenic_variant																2						1								

		BovineHD0100017918		rs42408616		1		62,665,233		6,288		intergenic_variant																2						1								

		BovineHD0100017921		rs43194973		1		62,669,058		3,826		intergenic_variant																2						1								

		BovineHD0100017923		rs137449351		1		62,677,892		8,835		intergenic_variant																2						1								

		BovineHD0100017926		rs42411566		1		62,680,425		2,534		intergenic_variant																2						1								

		BovineHD0100017928		rs42410726		1		62,683,974		3,550		intergenic_variant																2						1								

		BovineHD0100017930		rs135894290		1		62,685,683		1,710		intergenic_variant																2						1								

		BovineHD0100017932		rs110895030		1		62,688,310		2,628		intergenic_variant																2						1								

		BovineHD0100017934		rs42410708		1		62,690,209		1,900		intergenic_variant																2						1								

		BovineHD0100017936		rs135377933		1		62,702,152		11,944		intergenic_variant																2						1								

		BovineHD0100017938		rs137291620		1		62,706,307		4,156		intergenic_variant																2						1								

		BovineHD0100017941		rs134560163		1		62,718,080		11,774		intergenic_variant																2						1								

		BovineHD0100017950		rs135014011		1		62,730,827		12,748		intergenic_variant																2						1								

		BovineHD0100017953		rs42412555		1		62,739,543		8,717		intergenic_variant																2						1								

		BovineHD0100017955		rs134113108		1		62,743,654		4,112		intergenic_variant																2						1								

		BovineHD0100017957		rs133445894		1		62,748,063		4,410		intergenic_variant																2						1								

		BovineHD0100017960		rs136404791		1		62,762,501		14,439		intergenic_variant																2						1								

		Hapmap49510-BTA-17452		rs41570239		1		62,768,510		6,010		intergenic_variant																2						1								

		BovineHD0100017966		rs42405914		1		62,781,800		13,291		intergenic_variant																2						1								

		BovineHD0100017970		rs132676218		1		62,804,443		22,644		intergenic_variant																2						1								

		BovineHD0100017974		rs42404909		1		62,828,935		24,493		intergenic_variant																2						1								

		BTA-32633-no-rs		rs41566184		1		62,841,878		12,944		intergenic_variant																2						1								

		BovineHD0100017977		rs43243749		1		62,844,057		2,180		intergenic_variant																2						1								

		BovineHD0100017979		rs43243758		1		62,846,949		2,893		intergenic_variant																2						1								

		BovineHD0100017981		rs43243762		1		62,848,747		1,799		intergenic_variant																2						1								

		BovineHD0100017983		rs137344050		1		62,854,012		5,266		intergenic_variant																2						1								

		BovineHD0100017989		NULL		1		62,860,468		6,457		intergenic_variant																2						1								

		BTB-00031779		rs43243803		1		62,888,363		27,896		intergenic_variant																2						1								

		BovineHD4100000356		rs41616988		1		62,942,235		53,873		intergenic_variant																2						1								

		BovineHD0100018008		rs134839271		1		62,958,020		15,786		intergenic_variant																2						1								

		BTA-108948-no-rs		rs41571544		1		62,972,124		14,105		intergenic_variant																2						1								

		BovineHD0100018017		rs137496934		1		63,008,675		36,552		intergenic_variant																2						1								

		BovineHD0100018022		rs133382076		1		63,041,156		32,482		intergenic_variant																2						1								

		BovineHD0100018023		rs134391563		1		63,060,140		18,985		intergenic_variant																2						1								

		BovineHD0100018025		rs133213763		1		63,064,063		3,924		intergenic_variant																2						1								

		BovineHD0100018029		rs110065708		1		63,072,771		8,709		intergenic_variant																2						1								

		ARS-BFGL-NGS-116361		rs110897733		1		63,103,154		30,384		intergenic_variant																2						1								

		BovineHD0100018036		rs108939864		1		63,118,229		15,076		intergenic_variant																2						1								

		Hapmap49061-BTA-122268		rs41624979		1		63,139,698		21,470		intergenic_variant																2						1								

		BovineHD0100018044		rs133059537		1		63,162,754		23,057		intergenic_variant																2						1								

		BovineHD0100018046		rs110595278		1		63,184,853		22,100		intergenic_variant																2						1								

		BovineHD0100018048		rs110570534		1		63,188,125		3,273		intergenic_variant																2						1								

		BovineHD0100018050		rs110512981		1		63,204,492		16,368		intergenic_variant																2						1								

		BovineHD0100018053		rs109917704		1		63,218,240		13,749		intergenic_variant																2						1								

		Hapmap44333-BTA-104611		rs41611740		1		63,222,337		4,098		intergenic_variant																2						1								

		BovineHD0100018058		rs110278695		1		63,240,829		18,493		intergenic_variant																2						1								

		BovineHD0100018060		rs110517453		1		63,245,973		5,145		intergenic_variant																2						1								

		BovineHD0100018062		rs109383368		1		63,256,956		10,984		intergenic_variant																2						1								

		BovineHD0100018066		rs137131964		1		63,281,508		24,553		intergenic_variant																2						1								

		BovineHD0100018068		rs109631968		1		63,287,445		5,938		intergenic_variant																2						1								

		BovineHD0100018071		rs136295867		1		63,299,411		11,967		intergenic_variant																2						1								

		BovineHD0100018108		rs136553632		1		63,438,591		139,181		intergenic_variant																2						1								

		BovineHD0100018114		rs133214751		1		63,469,918		31,328		intergenic_variant																2						1								

		BovineHD0100018116		rs136234572		1		63,478,670		8,753		intergenic_variant																2						1								

		BovineHD0100018118		rs134547803		1		63,480,439		1,770		intergenic_variant																2						1								

		BovineHD0100018125		rs41805598		1		63,516,769		36,331		intergenic_variant																2						1								

		BovineHD0100018139		rs41804730		1		63,596,386		79,618		intergenic_variant																2						1								

		BovineHD0100018155		rs42803877		1		63,680,529		84,144		intergenic_variant																2						1								

		BovineHD0100018159		rs109578530		1		63,690,426		9,898		intergenic_variant																2						1								

		BovineHD0100018162		rs41804703		1		63,706,726		16,301		intergenic_variant																2						1								

		BovineHD0100018164		rs109284229		1		63,711,338		4,613		intergenic_variant																2						1								

		BovineHD0100018165		rs43767288		1		63,716,985		5,648		intergenic_variant																2						1								

		BovineHD0100018167		rs43768153		1		63,720,913		3,929		intergenic_variant																2						1								

		BovineHD0100018170		rs133839538		1		63,728,149		7,237		intergenic_variant																2						1								

		BovineHD0100018173		rs137079263		1		63,730,721		2,573		intergenic_variant																2						1								

		BovineHD0100018176		rs43768149		1		63,740,013		9,293		intergenic_variant																2						1								

		BovineHD0100018180		rs137652236		1		63,754,718		14,706		intron_variant		IGSF11														2						1								

		BovineHD0100018182		rs134523184		1		63,760,814		6,097		intron_variant		IGSF11														2						1								

		BovineHD0100018184		rs43767236		1		63,765,712		4,899		intron_variant		IGSF11														2						1								

		BovineHD0100018190		rs43767257		1		63,781,986		16,275		intron_variant		IGSF11														2						1								

		BovineHD0100030457		rs43760847		1		63,792,682		10,697		intron_variant		IGSF11														2						1								

		BovineHD0100030455		rs43755523		1		63,794,345		1,664		intron_variant		IGSF11														2						1								

		BovineHD0100030450		rs132803633		1		63,797,927		3,583		intron_variant		IGSF11														2						1								

		BovineHD0100030452		rs43760284		1		63,799,666		1,740		intron_variant		IGSF11														2						1								

		BovineHD0100018194		rs135947815		1		63,802,950		3,285		intron_variant		IGSF11														2						1								

		BovineHD0100018196		rs137076232		1		63,805,976		3,027		intron_variant		IGSF11														2						1								

		BovineHD0100018198		rs136818226		1		63,806,968		993		intron_variant		IGSF11														2						1								

		BovineHD0100018201		rs133201513		1		63,810,861		3,894		intron_variant		IGSF11														2						1								

		Hapmap51521-BTA-92920		rs41662310		1		63,813,595		2,735		intron_variant		IGSF11														2						1								

		BovineHD0100018206		rs43015557		1		63,825,742		12,148		intron_variant		IGSF11														2						1								

		BovineHD0100018208		rs43015562		1		63,830,067		4,326		intron_variant		IGSF11														2						1								

		BovineHD0100018210		rs43015572		1		63,834,353		4,287		intron_variant		IGSF11														2						1								

		BovineHD0100018217		rs43015591		1		63,844,808		10,456		intron_variant		IGSF11														2						1								

		ARS-BFGL-NGS-31791		rs43016732		1		63,850,758		5,951		intron_variant		IGSF11														2						1								

		BovineHD0100018222		rs110216884		1		63,851,933		1,176		intron_variant		IGSF11														2						1								

		BovineHD0100018224		rs109494989		1		63,853,317		1,385		intron_variant		IGSF11														2						1								

		BovineHD0100018228		rs43016770		1		63,857,671		4,355		intron_variant		IGSF11														2						1								

		BovineHD0100018231		rs136107534		1		63,864,965		7,295		intron_variant		IGSF11														2						1								

		BovineHD0100018237		rs43016195		1		63,872,535		7,571		intron_variant		IGSF11														2						1								

		BovineHD0100018240		rs43016137		1		63,878,643		6,109		intron_variant		IGSF11														2						1								

		BovineHD0100018245		rs43015410		1		63,885,906		7,264		intron_variant		IGSF11														2						1								

		BovineHD0100024460		rs135503271		1		84,971,360		21,085,455		intergenic_variant																3						1								

		BovineHD0100024479		rs43677404		1		85,042,289		70,930		intergenic_variant																3						1								

		BovineHD4100000495		rs43677335		1		85,063,073		20,785		intergenic_variant																3						1								

		BovineHD0100024489		rs135181343		1		85,076,026		12,954		intergenic_variant																3						1								

		BovineHD0100024491		rs133578897		1		85,077,930		1,905		intergenic_variant																3						1								

		BovineHD0100024493		rs43249246		1		85,080,985		3,056		intergenic_variant																3						1								

		BovineHD0100024495		rs43249251		1		85,082,469		1,485		intergenic_variant																3						1								

		BovineHD0100024499		rs110566689		1		85,095,617		13,149		intergenic_variant																3						1								

		BovineHD0100024503		rs136280147		1		85,102,888		7,272		intergenic_variant																3						1								

		BovineHD0100024505		rs135256990		1		85,104,925		2,038		intergenic_variant																3						1								

		BovineHD0100024507		rs111012606		1		85,106,623		1,699		intergenic_variant																3						1								

		BovineHD0100024509		rs136228515		1		85,108,624		2,002		intergenic_variant																3						1								

		BovineHD0100024511		rs135011941		1		85,110,291		1,668		intergenic_variant																3						1								

		Hapmap42933-BTA-40454		rs41604794		1		85,114,449		4,159		intergenic_variant																3						1								

		BovineHD0100024536		rs137024945		1		85,222,522		108,074		intergenic_variant																3						1								

		BovineHD0100024547		rs109544229		1		85,271,326		48,805		intergenic_variant																3						1								

		ARS-BFGL-NGS-54077		rs109271870		1		85,280,342		9,017		intergenic_variant																3						1								

		BovineHD0100024557		rs43248694		1		85,319,634		39,293		intergenic_variant																3						1								

		BovineHD0100024563		rs43247069		1		85,345,001		25,368		intergenic_variant																3						1								

		BovineHD0100024567		rs110018212		1		85,357,489		12,489		intergenic_variant																3						1								

		BovineHD0100024574		rs43247034		1		85,407,874		50,386		intergenic_variant																3						1								

		BovineHD0100024576		rs43245730		1		85,410,867		2,994		intergenic_variant																3						1								

		BovineHD0100024578		rs43245716		1		85,422,394		11,528		intergenic_variant																3						1								

		BovineHD0100024582		rs43245693		1		85,447,607		25,214		intergenic_variant																3						1								

		BovineHD0100024585		rs43245680		1		85,477,189		29,583		intergenic_variant																3						1								

		BTB-00037008		rs43245663		1		85,501,954		24,766		intergenic_variant																3						1								

		BovineHD0100024599		rs43134419		1		85,556,024		54,071		intergenic_variant																3						1								

		BovineHD0100024602		rs135175517		1		85,577,640		21,617		intergenic_variant																3						1								

		BovineHD0100024606		rs136656156		1		85,606,178		28,539		intergenic_variant																3						1								

		BovineHD0100024608		rs136359819		1		85,619,372		13,195		intergenic_variant																3						1								

		BovineHD0100024611		rs110928228		1		85,634,877		15,506		intergenic_variant																3						1								

		BovineHD0100024613		rs137229551		1		85,647,308		12,432		intergenic_variant																3						1								

		BovineHD0100024615		rs110698858		1		85,657,120		9,813		intergenic_variant																3						1								

		BovineHD0100024619		rs134659089		1		85,687,127		30,008		intergenic_variant																3						1								

		BovineHD0100024622		rs109142706		1		85,698,203		11,077		intergenic_variant																3						1								

		ARS-BFGL-BAC-34208		rs109106250		1		85,720,175		21,973		intergenic_variant																3						1								

		BovineHD0100024628		rs109834014		1		85,731,139		10,965		intergenic_variant																3						1								

		BovineHD0100043349		rs135744891		1		147,862,996		62,131,858		intergenic_variant												1						1												

		BovineHD0100043371		rs133811366		1		147,897,366		34,371		intergenic_variant												1						1												

		BovineHD0100043376		rs134287740		1		147,906,880		9,515		intergenic_variant												1						1												

		BovineHD0100043385		rs134402252		1		147,946,758		39,879		intergenic_variant												1						1												

		BovineHD0100043402		rs43276974		1		148,017,631		70,874		intergenic_variant												1						1												

		BovineHD0100043404		rs109648744		1		148,022,416		4,786		intergenic_variant												1						1												

		BovineHD0100043408		rs43276962		1		148,028,813		6,398		intergenic_variant												1						1												

		BovineHD0100043436		rs43281304		1		148,163,669		134,857		intergenic_variant												1						1												

		BTB-00070218		rs43281735		1		148,194,849		31,181		intergenic_variant												1						1												

		BovineHD0100043449		rs109387504		1		148,218,557		23,709		intergenic_variant												1						1												

		BovineHD0100043472		rs43281780		1		148,292,230		73,674		intergenic_variant												1						1												

		BovineHD0100043478		rs136134870		1		148,322,316		30,087		intron_variant		SETD4										1						1												

		BovineHD0100043482		rs43282347		1		148,326,046		3,731		intron_variant		SETD4										1						1												

		BovineHD0100043494		rs43288801		1		148,392,959		66,914		intergenic_variant												1						1												

		ARS-BFGL-NGS-5818		rs110974478		1		148,438,044		45,086		intergenic_variant												1						1												

		BovineHD0100043500		rs43013502		1		148,446,179		8,136		intron_variant		CBR3										1						1												

		BovineHD0100043502		rs43013483		1		148,448,242		2,064		intron_variant		CBR3										1						1												

		BovineHD0100043506		rs43277450		1		148,465,741		17,500		intron_variant		DOP1B										1						1												

		BovineHD0100043508		rs43277444		1		148,467,741		2,001		intron_variant		DOP1B										1						1												

		BovineHD0100043510		rs137641010		1		148,471,806		4,066		intron_variant		DOP1B										1						1												

		BovineHD0100043516		rs110070503		1		148,480,874		9,069		intron_variant		DOP1B										1						1												

		BovineHD0100043518		rs43277485		1		148,482,539		1,666		intron_variant		DOP1B										1						1												

		BovineHD0100043521		rs137251777		1		148,486,243		3,705		intron_variant		DOP1B										1						1												

		BovineHD0100043524		rs135220308		1		148,490,248		4,006		intron_variant		DOP1B										1						1												

		BovineHD0100043526		rs133623624		1		148,494,416		4,169		intron_variant		DOP1B										1						1												

		BovineHD0100043528		rs43277515		1		148,497,114		2,699		synonymous_variant		DOP1B										1						1												

		BovineHD0100043530		rs43277511		1		148,499,111		1,998		intron_variant		DOP1B										1						1												

		BovineHD0100043533		rs43277503		1		148,501,790		2,680		intron_variant		DOP1B										1						1												

		BovineHD0100043535		rs137084511		1		148,512,181		10,392		intron_variant		DOP1B										1						1												

		BovineHD0100043536		rs43278684		1		148,514,178		1,998		intron_variant		DOP1B										1						1												

		BovineHD0100043538		rs43278692		1		148,515,703		1,526		intron_variant		DOP1B										1						1												

		BovineHD0100043540		rs133133934		1		148,517,145		1,443		intron_variant		DOP1B										1						1												

		BovineHD0100043543		rs133821183		1		148,524,518		7,374		intron_variant		DOP1B										1						1												

		BovineHD0100043547		rs137022230		1		148,536,042		11,525		intron_variant		DOP1B										1						1												

		BovineHD0100043551		rs109199472		1		148,543,351		7,310		intron_variant		DOP1B										1						1												

		BovineHD0100043553		rs134269559		1		148,544,563		1,213		intron_variant		DOP1B										1						1												

		BovineHD0100043555		rs110990042		1		148,546,108		1,546		intron_variant		DOP1B										1						1												

		BovineHD0100043559		rs134589914		1		148,549,762		3,655		intron_variant		DOP1B										1						1												

		BovineHD0100043565		rs134942299		1		148,558,136		8,375		intron_variant		DOP1B										1						1												

		BovineHD0100043567		rs109905087		1		148,559,135		1,000		intron_variant		DOP1B										1						1												

		BovineHD0100043570		rs137023248		1		148,562,234		3,100		intron_variant		DOP1B										1						1												

		BovineHD0100043573		rs134123001		1		148,564,928		2,695		intron_variant		DOP1B										1						1												

		BovineHD0100043576		rs134277248		1		148,567,572		2,645		intron_variant		DOP1B										1						1												

		BovineHD0100043579		rs109133952		1		148,570,497		2,926		intron_variant		DOP1B										1						1												

		BovineHD0100043581		rs136797498		1		148,571,683		1,187		intron_variant		DOP1B										1						1												

		BovineHD0100043583		rs109886892		1		148,573,276		1,594		intron_variant		DOP1B										1						1												

		BovineHD0100043610		rs110423407		1		148,650,860		77,585		intergenic_variant												1						1												

		BovineHD0100043614		rs110740451		1		148,667,675		16,816		intron_variant		CHAF1B										1						1												

		ARS-BFGL-NGS-12786		rs109468779		1		148,694,674		27,000		intergenic_variant												1						1												

		BovineHD0100043627		rs110842054		1		148,703,027		8,354		intergenic_variant												1						1												

		BovineHD0100043629		rs109020244		1		148,710,040		7,014		intergenic_variant												1						1												

		BovineHD0100043632		rs109949379		1		148,725,405		15,366		intergenic_variant												1						1												

		BovineHD0100043636		rs110954641		1		148,736,098		10,694		intron_variant		CLDN14										1						1												

		BovineHD0100043643		rs134595967		1		148,766,097		30,000		intergenic_variant												1						1												

		BovineHD0100043651		rs134485442		1		148,778,161		12,065		intergenic_variant												1						1												

		ARS-BFGL-NGS-71332		rs110418576		1		148,788,141		9,981		intergenic_variant												1						1												

		BovineHD0100043659		rs137083110		1		148,803,181		15,041		intergenic_variant												1						1												

		ARS-BFGL-NGS-39807		rs109060151		1		148,843,763		40,583		intergenic_variant												1						1												

		BovineHD0100043670		rs134299915		1		148,847,573		3,811		intergenic_variant												1						1												

		BovineHD0100043673		rs136913935		1		148,857,741		10,169		intergenic_variant												1						1												

		ARS-BFGL-NGS-108762		rs109072221		1		148,871,697		13,957		intergenic_variant												1						1												

		BovineHD0100043683		rs109779717		1		148,897,507		25,811		intergenic_variant												1						1												

		BovineHD0100043685		rs109059790		1		148,902,140		4,634		intergenic_variant												1						1												

		BovineHD0100043690		rs110790994		1		148,909,370		7,231		intergenic_variant												1						1												

		BovineHD0100043696		rs109963931		1		148,929,521		20,152		intergenic_variant												1						1												

		BovineHD0100043700		rs110646737		1		148,942,437		12,917		intergenic_variant												1						1												

		BovineHD0100043703		rs109807873		1		148,952,843		10,407		intergenic_variant												1						1												

		BovineHD0100043707		rs110980384		1		148,964,961		12,119		intergenic_variant												1						1												

		BovineHD0100043710		rs109846668		1		148,980,810		15,850		intron_variant		SIM2										1						1												

		BovineHD0100043717		rs133790659		1		149,002,047		21,238		intron_variant		SIM2										1						1												

		BovineHD0100043721		rs135265406		1		149,019,827		17,781		intron_variant		SIM2										1						1												

		BovineHD0100043727		rs133100876		1		149,037,674		17,848		intron_variant		HLCS										1						1												

		BovineHD0100043732		rs41643685		1		149,048,546		10,873		intron_variant		HLCS										1						1												

		BovineHD0100043735		rs134600759		1		149,059,090		10,545		intron_variant		HLCS										1						1												

		BovineHD0100043737		rs43279437		1		149,063,944		4,855		intron_variant		HLCS										1						1												

		BovineHD0100043747		rs110787103		1		149,096,389		32,446		intron_variant		HLCS										1						1												

		BovineHD0100043751		rs132984880		1		149,105,985		9,597		intron_variant		HLCS										1						1												

		BovineHD0100043760		rs109861965		1		149,134,355		28,371		intron_variant		HLCS										1						1												

		BovineHD0100043764		rs133700913		1		149,152,098		17,744		intron_variant		HLCS										1						1												

		BovineHD0100043766		rs136249964		1		149,158,542		6,445		intron_variant		HLCS										1						1												

		BovineHD0100043768		rs135117382		1		149,163,552		5,011		intron_variant		HLCS										1						1												

		BovineHD0100043779		rs110974516		1		149,191,443		27,892		intron_variant		HLCS										1						1												

		BovineHD0100043781		rs136514122		1		149,196,745		5,303		intron_variant		HLCS										1						1												

		ARS-BFGL-NGS-116625		rs109439755		1		149,198,788		2,044		missense_variant		HLCS		aAc/aGc		Asn/Ser		Negaitve		Polar uncharged		1						1												

		BovineHD0100043785		rs137712001		1		149,200,972		2,185		intron_variant		HLCS										1						1												

		BovineHD0100043787		rs135231251		1		149,202,632		1,661		intron_variant		HLCS										1						1												

		BovineHD0100043796		rs110708704		1		149,219,710		17,079		intron_variant		HLCS										1						1												

		BovineHD0100043802		rs109793714		1		149,247,785		28,076		intergenic_variant												1						1												

		BovineHD0100043807		rs109138952		1		149,256,163		8,379		intergenic_variant												1						1												

		BovineHD0100043847		rs110131123		1		149,346,336		90,174		intron_variant		TTC3										1						1												

		BovineHD0100043853		rs134208366		1		149,355,679		9,344		intron_variant		TTC3										1						1												

		BovineHD0100045077		rs43288767		1		152,836,482		3,480,804		intron_variant		ANKRD28										2						1												

		BovineHD0100045081		rs110044115		1		152,846,788		10,307		intron_variant		ANKRD28										2						1												

		Hapmap38969-BTA-58311		rs41585131		1		152,860,838		14,051		intron_variant		ANKRD28										2						1												

		BovineHD0100045100		rs43287481		1		152,936,841		76,004		intergenic_variant												2						1												

		BovineHD0100045103		rs43287483		1		152,939,152		2,312		intergenic_variant												2						1												

		BovineHD0100045111		rs136445552		1		152,975,692		36,541		intergenic_variant												2						1												

		BovineHD0100045113		rs43286330		1		152,979,585		3,894		intergenic_variant												2						1												

		BovineHD0100045116		rs43286315		1		152,983,939		4,355		intergenic_variant												2						1												

		ARS-BFGL-NGS-24242		rs43286306		1		152,989,524		5,586		intergenic_variant												2						1												

		BovineHD0100045122		rs43286278		1		153,003,549		14,026		intergenic_variant												2						1												

		BovineHD0100045132		rs137796483		1		153,050,847		47,299		intergenic_variant												2						1												

		BovineHD0100045134		rs137217081		1		153,055,980		5,134		intergenic_variant												2						1												

		BovineHD0100045138		rs133043172		1		153,066,305		10,326		intergenic_variant												2						1												

		BovineHD0100045140		rs135096905		1		153,068,782		2,478		intergenic_variant												2						1												

		ARS-BFGL-NGS-24636		rs110164562		1		153,089,907		21,126		intergenic_variant												2						1												

		BovineHD0100045153		rs109698192		1		153,111,206		21,300		intergenic_variant												2						1												

		BovineHD0100045157		rs110878407		1		153,129,916		18,711		intergenic_variant												2						1												

		BovineHD0100045159		rs43283206		1		153,135,153		5,238		intergenic_variant												2						1												

		BovineHD0100045161		rs43283217		1		153,140,929		5,777		intergenic_variant												2						1												

		BovineHD0100045165		rs43284251		1		153,150,228		9,300		intergenic_variant												2						1												

		BovineHD0100045167		rs43284255		1		153,153,640		3,413		intergenic_variant												2						1												

		BovineHD0100045170		rs110492879		1		153,158,537		4,898		intergenic_variant												2						1												

		BovineHD0100045172		rs43284305		1		153,161,303		2,767		intergenic_variant												2						1												

		BovineHD0100045176		rs110439513		1		153,168,384		7,082		intergenic_variant												2						1												

		BovineHD0100045179		rs109984723		1		153,174,299		5,916		intergenic_variant												2						1												

		BovineHD0100045181		rs109717115		1		153,180,584		6,286		intron_variant		GALNT15										2						1												

		BovineHD0100045184		rs43283165		1		153,191,619		11,036		intron_variant		GALNT15										2						1												

		BovineHD0100045189		rs135465243		1		153,202,547		10,929		synonymous_variant		GALNT15		ggC/ggG		Gly/Gly		Synonymous		Synonymous		2						1												

		BovineHD0100045191		rs43282119		1		153,205,668		3,122		intron_variant		GALNT15										2						1												

		BovineHD0100045193		rs43282128		1		153,208,297		2,630		intron_variant		GALNT15										2						1												

		ARS-BFGL-NGS-22096		rs43283131		1		153,209,819		1,523		intron_variant		GALNT15										2						1												

		BovineHD0100045197		rs134517501		1		153,220,406		10,588		intron_variant		GALNT15										2						1												

		BovineHD0100045201		rs43284172		1		153,224,155		3,750		3_prime_UTR_variant		GALNT15										2						1												

		BovineHD0100045205		rs137015540		1		153,243,526		19,372		intergenic_variant												2						1												

		BovineHD0100045209		rs43284139		1		153,259,445		15,920		intergenic_variant												2						1												

		BovineHD0100045218		rs43230239		1		153,293,543		34,099		intron_variant		OXNAD1										2						1												

		Hapmap57477-rs29022938		rs29022938		1		153,307,130		13,588		intron_variant		OXNAD1										2						1												

		BovineHD0100045264		rs110707229		1		153,323,438		16,309		intron_variant		OXNAD1										2						1												

		BovineHD0100045269		rs43234910		1		153,331,697		8,260		intron_variant		RFTN1										2						1												

		BovineHD0100045229		rs132933712		1		153,357,628		25,932		intron_variant		RFTN1										2						1												

		BovineHD0100045232		rs136589375		1		153,363,261		5,634		intron_variant		RFTN1										2						1												

		BovineHD0100045239		rs109111681		1		153,382,933		19,673		intron_variant		RFTN1										2						1												

		BovineHD0100045245		rs110494742		1		153,405,778		22,846		intron_variant		RFTN1										2						1												

		BovineHD4100000916		rs109452379		1		153,413,157		7,380		intron_variant		RFTN1										2						1												

		BovineHD0100045278		rs135634483		1		153,448,193		35,037		intron_variant		RFTN1										2						1												

		BovineHD0100045280		rs134340609		1		153,449,258		1,066		intron_variant		RFTN1										2						1												

		BovineHD0100045282		rs110387892		1		153,451,376		2,119		intron_variant		RFTN1										2						1												

		BovineHD0100045285		rs42915981		1		153,453,795		2,420		intron_variant		RFTN1										2						1												

		BovineHD0100045303		rs136805196		1		153,481,340		27,546		intron_variant		RFTN1										2						1												

		BovineHD0100045307		rs42916005		1		153,487,053		5,714		intron_variant		RFTN1										2						1												

		BovineHD0100045311		rs42916673		1		153,492,073		5,021		intron_variant		RFTN1										2						1												

		BovineHD0100045314		rs42733738		1		153,498,681		6,609		intron_variant		RFTN1										2						1												

		BovineHD0100045317		rs135116446		1		153,513,340		14,660		intron_variant		RFTN1										2						1												

		BovineHD0100045322		rs137371123		1		153,520,451		7,112		intron_variant		RFTN1										2						1												

		ARS-BFGL-NGS-114122		rs110718292		1		153,550,860		30,410		intron_variant		RFTN1										2						1												

		BovineHD0100045338		rs42731661		1		153,576,677		25,818		intergenic_variant												2						1												

		BovineHD0100045340		rs42731657		1		153,579,798		3,122		intergenic_variant												2						1												

		BovineHD0100045348		rs42739367		1		153,595,706		15,909		intergenic_variant												2						1												

		ARS-BFGL-NGS-284		rs42740131		1		153,624,494		28,789		intergenic_variant												2						1												

		BovineHD0100045361		rs134254712		1		153,635,967		11,474		intron_variant		DAZL										2						1												

		BovineHD0100045363		rs42740172		1		153,642,485		6,519		intron_variant		DAZL										2						1												

		BovineHD0100045369		rs43754075		1		153,666,555		24,071		intergenic_variant												2						1												

		BovineHD0100045372		rs42740334		1		153,670,085		3,531		intergenic_variant												2						1												

		BovineHD0100045374		rs43050972		1		153,678,181		8,097		intergenic_variant												2						1												

		BovineHD0100045376		rs43050964		1		153,680,318		2,138		intergenic_variant												2						1												

		BovineHD0100045377		rs43050947		1		153,682,373		2,056		intergenic_variant												2						1												

		BovineHD0100045380		rs135322198		1		153,686,472		4,100		intergenic_variant												2						1												

		BovineHD0100045382		rs43050933		1		153,688,374		1,903		intergenic_variant												2						1												

		BovineHD0100045384		rs132923715		1		153,690,497		2,124		intergenic_variant												2						1												

		BovineHD0100045386		rs134906251		1		153,699,175		8,679		intergenic_variant												2						1												

		ARS-BFGL-NGS-93838		rs110596577		1		153,719,617		20,443		intergenic_variant												2						1												

		BovineHD0100045391		rs108990100		1		153,732,542		12,926		intergenic_variant												2						1												

		BovineHD0100045397		rs43231800		1		153,761,806		29,265		intergenic_variant												2						1												

		BovineHD0100045406		rs136161791		1		153,785,699		23,894		intergenic_variant												2						1												

		BovineHD0100045411		rs109130684		1		153,796,630		10,932		intergenic_variant												2						1												

		BovineHD0100045413		rs134218687		1		153,798,507		1,878		intergenic_variant												2						1												

		BovineHD0100045427		rs110941258		1		153,826,372		27,866		intergenic_variant												2						1												

		BovineHD0100045435		rs136084972		1		153,848,647		22,276		intergenic_variant												2						1												

		BovineHD0100045437		rs109650977		1		153,859,450		10,804		intergenic_variant												2						1												

		BovineHD0100045438		rs109157424		1		153,867,911		8,462		intergenic_variant												2						1												

		BovineHD0100045441		rs134465156		1		153,872,845		4,935		intergenic_variant												2						1												

		BovineHD0100045443		rs110114081		1		153,874,689		1,845		intergenic_variant												2						1												

		BovineHD0100045446		rs136897987		1		153,880,221		5,533		intergenic_variant												2						1												

		BovineHD0100045450		rs110385219		1		153,888,504		8,284		intron_variant		PLCL2										2						1												

		BovineHD0100045455		rs110302103		1		153,898,116		9,613		intron_variant		PLCL2										2						1												

		BovineHD0100045462		rs134634466		1		153,919,731		21,616		intron_variant		PLCL2										2						1												

		BovineHD0100045467		rs109546111		1		153,936,407		16,677		intron_variant		PLCL2										2						1												

		BovineHD0100045472		rs110975933		1		153,945,159		8,753		intron_variant		PLCL2										2						1												

		BovineHD0100045477		rs132766185		1		153,953,985		8,827		intron_variant		PLCL2										2						1												

		BovineHD0100045478		rs134192569		1		153,959,189		5,205		intron_variant		PLCL2										2						1												

		BovineHD0100045484		rs134382048		1		153,979,268		20,080		intron_variant		PLCL2										2						1												

		BovineHD0100045487		rs135126716		1		153,994,217		14,950		intron_variant		PLCL2										2						1												

		BovineHD0100045496		rs133605647		1		154,018,942		24,726		intron_variant		PLCL2										2						1												

		BovineHD0100045498		rs110106438		1		154,020,784		1,843		intron_variant		PLCL2										2						1												

		BovineHD0100045500		rs110293869		1		154,022,883		2,100		intron_variant		PLCL2										2						1												

		BovineHD0100045502		rs109670808		1		154,026,640		3,758		intron_variant		PLCL2										2						1												

		BovineHD0100045504		rs109531308		1		154,028,706		2,067		intron_variant		PLCL2										2						1												

		BovineHD0100045507		rs109373549		1		154,034,461		5,756		intron_variant		PLCL2										2						1												

		BovineHD0100045510		rs134811957		1		154,041,462		7,002		intron_variant		PLCL2										2						1												

		BovineHD0100045512		rs133227833		1		154,044,400		2,939		intron_variant		PLCL2										2						1												

		BovineHD0100045517		rs109674935		1		154,049,387		4,988		intron_variant		PLCL2										2						1												

		BovineHD0100045519		rs110438651		1		154,054,353		4,967		intron_variant		PLCL2										2						1												

		BovineHD0100045523		rs132965246		1		154,073,037		18,685		intron_variant		PLCL2										2						1												

		BovineHD0100045525		rs136079653		1		154,077,565		4,529		intron_variant		PLCL2										2						1												

		ARS-BFGL-NGS-104351		rs109595140		1		154,097,966		20,402		intron_variant		TBC1D5										2						1												

		BovineHD0100045533		rs109757148		1		154,111,111		13,146		intron_variant		TBC1D5										2						1												

		BovineHD0100045535		rs110552454		1		154,117,375		6,265		intron_variant		TBC1D5										2						1												

		BovineHD0100045546		rs43279941		1		154,172,187		54,813		intron_variant		TBC1D5										2						1												

		BovineHD0100045557		rs43233960		1		154,235,858		63,672		intron_variant		TBC1D5										2						1												

		BovineHD0100045562		rs43233981		1		154,255,250		19,393		intron_variant		TBC1D5										2						1												

		BovineHD0100045570		rs43234016		1		154,283,798		28,549		intron_variant		TBC1D5										2						1												

		BovineHD0100045573		rs43288923		1		154,295,614		11,817		intron_variant		TBC1D5										2						1												

		BovineHD0100045579		rs43289830		1		154,315,213		19,600		intron_variant		TBC1D5										2						1												

		BovineHD0100045583		rs43289814		1		154,317,355		2,143		intron_variant		TBC1D5										2						1												

		BovineHD4100000927		rs41621584		1		154,329,792		12,438		intron_variant		TBC1D5										2						1												

		BovineHD0100045592		rs43288833		1		154,348,813		19,022		intron_variant		TBC1D5										2						1												

		BovineHD0100045605		rs109818971		1		154,413,169		64,357		intron_variant		TBC1D5										2						1												

		BovineHD0100045610		rs43235133		1		154,432,511		19,343		intron_variant		TBC1D5										2						1												

		BovineHD0100045625		rs43279965		1		154,471,368		38,858		intron_variant		TBC1D5										2						1												

		BovineHD0100045637		rs134625006		1		154,499,349		27,982		intron_variant		TBC1D5										2						1												

		BovineHD0100045654		rs134043450		1		154,536,044		36,696		intron_variant		TBC1D5										2						1												

		BovineHD0100045660		rs110425366		1		154,546,166		10,123		intron_variant		TBC1D5										2						1												

		BovineHD0100045666		rs136946725		1		154,555,807		9,642		intron_variant		TBC1D5										2						1												

		BovineHD0100045669		rs110207961		1		154,557,678		1,872		intron_variant		TBC1D5										2						1												

		BTB-00024024		rs43235157		1		154,559,819		2,142		intron_variant		TBC1D5										2						1												

		BovineHD0100045675		rs110148569		1		154,571,375		11,557		intron_variant		TBC1D5										2						1												

		BovineHD0100045679		rs43235178		1		154,576,034		4,660		intron_variant		TBC1D5										2						1												

		BovineHD0100045681		rs43235184		1		154,577,376		1,343		intron_variant		TBC1D5										2						1												

		BovineHD0100045683		rs43235194		1		154,579,015		1,640		intron_variant		TBC1D5										2						1												

		BovineHD0100045686		rs43235213		1		154,582,964		3,950		intron_variant		TBC1D5										2						1												

		BovineHD0100045692		rs43236350		1		154,588,806		5,843		intron_variant		TBC1D5										2						1												

		BovineHD0100045695		rs110669145		1		154,593,544		4,739		intron_variant		TBC1D5										2						1												

		BovineHD0100045697		rs110230821		1		154,597,881		4,338		intron_variant		TBC1D5										2						1												

		BovineHD0100045699		rs110213115		1		154,603,936		6,056		intron_variant		TBC1D5										2						1												

		BovineHD0100045701		rs136843160		1		154,605,877		1,942		intron_variant		TBC1D5										2						1												

		BovineHD0100045703		rs43236383		1		154,609,623		3,747		intron_variant		TBC1D5										2						1												

		BovineHD0100045709		rs42999529		1		154,651,101		41,479		intergenic_variant												2						1												

		BovineHD0100045713		rs110814927		1		154,664,958		13,858		intergenic_variant												2						1												

		BovineHD0100045719		rs132874435		1		154,695,328		30,371		intergenic_variant												2						1												

		BovineHD0100045721		rs135957205		1		154,697,378		2,051		intergenic_variant												2						1												

		BovineHD0100045726		rs43236413		1		154,714,676		17,299		intergenic_variant												2						1												

		BovineHD0100045740		rs43237561		1		154,774,277		59,602		intergenic_variant												2						1												

		BovineHD0100045743		rs133320299		1		154,787,138		12,862		intergenic_variant												2						1												

		BovineHD0100045753		rs43015545		1		154,813,625		26,488		intergenic_variant												2						1												

		BTB-00073892		rs43284202		1		154,835,046		21,422		intergenic_variant												2						1												

		BovineHD0100045774		rs134459591		1		154,871,006		35,961		intergenic_variant												2						1												

		BovineHD0100045781		rs109789242		1		154,893,879		22,874		intergenic_variant												2						1												

		BovineHD0100045783		rs43285450		1		154,895,202		1,324		intergenic_variant												2						1												

		BovineHD0100045785		rs110615931		1		154,904,726		9,525		intergenic_variant												2						1												

		BovineHD0100045793		rs42934131		1		154,953,331		48,606		intergenic_variant												2						1												

		BovineHD0100045794		rs134593972		1		154,958,829		5,499		intergenic_variant												2						1												

		BovineHD0100045796		rs42933211		1		154,963,787		4,959		intergenic_variant												2						1												

		BovineHD0100045798		rs109192337		1		154,965,751		1,965		intergenic_variant												2						1												

		BovineHD0100045800		rs110713664		1		154,968,550		2,800		intergenic_variant												2						1												

		BovineHD0100045802		rs42933145		1		154,974,193		5,644		intergenic_variant												2						1												

		BovineHD0100045804		rs42933157		1		154,975,727		1,535		intergenic_variant												2						1												

		ARS-BFGL-NGS-114975		rs42933172		1		154,977,344		1,618		intergenic_variant												2						1												

		BovineHD0100045808		rs133110994		1		154,984,134		6,791		intergenic_variant												2						1												

		BovineHD0100045811		rs133458014		1		154,998,048		13,915		intergenic_variant												2						1												

		BovineHD0100045814		rs43286349		1		155,027,784		29,737		intergenic_variant												2						1												

		BovineHD0100045817		rs43286345		1		155,035,258		7,475		intergenic_variant												2						1												

		Hapmap3051-BTA-15299		rs41602411		1		155,043,817		8,560		intergenic_variant												2						1												

		BovineHD0100045823		rs43285504		1		155,049,738		5,922		intergenic_variant												2						1												

		BovineHD0100045826		rs132971641		1		155,065,577		15,840		intergenic_variant												2						1												

		BovineHD0100045829		rs133303606		1		155,072,133		6,557		intergenic_variant												2						1												

		BovineHD0100045835		rs109760645		1		155,085,924		13,792		intergenic_variant												2						1												

		BovineHD0100045843		rs43286389		1		155,115,969		30,046		intergenic_variant												2						1												

		BovineHD0100045862		rs134443202		1		155,145,649		29,681		intergenic_variant												2						1												

		BovineHD0100045873		rs109475420		1		155,187,440		41,792		intergenic_variant												2						1												

		BovineHD0100045875		rs43587835		1		155,193,174		5,735		intergenic_variant												2						1												

		BovineHD0100045878		rs43587839		1		155,197,244		4,071		intergenic_variant												2						1												

		BovineHD0100045881		rs43587850		1		155,212,467		15,224		intergenic_variant												2						1												

		BovineHD0100045888		rs43587167		1		155,226,276		13,810		intergenic_variant												2						1												

		BovineHD0100045894		rs43587144		1		155,232,534		6,259		intergenic_variant												2						1												

		BovineHD0100045899		rs135524662		1		155,241,823		9,290		intergenic_variant												2						1												

		BovineHD0100045904		rs109172359		1		155,254,595		12,773		intergenic_variant												2						1												

		BovineHD0100045915		rs42863883		1		155,287,196		32,602		intergenic_variant												2						1												

		ARS-BFGL-NGS-32312		rs109462882		1		155,302,965		15,770		intergenic_variant												2						1												

		BovineHD0100045927		rs136417038		1		155,324,191		21,227		intergenic_variant												2						1												

		BovineHD0100045930		rs136268698		1		155,329,446		5,256		intergenic_variant												2						1												

		BovineHD0100045933		rs132866331		1		155,343,074		13,629		intergenic_variant												2						1												

		BovineHD0100045936		rs132702871		1		155,351,945		8,872		intergenic_variant												2						1												

		BovineHD0100045938		rs137621873		1		155,371,673		19,729		intergenic_variant												2						1												

		BovineHD0100045940		rs137041423		1		155,375,818		4,146		intergenic_variant												2						1												

		ARS-BFGL-NGS-36332		rs110442227		1		155,387,933		12,116		intergenic_variant												2						1												

		BovineHD0100045944		rs136365951		1		155,389,560		1,628		intergenic_variant												2						1												

		ARS-BFGL-NGS-39036		rs43284055		1		155,461,258		71,699		intron_variant		SATB1										2						1												

		BovineHD0100045964		rs43284039		1		155,466,084		4,827		intron_variant		SATB1										2						1												

		BovineHD0100045967		rs43283023		1		155,471,297		5,214		intron_variant		SATB1										2						1												

		BovineHD0100045971		rs43283006		1		155,480,260		8,964		intron_variant		SATB1										2						1												

		BovineHD0100045973		rs43282995		1		155,484,789		4,530		intron_variant		SATB1										2						1												

		BovineHD0100045975		rs43282983		1		155,492,258		7,470		intron_variant		SATB1										2						1												

		BovineHD0100045977		rs43282981		1		155,494,619		2,362		intron_variant		SATB1										2						1												

		BovineHD0100045979		rs43282977		1		155,498,291		3,673		intron_variant		SATB1										2						1												

		BovineHD0100045982		rs43284097		1		155,517,416		19,126		intron_variant		SATB1										2						1												

		BovineHD0100045985		rs43284108		1		155,519,539		2,124		intron_variant		SATB1										2						1												

		BovineHD0100045991		rs135793695		1		155,536,634		17,096		intergenic_variant												2						1												

		BovineHD0100045993		rs134747501		1		155,544,167		7,534		intergenic_variant												2						1												

		BovineHD0100045995		rs109841216		1		155,555,569		11,403		intergenic_variant												2						1												

		BovineHD0100045999		rs109357812		1		155,572,847		17,279		intergenic_variant												2						1												

		BovineHD0100046003		rs135190114		1		155,590,749		17,903		intergenic_variant												2						1												

		BovineHD0100046004		rs136688415		1		155,592,798		2,050		intergenic_variant												2						1												

		BovineHD0100046006		rs135436819		1		155,595,007		2,210		intergenic_variant												2						1												

		BovineHD0100046008		rs43286584		1		155,599,582		4,576		intergenic_variant												2						1												

		BovineHD0100046010		rs43287675		1		155,604,332		4,751		intergenic_variant												2						1												

		BovineHD0100046012		rs43287644		1		155,606,025		1,694		intergenic_variant												2						1												

		BovineHD0100046016		rs43286622		1		155,609,222		3,198		intergenic_variant												2						1												

		BovineHD0100046021		rs43288338		1		155,631,679		22,458		intergenic_variant												2						1												

		BovineHD0100046023		rs43287727		1		155,633,853		2,175		intergenic_variant												2						1												

		BovineHD0100046026		rs135739073		1		155,637,339		3,487		intergenic_variant												2						1												

		BovineHD0100046028		rs43288411		1		155,640,543		3,205		intergenic_variant												2						1												

		BovineHD0100046032		rs43288426		1		155,654,287		13,745		intergenic_variant												2						1												

		BovineHD0100046035		rs43286543		1		155,668,405		14,119		intergenic_variant												2						1												

		BovineHD0100046037		rs134885609		1		155,671,704		3,300		intergenic_variant												2						1												

		BovineHD0100046060		rs43285260		1		155,709,024		37,321		intergenic_variant												2						1												

		BovineHD0100046069		rs132877263		1		155,727,433		18,410		intergenic_variant												2						1												

		BovineHD0100046084		rs110290423		1		155,757,482		30,050		intergenic_variant												2						1												

		BovineHD0100046086		rs109060570		1		155,759,709		2,228		intergenic_variant												2						1												

		BovineHD0100046088		rs110209572		1		155,763,344		3,636		intergenic_variant												2						1												

		BovineHD0100046090		rs110080398		1		155,767,390		4,047		intergenic_variant												2						1												

		BovineHD0100046111		rs109768553		1		155,843,874		76,485		intergenic_variant												2						1												

		BovineHD0100046113		rs110178532		1		155,846,270		2,397		intergenic_variant												2						1												

		BovineHD0100046147		rs110807041		1		155,935,037		88,768		intergenic_variant												2						1												

		BovineHD0100046150		rs43282482		1		155,939,046		4,010		intergenic_variant												2						1												

		BTB-00075551		rs43282452		1		155,941,946		2,901		intergenic_variant												2						1												

		BovineHD0100046169		rs43281467		1		155,986,546		44,601		intergenic_variant												2						1												

		BovineHD0100046175		rs43289489		1		155,995,372		8,827		intergenic_variant												2						1												

		BovineHD0100046183		rs43289461		1		156,028,437		33,066		intergenic_variant												2						1												

		BovineHD0100046186		rs136425337		1		156,033,730		5,294		intergenic_variant												2						1												

		BTA-15354-no-rs		rs41569046		1		156,040,426		6,697		intergenic_variant												2						1												

		BovineHD0100046190		rs109735747		1		156,046,806		6,381		intergenic_variant												2						1												

		BovineHD0100046202		rs135287930		1		156,092,932		46,127		intergenic_variant												2						1												

		BovineHD0100046213		rs133533583		1		156,117,512		24,581		intergenic_variant												2						1												

		ARS-BFGL-NGS-87492		rs110880505		1		156,183,596		66,085		intergenic_variant												2						1												

		BovineHD0100046254		rs134190324		1		156,213,686		30,091		intergenic_variant												2						1												

		BovineHD0100046261		rs135569343		1		156,238,322		24,637		intergenic_variant												2						1												

		BovineHD0100046267		rs43289083		1		156,262,259		23,938		intergenic_variant												2						1												

		BovineHD0100046270		rs133484988		1		156,268,675		6,417		intergenic_variant												2						1												

		BovineHD0100046272		rs136424194		1		156,270,057		1,383		intergenic_variant												2						1												

		BovineHD0100046276		rs136875010		1		156,279,031		8,975		intergenic_variant												2						1												

		BovineHD0100046278		rs136619728		1		156,286,871		7,841		intergenic_variant												2						1												

		BovineHD0100046280		rs137505721		1		156,292,071		5,201		intergenic_variant												2						1												

		ARS-BFGL-NGS-111718		rs109867570		1		156,297,575		5,505		intergenic_variant												2						1												

		BovineHD0100046290		rs43290164		1		156,344,453		46,879		intron_variant		KCNH8										2						1												

		BovineHD0100046300		rs109090194		1		156,368,574		24,122		intron_variant		KCNH8										2						1												

		BovineHD0100046304		rs137508244		1		156,378,658		10,085		intron_variant		KCNH8										2						1												

		BovineHD0100046316		rs43282569		1		156,409,166		30,509		intron_variant		KCNH8										2						1												

		BovineHD0100046323		rs42908214		1		156,445,996		36,831		intron_variant		KCNH8										2						1												

		BovineHD0100046330		rs42908921		1		156,476,714		30,719		intron_variant		KCNH8										2						1												

		BovineHD0100046332		rs42908905		1		156,480,751		4,038		intron_variant		KCNH8										2						1												

		BovineHD0100046335		rs42908900		1		156,483,894		3,144		intron_variant		KCNH8										2						1												

		BovineHD0100046338		rs42908874		1		156,488,481		4,588		intron_variant		KCNH8										2						1												

		BovineHD0100046341		rs43755443		1		156,496,121		7,641		intron_variant		KCNH8										2						1												

		BovineHD0100046357		rs43758123		1		156,518,936		22,816		intron_variant		KCNH8										2						1												

		BovineHD0100046361		rs42975402		1		156,528,296		9,361		intron_variant		KCNH8										2						1												

		BovineHD0100046365		rs136993698		1		156,538,779		10,484		intron_variant		KCNH8										2						1												

		BovineHD0100046643		rs42893966		1		156,544,026		5,248		intron_variant		KCNH8										2						1												

		BovineHD0100046649		rs136072525		1		156,575,528		31,503		intron_variant		KCNH8										2						1												

		BovineHD0200000578		rs136115453		2		2,089,626				intergenic_variant												3						1												

		BovineHD0200000581		rs137267135		2		2,095,392		5,767		intergenic_variant												3						1												

		BovineHD0200000583		rs111000790		2		2,103,483		8,092		intergenic_variant												3						1												

		ARS-BFGL-BAC-35148		rs110161277		2		2,113,211		9,729		intergenic_variant												3						1												

		BovineHD0200000592		rs109953354		2		2,200,311		87,101		intergenic_variant												3						1												

		BovineHD0200000594		rs137001556		2		2,208,427		8,117		intergenic_variant												3						1												

		BovineHD0200000598		rs110367951		2		2,230,600		22,174		intergenic_variant												3						1												

		BovineHD0200000602		rs110325468		2		2,263,191		32,592		intergenic_variant												3						1												

		BovineHD0200000607		rs134633265		2		2,289,932		26,742		intergenic_variant												3						1												

		BovineHD0200000614		rs110487519		2		2,307,358		17,427		intergenic_variant												3						1												

		BovineHD0200000616		rs133845558		2		2,313,140		5,783		intergenic_variant												3						1												

		BovineHD0200000620		rs110162011		2		2,327,418		14,279		intergenic_variant												3						1												

		BovineHD0200000622		rs109052645		2		2,329,987		2,570		intergenic_variant												3						1												

		BovineHD0200000624		rs110882589		2		2,331,678		1,692		intergenic_variant												3						1												

		BovineHD0200000630		rs135984717		2		2,338,004		6,327		intergenic_variant												3						1												

		BovineHD0200000634		rs134333815		2		2,351,958		13,955		intergenic_variant												3						1												

		BovineHD0200000638		rs110169975		2		2,358,468		6,511		intergenic_variant												3						1												

		BovineHD0200000641		rs110980261		2		2,361,337		2,870		intergenic_variant												3						1												

		BovineHD0200000649		rs109219395		2		2,381,695		20,359		intergenic_variant												3						1												

		BovineHD0200000651		rs109597749		2		2,387,965		6,271		intergenic_variant												3						1												

		BovineHD0200000653		rs109809572		2		2,390,057		2,093		intergenic_variant												3						1												

		BovineHD0200000656		rs109419432		2		2,393,390		3,334		intergenic_variant												3						1												

		BovineHD0200000658		rs133913778		2		2,396,732		3,343		intergenic_variant												3						1												

		BovineHD0200000660		rs132806894		2		2,398,122		1,391		intergenic_variant												3						1												

		BovineHD0200000663		rs110957350		2		2,401,930		3,809		intergenic_variant												3						1												

		ARS-BFGL-NGS-23733		rs109684219		2		2,405,667		3,738		intergenic_variant												3						1												

		BovineHD0200000671		rs109421188		2		2,442,128		36,462		intergenic_variant												3						1												

		BovineHD0200000677		rs109362045		2		2,474,625		32,498		intergenic_variant												3						1												

		ARS-BFGL-NGS-74769		rs110511156		2		2,486,902		12,278		intergenic_variant												3						1												

		BovineHD0200000683		rs137365293		2		2,526,754		39,853		intergenic_variant												3						1												

		BovineHD0200000687		rs133178609		2		2,553,353		26,600		intergenic_variant												3						1												

		BovineHD0200000689		rs135620549		2		2,555,551		2,199		intergenic_variant												3						1												

		BovineHD0200000693		rs137540728		2		2,588,275		32,725		intergenic_variant												3						1												

		BovineHD0200000695		rs134633034		2		2,590,948		2,674		intergenic_variant												3						1												

		BovineHD0200000702		rs136529491		2		2,631,149		40,202		intergenic_variant												3						1												

		BovineHD0200000706		rs134356704		2		2,644,497		13,349		intergenic_variant												3						1												

		BovineHD0200000708		rs132789383		2		2,646,476		1,980		intergenic_variant												3						1												

		BovineHD0200000713		rs110630563		2		2,666,114		19,639		intergenic_variant												3						1												

		BovineHD0200000716		rs109722071		2		2,678,760		12,647		intergenic_variant												3						1												

		BovineHD0200000718		rs137277515		2		2,681,739		2,980		intergenic_variant												3						1												

		BovineHD0200000725		rs135248114		2		2,714,653		32,915		intergenic_variant												3						1												

		BovineHD0200000727		rs133695744		2		2,722,957		8,305		intergenic_variant												3						1												

		BovineHD4100000960		rs29019946		2		2,749,977		27,021		intergenic_variant												3						1												

		BovineHD0200000733		rs137099824		2		2,766,064		16,088		intergenic_variant												3						1												

		BovineHD0200000736		rs134497118		2		2,772,608		6,545		intergenic_variant												3						1												

		ARS-BFGL-NGS-110437		rs109754878		2		2,775,301		2,694		intergenic_variant												3						1												

		BovineHD0200000741		rs133659602		2		2,780,706		5,406		intergenic_variant												3						1												

		BovineHD0200000753		rs134850177		2		2,838,237		57,532		intergenic_variant												3						1												

		BovineHD0200000759		rs134502551		2		2,870,718		32,482		intergenic_variant												3						1												

		BovineHD0200000772		rs134590958		2		2,925,400		54,683		intergenic_variant												3						1												

		BovineHD0200000777		rs133367946		2		2,934,187		8,788		intergenic_variant												3						1												

		BovineHD0200000784		rs109496397		2		2,967,433		33,247		intergenic_variant												3						1												

		BovineHD0200000792		rs134810399		2		3,022,198		54,766		intergenic_variant												3						1												

		BovineHD0200000796		rs134194530		2		3,032,133		9,936		intergenic_variant												3						1												

		ARS-BFGL-NGS-40516		rs109296874		2		3,039,037		6,905		intergenic_variant												3						1												

		BovineHD0200000809		rs134955556		2		3,074,803		35,767		intergenic_variant												3						1												

		BovineHD0200000812		rs137472222		2		3,093,673		18,871		intergenic_variant												3						1												

		BovineHD0200000814		rs109665227		2		3,100,297		6,625		intergenic_variant												3						1												

		BovineHD0200000817		rs134362421		2		3,109,322		9,026		intergenic_variant												3						1												

		ARS-BFGL-NGS-118313		rs110161155		2		3,118,358		9,037		intergenic_variant												3						1												

		BovineHD0200000824		rs136196556		2		3,139,906		21,549		intergenic_variant												3						1												

		BovineHD0200000826		rs109506274		2		3,141,759		1,854		intergenic_variant												3						1												

		BovineHD0200000828		rs110062354		2		3,143,541		1,783		intergenic_variant												3						1												

		BovineHD0200000833		rs109717585		2		3,176,841		33,301		intergenic_variant												3						1												

		BovineHD0200008721		rs137095020		2		29,758,133		26,581,293		intergenic_variant																4						1								

		BovineHD0200008723		rs133134813		2		29,769,053		10,921		intergenic_variant																4						1								

		BovineHD0200008726		rs136299797		2		29,790,206		21,154		intergenic_variant																4						1								

		ARS-BFGL-NGS-38622		rs109266162		2		29,822,786		32,581		intergenic_variant																4						1								

		BovineHD0200008734		rs43299508		2		29,826,213		3,428		intergenic_variant																4						1								

		BovineHD0200008739		rs133669813		2		29,841,962		15,750		synonymous_variant		SCN7A														4						1								

		BovineHD0200008745		rs110172304		2		29,863,515		21,554		intron_variant		SCN7A														4						1								

		BovineHD0200008753		rs133196921		2		29,876,633		13,119		intron_variant		SCN7A														4						1								

		BovineHD0200008796		rs110134472		2		29,954,517		77,885		intergenic_variant																4						1								

		BovineHD0200008799		rs43301840		2		29,957,381		2,865		intergenic_variant																4						1								

		BovineHD0200008803		rs43301888		2		29,961,960		4,580		intergenic_variant																4						1								

		BovineHD0200008805		rs132944275		2		29,969,944		7,985		intergenic_variant																4						1								

		ARS-BFGL-BAC-28097		rs43302507		2		29,971,378		1,435		intergenic_variant																4						1								

		BovineHD0200008812		rs43302459		2		29,978,885		7,508		intergenic_variant																4						1								

		Hapmap23355-BTA-133816		rs110073925		2		30,005,111		26,227		intron_variant		SCN9A														4						1								

		BovineHD0200008831		rs109612640		2		30,010,141		5,031		intron_variant		SCN9A														4						1								

		BovineHD0200008841		rs134646004		2		30,045,550		35,410		intron_variant		SCN9A														4						1								

		BovineHD4100001112		rs43303243		2		30,061,370		15,821		intron_variant		SCN9A														4						1								

		BovineHD0200008849		rs109393592		2		30,067,947		6,578		intron_variant		SCN9A														4						1								

		BovineHD0200009292		rs111023543		2		31,284,994		1,217,048		intergenic_variant																5						1								

		BovineHD0200009295		rs136572943		2		31,290,976		5,983		intron_variant		SLC38A11														5						1								

		BovineHD0200009298		rs133292647		2		31,299,144		8,169		intron_variant		SLC38A11														5						1								

		BovineHD0200009300		rs43303269		2		31,304,622		5,479		intron_variant		SLC38A11														5						1								

		ARS-BFGL-BAC-30294		rs43303311		2		31,311,914		7,293		intron_variant		SLC38A11														5						1								

		BovineHD0200009315		rs43303867		2		31,347,185		35,272		intron_variant		SLC38A11														5						1								

		BovineHD0200009318		rs109227488		2		31,353,601		6,417		intergenic_variant																5						1								

		BovineHD0200009323		rs43303846		2		31,368,273		14,673		intergenic_variant																5						1								

		BovineHD0200009332		rs132698435		2		31,399,896		31,624		intergenic_variant																5						1								

		BovineHD0200009335		rs109484299		2		31,414,169		14,274		intergenic_variant																5						1								

		BovineHD0200009338		rs136765684		2		31,434,022		19,854		intron_variant		COBLL1														5						1								

		BovineHD0200009344		rs109998947		2		31,447,960		13,939		intron_variant		COBLL1														5						1								

		BovineHD0200009346		rs135997099		2		31,452,857		4,898		intron_variant		COBLL1														5						1								

		BovineHD0200009348		rs135218184		2		31,455,720		2,864		intron_variant		COBLL1														5						1								

		BovineHD0200009350		rs109587452		2		31,457,668		1,949		intron_variant		COBLL1														5						1								

		Hapmap52594-rs29026993		rs29026993		2		31,468,455		10,788		intron_variant		COBLL1														5						1								

		BovineHD0200009354		rs137503922		2		31,475,495		7,041		intron_variant		COBLL1														5						1								

		BovineHD0200009358		rs109103480		2		31,491,246		15,752		intron_variant		COBLL1														5						1								

		BovineHD0200009361		rs135498610		2		31,498,293		7,048		intron_variant		COBLL1														5						1								

		BovineHD0200009363		rs110937174		2		31,502,557		4,265		intron_variant		COBLL1														5						1								

		BovineHD0200009365		rs137675748		2		31,507,610		5,054		intron_variant		COBLL1														5						1								

		BovineHD0200009368		rs134662871		2		31,514,057		6,448		intron_variant		COBLL1														5						1								

		BovineHD0200009371		rs133772239		2		31,522,508		8,452		intron_variant		COBLL1														5						1								

		BovineHD0200009380		rs43303924		2		31,553,266		30,759		intron_variant		COBLL1														5						1								

		BovineHD0200009384		rs109674388		2		31,565,009		11,744		intron_variant		COBLL1														5						1								

		BovineHD4100001120		rs41611824		2		31,596,685		31,677		3_prime_UTR_variant		COBLL1														5						1								

		BovineHD0200009400		rs42687941		2		31,601,748		5,064		intergenic_variant																5						1								

		BovineHD0200009404		rs136707819		2		31,635,899		34,152		intergenic_variant																5						1								

		BovineHD0200009406		rs134945495		2		31,638,826		2,928		intergenic_variant																5						1								

		BovineHD0200009409		rs134277098		2		31,643,672		4,847		intergenic_variant																5						1								

		BovineHD0200009414		rs135848982		2		31,651,885		8,214		intergenic_variant																5						1								

		BovineHD0200009416		rs135385508		2		31,653,876		1,992		intergenic_variant																5						1								

		BovineHD0200009418		rs133395555		2		31,657,583		3,708		intergenic_variant																5						1								

		BovineHD0200009420		rs109223079		2		31,660,659		3,077		intergenic_variant																5						1								

		BovineHD0200009423		rs137365197		2		31,663,929		3,271		intergenic_variant																5						1								

		BovineHD0200009425		rs136968682		2		31,666,633		2,705		intergenic_variant																5						1								

		BovineHD0200009427		rs110447115		2		31,668,827		2,195		intergenic_variant																5						1								

		BovineHD0200009429		rs135233322		2		31,671,612		2,786		intergenic_variant																5						1								

		BovineHD0200009432		rs137536355		2		31,675,805		4,194		intergenic_variant																5						1								

		BovineHD0200009445		rs133757123		2		31,727,909		52,105		intron_variant		GRB14														5						1								

		BovineHD0200009462		rs134825710		2		31,791,559		63,651		intron_variant		GRB14														5						1								

		BovineHD0200009466		rs135928605		2		31,807,411		15,853		intron_variant		GRB14														5						1								

		BovineHD0200009476		rs134212338		2		31,864,453		57,043		intergenic_variant																5						1								

		BovineHD0200009491		rs110634630		2		31,951,013		86,561		intergenic_variant																5						1								

		BovineHD0200009500		rs43305612		2		31,984,675		33,663		intergenic_variant																5						1								

		BTB-00097114		rs43307553		2		41,871,660		9,886,986		intron_variant		GALNT13												2						1										

		BovineHD0200012163		rs137656950		2		41,888,538		16,879		intron_variant		GALNT13												2						1										

		BovineHD0200012169		rs43307606		2		41,919,713		31,176		intron_variant		GALNT13												2						1										

		BovineHD0200012173		rs136421988		2		41,930,698		10,986		intron_variant		GALNT13												2						1										

		BovineHD0200012178		rs42987899		2		41,959,698		29,001		intron_variant		GALNT13												2						1										

		Hapmap54983-rs29020503		rs29020503		2		42,021,985		62,288		intron_variant		GALNT13												2						1										

		BovineHD0200012209		rs41755579		2		42,023,950		1,966		intron_variant		GALNT13												2						1										

		BovineHD0200012212		rs136172063		2		42,032,759		8,810		intron_variant		GALNT13												2						1										

		BovineHD0200012188		rs110155260		2		42,036,840		4,082		intron_variant		GALNT13												2						1										

		BovineHD0200012192		rs136281883		2		42,043,161		6,322		intron_variant		GALNT13												2						1										

		BovineHD0200012193		rs133235037		2		42,052,188		9,028		intron_variant		GALNT13												2						1										

		BovineHD0200012195		rs136469695		2		42,054,237		2,050		intron_variant		GALNT13												2						1										

		BovineHD0200012197		rs43308483		2		42,059,991		5,755		intron_variant		GALNT13												2						1										

		BovineHD0200012199		rs133960244		2		42,065,750		5,760		intron_variant		GALNT13												2						1										

		BovineHD0200012201		rs135846051		2		42,067,514		1,765		intron_variant		GALNT13												2						1										

		BovineHD0200012203		rs43308471		2		42,070,879		3,366		intron_variant		GALNT13												2						1										

		BovineHD0200012214		rs43308491		2		42,076,637		5,759		intron_variant		GALNT13												2						1										

		BovineHD0200012216		rs136727061		2		42,080,848		4,212		intron_variant		GALNT13												2						1										

		BovineHD0200012222		rs43309171		2		42,099,023		18,176		intron_variant		GALNT13												2						1										

		BovineHD0200012224		rs43309177		2		42,111,162		12,140		intron_variant		GALNT13												2						1										

		BovineHD0200012227		rs133155429		2		42,118,721		7,560		intron_variant		GALNT13												2						1										

		BovineHD0200012229		rs41755549		2		42,122,577		3,857		intron_variant		GALNT13												2						1										

		BovineHD0200012232		rs137609708		2		42,132,892		10,316		intron_variant		GALNT13												2						1										

		BovineHD0200012234		rs41755564		2		42,141,244		8,353		intron_variant		GALNT13												2						1										

		BovineHD0200012236		rs41755536		2		42,151,164		9,921		intron_variant		GALNT13												2						1										

		BovineHD0200012239		rs41755323		2		42,164,025		12,862		intron_variant		GALNT13												2						1										

		BovineHD0200012241		rs110749944		2		42,174,191		10,167		intron_variant		GALNT13												2						1										

		BovineHD0200012243		rs41755311		2		42,181,561		7,371		intron_variant		GALNT13												2						1										

		BovineHD0200012245		rs41755309		2		42,182,729		1,169		intron_variant		GALNT13												2						1										

		BovineHD0200012251		rs41755276		2		42,216,247		33,519		intron_variant		GALNT13												2						1										

		BovineHD0200012254		rs110111916		2		42,232,678		16,432		intron_variant		GALNT13												2						1										

		BovineHD0200012257		rs133278413		2		42,236,387		3,710		intron_variant		GALNT13												2						1										

		BovineHD0200012259		rs41755256		2		42,238,894		2,508		intron_variant		GALNT13												2						1										

		BovineHD0200012262		rs41754724		2		42,251,283		12,390		intron_variant		GALNT13												2						1										

		BovineHD0200012266		rs133883281		2		42,264,175		12,893		intron_variant		GALNT13												2						1										

		BovineHD4100001172		rs41568276		2		42,270,653		6,479		intergenic_variant														2						1										

		BovineHD0200012269		rs134351349		2		42,278,314		7,662		intergenic_variant														2						1										

		BovineHD0200012271		rs132770942		2		42,281,605		3,292		intergenic_variant														2						1										

		BovineHD0200012273		rs135585408		2		42,284,080		2,476		intergenic_variant														2						1										

		BTB-01242289		rs41754716		2		42,285,413		1,334		intergenic_variant														2						1										

		BovineHD0200012276		rs41754703		2		42,289,062		3,650		intergenic_variant														2						1										

		BovineHD0200012284		rs41754653		2		42,326,234		37,173		intergenic_variant														2						1										

		BovineHD0200012288		rs133036935		2		42,334,656		8,423		intergenic_variant														2						1										

		BovineHD0200012290		rs137426575		2		42,348,621		13,966		intergenic_variant														2						1										

		BovineHD0200012292		rs137172446		2		42,354,672		6,052		intergenic_variant														2						1										

		BovineHD0200012294		rs132771923		2		42,365,652		10,981		intergenic_variant														2						1										

		BovineHD0200012296		rs136181809		2		42,368,526		2,875		intergenic_variant														2						1										

		BovineHD0200012298		rs134759613		2		42,378,792		10,267		intergenic_variant														2						1										

		BovineHD0200012304		rs134666476		2		42,406,771		27,980		intergenic_variant														2						1										

		BovineHD0200012306		rs41760890		2		42,421,129		14,359		intergenic_variant														2						1										

		BovineHD0200012312		rs43033262		2		42,457,983		36,855		intergenic_variant														2						1										

		BovineHD0200012331		rs42557999		2		42,491,692		33,710		intergenic_variant														2						1										

		BovineHD0200012350		rs109740515		2		42,569,154		77,463		intergenic_variant														2						1										

		BovineHD0200012358		rs110135503		2		42,593,387		24,234		intergenic_variant														2						1										

		BovineHD0200012362		rs137143733		2		42,600,380		6,994		intergenic_variant														2						1										

		ARS-BFGL-NGS-45548		rs109395886		2		42,626,098		25,719		intergenic_variant														2						1										

		BovineHD0200012379		rs134403795		2		42,664,019		37,922		intergenic_variant														2						1										

		BovineHD0200012382		rs134613279		2		42,676,864		12,846		intergenic_variant														2						1										

		BovineHD0200012384		rs133704752		2		42,688,622		11,759		intergenic_variant														2						1										

		BovineHD0200012386		rs135628506		2		42,699,673		11,052		intergenic_variant														2						1										

		BovineHD0200012388		rs134806193		2		42,711,951		12,279		intergenic_variant														2						1										

		BovineHD0200012397		rs135614153		2		42,762,086		50,136		intergenic_variant														2						1										

		BovineHD0200012399		rs134730679		2		42,772,323		10,238		intergenic_variant														2						1										

		BovineHD0200012416		rs43343080		2		42,827,662		55,340		intergenic_variant														2						1										

		BovineHD0200012419		rs42949789		2		42,850,642		22,981		intergenic_variant														2						1										

		BovineHD0200012421		rs42949778		2		42,852,821		2,180		intergenic_variant														2						1										

		BovineHD0200012422		rs42949770		2		42,855,196		2,376		intergenic_variant														2						1										

		BovineHD0200012424		rs134305552		2		42,862,973		7,778		intergenic_variant														2						1										

		BovineHD0200012426		rs42949821		2		42,868,963		5,991		intergenic_variant														2						1										

		BTB-01838972		rs42950532		2		42,880,642		11,680		intergenic_variant														2						1										

		BovineHD0200012408		rs134695884		2		42,912,682		32,041		intergenic_variant														2						1										

		BovineHD0200012434		rs41863686		2		42,923,691		11,010		intergenic_variant														2						1										

		BovineHD0200012440		rs137845945		2		42,942,186		18,496		intergenic_variant														2						1										

		BovineHD0200012442		rs41911555		2		42,945,600		3,415		intergenic_variant														2						1										

		BovineHD0200012445		rs135160487		2		42,950,892		5,293		intergenic_variant														2						1										

		BovineHD0200012447		rs109569931		2		42,954,448		3,557		intergenic_variant														2						1										

		BovineHD0200012449		rs41863639		2		42,959,892		5,445		intergenic_variant														2						1										

		BovineHD0200012452		rs43290860		2		42,970,929		11,038		intergenic_variant														2						1										

		BovineHD0200012454		rs43290836		2		42,985,846		14,918		intergenic_variant														2						1										

		BovineHD0200012458		rs136013868		2		43,002,134		16,289		intergenic_variant														2						1										

		BovineHD0200012460		rs134737731		2		43,003,899		1,766		intergenic_variant														2						1										

		BovineHD0200012463		rs134225936		2		43,007,894		3,996		intergenic_variant														2						1										

		BovineHD0200012465		rs43295984		2		43,010,880		2,987		intergenic_variant														2						1										

		BovineHD0200012468		rs43295941		2		43,015,073		4,194		intergenic_variant														2						1										

		BovineHD0200012470		rs132785182		2		43,017,168		2,096		intergenic_variant														2						1										

		BovineHD0200012472		rs43294918		2		43,020,157		2,990		intergenic_variant														2						1										

		BovineHD0200012489		rs134732840		2		43,124,109		103,953		intergenic_variant														2						1										

		BovineHD0200014109		rs135741889		2		48,703,727		5,579,619		intergenic_variant																6						1								

		BovineHD0200014111		rs109661858		2		48,707,672		3,946		intergenic_variant																6						1								

		BovineHD0200014118		rs135466100		2		48,738,039		30,368		intergenic_variant																6						1								

		BovineHD0200014122		rs109132759		2		48,755,071		17,033		intergenic_variant																6						1								

		BovineHD0200014124		rs110213662		2		48,765,553		10,483		intergenic_variant																6						1								

		BovineHD0200014126		rs134285798		2		48,774,008		8,456		intergenic_variant																6						1								

		BovineHD0200014128		rs109663380		2		48,775,797		1,790		intergenic_variant																6						1								

		BovineHD0200014131		rs109940650		2		48,781,082		5,286		intergenic_variant																6						1								

		BovineHD0200014133		rs137431989		2		48,785,988		4,907		intergenic_variant																6						1								

		BovineHD4100001199		rs29023444		2		48,797,934		11,947		intergenic_variant																6						1								

		BovineHD0200014138		rs109878037		2		48,800,060		2,127		intergenic_variant																6						1								

		BovineHD0200014144		rs133290013		2		48,807,730		7,671		intergenic_variant																6						1								

		BovineHD0200014150		rs136024760		2		48,821,329		13,600		intergenic_variant																6						1								

		BovineHD0200014152		rs109479080		2		48,838,953		17,625		intergenic_variant																6						1								

		BovineHD0200014155		rs135253786		2		48,853,957		15,005		intergenic_variant																6						1								

		Hapmap18416-rs29019993		rs29019993		2		48,875,539		21,583		intergenic_variant																6						1								

		BovineHD0200014169		rs134753706		2		48,916,734		41,196		intergenic_variant																6						1								

		BovineHD0200014173		rs135937387		2		48,935,934		19,201		intergenic_variant																6						1								

		BovineHD0200014175		rs134967425		2		48,947,891		11,958		intergenic_variant																6						1								

		BovineHD0200014177		rs109496307		2		48,966,632		18,742		intergenic_variant																6						1								

		BovineHD0200014183		rs132944602		2		48,987,882		21,251		intergenic_variant																6						1								

		ARS-BFGL-NGS-113042		rs109941542		2		48,993,143		5,262		intergenic_variant																6						1								

		BovineHD0200014189		rs135730597		2		49,000,490		7,348		intergenic_variant																6						1								

		BovineHD0200014192		rs134484775		2		49,005,139		4,650		intergenic_variant																6						1								

		BovineHD0200014197		rs110931723		2		49,015,366		10,228		intergenic_variant																6						1								

		BovineHD0200014203		rs110788014		2		49,039,279		23,914		intergenic_variant																6						1								

		BovineHD0200014209		rs134000371		2		49,064,542		25,264		intergenic_variant																6						1								

		BovineHD0200014211		rs133396156		2		49,067,927		3,386		intergenic_variant																6						1								

		BovineHD0200014214		rs135468383		2		49,070,988		3,062		intergenic_variant																6						1								

		BovineHD0200014215		rs133126169		2		49,074,378		3,391		intergenic_variant																6						1								

		BovineHD0200014216		rs134806089		2		49,078,484		4,107		intergenic_variant																6						1								

		BovineHD0200014218		rs136767500		2		49,095,453		16,970		intergenic_variant																6						1								

		BovineHD0200014221		rs134293988		2		49,104,566		9,114		intergenic_variant																6						1								

		BovineHD0200014247		rs133532230		2		49,234,583		130,018		intergenic_variant																6						1								

		BovineHD0200014252		rs135650536		2		49,261,377		26,795		intergenic_variant																6						1								

		BovineHD0200014254		rs108955840		2		49,264,106		2,730		intergenic_variant																6						1								

		BovineHD0200014258		rs136358503		2		49,288,818		24,713		intergenic_variant																6						1								

		BovineHD0200014262		rs136175606		2		49,295,758		6,941		intergenic_variant																6						1								

		BovineHD0200014264		rs108942844		2		49,297,281		1,524		intergenic_variant																6						1								

		BovineHD0200014266		rs133655907		2		49,301,498		4,218		intergenic_variant																6						1								

		BovineHD0200014268		rs132722011		2		49,303,140		1,643		intergenic_variant																6						1								

		BovineHD0200014274		rs109612252		2		49,349,789		46,650		intergenic_variant																6						1								

		BovineHD0200014278		rs136741250		2		49,366,892		17,104		intergenic_variant																6						1								

		BovineHD0200014283		rs135769371		2		49,389,878		22,987		intergenic_variant																6						1								

		BovineHD0200014286		rs110084701		2		49,403,795		13,918		intergenic_variant																6						1								

		BovineHD0200014289		rs110997129		2		49,413,299		9,505		intergenic_variant																6						1								

		BovineHD0200014295		rs135900600		2		49,444,239		30,941		intergenic_variant																6						1								

		BovineHD0200014301		rs109736157		2		49,468,409		24,171		intergenic_variant																6						1								

		BovineHD0200014308		rs137216264		2		49,500,248		31,840		intergenic_variant																6						1								

		BovineHD0200014311		rs135881146		2		49,513,240		12,993		intergenic_variant																6						1								

		BovineHD0200014315		rs109543244		2		49,535,355		22,116		intergenic_variant																6						1								

		BovineHD0200014318		rs132739722		2		49,548,747		13,393		intergenic_variant																6						1								

		BovineHD0200014320		rs135507459		2		49,561,235		12,489		intergenic_variant																6						1								

		BovineHD0200014324		rs110396765		2		49,575,848		14,614		intergenic_variant																6						1								

		BovineHD0200014327		rs133304029		2		49,585,356		9,509		intergenic_variant																6						1								

		BovineHD0200014329		rs136481731		2		49,587,469		2,114		intergenic_variant																6						1								

		BovineHD0200014331		rs109232778		2		49,595,790		8,322		intergenic_variant																6						1								

		BovineHD0200014333		rs137030036		2		49,604,016		8,227		intergenic_variant																6						1								

		BovineHD0200014340		rs134286256		2		49,638,070		34,055		intergenic_variant																6						1								

		BovineHD0200014345		rs110694253		2		49,673,300		35,231		intergenic_variant																6						1								

		BovineHD0200014347		rs109679936		2		49,680,303		7,004		intergenic_variant																6						1								

		ARS-BFGL-NGS-38341		rs109732000		2		49,703,365		23,063		intergenic_variant																6						1								

		BovineHD0200014352		rs137330125		2		49,714,538		11,174		intergenic_variant																6						1								

		BovineHD0200014358		rs137027430		2		49,733,530		18,993		intergenic_variant																6						1								

		BovineHD0200014360		rs136588174		2		49,738,525		4,996		intergenic_variant																6						1								

		BovineHD0200014362		rs137668226		2		49,749,137		10,613		intergenic_variant																6						1								

		BovineHD0200014364		rs110449133		2		49,760,042		10,906		intergenic_variant																6						1								

		BovineHD0200014366		rs133317134		2		49,762,078		2,037		intergenic_variant																6						1								

		BovineHD0200014368		rs108979236		2		49,765,568		3,491		intergenic_variant																6						1								

		BovineHD0200014370		rs110829031		2		49,767,682		2,115		intergenic_variant																6						1								

		BovineHD0200014372		rs109993124		2		49,770,378		2,697		intergenic_variant																6						1								

		BovineHD0200014374		rs135912346		2		49,773,157		2,780		intergenic_variant																6						1								

		BovineHD0200014378		rs110374176		2		49,784,316		11,160		intergenic_variant																6						1								

		BovineHD0200014380		rs111008646		2		49,790,121		5,806		intergenic_variant																6						1								

		BovineHD0200014382		rs135807581		2		49,799,827		9,707		intergenic_variant																6						1								

		BovineHD0200014383		rs136596414		2		49,811,427		11,601		intergenic_variant																6						1								

		BovineHD0200014385		rs111025971		2		49,816,156		4,730		intergenic_variant																6						1								

		BovineHD0200014388		rs110075266		2		49,827,332		11,177		intergenic_variant																6						1								

		BovineHD0200014391		rs109993537		2		49,852,108		24,777		intergenic_variant																6						1								

		BovineHD0200014393		rs110830648		2		49,858,432		6,325		intergenic_variant																6						1								

		BovineHD0200014395		rs137719438		2		49,859,977		1,546		intergenic_variant																6						1								

		BovineHD0200014397		rs135915465		2		49,863,425		3,449		intergenic_variant																6						1								

		BovineHD0200014399		rs108951296		2		49,866,194		2,770		intergenic_variant																6						1								

		BovineHD0200014401		rs110701649		2		49,869,228		3,035		intergenic_variant																6						1								

		BovineHD0200014403		rs135093441		2		49,875,043		5,816		intergenic_variant																6						1								

		BovineHD0200014405		rs134419809		2		49,878,411		3,369		intergenic_variant																6						1								

		BovineHD0200014407		rs132775208		2		49,882,050		3,640		intergenic_variant																6						1								

		BovineHD0200014410		rs133545562		2		49,901,063		19,014		intergenic_variant																6						1								

		BovineHD0200014413		rs110390702		2		49,906,548		5,486		intergenic_variant																6						1								

		BovineHD0200014416		rs109435526		2		49,911,528		4,981		intergenic_variant																6						1								

		BovineHD0200014419		rs109512596		2		49,917,070		5,543		intergenic_variant																6						1								

		BovineHD0200014421		rs137481286		2		49,920,168		3,099		intergenic_variant																6						1								

		BovineHD0200014423		rs110422929		2		49,926,206		6,039		intergenic_variant																6						1								

		BovineHD0200014426		rs111025838		2		49,930,577		4,372		intergenic_variant																6						1								

		BovineHD0200014429		rs135679608		2		49,934,696		4,120		intergenic_variant																6						1								

		BovineHD0200014431		rs109609948		2		49,936,379		1,684		intergenic_variant																6						1								

		BovineHD0200014433		rs133369412		2		49,939,337		2,959		intergenic_variant																6						1								

		BovineHD0200014436		rs110658603		2		49,951,694		12,358		intergenic_variant																6						1								

		BovineHD0200014439		rs109583978		2		49,961,201		9,508		intergenic_variant																6						1								

		BovineHD0200014441		rs109936602		2		49,967,002		5,802		intergenic_variant																6						1								

		BovineHD0200014442		rs109530383		2		49,976,907		9,906		intergenic_variant																6						1								

		BovineHD0200014447		rs109280858		2		50,009,079		32,173		intergenic_variant																6						1								

		BovineHD0200014449		rs137050060		2		50,015,382		6,304		intergenic_variant																6						1								

		BTA-47682-no-rs		rs41601072		2		50,031,268		15,887		intergenic_variant																6						1								

		BovineHD0200014455		rs109882321		2		50,043,026		11,759		intergenic_variant																6						1								

		BovineHD0200014458		rs109600041		2		50,048,715		5,690		intergenic_variant																6						1								

		BovineHD0200014460		rs109774383		2		50,051,386		2,672		intergenic_variant																6						1								

		BovineHD0200014462		rs133519760		2		50,063,072		11,687		intergenic_variant																6						1								

		BovineHD0200014463		rs109081523		2		50,067,194		4,123		intergenic_variant																6						1								

		BovineHD0200014465		rs109895925		2		50,073,805		6,612		intergenic_variant																6						1								

		BovineHD0200014467		rs110802859		2		50,084,264		10,460		intergenic_variant																6						1								

		BovineHD0200014471		rs109482412		2		50,092,121		7,858		intergenic_variant																6						1								

		BovineHD0200014475		rs43306971		2		50,106,462		14,342		intergenic_variant																6						1								

		BovineHD0200014484		rs136026532		2		50,157,250		50,789		intergenic_variant																6						1								

		BTB-00099032		rs43306221		2		50,163,146		5,897		intergenic_variant																6						1								

		BovineHD0200014488		rs43306204		2		50,169,482		6,337		intergenic_variant																6						1								

		BovineHD0200014495		rs43306160		2		50,204,989		35,508		intergenic_variant																6						1								

		BovineHD0200014500		rs43306146		2		50,234,111		29,123		intergenic_variant																6						1								

		BovineHD0200014503		rs137604162		2		50,254,799		20,689		intergenic_variant																6						1								

		Hapmap42228-BTA-47674		rs41637173		2		50,268,524		13,726		intergenic_variant																6						1								

		BovineHD0200014506		rs43305513		2		50,279,672		11,149		intergenic_variant																6						1								

		BovineHD0200018165		rs108979160		2		62,586,894		12,307,223		intron_variant		TMEM163										4						1												

		BovineHD0200018168		rs133695186		2		62,594,957		8,064		intron_variant		TMEM163										4						1												

		BovineHD0200018170		rs110945007		2		62,597,257		2,301		intron_variant		TMEM163										4						1												

		BovineHD0200018174		rs110703823		2		62,607,517		10,261		intron_variant		TMEM163										4						1												

		BovineHD0200018176		rs109677055		2		62,611,889		4,373		intron_variant		TMEM163										4						1												

		Hapmap39338-BTA-47826		rs41638239		2		62,622,363		10,475		intron_variant		TMEM163										4		3										1						

		BovineHD0200018181		rs110678123		2		62,624,969		2,607		intron_variant		TMEM163										4		3										1						

		BovineHD0200018183		rs110674384		2		62,626,125		1,157		intron_variant		TMEM163										4		3										1						

		BovineHD0200018185		rs109430646		2		62,627,974		1,850		intron_variant		TMEM163										4		3										1						

		BovineHD0200018187		rs110300291		2		62,629,357		1,384		intron_variant		TMEM163										4		3										1						

		BovineHD0200018189		rs110333974		2		62,635,182		5,826		intron_variant		TMEM163										4		3										1						

		BovineHD0200018192		rs110357654		2		62,649,380		14,199		intron_variant		TMEM163										4		3										1						

		BovineHD0200018194		rs134821816		2		62,652,689		3,310		intron_variant		TMEM163										4		3										1						

		BovineHD0200018196		rs109730867		2		62,656,810		4,122		intron_variant		TMEM163										4		3										1						

		BovineHD0200018198		rs109479083		2		62,660,826		4,017		intron_variant		TMEM163										4		3										1						

		BovineHD0200018200		rs110937524		2		62,661,947		1,122		intron_variant		TMEM163										4		3										1						

		BovineHD0200018202		rs109645822		2		62,664,151		2,205		intron_variant		TMEM163										4		3										1						

		BovineHD0200018205		rs110167201		2		62,670,623		6,473		intron_variant		TMEM163										4		3										1						

		BovineHD0200018208		rs109474414		2		62,674,312		3,690		intron_variant		TMEM163										4		3										1						

		BovineHD0200018221		rs136541069		2		62,687,022		12,711		intron_variant		TMEM163										4		3										1						

		BovineHD0200018223		rs110909037		2		62,690,648		3,627		intron_variant		TMEM163										4		3										1						

		BovineHD0200018229		rs110802649		2		62,714,571		23,924		intron_variant		TMEM163										4		3										1						

		BovineHD0200018233		rs133304622		2		62,727,051		12,481		intron_variant		TMEM163										4		3										1						

		BovineHD4100001268		rs29023549		2		62,730,377		3,327		intron_variant		TMEM163										4		3										1						

		BovineHD0200018236		rs109582567		2		62,741,048		10,672		intron_variant		TMEM163										4		3										1						

		BovineHD0200018243		rs110018340		2		62,766,149		25,102		intron_variant		TMEM163										4		3										1						

		BovineHD0200018253		rs109320873		2		62,794,869		28,721		intron_variant		MGAT5										4		3										1						

		BovineHD4100001270		rs41583001		2		62,836,715		41,847		intron_variant		MGAT5										4		3										1						

		BovineHD0200018265		rs137774735		2		62,838,098		1,384		intron_variant		MGAT5										4		3										1						

		BovineHD0200018267		rs137396822		2		62,839,453		1,356		intron_variant		MGAT5										4		3										1						

		BovineHD0200018269		rs109575720		2		62,843,905		4,453		intron_variant		MGAT5										4		3										1						

		BovineHD0200018271		rs132816073		2		62,845,479		1,575		intron_variant		MGAT5										4		3										1						

		BovineHD0200018273		rs134369609		2		62,855,705		10,227		intron_variant		MGAT5										4		3										1						

		BovineHD0200018279		rs109429986		2		62,879,299		23,595		intron_variant		MGAT5										4		3										1						

		BovineHD0200018287		rs133831400		2		62,901,857		22,559		intron_variant		MGAT5										4		3										1						

		BovineHD0200018293		rs109109417		2		62,927,121		25,265		intron_variant		MGAT5										4		3										1						

		BovineHD0200018305		rs110544259		2		62,958,311		31,191		intron_variant		MGAT5										4		3										1						

		BovineHD0200018314		rs110362740		2		62,986,346		28,036		intron_variant		MGAT5										4		3										1						

		Hapmap23544-BTA-134040		rs109223038		2		63,002,162		15,817		intron_variant		MGAT5										4		3										1						

		BovineHD0200018320		rs109932082		2		63,005,630		3,469		intron_variant		MGAT5										4		3										1						

		BovineHD0200018325		rs108945658		2		63,017,470		11,841		intron_variant		MGAT5										4		3										1						

		BovineHD0200018331		rs110983778		2		63,023,522		6,053		intron_variant		MGAT5										4		3										1						

		BovineHD0200018334		rs111016517		2		63,026,854		3,333		intron_variant		MGAT5										4		3										1						

		BovineHD0200018339		rs108974342		2		63,035,095		8,242		intron_variant		MGAT5										4		3										1						

		BovineHD0200018344		rs133463759		2		63,057,026		21,932		intron_variant		MGAT5										4		3										1						

		BovineHD0200018348		rs110373172		2		63,072,806		15,781		intron_variant		MGAT5										4		3										1						

		BovineHD0200018350		rs109040228		2		63,075,124		2,319		intron_variant		MGAT5										4		3										1						

		BTA-02913-rs29010456		rs29010456		2		63,081,005		5,882		intron_variant		MGAT5										4		3										1						

		BovineHD0200018357		rs110144199		2		63,084,372		3,368		intron_variant		MGAT5										4		3										1						

		BovineHD0200018359		rs133007459		2		63,089,396		5,025		intron_variant		MGAT5										4		3										1						

		BovineHD0200018363		rs109135070		2		63,106,123		16,728		intron_variant		MGAT5										4		3										1						

		BovineHD0200018368		rs109432474		2		63,121,901		15,779		intron_variant		MGAT5										4		3										1						

		BovineHD0200018383		rs133401543		2		63,173,626		51,726		intron_variant		MGAT5										4		3										1						

		BovineHD0200018385		rs109295415		2		63,176,460		2,835		intron_variant		MGAT5										4		3										1						

		BTA-47843-no-rs		rs41638245		2		63,185,984		9,525		intergenic_variant												4		3										1						

		BovineHD0200018390		rs110595192		2		63,203,574		17,591		intergenic_variant												4		3										1						

		ARS-BFGL-NGS-117921		rs110961912		2		63,221,291		17,718		intergenic_variant												4		3										1						

		BovineHD0200018396		rs136891531		2		63,224,980		3,690		intergenic_variant												4		3										1						

		BovineHD0200018398		rs110380956		2		63,227,629		2,650		intergenic_variant												4		3										1						

		BovineHD4100001272		rs41583008		2		63,255,259		27,631		intergenic_variant												4		3										1						

		BovineHD0200018408		rs135130706		2		63,269,687		14,429		intergenic_variant												4		3										1						

		BovineHD0200018410		rs133237136		2		63,272,102		2,416		intergenic_variant												4		3										1						

		BovineHD0200018412		rs137773183		2		63,275,021		2,920		intergenic_variant												4		3										1						

		BovineHD0200018414		rs137396515		2		63,277,111		2,091		intergenic_variant												4		3										1						

		BovineHD0200018416		rs133830766		2		63,278,963		1,853		intergenic_variant												4		3										1						

		BovineHD0200018420		rs135314033		2		63,294,469		15,507		intergenic_variant												4		3										1						

		BovineHD0200018426		rs134846609		2		63,317,690		23,222		intergenic_variant												4		3										1						

		BovineHD0200018430		rs137207918		2		63,332,384		14,695		intergenic_variant												4		3										1						

		BovineHD0200018432		rs109554677		2		63,335,577		3,194		intergenic_variant												4		3										1						

		BovineHD0200018437		rs135942329		2		63,368,806		33,230		intergenic_variant												4		3										1						

		BovineHD0200018442		rs135194483		2		63,387,841		19,036		intergenic_variant												4		3										1						

		BovineHD0200018457		rs134660941		2		63,443,985		56,145		intergenic_variant												4		3										1						

		Hapmap41884-BTA-47859		rs41638248		2		63,538,313		94,329		intergenic_variant												4		3										1						

		BovineHD0200018471		rs109172234		2		63,563,631		25,319		intergenic_variant												4		3										1						

		BovineHD0200018474		rs137341814		2		63,570,676		7,046		intergenic_variant												4		3										1						

		BovineHD0200018477		rs109811235		2		63,574,644		3,969		intergenic_variant												4		3										1						

		BovineHD0200018485		rs109253712		2		63,593,851		19,208		intergenic_variant												4		3										1						

		BovineHD0200018494		rs109401708		2		63,625,603		31,753		intergenic_variant												4		3										1						

		BovineHD0200018498		rs136190521		2		63,647,481		21,879		intergenic_variant												4		3										1						

		BovineHD0200018509		rs109167945		2		63,683,464		35,984		intergenic_variant												4		3										1						

		BTA-47869-no-rs		rs41638256		2		63,711,962		28,499		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018523		rs109308394		2		63,757,972		46,011		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018531		rs133869855		2		63,831,279		73,308		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018533		rs132750917		2		63,840,556		9,278		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018534		rs109626175		2		63,846,799		6,244		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018538		rs109613909		2		63,860,508		13,710		intron_variant		NCKAP5										4		3										1						

		ARS-BFGL-NGS-85797		rs109244614		2		63,867,196		6,689		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018556		rs110388263		2		63,916,014		48,819		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018559		rs133129486		2		63,922,380		6,367		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018564		rs135704507		2		63,973,645		51,266		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018570		rs137777303		2		64,000,059		26,415		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018577		rs110816306		2		64,038,180		38,122		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018583		rs136662342		2		64,058,356		20,177		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018585		rs109773052		2		64,061,356		3,001		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018590		rs137067864		2		64,074,691		13,336		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018596		rs136438189		2		64,084,459		9,769		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018600		rs109812407		2		64,104,097		19,639		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018602		rs136264491		2		64,112,554		8,458		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018604		rs135187840		2		64,114,198		1,645		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018609		rs134177537		2		64,135,968		21,771		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018611		rs110997363		2		64,147,106		11,139		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018612		rs134854641		2		64,151,841		4,736		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018615		rs135030499		2		64,161,942		10,102		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018617		rs136814898		2		64,166,680		4,739		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018621		rs110389720		2		64,176,230		9,551		intron_variant		NCKAP5										4		3										1						

		BovineHD4100001278		rs41661629		2		64,189,692		13,463		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018626		rs133102347		2		64,191,183		1,492		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018628		rs135202700		2		64,196,109		4,927		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018630		rs134382734		2		64,212,262		16,154		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018632		rs133042394		2		64,215,560		3,299		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018634		rs137556274		2		64,217,761		2,202		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018636		rs137341534		2		64,219,336		1,576		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018638		rs110661922		2		64,221,812		2,477		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018640		rs136124075		2		64,226,159		4,348		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018643		rs109769774		2		64,237,846		11,688		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018645		rs109849885		2		64,247,505		9,660		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018648		rs135581638		2		64,256,397		8,893		intron_variant		NCKAP5										4		3										1						

		ARS-BFGL-NGS-2340		rs109469810		2		64,263,556		7,160		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018659		rs109803502		2		64,298,426		34,871		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018661		rs110573290		2		64,309,913		11,488		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018664		rs110192698		2		64,331,403		21,491		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018667		rs110587587		2		64,351,103		19,701		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018670		rs108991544		2		64,368,587		17,485		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018680		rs137268197		2		64,424,306		55,720		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018682		rs133256985		2		64,428,055		3,750		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018695		rs109416086		2		64,468,371		40,317		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018700		rs110209621		2		64,497,573		29,203		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018704		rs137291325		2		64,513,257		15,685		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018714		rs132764476		2		64,557,354		44,098		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018718		rs134594727		2		64,577,544		20,191		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018720		rs110605999		2		64,586,741		9,198		intron_variant		NCKAP5										4		3										1						

		Hapmap40176-BTA-47878		rs41638264		2		64,606,781		20,041		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018726		rs109448193		2		64,612,120		5,340		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018729		rs136096509		2		64,622,017		9,898		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018732		rs137805014		2		64,628,583		6,567		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018737		rs110938146		2		64,634,431		5,849		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018739		rs137069506		2		64,635,637		1,207		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018743		rs133358295		2		64,638,781		3,145		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018745		rs109484680		2		64,640,284		1,504		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018747		rs134800496		2		64,642,268		1,985		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018750		rs137239011		2		64,644,724		2,457		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018752		rs134257938		2		64,646,018		1,295		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018754		rs136426306		2		64,647,564		1,547		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018756		rs135416885		2		64,649,567		2,004		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018759		rs137389937		2		64,652,628		3,062		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018772		rs136499044		2		64,658,588		5,961		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018776		rs110206321		2		64,671,436		12,849		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018768		rs134726544		2		64,686,724		15,289		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018766		rs109193786		2		64,693,200		6,477		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018764		rs133193157		2		64,694,848		1,649		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018762		rs134367048		2		64,697,685		2,838		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018784		rs110288527		2		64,707,472		9,788		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018790		rs110714396		2		64,716,697		9,226		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018793		rs41564947		2		64,720,759		4,063		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018797		rs109138210		2		64,724,365		3,607		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018800		rs135009699		2		64,726,286		1,922		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018801		rs110708467		2		64,729,740		3,455		intron_variant		NCKAP5										4		3										1						

		UA-IFASA-3968		rs29011465		2		64,731,462		1,723		synonymous_variant		NCKAP5										4		3										1						

		BovineHD0200018804		rs136594067		2		64,736,028		4,567		intron_variant		NCKAP5										4		3										1						

		BovineHD0200018806		rs109141811		2		64,737,793		1,766		intron_variant		LYPD1										4		3										1						

		BovineHD0200018808		rs109320032		2		64,739,957		2,165		intron_variant		LYPD1										4		3										1						

		BovineHD0200018811		rs109334748		2		64,743,629		3,673		intron_variant		LYPD1										4		3										1						

		BovineHD0200018815		rs136131441		2		64,748,236		4,608		intron_variant		LYPD1										4		3										1						

		BovineHD0200018819		rs109603363		2		64,761,606		13,371		intron_variant		LYPD1										4		3										1						

		BovineHD0200018821		rs110595277		2		64,763,652		2,047		intron_variant		LYPD1										4		3										1						

		BovineHD0200018823		rs135594862		2		64,770,208		6,557		intron_variant		LYPD1										4		3										1						

		BovineHD0200018827		rs136595594		2		64,784,024		13,817		intron_variant		LYPD1										4		3										1						

		BovineHD0200018829		rs137687235		2		64,789,365		5,342		intron_variant		LYPD1										4		3										1						

		BovineHD0200018835		rs110868474		2		64,797,510		8,146		intron_variant		LYPD1										4		3										1						

		BovineHD0200018837		rs110841061		2		64,801,793		4,284		intron_variant		LYPD1										4		3										1						

		BovineHD0200018847		rs136939069		2		64,843,635		41,843		intron_variant		LYPD1										4		3										1						

		BovineHD0200018853		rs134104797		2		64,860,440		16,806		intron_variant		LYPD1										4		3										1						

		BovineHD0200018860		rs109724614		2		64,887,715		27,276		intron_variant		LYPD1										4		3										1						

		BovineHD0200018863		rs137841167		2		64,896,709		8,995		intron_variant		LYPD1										4		3										1						

		BovineHD0200018865		rs109478067		2		64,911,687		14,979		intron_variant		LYPD1										4		3										1						

		BovineHD0200018868		rs108996335		2		64,922,906		11,220		intron_variant		LYPD1										4		3										1						

		ARS-BFGL-NGS-100756		rs110977600		2		64,936,887		13,982		intron_variant		GPR39										4		3										1						

		BovineHD0200018875		rs137615388		2		64,951,125		14,239		intron_variant		GPR39										4		3										1						

		BovineHD0200018878		rs110331610		2		64,965,379		14,255		intron_variant		GPR39										4		3										1						

		BovineHD0200018880		rs110219077		2		64,971,848		6,470		intron_variant		GPR39										4		3										1						

		BovineHD0200018882		rs136878352		2		64,975,428		3,581		intron_variant		GPR39										4		3										1						

		BovineHD0200018884		rs136052259		2		64,980,973		5,546		intron_variant		GPR39										4		3										1						

		BovineHD0200018886		rs109654608		2		64,991,426		10,454		intron_variant		GPR39										4		3										1						

		BovineHD0200018889		rs133931644		2		65,011,232		19,807		intron_variant		GPR39										4		3										1						

		BovineHD0200018891		rs132773021		2		65,014,550		3,319		intron_variant		GPR39										4		3										1						

		BovineHD0200018893		rs135439717		2		65,017,324		2,775		intron_variant		GPR39										4		3										1						

		BovineHD0200018895		rs134602100		2		65,020,424		3,101		intron_variant		GPR39										4		3										1						

		BovineHD0200018901		rs137220518		2		65,045,356		24,933		intron_variant		GPR39										4		3										1						

		BovineHD0200018906		rs136880942		2		65,059,636		14,281		intron_variant		GPR39										4		3										1						

		BovineHD0200018908		rs137809250		2		65,063,006		3,371		intron_variant		GPR39										4		3										1						

		ARS-BFGL-NGS-36544		rs109319583		2		65,072,264		9,259		intron_variant		GPR39										4		3										1						

		BovineHD0200018911		rs132659627		2		65,076,018		3,755		intron_variant		GPR39										4		3										1						

		BovineHD0200018913		rs135813468		2		65,078,449		2,432		intron_variant		GPR39										4		3										1						

		BovineHD0200018915		rs137072342		2		65,080,664		2,216		intron_variant		GPR39										4		3										1						

		BovineHD0200018917		rs136818412		2		65,082,609		1,946		intron_variant		GPR39										4		3										1						

		BovineHD0200018919		rs135450670		2		65,084,632		2,024		intron_variant		GPR39										4		3										1						

		BovineHD0200018921		rs134810873		2		65,088,559		3,928		intron_variant		GPR39										4		3										1						

		ARS-BFGL-NGS-116582		rs109193886		2		65,092,674		4,116		intron_variant		GPR39										4		3										1						

		BovineHD0200018926		rs137009761		2		65,097,634		4,961		intron_variant		GPR39										4		3										1						

		BovineHD0200018928		rs110164910		2		65,101,709		4,076		intron_variant		GPR39										4		3										1						

		BovineHD0200018933		rs108978132		2		65,109,396		7,688		intron_variant		GPR39										4		3										1						

		BovineHD0200018935		rs134331228		2		65,122,602		13,207		intron_variant		GPR39										4		3										1						

		BovineHD0200018937		rs132843317		2		65,125,528		2,927		intron_variant		GPR39										4		3										1						

		BovineHD0200018938		rs134107763		2		65,127,540		2,013		intron_variant		GPR39										4		3										1						

		BovineHD0200018940		rs136820834		2		65,129,471		1,932		intron_variant		GPR39										4		3										1						

		BovineHD0200018942		rs109352005		2		65,132,144		2,674		intron_variant		GPR39										4		3										1						

		BovineHD0200018944		rs109142888		2		65,137,835		5,692		intron_variant		GPR39										4		3										1						

		BovineHD0200018946		rs133990714		2		65,140,655		2,821		intron_variant		GPR39										4		3										1						

		BovineHD0200018948		rs135983771		2		65,143,301		2,647		intron_variant		GPR39										4		3										1						

		BovineHD0200018950		rs135136207		2		65,145,738		2,438		intron_variant		GPR39										4		3										1						

		BovineHD0200018951		rs110404766		2		65,148,171		2,434		intron_variant		GPR39										4		3										1						

		BovineHD0200018953		rs109322207		2		65,150,334		2,164		intron_variant		GPR39										4		3										1						

		BovineHD0200018955		rs134185071		2		65,151,917		1,584		intron_variant		GPR39										4		3										1						

		BovineHD0200018958		rs109382313		2		65,157,332		5,416		intron_variant		GPR39										4		3										1						

		BovineHD0200018961		rs135737208		2		65,163,763		6,432		intron_variant		GPR39										4		3										1						

		BovineHD0200018963		rs134996111		2		65,169,683		5,921		intron_variant		GPR39										4		3										1						

		BovineHD0200018964		rs136379762		2		65,172,073		2,391		intron_variant		GPR39										4		3										1						

		BovineHD0200018966		rs110537507		2		65,175,124		3,052		intron_variant		GPR39										4		3										1						

		BovineHD0200018968		rs133177725		2		65,177,324		2,201		intron_variant		GPR39										4		3										1						

		BovineHD0200018974		rs133881745		2		65,183,691		6,368		intron_variant		GPR39										4		3										1						

		BovineHD0200018972		rs135025733		2		65,185,516		1,826		intergenic_variant												4		3										1						

		BovineHD0200018970		rs136212269		2		65,189,527		4,012		intergenic_variant												4		3										1						

		BovineHD0200018976		rs136598854		2		65,206,210		16,684		intergenic_variant												4		3										1						

		BovineHD0200018978		rs137505434		2		65,207,556		1,347		intergenic_variant												4		3										1						

		ARS-BFGL-NGS-55924		rs109009496		2		65,209,479		1,924		intergenic_variant												4		3										1						

		BovineHD0200018981		rs136196629		2		65,211,237		1,759		intergenic_variant												4		3										1						

		BovineHD0200018983		rs137172381		2		65,213,184		1,948		intergenic_variant												4		3										1						

		BovineHD0200018985		rs110761678		2		65,216,716		3,533		intergenic_variant												4		3										1						

		BovineHD0200018987		rs136148526		2		65,220,803		4,088		intergenic_variant												4		3										1						

		BovineHD0200018990		rs135843646		2		65,224,203		3,401		intergenic_variant												4		3										1						

		BovineHD0200018992		rs137511098		2		65,228,860		4,658		intergenic_variant												4		3										1						

		BovineHD0200018994		rs109193412		2		65,231,460		2,601		intergenic_variant												4		3										1						

		ARS-BFGL-NGS-96204		rs110788003		2		65,257,805		26,346		intergenic_variant												4		3										1						

		BovineHD0200019004		rs109514060		2		65,278,798		20,994		intergenic_variant												4		3										1						

		BovineHD0200019006		rs133084909		2		65,280,425		1,628		intergenic_variant												4		3										1						

		BovineHD0200019008		rs135558856		2		65,282,799		2,375		intergenic_variant												4		3										1						

		BovineHD0200019010		rs134558909		2		65,284,862		2,064		intergenic_variant												4		3										1						

		BovineHD0200020372		rs110425872		2		70,571,420		5,286,559		intergenic_variant												5						1												

		BovineHD0200020374		rs110645108		2		70,577,080		5,661		intergenic_variant												5						1												

		BovineHD0200020377		rs109653340		2		70,582,164		5,085		intergenic_variant												5						1												

		BovineHD0200020380		rs136303681		2		70,588,284		6,121		intergenic_variant												5						1												

		ARS-BFGL-NGS-20993		rs109290779		2		70,594,351		6,068		intergenic_variant												5						1												

		BovineHD0200020384		rs110289350		2		70,599,336		4,986		intergenic_variant												5						1												

		BovineHD0200020388		rs110289818		2		70,623,720		24,385		intergenic_variant												5						1												

		BovineHD0200020390		rs135950887		2		70,628,254		4,535		intergenic_variant												5						1												

		BovineHD0200020395		rs110226838		2		70,636,003		7,750		intergenic_variant												5						1												

		ARS-BFGL-NGS-26766		rs109235421		2		70,660,937		24,935		intergenic_variant												5						1												

		BovineHD0200020412		rs137316535		2		70,736,265		75,329		5_prime_UTR_variant		MARCO										5						1												

		BovineHD0200020431		rs133557247		2		70,790,371		54,107		intergenic_variant												5						1												

		BovineHD0200020438		rs136931890		2		70,815,950		25,580		intergenic_variant												5						1												

		BovineHD0200020444		rs135156369		2		70,834,964		19,015		intergenic_variant												5						1												

		BovineHD0200020449		rs137102732		2		70,848,435		13,472		intergenic_variant												5						1												

		BovineHD0200020455		rs134519795		2		70,871,930		23,496		intergenic_variant												5						1												

		BovineHD0200020459		rs135801638		2		70,882,748		10,819		intergenic_variant												5						1												

		BovineHD0200030403		rs109159675		2		104,825,157		33,942,410		intergenic_variant												6						1												

		BovineHD0200030405		rs109349528		2		104,832,402		7,246		intergenic_variant												6						1												

		Hapmap47971-BTA-48835		rs41644189		2		104,847,064		14,663		intergenic_variant												6						1												

		BovineHD0200030410		rs110469441		2		104,859,919		12,856		intron_variant		TNP1										6						1												

		BovineHD0200030417		rs134860130		2		104,886,722		26,804		intergenic_variant												6		4										1						

		BovineHD0200030423		rs109342165		2		104,892,487		5,766		intergenic_variant												6		4										1						

		BovineHD0200030426		rs133758948		2		104,895,173		2,687		intergenic_variant												6		4										1						

		BovineHD0200030428		rs137724563		2		104,906,350		11,178		intergenic_variant												6		4										1						

		BovineHD0200030435		rs137124585		2		104,941,981		35,632		intergenic_variant												6		4										1						

		BovineHD0200030438		rs134178322		2		104,945,206		3,226		intergenic_variant												6		4										1						

		BovineHD0200030440		rs133324668		2		104,947,668		2,463		intergenic_variant												6		4										1						

		BovineHD0200030441		rs134361112		2		104,951,633		3,966		intergenic_variant												6		4										1						

		BovineHD0200030446		rs136738872		2		104,964,364		12,732		intergenic_variant												6		4										1						

		BovineHD0200030448		rs136444862		2		104,968,967		4,604		intergenic_variant												6		4										1						

		BovineHD0200030449		rs109645124		2		104,971,286		2,320		intergenic_variant												6		4										1						

		BovineHD0200030452		rs136417475		2		104,973,803		2,518		intergenic_variant												6		4										1						

		BovineHD0200030454		rs137464997		2		104,982,647		8,845		intergenic_variant												6		4										1						

		BovineHD0200030456		rs137169882		2		104,987,758		5,112		intergenic_variant												6		4										1						

		BovineHD0200030459		rs134312548		2		104,991,733		3,976		intergenic_variant												6		4										1						

		BovineHD0200030461		rs41257727		2		104,994,051		2,319		intergenic_variant												6		4										1						

		BovineHD0200030464		rs109364450		2		105,002,335		8,285		intergenic_variant												6		4										1						

		BovineHD0200030466		rs136391930		2		105,003,847		1,513		intergenic_variant												6		4										1						

		BovineHD0200030468		rs135333928		2		105,009,171		5,325		intergenic_variant												6		4										1						

		BovineHD0200030470		rs136899445		2		105,011,783		2,613		intergenic_variant												6		4										1						

		BovineHD0200030472		rs109994338		2		105,014,984		3,202		intergenic_variant												6		4										1						

		BovineHD0200030478		rs132923798		2		105,024,158		9,175		intergenic_variant												6		4										1						

		BovineHD0200030481		rs135466457		2		105,027,822		3,665		intergenic_variant												6		4										1						

		BovineHD0200030483		rs110358318		2		105,031,377		3,556		intergenic_variant												6		4										1						

		BovineHD0200030485		rs110287061		2		105,033,248		1,872		intergenic_variant												6		4										1						

		BovineHD0200030487		rs110338901		2		105,035,200		1,953		intergenic_variant												6		4										1						

		BovineHD0200030489		rs109104302		2		105,039,526		4,327		intergenic_variant												6		4										1						

		BovineHD0200030493		rs110950008		2		105,062,587		23,062		intergenic_variant												6		4										1						

		BovineHD0200030500		rs134582595		2		105,092,370		29,784		intergenic_variant												6		4										1						

		BovineHD0200030510		rs110990367		2		105,109,729		17,360		intergenic_variant												6		4										1						

		BovineHD0200030512		rs109077156		2		105,117,662		7,934		intergenic_variant												6		4										1						

		BovineHD0200030514		rs136951542		2		105,119,682		2,021		intergenic_variant												6		4										1						

		BovineHD0200030517		rs137838786		2		105,125,546		5,865		intergenic_variant												6		4										1						

		BovineHD0200030523		rs134668144		2		105,142,526		16,981		intergenic_variant												6		4										1						

		BovineHD0200030528		rs109391667		2		105,161,039		18,514		intergenic_variant												6		4										1						

		BovineHD0200040755		rs136764651		2		105,191,288		30,250		intergenic_variant												6		4										1						

		BovineHD0200030537		rs133206213		2		105,222,977		31,690		intergenic_variant												6		4										1						

		BovineHD0200030540		rs110232728		2		105,238,469		15,493		intergenic_variant												6		4										1						

		BovineHD0200030542		rs110522785		2		105,244,635		6,167		intergenic_variant												6		4										1						

		BovineHD0200030544		rs135247902		2		105,251,970		7,336		intergenic_variant												6		4										1						

		BovineHD0200030546		rs134415994		2		105,253,108		1,139		intergenic_variant												6		4										1						

		BovineHD0200030548		rs132782414		2		105,255,702		2,595		intergenic_variant												6		4										1						

		BovineHD0200030550		rs135713123		2		105,267,333		11,632		intergenic_variant												6		4										1						

		BovineHD0200030559		rs136537110		2		105,313,365		46,033		intergenic_variant												6		4										1						

		BovineHD0200030562		rs136059588		2		105,325,859		12,495		intergenic_variant												6		4										1						

		BovineHD0200030564		rs135315462		2		105,337,301		11,443		intergenic_variant												6		4										1						

		BovineHD0200030565		rs132751827		2		105,346,436		9,136		intergenic_variant												6		4										1						

		BovineHD0200030573		rs136381233		2		105,381,534		35,099		intergenic_variant												6		4										1						

		BovineHD0200030580		rs137722671		2		105,412,051		30,518		intergenic_variant												6		4										1						

		BovineHD0200030582		rs134737428		2		105,422,378		10,328		intergenic_variant												6		4										1						

		Hapmap47315-BTA-48803		rs41644174		2		105,443,573		21,196		intergenic_variant												6		4										1						

		BovineHD0200030586		rs110373152		2		105,448,743		5,171		intergenic_variant												6		4										1						

		BovineHD0200030592		rs132970782		2		105,482,507		33,765		intergenic_variant												6		4										1						

		BovineHD0200030596		rs109434550		2		105,500,806		18,300		intergenic_variant												6		4										1						

		BovineHD0200030599		rs134463678		2		105,508,509		7,704		intergenic_variant												6		4										1						

		BovineHD0200030601		rs110404129		2		105,512,457		3,949		intergenic_variant												6		4										1						

		Hapmap49626-BTA-48806		rs41644177		2		105,556,193		43,737		intergenic_variant												6		4										1						

		BovineHD0200040757		rs137551202		2		105,627,822		71,630		intergenic_variant												6		4										1						

		BovineHD0200030646		rs134268427		2		105,711,755		83,934		intergenic_variant												6		4										1						

		BovineHD0200030655		rs110486009		2		105,736,700		24,946		intergenic_variant												6		4										1						

		BovineHD0200030660		rs110273442		2		105,755,545		18,846		intergenic_variant												6		4										1						

		BovineHD0200030667		rs43717126		2		105,787,107		31,563		intergenic_variant												6		4										1						

		BovineHD0200030669		rs134751521		2		105,793,871		6,765		intergenic_variant												6		4										1						

		ARS-BFGL-NGS-108614		rs109683894		2		105,804,359		10,489		intergenic_variant												6		4										1						

		BovineHD0200030673		rs43717089		2		105,813,508		9,150		intergenic_variant												6		4										1						

		BovineHD0200030678		rs109914593		2		105,828,870		15,363		intergenic_variant												6		4										1						

		BovineHD0200030681		rs43717108		2		105,833,878		5,009		intergenic_variant												6		4										1						

		BovineHD0200030683		rs43717067		2		105,841,698		7,821		intergenic_variant												6		4										1						

		ARS-BFGL-NGS-95894		rs109536264		2		105,850,938		9,241		intergenic_variant												6		4										1						

		BovineHD0200030694		rs43716104		2		105,879,502		28,565		intergenic_variant												6		4										1						

		BovineHD0200030695		rs135250040		2		105,884,874		5,373		intergenic_variant												6		4										1						

		BovineHD0200030697		rs110783314		2		105,892,082		7,209		intergenic_variant												6		4										1						

		BovineHD0200030701		rs43314924		2		105,896,455		4,374		intergenic_variant												6		4										1						

		BovineHD0200030704		rs43315735		2		105,901,115		4,661		intergenic_variant												6		4										1						

		BovineHD0200030706		rs136809154		2		105,903,054		1,940		intergenic_variant												6		4										1						

		BovineHD0200030708		rs135404793		2		105,906,765		3,712		intron_variant		TNS1										6		4										1						

		BovineHD0200030711		rs43315749		2		105,910,827		4,063		intron_variant		TNS1										6		4										1						

		BovineHD0200030715		rs43315758		2		105,921,117		10,291		intron_variant		TNS1										6		4										1						

		BovineHD0200030718		rs43315772		2		105,935,186		14,070		intron_variant		TNS1										6		4										1						

		BovineHD0200030720		rs121918890		2		105,944,211		9,026		intron_variant		TNS1										6		4										1						

		BovineHD0200030722		rs43315781		2		105,948,798		4,588		intron_variant		TNS1										6		4										1						

		BovineHD0200030724		rs134323978		2		105,953,451		4,654		missense_variant		TNS2		aaC/aaA		Asn/Lys		Polar uncharged		Negative		6		4										1						

		BovineHD0200030728		rs134055110		2		105,962,718		9,268		intron_variant		TNS1										6		4										1						

		BTA-48822-no-rs		rs41585634		2		105,967,579		4,862		intron_variant		TNS1										6		4										1						

		BovineHD0200030733		rs43315800		2		105,971,746		4,168		intron_variant		TNS1										6		4										1						

		BovineHD0200030740		rs136058144		2		106,003,042		31,297		missense_variant		TNS1		Aca/Cca		Thr/Pro		Polar uncharged		Hydrophobic		6		4										1						

		BovineHD0200030744		rs43315807		2		106,017,209		14,168		intron_variant		TNS1										6		4										1						

		BovineHD0200030753		rs110810421		2		106,063,695		46,487		intron_variant		TNS1										6		4										1						

		BovineHD0200030757		rs137728048		2		106,082,924		19,230		intron_variant		TNS1										6		4										1						

		BovineHD0200040254		rs135297607		2		106,088,934		6,011		intron_variant		TNS1										6		4										1						

		BovineHD0200030770		rs43315824		2		106,134,401		45,468		intron_variant		TNS1										6		4										1						

		BovineHD0200030772		rs109755402		2		106,139,936		5,536		intron_variant		TNS1										6		4										1						

		BovineHD0200030782		rs43316855		2		106,178,987		39,052		intergenic_variant												6		4										1						

		BovineHD0200030784		rs43316859		2		106,181,801		2,815		intergenic_variant												6		4										1						

		BovineHD0200030786		rs43316863		2		106,185,592		3,792		intron_variant		CXCR2										6		4										1						

		BovineHD0200030789		rs43322996		2		106,193,171		7,580		3_prime_UTR_variant		CXCR2										6		4										1						

		ARS-BFGL-NGS-3684		rs43323008		2		106,202,297		9,127		intergenic_variant												6		4										1						

		BovineHD0200030794		rs137585161		2		106,207,496		5,200		intergenic_variant												6		4										1						

		BovineHD0200030796		rs109511901		2		106,212,440		4,945		intron_variant		CXCR1										6		4										1						

		BovineHD0200030798		rs133273369		2		106,216,765		4,326		missense_variant		CXCR1		gGa/gAa		Ala/Glu		Hydrophobic		Negative		6		4										1						

		BovineHD0200030800		rs41255710		2		106,218,459		1,695		intron_variant		CXCR1										6		4										1						

		BovineHD0200030802		rs43323026		2		106,220,697		2,239		intergenic_variant												6		4										1						

		BovineHD4100001474		rs41585644		2		106,225,867		5,171		intergenic_variant												6		4										1						

		BovineHD0200030805		rs43313845		2		106,229,509		3,643		intergenic_variant												6		4										1						

		BovineHD0200030806		rs109587852		2		106,231,282		1,774		intergenic_variant												6		4										1						

		BovineHD0200030811		rs132943580		2		106,244,043		12,762		intergenic_variant												6		4										1						

		BovineHD0200030813		rs110495051		2		106,253,680		9,638		intergenic_variant												6		4										1						

		BovineHD0200030827		rs136479550		2		106,309,652		55,973		intron_variant		PNKD										6		4										1						

		BovineHD0200030831		rs133882915		2		106,324,375		14,724		intron_variant		PNKD										6		4										1						

		BovineHD0200030833		rs132706345		2		106,343,123		18,749		intron_variant		PNKD										6		4										1						

		BovineHD0200030837		rs134331305		2		106,363,939		20,817		intron_variant		PNKD										6		4										1						

		BovineHD0200030841		rs134343939		2		106,378,140		14,202		intergenic_variant												6		4										1						

		BovineHD0200030846		rs133499182		2		106,409,766		31,627		intron_variant		CTDSP1										6		4										1						

		BovineHD0200030866		rs110305008		2		106,489,124		79,359		intron_variant		USP37										6		4										1						

		BovineHD0200030900		rs137369084		2		106,652,611		163,488		intron_variant		STK36										6		4										1						

		BovineHD0200030904		rs43313912		2		106,682,111		29,501		intron_variant		TTLL4										6		4										1						

		BovineHD0200030908		rs43313903		2		106,689,653		7,543		missense_variant		TTLL4		Cta/Ata		Leu/Ile		Hydrophobic		Hydrophobic		6		4										1						

		BovineHD0200030911		rs43313891		2		106,700,064		10,412		intron_variant		TTLL4										6		4										1						

		BovineHD0200030914		rs134270450		2		106,703,717		3,654		intron_variant		TTLL4										6		4										1						

		BovineHD0200030917		rs109859973		2		106,718,526		14,810		intergenic_variant												6		4										1						

		BovineHD0200030919		rs43313874		2		106,722,232		3,707		intergenic_variant												6		4										1						

		BovineHD0200030921		rs43315144		2		106,744,988		22,757		intron_variant		CYP27A1										6		4										1						

		BTB-00108937		rs43315150		2		106,755,925		10,938		intron_variant		CYP27A1										6		4										1						

		BovineHD0200030928		rs110786065		2		106,764,478		8,554		intron_variant		CYP27A1										6		4										1						

		BovineHD0200030930		rs109014192		2		106,769,441		4,964		intron_variant		CYP27A1										6		4										1						

		BovineHD0200030935		rs43315175		2		106,781,125		11,685		synonymous_variant		CYP27A1										6		4										1						

		BovineHD0200030936		rs43315177		2		106,783,577		2,453		intergenic_variant												6		4										1						

		BovineHD0200030943		rs110424737		2		106,790,055		6,479		intron_variant		PRKAG3										6		4										1						

		BovineHD0200030946		rs43316207		2		106,793,138		3,084		intron_variant		PRKAG3										6		4										1						

		BovineHD0200030954		rs136844937		2		106,801,630		8,493		intergenic_variant												6		4										1						

		BovineHD0200030957		rs108974752		2		106,805,888		4,259		intergenic_variant												6		4										1						

		BovineHD0200030959		rs43316142		2		106,807,894		2,007		intergenic_variant												6		4										1						

		BovineHD0200030971		rs121918891		2		106,852,691		44,798		intergenic_variant												6		4										1						

		BovineHD0200030973		rs43317332		2		106,865,812		13,122		intergenic_variant												6		4										1						

		BovineHD0200030974		rs29025796		2		106,874,739		8,928		intergenic_variant												6		4										1						

		BovineHD0200030977		rs133237544		2		106,883,544		8,806		intergenic_variant												6		4										1						

		BovineHD0200030980		rs43320438		2		106,892,935		9,392		intergenic_variant												6		4										1						

		BovineHD0200030982		rs43320451		2		106,907,841		14,907		intergenic_variant												6		4										1						

		BovineHD0200030986		rs110432829		2		106,920,684		12,844		intergenic_variant												6		4										1						

		BovineHD0200030988		rs43317381		2		106,929,997		9,314		intergenic_variant												6		4										1						

		BovineHD0200030992		rs136625647		2		106,944,592		14,596		intergenic_variant												6		4										1						

		BovineHD0200031012		rs43318458		2		107,040,095		95,504		intron_variant		NHEJ1										6		4										1						

		BovineHD0200031017		rs43318471		2		107,065,501		25,407		intron_variant		NHEJ1										6		4										1						

		BovineHD0200031019		rs43318483		2		107,077,647		12,147		intron_variant		NHEJ1										6		4										1						

		BovineHD0200031021		rs43318490		2		107,085,658		8,012		intron_variant		NHEJ1										6		4										1						

		BovineHD0200031040		rs43319458		2		107,151,830		66,173		intergenic_variant												6		4										1						

		BovineHD0200031051		rs109250575		2		107,186,014		34,185		intron_variant		ANKZF1										6		4										1						

		BovineHD0200031055		rs43319468		2		107,194,177		8,164		intergenic_variant												6		4										1						

		ARS-BFGL-NGS-7772		rs110666830		2		107,308,279		114,103		intron_variant		DNPEP										6						1												

		Hapmap50373-BTA-48875		rs41564989		2		107,334,629		26,351		intergenic_variant												6						1												

		BovineHD0200031106		rs43322940		2		107,407,598		72,970		synonymous_variant		SPEG										6						1												

		BovineHD0200031123		rs43325345		2		107,471,549		63,952		intron_variant		CHPF										6						1												

		BovineHD0200031126		rs137404938		2		107,477,932		6,384		intron_variant		TMEM198										6						1												

		BovineHD4100001482		rs41585640		2		107,490,870		12,939		intron_variant		OBSL1										6						1												

		BovineHD0200031134		rs43322159		2		107,523,103		32,234		intron_variant		STK11IP										6						1												

		BovineHD0200031136		rs43322155		2		107,524,985		1,883		intron_variant		STK11IP										6						1												

		BovineHD0200031138		rs135768010		2		107,526,814		1,830		intron_variant		STK11IP										6						1												

		BovineHD0200031141		rs43321126		2		107,530,685		3,872		intron_variant		STK11IP										6						1												

		BovineHD0200031148		rs43321080		2		107,558,848		28,164		intron_variant		SLC4A3										6						1												

		BovineHD0200031150		rs43321071		2		107,560,803		1,956		intron_variant		SLC4A3										6						1												

		BovineHD0200031152		rs134431529		2		107,564,727		3,925		intergenic_variant												6						1												

		BovineHD0200031154		rs43321061		2		107,569,403		4,677		intergenic_variant												6						1												

		BovineHD0200031161		rs43316896		2		107,607,643		38,241		intergenic_variant												6						1												

		BovineHD0200031164		rs43316913		2		107,612,336		4,694		intergenic_variant												6						1												

		BovineHD0200031171		rs43318004		2		107,625,986		13,651		intergenic_variant												6						1												

		BovineHD0200031174		rs43318021		2		107,631,932		5,947		intergenic_variant												6						1												

		BovineHD0200031177		rs109003097		2		107,639,270		7,339		intergenic_variant												6						1												

		BovineHD0200031180		rs43319021		2		107,641,939		2,670		intergenic_variant												6						1												

		BovineHD0200031182		rs43319025		2		107,643,546		1,608		intergenic_variant												6						1												

		BovineHD0200031184		rs43320041		2		107,645,153		1,608		intergenic_variant												6						1												

		BovineHD4100001485		rs41644213		2		107,649,383		4,231		intergenic_variant												6						1												

		BovineHD0200031188		rs136461199		2		107,653,714		4,332		intergenic_variant												6						1												

		BovineHD0200031192		rs43320088		2		107,659,020		5,307		intergenic_variant												6						1												

		BovineHD0200031194		rs43320100		2		107,662,893		3,874		intergenic_variant												6						1												

		BovineHD0200031196		rs43320113		2		107,668,452		5,560		intergenic_variant												6						1												

		ARS-BFGL-NGS-60484		rs43320119		2		107,675,624		7,173		intergenic_variant												6						1												

		BovineHD0200031219		rs136186727		2		107,740,450		64,827		intergenic_variant												6						1												

		BovineHD0200031221		rs134747994		2		107,744,344		3,895		intergenic_variant												6						1												

		BovineHD0200031224		rs43321696		2		107,750,041		5,698		intergenic_variant												6						1												

		BovineHD0200031228		rs135773838		2		107,757,778		7,738		intergenic_variant												6						1												

		BovineHD0200031236		rs109208456		2		107,772,997		15,220		intergenic_variant												6						1												

		BovineHD0200031238		rs134427283		2		107,783,007		10,011		intergenic_variant												6						1												

		BovineHD0200031240		rs109182482		2		107,787,067		4,061		intergenic_variant												6						1												

		BovineHD0200031242		rs109025826		2		107,794,854		7,788		intergenic_variant												6						1												

		BovineHD0200031254		rs110205644		2		107,819,969		25,116		intergenic_variant												6						1												

		ARS-BFGL-NGS-14681		rs109495837		2		107,824,497		4,529		intergenic_variant												6						1												

		BovineHD0200031259		rs110654717		2		107,827,321		2,825		intergenic_variant												6						1												

		BovineHD0200031261		rs110239137		2		107,832,373		5,053		intergenic_variant												6						1												

		BovineHD0200031265		rs137551281		2		107,846,181		13,809		intergenic_variant												6						1												

		BovineHD0200031273		rs109284621		2		107,879,992		33,812		intergenic_variant												6						1												

		BovineHD0200031275		rs110841288		2		107,883,420		3,429		intergenic_variant												6						1												

		BovineHD0200031277		rs133630485		2		107,888,375		4,956		intergenic_variant												6						1												

		BovineHD0200031279		rs132894370		2		107,891,201		2,827		intergenic_variant												6						1												

		BovineHD0200031281		rs110353516		2		107,904,207		13,007		intergenic_variant												6						1												

		BovineHD0200031286		rs110646257		2		107,918,166		13,960		intergenic_variant												6						1												

		BovineHD0200031292		rs137255470		2		107,932,404		14,239		intergenic_variant												6						1												

		BovineHD0200034680		rs110160941		2		118,957,388		11,024,985		intergenic_variant												7						1												

		BovineHD0200034682		rs109520182		2		118,959,287		1,900		intergenic_variant												7						1												

		BovineHD0200034688		rs134687722		2		118,967,958		8,672		intron_variant		ARMC9										7						1												

		BovineHD0200034700		rs109145146		2		118,990,814		22,857		intron_variant		ARMC9										7						1												

		BovineHD0200034708		rs133504053		2		119,012,257		21,444		intron_variant		ARMC9										7						1												

		BovineHD0200034720		rs110937716		2		119,032,640		20,384		intron_variant		ARMC9										7						1												

		BovineHD0200034722		rs132998160		2		119,034,864		2,225		intron_variant		ARMC9										7						1												

		BovineHD0200034724		rs135148811		2		119,036,435		1,572		intron_variant		ARMC9										7						1												

		BovineHD4100001589		rs41668683		2		119,039,435		3,001		missense_variant		ARMC9		cGt/cAt		Arg/His		Positive		Positive		7						1												

		BovineHD0200018779		rs132768235		2		121,391,182		2,351,748		intergenic_variant												8		5										1						

		BovineHD0200018780		rs133557870		2		121,393,886		2,705		intergenic_variant												8		5										1						

		BovineHD0200036236		rs110512580		2		124,181,264		2,787,379		intergenic_variant												9						1												

		BovineHD0200036238		rs109814775		2		124,201,686		20,423		intergenic_variant												9						1												

		BovineHD0200036240		rs110143891		2		124,203,667		1,982		intergenic_variant												9						1												

		BovineHD0200036242		rs133872955		2		124,206,642		2,976		intergenic_variant												9						1												

		BovineHD0200036244		rs110696456		2		124,210,300		3,659		intergenic_variant												9						1												

		BovineHD0200036250		rs133717367		2		124,224,351		14,052		intergenic_variant												9						1												

		BovineHD0200036255		rs132654196		2		124,241,867		17,517		intron_variant		PTPRU										9						1												

		BovineHD0200036261		rs136850624		2		124,260,768		18,902		intron_variant		PTPRU										9						1												

		BovineHD4100001636		rs41636959		2		124,281,162		20,395		intron_variant		PTPRU										9						1												

		BovineHD0200036268		rs135096417		2		124,290,173		9,012		intron_variant		PTPRU										9						1												

		BovineHD0200036270		rs137001672		2		124,297,497		7,325		intron_variant		PTPRU										9						1												

		BovineHD0200036273		rs134621604		2		124,311,864		14,368		intron_variant		PTPRU										9						1												

		BovineHD0200036276		rs110379320		2		124,329,385		17,522		intergenic_variant												9						1												

		BovineHD0200036278		rs133165471		2		124,332,411		3,027		intergenic_variant												9						1												

		BovineHD0200036282		rs134628534		2		124,338,188		5,778		intron_variant		MECR										9						1												

		BovineHD0200036316		rs133085549		2		124,473,861		135,674		intron_variant		EPB41										9						1												

		BovineHD0200036324		rs137549475		2		124,509,356		35,496		intron_variant		EPB41										9						1												

		BovineHD0200036333		rs110025904		2		124,574,682		65,327		intron_variant		EPB41										9						1												

		BovineHD0200036335		rs135163751		2		124,578,087		3,406		intron_variant		EPB41										9						1												

		BovineHD0200036337		rs133717241		2		124,580,905		2,819		intron_variant		EPB41										9						1												

		BovineHD0200036340		rs137136377		2		124,588,852		7,948		intron_variant		EPB41										9						1												

		BovineHD0200036342		rs136557247		2		124,600,968		12,117		intron_variant		EPB41										9						1												

		BovineHD0200036347		rs134579963		2		124,608,780		7,813		intron_variant		EPB41										9						1												

		BovineHD0200036355		rs110387181		2		124,640,766		31,987		intron_variant		OPRD1										9						1												

		BovineHD0200036358		rs109374951		2		124,645,316		4,551		intron_variant		OPRD1										9						1												

		BovineHD0200036360		rs137449127		2		124,647,089		1,774		intron_variant		OPRD1										9						1												

		BovineHD0200036407		rs136691897		2		124,864,419		217,331		intron_variant		TRNAU1AP										9						1												

		BovineHD0200036445		rs110450711		2		125,047,117		182,699		intergenic_variant												9						1												

		BovineHD0200036451		rs109280712		2		125,073,030		25,914		intron_variant		MED18										9						1												

		BovineHD0200036454		rs109542523		2		125,081,902		8,873		intergenic_variant												9						1												

		BovineHD0200036462		rs110123616		2		125,129,930		48,029		intron_variant		SESN2										9						1												

		BovineHD0200036469		rs109048493		2		125,152,768		22,839		intron_variant		DNAJC8										9						1												

		BovineHD0200036475		rs133773646		2		125,177,595		24,828		intergenic_variant												9						1												

		BovineHD0200036478		rs110718082		2		125,183,670		6,076		intron_variant		PTAFR										9						1												

		BovineHD0200036484		rs134197587		2		125,203,911		20,242		intron_variant		PTAFR										9						1												

		BovineHD0200036488		rs135419654		2		125,224,253		20,343		intron_variant		PTAFR										9						1												

		BovineHD0200036491		rs109519294		2		125,234,628		10,376		intron_variant		EYA3										9						1												

		BovineHD0200036496		rs110481802		2		125,250,396		15,769		intron_variant		EYA3										9						1												

		BovineHD0200036500		rs135601003		2		125,263,094		12,699		intron_variant		EYA3										9						1												

		BovineHD0200036502		rs136975788		2		125,267,601		4,508		intron_variant		EYA3										9						1												

		BovineHD0200036504		rs110144275		2		125,272,002		4,402		intron_variant		EYA3										9						1												

		BovineHD0200036516		rs121918894		2		125,328,149		56,148		intron_variant		EYA3										9						1												

		BovineHD0200036526		rs132983594		2		125,354,723		26,575		intron_variant		EYA3										9						1												

		BovineHD0200036528		rs135039946		2		125,361,542		6,820		intron_variant		EYA3										9						1												

		BovineHD0200036536		rs110349760		2		125,371,975		10,434		synonymous_variant		EYA3										9						1												

		BovineHD0200036545		rs109406533		2		125,393,566		21,592		intron_variant		XKR8										9						1												

		BovineHD0200036551		rs110087345		2		125,408,025		14,460		intron_variant		SMPDL3B										9						1												

		BovineHD0200036554		rs110650982		2		125,417,649		9,625		intron_variant		SMPDL3B										9						1												

		BovineHD0200036556		rs109469606		2		125,420,397		2,749		intron_variant		SMPDL3B										9						1												

		BovineHD0200036558		rs110257827		2		125,422,080		1,684		intron_variant		SMPDL3B										9						1												

		BovineHD0200036561		rs110956793		2		125,425,593		3,514		intron_variant		SMPDL3B										9						1												

		BovineHD0200036564		rs110374495		2		125,428,085		2,493		intron_variant		SMPDL3B										9						1												

		BovineHD0200036567		rs110741898		2		125,430,101		2,017		intron_variant		SMPDL3B										9						1												

		BovineHD0200036569		rs108962705		2		125,434,119		4,019		intergenic_variant												9						1												

		BovineHD0200036571		rs109351723		2		125,436,835		2,717		intron_variant		RPA2										9						1												

		BovineHD0200036573		rs137835339		2		125,439,135		2,301		intron_variant		RPA2										9						1												

		BovineHD0200036578		rs109262428		2		125,455,319		16,185		intron_variant		RPA2										9						1												

		BovineHD0200036581		rs136055287		2		125,464,048		8,730		intron_variant		RPA2										9						1												

		BovineHD0200036586		rs109751417		2		125,467,669		3,622		intron_variant		RPA2										9						1												

		BovineHD0200036588		rs110750470		2		125,471,513		3,845		intergenic_variant												9						1												

		BovineHD0200036592		rs110229697		2		125,475,508		3,996		intron_variant		THEMIS2										9						1												

		BovineHD0200036597		rs111000968		2		125,484,245		8,738		intron_variant		THEMIS2										9						1												

		BovineHD0200036602		rs135572598		2		125,496,500		12,256		intergenic_variant												9						1												

		BovineHD0200036609		rs110664813		2		125,506,900		10,401		intergenic_variant												9						1												

		BovineHD0200036616		rs110415037		2		125,519,471		12,572		intergenic_variant												9						1												

		BovineHD0200036618		rs109895555		2		125,521,377		1,907		intergenic_variant												9						1												

		BovineHD0200036620		rs135035243		2		125,522,946		1,570		intergenic_variant												9						1												

		BovineHD0200036624		rs109584866		2		125,526,783		3,838		intergenic_variant												9						1												

		BovineHD0200036632		rs109950948		2		125,536,786		10,004		intron_variant		PPP1R8										9						1												

		BovineHD0200036649		rs133333310		2		125,601,735		64,950		intergenic_variant												9						1												

		BovineHD0200036658		rs133892815		2		125,639,877		38,143		intergenic_variant												9						1												

		BovineHD0200037519		rs110783003		2		128,544,006		2,904,130		intron_variant		STPG1										10						1												

		BovineHD0200037523		rs109667095		2		128,552,012		8,007		intron_variant		STPG1										10						1												

		BovineHD0200037525		rs136290107		2		128,556,775		4,764		intron_variant		STPG1										10						1												

		ARS-BFGL-NGS-112511		rs109442257		2		128,564,556		7,782		intron_variant		GRHL3										10						1												

		BovineHD0200037531		rs134435857		2		128,577,586		13,031		intron_variant		GRHL3										10						1												

		BovineHD0200037536		rs110282169		2		128,598,460		20,875		intron_variant		GRHL3										10						1												

		BovineHD0200037539		rs110995592		2		128,602,450		3,991		intergenic_variant												10						1												

		BovineHD0200037541		rs108972836		2		128,604,323		1,874		intergenic_variant												10						1												

		BovineHD0200037543		rs134929883		2		128,606,301		1,979		intergenic_variant												10						1												

		BovineHD0200037549		rs134769949		2		128,612,246		5,946		intergenic_variant												10						1												

		BovineHD0200037552		rs109197644		2		128,627,263		15,018		intergenic_variant												10						1												

		BovineHD0200037567		rs109837126		2		128,678,852		51,590		intergenic_variant												10						1												

		BovineHD0200037571		rs133201595		2		128,701,060		22,209		intergenic_variant												10						1												

		BovineHD0200037577		rs133852043		2		128,727,937		26,878		intron_variant		IFNLR1										10						1												

		BovineHD0200037581		rs136479814		2		128,736,296		8,360		intron_variant		IFNLR1										10						1												

		BovineHD0200037583		rs109431476		2		128,737,386		1,091		intron_variant		IFNLR1										10						1												

		BovineHD0200037585		rs137033004		2		128,740,590		3,205		3_prime_UTR_variant		IFNLR1										10						1												

		BovineHD0200037589		rs109020061		2		128,751,668		11,079		intergenic_variant												10						1												

		BovineHD0200037591		rs110778388		2		128,754,704		3,037		intron_variant		IL22RA1										10						1												

		BovineHD0200037594		rs109416386		2		128,768,781		14,078		intron_variant		IL22RA1										10						1												

		BovineHD0200037597		rs109994196		2		128,774,599		5,819		intron_variant		IL22RA1										10						1												

		BovineHD0200037599		rs110754100		2		128,782,288		7,690		intergenic_variant												10						1												

		ARS-BFGL-NGS-35163		rs110748354		2		128,792,752		10,465		intron_variant		MYOM3										10						1												

		BovineHD0200037606		rs135977281		2		128,804,408		11,657		intron_variant		MYOM3										10						1												

		BovineHD0200037620		rs137348628		2		128,840,717		36,310		intergenic_variant												10						1												

		BovineHD0200037622		rs136766888		2		128,843,543		2,827		intergenic_variant												10						1												

		BovineHD0200037624		rs109879153		2		128,847,150		3,608		intergenic_variant												10						1												

		BovineHD0200037628		rs109579334		2		128,858,958		11,809		intergenic_variant												10						1												

		BovineHD0200037634		rs134873313		2		128,864,579		5,622		intergenic_variant												10						1												

		BovineHD0200037632		rs135765694		2		128,867,445		2,867		intergenic_variant												10						1												

		BovineHD0200037630		rs109505905		2		128,871,432		3,988		intergenic_variant												10						1												

		BovineHD0200037636		rs132791396		2		128,872,860		1,429		intergenic_variant												10						1												

		BovineHD0200037659		rs133213503		2		128,964,628		91,769		intergenic_variant												10						1												

		ARS-BFGL-NGS-118648		rs110625239		2		129,013,033		48,406		intron_variant		CNR2										10						1												

		BovineHD0200037678		rs135675581		2		129,022,426		9,394		intron_variant		CNR2										10						1												

		BovineHD0200037685		rs109975628		2		129,068,395		45,970		intron_variant		CNR2										10						1												

		BovineHD0200037688		rs110660690		2		129,077,060		8,666		intron_variant		FUCA1										10						1												

		BovineHD0200037695		rs134945219		2		129,095,315		18,256		intergenic_variant												10						1												

		BovineHD0200037697		rs134379822		2		129,098,350		3,036		intron_variant		HMGCL										10						1												

		BovineHD0200037699		rs132781983		2		129,101,237		2,888		intron_variant		HMGCL										10						1												

		BovineHD0200037706		rs133270742		2		129,121,123		19,887		intron_variant		HMGCL										10						1												

		BovineHD0200037703		rs134756967		2		129,131,498		10,376		intergenic_variant												10						1												

		BovineHD0200037708		rs137784559		2		129,134,451		2,954		intergenic_variant												10						1												

		BovineHD0200037711		rs110309009		2		129,138,396		3,946		intergenic_variant												10						1												

		BovineHD0200037712		rs133989614		2		129,145,147		6,752		intergenic_variant												10						1												

		BovineHD0200037715		rs135883098		2		129,148,687		3,541		intron_variant		ELOA										10						1												

		BovineHD0200040812		rs136747746		2		129,154,800		6,114		intron_variant		ELOA										10						1												

		BovineHD0200037722		rs109579391		2		129,180,032		25,233		intron_variant		ELOA										10						1												

		BovineHD0200037728		rs109787318		2		129,199,960		19,929		intergenic_variant												10						1												

		BovineHD0200037736		rs136031580		2		129,225,442		25,483		intergenic_variant												10						1												

		BovineHD0200037739		rs109317472		2		129,234,858		9,417		intergenic_variant												10						1												

		BovineHD0200037747		rs110739747		2		129,259,148		24,291		intergenic_variant												10						1												

		BovineHD0200037752		rs110913564		2		129,281,269		22,122		intergenic_variant												10						1												

		BovineHD0200037754		rs109131612		2		129,285,891		4,623		intergenic_variant												10						1												

		BovineHD0200037760		rs110507475		2		129,307,851		21,961		intergenic_variant												10						1												

		BovineHD0200037768		rs134030466		2		129,353,800		45,950		intergenic_variant												10						1												

		BovineHD0200037769		rs135251313		2		129,355,456		1,657		intergenic_variant												10						1												

		BovineHD0200037771		rs134305014		2		129,361,318		5,863		intergenic_variant												10						1												

		ARS-BFGL-NGS-60545		rs110290327		2		129,378,042		16,725		intron_variant		ASAP3										10						1												

		BovineHD0200037816		rs109786033		2		129,533,473		155,432		intergenic_variant												10						1												

		BovineHD0200037826		rs137654656		2		129,576,655		43,183		intergenic_variant												10						1												

		BovineHD0200037843		rs137150728		2		129,641,912		65,258		intron_variant		HTR1D										10						1												

		BovineHD0200037845		rs136567944		2		129,644,972		3,061		intron_variant		HTR1D										10						1												

		BovineHD0200037847		rs137618712		2		129,653,011		8,040		missense_variant		HTR1D		cAa/cCa		Gln/Pro		Polar uncharged		Hydrophobic		10						1												

		BovineHD0200037850		rs109093097		2		129,670,323		17,313		intron_variant		LUZP1										10						1												

		BovineHD0200037861		rs110438775		2		129,704,769		34,447		intron_variant		LUZP1										10						1												

		BovineHD0200037864		rs110705494		2		129,717,101		12,333		intron_variant		LUZP1										10						1												

		BovineHD0200037876		rs17870482		2		129,771,693		54,593		intron_variant		KDM1A										10						1												

		BovineHD0300004009		rs110350532		3		12,221,940				intergenic_variant												11						1												

		BovineHD0300004011		rs134961533		3		12,225,644		3,705		intergenic_variant												11						1												

		BovineHD0300004018		rs109612875		3		12,257,843		32,200		intergenic_variant												11						1												

		BovineHD0300004020		rs109191032		3		12,264,352		6,510		intergenic_variant												11						1												

		BovineHD0300004023		rs110611935		3		12,267,632		3,281		intron_variant		KIRREL1										11						1												

		BovineHD0300004025		rs110061480		3		12,269,578		1,947		intron_variant		KIRREL1										11						1												

		BovineHD0300004027		rs110304163		3		12,271,578		2,001		intron_variant		KIRREL1										11						1												

		BovineHD0300004029		rs109100694		3		12,275,516		3,939		synonymous_variant		KIRREL1										11						1												

		BovineHD0300004030		rs109539897		3		12,277,214		1,699		intron_variant		KIRREL1										11						1												

		BovineHD0300004032		rs109411943		3		12,281,962		4,749		intron_variant		KIRREL1										11						1												

		BovineHD4100001844		rs41591411		3		12,293,824		11,863		intron_variant		KIRREL1										11						1												

		BovineHD0300004039		rs110826943		3		12,309,128		15,305		intron_variant		KIRREL1										11						1												

		BovineHD0300004046		rs109028814		3		12,328,392		19,265		intron_variant		KIRREL1										11						1												

		BovineHD0300004054		rs110976026		3		12,367,347		38,956		intron_variant		KIRREL1										11						1												

		BovineHD0300004059		rs137230081		3		12,391,160		23,814		intergenic_variant												11						1												

		BovineHD0300004068		rs110601872		3		12,411,054		19,895		intergenic_variant												11						1												

		ARS-BFGL-NGS-1819		rs109034792		3		12,437,857		26,804		intergenic_variant												11						1												

		BovineHD0300004118		rs109505609		3		12,570,277		132,421		intergenic_variant												11		6										1						

		BovineHD0300004122		rs110022674		3		12,596,253		25,977		intron_variant		FCRL1										11		6										1						

		BovineHD0300004124		rs133544740		3		12,598,780		2,528		intron_variant		FCRL1										11		6										1						

		BovineHD0300004126		rs110457432		3		12,601,056		2,277		intron_variant		FCRL1										11		6										1						

		BovineHD0300004128		rs109715946		3		12,605,170		4,115		intron_variant		FCRL1										11		6										1						

		BovineHD0300004135		rs133631786		3		12,627,278		22,109		intergenic_variant												11		6										1						

		BovineHD0300004143		rs110698023		3		12,662,709		35,432		intron_variant		FCRL3										11		6										1						

		BovineHD0300004147		rs134161072		3		12,669,759		7,051		intron_variant		FCRL3										11		6										1						

		ARS-BFGL-NGS-38423		rs110643545		3		12,671,675		1,917		intron_variant		FCRL3										11		6										1						

		BovineHD0300004167		rs134350889		3		12,754,181		82,507		intron_variant		FCRL4										11		6										1						

		BovineHD0300004171		rs109233642		3		12,768,652		14,472		intron_variant		FCRL4										11		6										1						

		BovineHD0300004176		rs109713854		3		12,781,364		12,713		intergenic_variant												11		6										1						

		Hapmap59741-rs29016987		rs29016987		3		12,784,219		2,856		intergenic_variant												11		6										1						

		BovineHD0300004197		rs137265785		3		12,870,717		86,499		intergenic_variant												11		6										1						

		BovineHD0300004202		rs111001867		3		12,884,420		13,704		intergenic_variant												11		6										1						

		BovineHD0300004205		rs135038468		3		12,887,810		3,391		intergenic_variant												11		6										1						

		BovineHD0300004207		rs133868159		3		12,889,187		1,378		intergenic_variant												11		6										1						

		BovineHD0300004210		rs109028462		3		12,901,257		12,071		intergenic_variant												11		6										1						

		BovineHD0300004213		rs109520639		3		12,912,956		11,700		intergenic_variant												11		6										1						

		BovineHD0300004216		NA		3		12,928,495		15,540														11		6										1						

		BovineHD0300004217		rs110397390		3		12,930,188		1,694		intergenic_variant												11		6										1						

		BovineHD0300004220		rs136164043		3		12,932,499		2,312		intergenic_variant												11		6										1						

		BovineHD0300004222		rs110380368		3		12,936,637		4,139		intergenic_variant												11		6										1						

		BovineHD0300004226		rs110104923		3		12,941,655		5,019		intergenic_variant												11		6										1						

		BovineHD0300004228		rs134045207		3		12,945,790		4,136		intergenic_variant												11		6										1						

		BovineHD0300004231		rs110865847		3		12,955,040		9,251		intergenic_variant												11		6										1						

		BovineHD0300004233		rs137460046		3		12,958,016		2,977		intergenic_variant												11		6										1						

		BovineHD0300004236		rs135940350		3		12,961,242		3,227		intergenic_variant												11		6										1						

		BovineHD0300004239		rs110618396		3		12,985,456		24,215		intergenic_variant												11		6										1						

		BovineHD4100001848		rs41610864		3		13,009,804		24,349		intergenic_variant												11		6										1						

		BovineHD0300004245		rs111031416		3		13,033,768		23,965		intergenic_variant												11		6										1						

		BovineHD0300004250		rs133773031		3		13,045,850		12,083		intergenic_variant												11		6										1						

		BovineHD0300004252		rs109055170		3		13,049,032		3,183		intergenic_variant												11		6										1						

		BovineHD0300004256		rs133014529		3		13,064,059		15,028		intergenic_variant												11		6										1						

		BovineHD0300004262		rs135947386		3		13,109,584		45,526		intergenic_variant												11		6										1						

		BovineHD0300004265		rs137576985		3		13,119,091		9,508		intergenic_variant												11		6										1						

		BovineHD0300004268		rs136473073		3		13,132,274		13,184		intergenic_variant												11		6										1						

		BovineHD0300004270		rs109869647		3		13,159,887		27,614		intergenic_variant												11		6										1						

		BovineHD0300004273		rs109195256		3		13,162,972		3,086		intergenic_variant												11		6										1						

		BovineHD4100001852		rs29027542		3		13,176,554		13,583		intergenic_variant												11		6										1						

		BovineHD0300004282		rs137174293		3		13,182,752		6,199		intergenic_variant												11		6										1						

		BovineHD0300004290		rs133188344		3		13,215,818		33,067		intergenic_variant												11		6										1						

		BovineHD0300004293		rs133723320		3		13,226,321		10,504		intergenic_variant												11		6										1						

		BovineHD0300004296		rs109171057		3		13,240,978		14,658		intergenic_variant												11		6										1						

		BovineHD0300004316		rs133639666		3		13,288,273		47,296		intergenic_variant												11		6										1						

		BovineHD0300004320		rs135641168		3		13,293,448		5,176		intergenic_variant												11		6										1						

		BovineHD0300004325		rs136605422		3		13,310,374		16,927		intergenic_variant												11		6										1						

		BovineHD0300004338		rs133061294		3		13,369,401		59,028		intergenic_variant												11		6										1						

		BovineHD0300004349		rs133831527		3		13,384,242		14,842		intergenic_variant												11		6										1						

		BovineHD0300004352		rs136936208		3		13,394,363		10,122		intergenic_variant												11		6										1						

		BovineHD0300004356		rs135501444		3		13,399,818		5,456		intergenic_variant												11		6										1						

		BovineHD0300004358		rs134090543		3		13,402,929		3,112		intergenic_variant												11		6										1						

		BovineHD0300004360		rs133463379		3		13,410,460		7,532		intergenic_variant												11		6										1						

		BovineHD0300004364		rs135411224		3		13,422,796		12,337		intergenic_variant												11		6										1						

		BovineHD0300004366		rs110502493		3		13,426,236		3,441		intergenic_variant												11		6										1						

		BovineHD0500015405		rs41591530		3		13,480,211		53,976		intergenic_variant												11		6										1						

		BovineHD0300004373		rs110784369		3		13,499,555		19,345		intergenic_variant												11		6										1						

		BovineHD0300004377		rs108957436		3		13,504,672		5,118		intergenic_variant												11		6										1						

		BovineHD0300004381		rs136555690		3		13,509,813		5,142		intergenic_variant												11		6										1						

		BovineHD0300004383		rs137625551		3		13,512,012		2,200		intergenic_variant												11		6										1						

		BovineHD0300004386		rs136366824		3		13,515,387		3,376		intergenic_variant												11		6										1						

		BovineHD0300004389		rs109418925		3		13,519,632		4,246		intergenic_variant												11		6										1						

		BovineHD0300004396		rs136151390		3		13,575,586		55,955		intergenic_variant												11		6										1						

		BovineHD0300004398		rs137447170		3		13,578,807		3,222		intergenic_variant												11		6										1						

		BovineHD0300004403		rs110149389		3		13,584,655		5,849		intergenic_variant												11		6										1						

		BovineHD0300004405		rs136168570		3		13,588,704		4,050		intergenic_variant												11		6										1						

		BovineHD0300004407		rs134356751		3		13,591,280		2,577		intergenic_variant												11		6										1						

		BovineHD0300004410		rs133328137		3		13,596,878		5,599		intergenic_variant												11		6										1						

		BovineHD0300004412		rs135713965		3		13,600,301		3,424		intergenic_variant												11		6										1						

		BovineHD4100001853		rs136500094		3		13,606,552		6,252		intergenic_variant												11		6										1						

		BovineHD0300004416		rs136891332		3		13,608,149		1,598		intergenic_variant												11		6										1						

		BovineHD0300004418		rs109790795		3		13,609,842		1,694		intergenic_variant												11		6										1						

		BovineHD0300004420		rs109180846		3		13,611,218		1,377		intergenic_variant												11		6										1						

		BovineHD0300004424		rs110910418		3		13,616,108		4,891		intergenic_variant												11		6										1						

		BovineHD0300004429		rs109298394		3		13,619,650		3,543		intergenic_variant												11		6										1						

		BovineHD0300004432		rs110900262		3		13,622,672		3,023		intergenic_variant												11		6										1						

		BovineHD0300004433		rs110840298		3		13,624,757		2,086		intergenic_variant												11		6										1						

		BovineHD0300004435		rs110075143		3		13,629,470		4,714		intergenic_variant												11		6										1						

		BovineHD0300004436		rs109098351		3		13,652,401		22,932		intergenic_variant												11		6										1						

		BovineHD0300004438		rs110963318		3		13,658,165		5,765		intergenic_variant												11		6										1						

		BovineHD0300004442		rs135949924		3		13,665,109		6,945		intergenic_variant												11		6										1						

		BovineHD0300004444		rs133794748		3		13,671,061		5,953		intergenic_variant												11		6										1						

		BovineHD0300004449		rs132798263		3		13,681,907		10,847		intergenic_variant												11		6										1						

		BovineHD0300004451		rs135911540		3		13,684,352		2,446		intergenic_variant												11		6										1						

		BovineHD0300004453		rs110730818		3		13,687,531		3,180		intergenic_variant												11		6										1						

		BovineHD0300004455		rs133149937		3		13,695,034		7,504		intergenic_variant												11		6										1						

		BovineHD0300004459		rs109876305		3		13,699,449		4,416		intergenic_variant												11		6										1						

		BovineHD0300004463		rs110771084		3		13,703,468		4,020		intergenic_variant												11		6										1						

		BovineHD0300004469		rs132658117		3		13,718,722		15,255		intergenic_variant												11		6										1						

		BovineHD0300004471		rs135756355		3		13,721,029		2,308		intergenic_variant												11		6										1						

		BovineHD0300004486		rs110643674		3		13,764,631		43,603		intergenic_variant												11		6										1						

		BovineHD0300004489		rs109901613		3		13,780,272		15,642		intergenic_variant												11		6										1						

		BovineHD0300004505		rs137333055		3		13,867,404		87,133		intron_variant		ARHGEF11										11		6										1						

		BovineHD0300004513		rs110002586		3		13,882,083		14,680		intron_variant		ARHGEF11										11		6										1						

		BovineHD4100001855		rs29025202		3		13,901,174		19,092		intron_variant		ARHGEF11										11		6										1						

		BovineHD0300004526		rs110886985		3		13,913,387		12,214		intron_variant		ARHGEF11										11		6										1						

		BovineHD0300004535		rs136953577		3		13,943,789		30,403		intron_variant		PEAR1										11		6										1						

		BovineHD0300004537		rs109318794		3		13,944,997		1,209		intron_variant		PEAR1										11		6										1						

		BovineHD0300004539		rs109820176		3		13,953,675		8,679		intron_variant		PEAR1										11		6										1						

		BovineHD0300004541		rs110502809		3		13,955,341		1,667		intron_variant		PEAR1										11		6										1						

		BovineHD0300004542		rs109908276		3		13,958,688		3,348		intron_variant		PEAR1										11		6										1						

		BovineHD0300004546		rs136730703		3		13,969,764		11,077		intergenic_variant												11		6										1						

		BovineHD0300004548		rs110065944		3		13,973,650		3,887		intron_variant		NTRK1										11		6										1						

		BovineHD0300004552		rs133908087		3		13,994,168		20,519		intron_variant		NTRK1										11		6										1						

		BovineHD0300004555		rs110773154		3		13,997,525		3,358		intron_variant		NTRK1										11		6										1						

		BovineHD0300004560		rs135023397		3		14,017,028		19,504		intergenic_variant												11		6										1						

		BovineHD0300004565		rs109624927		3		14,046,803		29,776		intron_variant		PRCC										11		6										1						

		BovineHD0300004568		rs110375997		3		14,060,160		13,358		intron_variant		PRCC										11		6										1						

		BovineHD0300004595		rs111015096		3		14,152,379		92,220		intergenic_variant												11		6										1						

		BovineHD0300004600		rs109810055		3		14,168,746		16,368		intron_variant		NES										11		6										1						

		BovineHD0300004602		rs132649452		3		14,174,264		5,519		intergenic_variant												11		6										1						

		BovineHD0300004608		rs110059349		3		14,190,553		16,290		intron_variant		BCAN										11		6										1						

		BovineHD0300004611		rs110384597		3		14,199,853		9,301		intergenic_variant												11		6										1						

		BovineHD0300004613		rs110311797		3		14,212,530		12,678		intron_variant		HAPLN2										11		6										1						

		BovineHD0300004616		rs137237672		3		14,220,549		8,020		intergenic_variant												11		6										1						

		BovineHD0300004618		rs136841085		3		14,224,418		3,870		intergenic_variant												11		6										1						

		BovineHD0300004620		rs109169132		3		14,228,014		3,597		intergenic_variant												11		6										1						

		BovineHD0300004623		rs109750935		3		14,230,671		2,658		intergenic_variant												11		6										1						

		BovineHD0300004625		rs133784790		3		14,233,203		2,533		intron_variant		GPATCH4										11		6										1						

		BovineHD0300004628		rs132654115		3		14,235,500		2,298		intron_variant		GPATCH4										11		6										1						

		BovineHD0300004630		rs110515517		3		14,236,587		1,088		intron_variant		GPATCH4										11		6										1						

		BovineHD0300004632		rs110885782		3		14,238,160		1,574		intron_variant		GPATCH4										11		6										1						

		BovineHD0300004634		rs133388741		3		14,240,235		2,076		missense_variant		GPATCH4		gAa/gGa		Glu/Gly		Negative		Hydrophobic		11		6										1						

		BovineHD0300004637		rs110126271		3		14,244,167		3,933		intergenic_variant												11		6										1						

		BovineHD0300004639		rs110977417		3		14,246,084		1,918		intergenic_variant												11		6										1						

		BovineHD0300004641		rs110130155		3		14,247,902		1,819		intron_variant		TTC24										11		6										1						

		BovineHD0300004643		rs110428735		3		14,249,414		1,513		intron_variant		TTC24										11		6										1						

		BovineHD0300004645		rs109370560		3		14,253,571		4,158		intron_variant		TTC24										11		6										1						

		BovineHD0300004649		rs134199588		3		14,267,622		14,052		intron_variant		IQGAP3										11		6										1						

		BovineHD0300004655		rs110454624		3		14,278,790		11,169		intron_variant		IQGAP3										11		6										1						

		BovineHD0300004660		rs109487434		3		14,295,549		16,760		intron_variant		IQGAP3										11		6										1						

		BovineHD0300004663		rs137351611		3		14,302,111		6,563		intergenic_variant												11		6										1						

		BovineHD0300004666		rs134539043		3		14,319,541		17,431		intergenic_variant												11		6										1						

		BovineHD0300004667		rs135733622		3		14,326,300		6,760		intron_variant		MEF2D										11		6										1						

		BovineHD0300004675		rs134607727		3		14,351,820		25,521		intron_variant		MEF2D										11		6										1						

		BovineHD0300004682		rs134567926		3		14,378,475		26,656		intergenic_variant												11		6										1						

		BovineHD0300004688		rs135850114		3		14,407,380		28,906		intergenic_variant												11		6										1						

		BovineHD0300004690		rs134868156		3		14,413,856		6,477		intergenic_variant												11		6										1						

		BovineHD0300004694		rs136552514		3		14,426,189		12,334		intergenic_variant												11		6										1						

		BovineHD0300004697		rs109216257		3		14,438,793		12,605		intergenic_variant												11		6										1						

		BovineHD0300004701		rs109990043		3		14,448,239		9,447		intron_variant		RHBG										11		6										1						

		BovineHD0300004705		rs109254191		3		14,454,502		6,264		intergenic_variant												11		6										1						

		BovineHD0300004709		rs137844097		3		14,465,307		10,806		intergenic_variant												11		6										1						

		BovineHD0300004745		rs137619458		3		14,590,341		125,035		intron_variant		SLC25A44												6						1										

		BovineHD0300004750		rs135199477		3		14,611,192		20,852		intron_variant		SEMA4A												6						1										

		BovineHD0300004766		rs132666761		3		14,666,226		55,035		intergenic_variant														6						1										

		BovineHD0300004776		rs133567610		3		14,718,432		52,207		intron_variant		UBQLN4												6						1										

		BovineHD0300004780		rs133781067		3		14,728,590		10,159		intergenic_variant														6						1										

		BovineHD0300004795		rs109519412		3		14,769,381		40,792		intron_variant		ARHGEF2												6						1										

		BovineHD0300004799		rs136836089		3		14,779,665		10,285		intron_variant		ARHGEF2												6						1										

		BovineHD0300004803		rs136005627		3		14,791,810		12,146		intron_variant		ARHGEF2												6						1										

		BovineHD0300004805		rs134044241		3		14,796,654		4,845		intron_variant		ARHGEF2												6						1										

		BovineHD0300004808		rs41601159		3		14,800,718		4,065		intron_variant		ARHGEF2												6						1										

		BovineHD0300004811		rs134069047		3		14,807,347		6,630		intron_variant		ARHGEF2												6						1										

		BovineHD0300004820		rs136215009		3		14,827,309		19,963		intergenic_variant														6						1										

		BovineHD0300004825		rs109982944		3		14,839,142		11,834		intron_variant		KHDC4												6						1										

		ARS-BFGL-NGS-107249		rs109655984		3		14,864,207		25,066		intergenic_variant														6						1										

		BovineHD0300004839		rs135193421		3		14,884,680		20,474		synonymous_variant		SYT11												6						1										

		BovineHD0300004843		rs137347921		3		14,895,364		10,685		intergenic_variant														6						1										

		BovineHD0300004850		rs110867386		3		14,926,605		31,242		intron_variant		GON4L												6						1										

		ARS-BFGL-NGS-102327		rs109862739		3		14,937,102		10,498		intron_variant		GON4L												6						1										

		BovineHD0300004866		rs109578506		3		14,983,274		46,173		missense_variant		GON4L		Ggt/Agt		Gly/Ser		Hydrophobic		Polar uncharged				6						1										

		BovineHD0300004875		rs109254663		3		14,996,451		13,178		intron_variant		GON4L												6						1										

		BovineHD0300004880		rs110394850		3		15,002,797		6,347		intron_variant		GON4L												6						1										

		BovineHD0300004882		rs110101795		3		15,005,137		2,341		intron_variant		GON4L												6						1										

		BovineHD0300004885		rs110278908		3		15,010,740		5,604		intron_variant		GON4L												6						1										

		BovineHD0300004887		rs109690312		3		15,012,234		1,495		intron_variant		GON4L												6						1										

		BovineHD0300004891		rs110075142		3		15,015,472		3,239		intron_variant		GON4L												6						1										

		BovineHD0300004893		rs136899056		3		15,017,627		2,156		intron_variant		GON4L												6						1										

		BovineHD0300004896		rs111026921		3		15,020,374		2,748		intron_variant		GON4L												6						1										

		BovineHD0300004899		rs109076218		3		15,024,025		3,652		synonymous_variant		GON4L												6						1										

		BovineHD0300004901		rs110892585		3		15,026,297		2,273		intron_variant		GON4L												6						1										

		BovineHD0300004904		rs110419337		3		15,029,434		3,138		intron_variant		GON4L												6						1										

		BovineHD0300004910		rs109644824		3		15,034,833		5,400		intron_variant		GON4L												6						1										

		BovineHD0300004912		rs110699218		3		15,041,567		6,735		intron_variant		MSTO1												6						1										

		BovineHD0300004915		rs109863519		3		15,047,685		6,119		intergenic_variant														6						1										

		BovineHD0300004917		rs108968044		3		15,057,636		9,952		intron_variant		DAP3												6						1										

		BovineHD0300004919		rs133776077		3		15,059,511		1,876		intron_variant		DAP3												6						1										

		BovineHD0300004923		rs137632943		3		15,064,114		4,604		intron_variant		DAP3												6						1										

		BovineHD0300004983		rs109224468		3		15,238,796		174,683		intron_variant		ASH1L												6						1										

		BovineHD0300004985		rs109245855		3		15,241,876		3,081		intron_variant		ASH1L												6						1										

		BovineHD0300004987		rs109778371		3		15,246,645		4,770		intron_variant		ASH1L												6						1										

		BovineHD0300004989		rs109032486		3		15,253,867		7,223		intron_variant		ASH1L												6						1										

		BovineHD0300004994		rs135449933		3		15,275,627		21,761		intron_variant		ASH1L												6						1										

		BovineHD0300004999		rs110017699		3		15,285,834		10,208		intron_variant		ASH1L												6						1										

		ARS-BFGL-NGS-13586		rs110924374		3		15,325,549		39,716		intron_variant		FDPS												6						1										

		BovineHD0300005036		rs136328444		3		15,359,236		33,688		intron_variant		HCN3												6						1										

		BovineHD0300005046		rs133770521		3		15,379,219		19,984		synonymous_variant		SCAMP3												6						1										

		BovineHD0300005051		rs132842247		3		15,391,374		12,156		intron_variant		GBA												6						1										

		BovineHD0300005055		rs109767437		3		15,398,532		7,159		intron_variant		GBA												6						1										

		BovineHD0300005057		rs109451228		3		15,401,819		3,288		intron_variant		GBA												6						1										

		BovineHD0300005060		rs109786928		3		15,406,014		4,196		intron_variant		THBS3												6						1										

		BovineHD0300005064		rs109110141		3		15,418,788		12,775		intron_variant		THBS3												6						1										

		BovineHD0300005067		rs136140183		3		15,426,637		7,850		intergenic_variant														6						1										

		Hapmap42643-BTA-69885		rs41602655		3		15,443,604		16,968		intron_variant		KRTCAP2												6						1										

		BovineHD0300005083		rs109565468		3		15,468,924		25,321		intron_variant		EFNA1												6						1										

		BovineHD0300005085		rs110896877		3		15,476,941		8,018		intergenic_variant														6						1										

		BovineHD0300005088		rs110212299		3		15,480,802		3,862		intergenic_variant														6						1										

		BovineHD0300005091		rs109550074		3		15,489,255		8,454		intergenic_variant														6						1										

		BovineHD0300005094		rs136661606		3		15,495,796		6,542		intergenic_variant														6						1										

		BovineHD0300005103		rs110303322		3		15,535,719		39,924		intron_variant		EFNA4												6						1										

		BovineHD0300005120		rs134237290		3		15,577,478		41,760		intergenic_variant														6						1										

		BovineHD0300005137		rs136003683		3		15,636,320		58,843		intron_variant		PBXIP1												6						1										

		BovineHD0300005144		rs134652823		3		15,649,011		12,692		intergenic_variant														6						1										

		BovineHD4100001876		rs41648746		3		15,664,681		15,671		intron_variant		PMVK												6						1										

		BovineHD0300005151		rs135332025		3		15,672,628		7,948		intron_variant		PMVK												6						1										

		BovineHD0300005153		rs134734148		3		15,674,867		2,240		intron_variant		PMVK												6						1										

		BovineHD0300005155		rs109042404		3		15,684,391		9,525		intron_variant		PMVK												6						1										

		BovineHD0300005158		rs109775668		3		15,693,645		9,255		intron_variant		PMVK												6						1										

		BovineHD0300005161		rs134313319		3		15,702,216		8,572		intron_variant		PMVK												6						1										

		BovineHD0300005163		rs136624890		3		15,711,686		9,471		intron_variant		PMVK												6						1										

		BovineHD0300005174		rs109216882		3		15,751,859		40,174		intron_variant		KCNN3												6						1										

		BovineHD0300005175		rs136388224		3		15,756,975		5,117		intron_variant		KCNN3												6						1										

		BovineHD0300005190		rs109874625		3		15,809,739		52,765		intron_variant		KCNN3												6						1										

		BovineHD0300005194		rs135483541		3		15,823,855		14,117		intron_variant		KCNN3												6						1										

		BovineHD0300005205		rs110844691		3		15,849,843		25,989		intron_variant		KCNN3												6						1										

		BovineHD0300005208		rs134424762		3		15,861,751		11,909		missense_variant		KCNN3		Cct/Tct		Pro/Ser		Hydrophobic		Polar uncharged				6						1										

		BovineHD0300005212		rs110506508		3		15,873,794		12,044		intron_variant		KCNN3												6						1										

		BovineHD0300005214		rs110358785		3		15,881,844		8,051		intron_variant		KCNN3												6						1										

		BovineHD0300005221		rs43708459		3		15,896,613		14,770		intergenic_variant														6						1										

		BovineHD0300005224		rs137707003		3		15,900,718		4,106		intergenic_variant														6						1										

		BovineHD0300005227		rs132864476		3		15,904,345		3,628		intergenic_variant														6						1										

		BovineHD0300005230		rs135523702		3		15,907,058		2,714		intergenic_variant														6						1										

		BovineHD4100001880		rs41586409		3		15,930,562		23,505		intergenic_variant														6						1										

		BovineHD4100001881		rs41257785		3		15,933,264		2,703		intergenic_variant														6						1										

		BovineHD0300005243		rs109733302		3		15,936,784		3,521		intergenic_variant														6						1										

		BovineHD0300005245		rs110033303		3		15,939,087		2,304		intergenic_variant														6						1										

		BovineHD0300005248		rs109262392		3		15,943,976		4,890		intergenic_variant														6						1										

		BovineHD0300005252		rs132654403		3		15,959,469		15,494		intergenic_variant														6						1										

		ARS-BFGL-NGS-37429		rs109742290		3		16,039,853		80,385		intron_variant		TDRD10												6						1										

		BovineHD0300005277		rs132679527		3		16,060,122		20,270		intron_variant		TDRD10												6						1										

		BovineHD0300005300		rs132716918		3		16,136,493		76,372		intron_variant		IL6R												6						1										

		BovineHD0300005303		rs109165218		3		16,148,609		12,117		intron_variant		IL6R												6						1										

		BovineHD0300005311		rs136092326		3		16,160,651		12,043		intron_variant		IL6R												6						1										

		BovineHD0300005316		rs110956389		3		16,175,710		15,060		intergenic_variant														6						1										

		BovineHD0300005323		rs108957229		3		16,204,395		28,686		intergenic_variant														6						1										

		BovineHD0300005329		rs134562614		3		16,226,637		22,243		intron_variant		ATP8B2												6						1										

		BovineHD0300005333		rs110733329		3		16,252,053		25,417		intergenic_variant														6						1										

		BovineHD0300005337		rs109248090		3		16,275,091		23,039		intron_variant		UBAP2L												6						1										

		BovineHD0300005344		rs109057052		3		16,298,506		23,416		intergenic_variant														6						1										

		BovineHD0300005349		rs133099030		3		16,315,699		17,194		intergenic_variant														6						1										

		BovineHD0300005352		rs109009642		3		16,327,244		11,546		intron_variant		TPM3												6						1										

		BovineHD0300005355		rs134270284		3		16,344,631		17,388		intron_variant		TPM3												6						1										

		BovineHD0300005361		rs136235635		3		16,388,927		44,297		intron_variant		NUP210L												6						1										

		BovineHD0300005363		rs135057440		3		16,400,926		12,000		intron_variant		NUP210L												6						1										

		BovineHD0300005655		rs109992213		3		17,549,904		1,148,979		intergenic_variant																7						1								

		BovineHD0300005659		rs109089142		3		17,579,255		29,352		intergenic_variant																7						1								

		BovineHD0300005662		rs109075866		3		17,593,268		14,014		intergenic_variant																7						1								

		BovineHD0300005664		rs132987251		3		17,595,100		1,833		intergenic_variant																7						1								

		BovineHD0300005666		rs109018467		3		17,605,387		10,288		intergenic_variant																7						1								

		BovineHD0300005674		rs109669960		3		17,661,059		55,673		intergenic_variant																7						1								

		BovineHD0300005677		rs133715286		3		17,678,690		17,632		intergenic_variant																7						1								

		BovineHD0300005681		rs137206836		3		17,696,758		18,069		intergenic_variant																7						1								

		BovineHD0300005684		rs134603495		3		17,707,544		10,787		intergenic_variant																7						1								

		BovineHD0300005686		rs133957691		3		17,715,270		7,727		intergenic_variant																7						1								

		BovineHD0300005692		rs110664277		3		17,742,928		27,659		intergenic_variant																7						1								

		BovineHD0300005694		rs132728327		3		17,751,657		8,730		intergenic_variant																7						1								

		BovineHD0300005719		rs134414731		3		17,786,962		35,306		intergenic_variant																7						1								

		BovineHD0300005738		rs109879570		3		17,818,942		31,981		intergenic_variant																7						1								

		BovineHD0300005743		rs135679970		3		17,826,625		7,684		intergenic_variant																7						1								

		BovineHD0300005746		rs136346205		3		17,836,234		9,610		intergenic_variant																7						1								

		BovineHD0300005749		rs136412942		3		17,839,480		3,247		intergenic_variant																7						1								

		BovineHD0300005752		rs136155061		3		17,843,432		3,953		intergenic_variant																7						1								

		BovineHD0300005754		rs109742956		3		17,845,785		2,354		intergenic_variant																7						1								

		BovineHD0300005757		rs133798112		3		17,850,006		4,222		intergenic_variant																7						1								

		BovineHD0300005759		rs132740564		3		17,852,709		2,704		intergenic_variant																7						1								

		BovineHD0300005761		rs109178743		3		17,854,888		2,180		intergenic_variant																7						1								

		BovineHD0300005763		rs109314593		3		17,858,954		4,067		intergenic_variant																7						1								

		BovineHD0300005765		rs133717135		3		17,867,748		8,795		intergenic_variant																7						1								

		BovineHD0300005767		rs136301435		3		17,871,996		4,249		intergenic_variant																7						1								

		BovineHD0300005768		rs136744726		3		17,875,623		3,628		intergenic_variant																7						1								

		BovineHD0300005770		rs137815543		3		17,878,040		2,418		intergenic_variant																7						1								

		BovineHD0300005776		rs109701681		3		17,894,282		16,243		intergenic_variant																7						1								

		BovineHD0300005793		rs133368945		3		17,955,283		61,002		intergenic_variant																7						1								

		BovineHD0300005795		rs109333815		3		17,960,397		5,115		intergenic_variant																7						1								

		BovineHD0300005797		rs109246381		3		17,982,124		21,728		intergenic_variant																7						1								

		BovineHD0300005799		rs110141892		3		17,990,096		7,973		intergenic_variant																7						1								

		BovineHD0300005801		rs137828224		3		18,000,005		9,910		intergenic_variant																7						1								

		BovineHD0300005803		rs137431239		3		18,006,952		6,948		intergenic_variant																7						1								

		BovineHD0300005805		rs134357747		3		18,014,631		7,680		intergenic_variant																7						1								

		BovineHD0300005807		rs110192401		3		18,016,185		1,555		intergenic_variant																7						1								

		BovineHD0300005810		rs136684095		3		18,023,933		7,749		intron_variant		KPRP														7						1								

		BovineHD0300005811		rs134316515		3		18,026,547		2,615		intron_variant		KPRP														7						1								

		BovineHD0300005813		rs110891409		3		18,028,795		2,249		intergenic_variant																7						1								

		BovineHD0300005816		rs110185065		3		18,033,163		4,369		intergenic_variant																7						1								

		BovineHD0300005818		rs109636349		3		18,038,557		5,395		intergenic_variant																7						1								

		BovineHD0300005820		rs41587396		3		18,040,599		2,043		intergenic_variant																7						1								

		BovineHD0300005822		rs110640756		3		18,042,791		2,193		intergenic_variant																7						1								

		BovineHD0300005827		rs110855935		3		18,060,832		18,042		intergenic_variant																7						1								

		BovineHD0300005833		rs135356544		3		18,083,283		22,452		intergenic_variant																7						1								

		BovineHD0300005837		rs110109589		3		18,087,706		4,424		intergenic_variant																7						1								

		BovineHD0300005839		rs110045385		3		18,091,355		3,650		intergenic_variant																7						1								

		BovineHD0300005843		rs109745959		3		18,105,751		14,397		intergenic_variant																7						1								

		BovineHD0300005845		rs109606877		3		18,109,889		4,139		intron_variant		LCE3C														7						1								

		BovineHD0300005848		rs109079949		3		18,116,358		6,470		intergenic_variant																7						1								

		BovineHD0300005850		rs110165596		3		18,121,070		4,713		intergenic_variant																7						1								

		BovineHD0300005852		rs110614064		3		18,122,162		1,093		intergenic_variant																7						1								

		BovineHD0300005854		rs110297316		3		18,123,576		1,415		intergenic_variant																7						1								

		BovineHD0300005856		rs135879594		3		18,124,963		1,388		intergenic_variant																7						1								

		BovineHD0300005859		rs110476938		3		18,135,951		10,989		intergenic_variant																7						1								

		BovineHD0300005862		rs109023050		3		18,147,317		11,367		intergenic_variant																7						1								

		BovineHD0300005864		rs137199618		3		18,154,920		7,604		intergenic_variant																7						1								

		BovineHD0300005866		rs136966633		3		18,158,899		3,980		intergenic_variant																7						1								

		BovineHD0300005871		rs132879515		3		18,170,541		11,643		intergenic_variant																7						1								

		BovineHD0300005873		rs109861425		3		18,187,144		16,604		intergenic_variant																7						1								

		BovineHD0300005876		rs108943180		3		18,203,824		16,681		intergenic_variant																7						1								

		BovineHD0300005880		rs136344740		3		18,219,553		15,730		intergenic_variant																7						1								

		BovineHD0300005887		rs133190961		3		18,252,754		33,202		intergenic_variant																7						1								

		BovineHD0300005889		rs136119196		3		18,256,036		3,283		intergenic_variant																7						1								

		BovineHD0300005892		rs137713604		3		18,258,824		2,789		intergenic_variant																7						1								

		BovineHD0300005894		rs110244321		3		18,263,333		4,510		intergenic_variant																7						1								

		BovineHD0300005896		rs108985837		3		18,267,176		3,844		intergenic_variant																7						1								

		BovineHD0300005898		rs109960561		3		18,269,015		1,840		intergenic_variant																7						1								

		BovineHD0300005901		rs110204789		3		18,274,135		5,121		intergenic_variant																7						1								

		BovineHD0300005903		rs134035682		3		18,279,094		4,960		intergenic_variant																7						1								

		BovineHD0300005908		rs133538037		3		18,290,761		11,668		intergenic_variant																7						1								

		BovineHD0300005911		rs110908074		3		18,294,564		3,804		intergenic_variant																7						1								

		BovineHD0300005929		rs110391250		3		18,345,163		50,600		intergenic_variant																7						1								

		BovineHD0300005932		rs110218739		3		18,379,091		33,929		intergenic_variant																7						1								

		BovineHD0300005934		rs109731213		3		18,381,160		2,070		intergenic_variant																7						1								

		BovineHD0300005941		rs110207352		3		18,398,710		17,551		intergenic_variant																7						1								

		BovineHD0300005943		rs110559372		3		18,407,065		8,356		intergenic_variant																7						1								

		BovineHD0300005946		rs137648437		3		18,421,042		13,978		intergenic_variant																7						1								

		BovineHD0300005979		rs109876060		3		18,453,485		32,444		intergenic_variant																7						1								

		BovineHD0300005974		rs110596095		3		18,459,801		6,317		intergenic_variant																7						1								

		BovineHD0300005970		rs132739677		3		18,469,222		9,422		intergenic_variant																7						1								

		BovineHD0300005967		rs110326615		3		18,475,901		6,680		intergenic_variant																7						1								

		BovineHD0300005964		rs109279672		3		18,478,266		2,366		intergenic_variant																7						1								

		BovineHD0300005962		rs110461480		3		18,480,330		2,065		intergenic_variant																7						1								

		BovineHD0300005959		rs109396593		3		18,483,897		3,568		intergenic_variant																7						1								

		BovineHD0300005957		rs110087728		3		18,486,935		3,039		intergenic_variant																7						1								

		BovineHD0300005956		rs137824082		3		18,489,833		2,899		intergenic_variant																7						1								

		BovineHD0300005951		rs109971415		3		18,496,142		6,310		intergenic_variant																7						1								

		BovineHD0300005985		rs133166158		3		18,516,106		19,965		intergenic_variant																7						1								

		BovineHD0300005989		rs109709999		3		18,534,485		18,380		intergenic_variant																7						1								

		BovineHD0300005996		rs137035477		3		18,561,027		26,543		intergenic_variant																7						1								

		ARS-BFGL-NGS-102388		rs109658330		3		18,564,914		3,888		intergenic_variant																7						1								

		BovineHD0300006000		rs132934494		3		18,569,415		4,502		intergenic_variant																7						1								

		BovineHD0300006005		rs135565531		3		18,574,820		5,406		intergenic_variant																7						1								

		BovineHD0300015479		rs135973648		3		50,979,540		32,404,721		intergenic_variant												12						1												

		BovineHD0300015491		rs109005481		3		51,046,489		66,950		intron_variant		RPAP2										12						1												

		BovineHD0300015501		rs133902405		3		51,067,940		21,452		intron_variant		RPAP2										12						1												

		BovineHD0300015506		rs135306104		3		51,080,784		12,845		intron_variant		RPAP2										12						1												

		BovineHD0300015508		rs110561473		3		51,085,271		4,488		intron_variant		RPAP2										12						1												

		BovineHD0300015509		rs110049407		3		51,086,565		1,295		intron_variant		RPAP2										12						1												

		BovineHD0300015510		rs133482310		3		51,089,739		3,175		intron_variant		RPAP2										12						1												

		BovineHD0300015514		rs137282446		3		51,103,165		13,427		intron_variant		RPAP3										12						1												

		BovineHD0300015516		rs133289571		3		51,105,322		2,158		intron_variant		RPAP4										12						1												

		BovineHD0300015523		rs109525309		3		51,136,188		30,867		intron_variant		RPAP5										12						1												

		BovineHD0300015527		rs109278962		3		51,149,093		12,906		intron_variant		RPAP6										12						1												

		BovineHD0300015531		rs134199875		3		51,163,763		14,671		intron_variant		RPAP7										12						1												

		BovineHD0300015547		rs109270480		3		51,237,828		74,066		intron_variant		BTBD8										12						1												

		BovineHD0300015549		rs109707367		3		51,246,591		8,764		intron_variant		BTBD8										12						1												

		BovineHD0300015553		rs110979748		3		51,268,824		22,234		intron_variant		BTBD8										12						1												

		BovineHD0300015556		rs133542655		3		51,290,285		21,462		intron_variant		BTBD8										12						1												

		BovineHD0300015561		rs110037613		3		51,308,708		18,424		intron_variant		BTBD8										12						1												

		BovineHD0300015563		rs110383162		3		51,309,999		1,292		intron_variant		BTBD8										12						1												

		BovineHD0300015568		rs109786500		3		51,316,409		6,411		intron_variant		BTBD8										12						1												

		BovineHD0300015571		rs110798884		3		51,322,596		6,188		intergenic_variant												12						1												

		BovineHD0300015575		rs110545663		3		51,334,123		11,528		intergenic_variant												12						1												

		BovineHD0300015577		rs110777983		3		51,335,619		1,497		intron_variant		EPHX4										12						1												

		BovineHD0300015579		rs109817392		3		51,337,414		1,796		intron_variant		EPHX4										12						1												

		BovineHD0300015582		rs135970164		3		51,347,489		10,076		intron_variant		EPHX4										12						1												

		BovineHD0300015596		rs109389068		3		51,391,373		43,885		intron_variant		BRDT										12						1												

		BovineHD0300015598		rs134724348		3		51,400,677		9,305		intron_variant		BRDT										12						1												

		BovineHD0300015601		rs135128790		3		51,413,616		12,940		intergenic_variant												12						1												

		BovineHD0300015604		rs110200857		3		51,423,064		9,449		intergenic_variant												12						1												

		BovineHD0300015610		rs110881069		3		51,450,352		27,289		intergenic_variant												12						1												

		BovineHD0300015612		rs110028624		3		51,455,020		4,669		intergenic_variant												12						1												

		BovineHD0300015614		rs132742527		3		51,462,395		7,376		intergenic_variant												12						1												

		BovineHD0300015617		rs135788271		3		51,469,413		7,019		intergenic_variant												12						1												

		BovineHD0300015626		rs110883673		3		51,507,263		37,851		intron_variant		TGFBR3										12						1												

		BovineHD0300015631		rs109039508		3		51,530,754		23,492		intron_variant		TGFBR3										12						1												

		BovineHD0300015681		rs135555435		3		51,700,414		169,661		intron_variant		TGFBR3										12						1												

		BovineHD0300015686		rs133252036		3		51,725,138		24,725		intergenic_variant												12						1												

		BovineHD0300015692		rs134102496		3		51,740,729		15,592		intergenic_variant												12						1												

		ARS-BFGL-NGS-85284		rs110926865		3		51,755,409		14,681		intergenic_variant												12						1												

		BovineHD0300015701		rs134967398		3		51,767,127		11,719		intergenic_variant												12						1												

		BovineHD0300015703		rs134230436		3		51,773,374		6,248		intergenic_variant												12						1												

		BovineHD0300015706		rs134213784		3		51,779,683		6,310		intergenic_variant												12						1												

		BovineHD0300015709		rs133720784		3		51,786,716		7,034		intergenic_variant												12						1												

		BovineHD0300015711		rs136113542		3		51,793,053		6,338		intergenic_variant												12						1												

		BovineHD0300015713		rs135212707		3		51,795,031		1,979		intergenic_variant												12						1												

		BovineHD0300015714		rs109149373		3		51,799,456		4,426		intergenic_variant												12						1												

		BovineHD0300015719		rs133815633		3		51,812,341		12,886		intergenic_variant												12						1												

		ARS-BFGL-NGS-35164		rs110998192		3		51,841,394		29,054		intergenic_variant												12						1												

		BovineHD0300015738		rs109317776		3		51,915,567		74,174		intergenic_variant												12						1												

		BovineHD0300015749		rs133141466		3		51,979,254		63,688		intergenic_variant												12						1												

		BovineHD0300015756		rs133154368		3		52,024,135		44,882		intron_variant		HFM1										12						1												

		ARS-BFGL-NGS-112017		rs109357051		3		52,084,666		60,532		intron_variant		HFM1										12						1												

		BovineHD0300015771		rs108955261		3		52,109,499		24,834		intergenic_variant												12						1												

		BovineHD0300015773		rs109528626		3		52,117,571		8,073		intergenic_variant												12						1												

		BovineHD0300015775		rs111002500		3		52,124,033		6,463		intergenic_variant												12						1												

		BovineHD0300015777		rs134710121		3		52,127,367		3,335		intergenic_variant												12						1												

		BovineHD0300015780		rs133227985		3		52,130,912		3,546		intergenic_variant												12						1												

		BovineHD0300015783		rs109563223		3		52,134,194		3,283		intergenic_variant												12						1												

		BovineHD0300015785		rs110977477		3		52,138,359		4,166		intergenic_variant												12						1												

		ARS-BFGL-NGS-111399		rs110181484		3		52,142,387		4,029		intergenic_variant												12						1												

		BovineHD0300015798		rs136806117		3		52,174,844		32,458		intergenic_variant												12						1												

		BovineHD0300015802		rs109704800		3		52,188,315		13,472		intergenic_variant												12						1												

		BovineHD0300015804		rs110148802		3		52,193,618		5,304		intergenic_variant												12						1												

		BovineHD0300015806		rs136080236		3		52,196,458		2,841		intergenic_variant												12						1												

		BovineHD0300015809		rs110130562		3		52,206,985		10,528		intergenic_variant												12						1												

		BovineHD0300015816		rs110497524		3		52,229,831		22,847		intergenic_variant												12						1												

		BovineHD0300015818		rs109745987		3		52,232,658		2,828		intergenic_variant												12						1												

		BovineHD0300015823		rs109297018		3		52,253,734		21,077		intergenic_variant												12						1												

		BovineHD0300015825		rs134757746		3		52,257,274		3,541		intergenic_variant												12						1												

		BovineHD0300015837		rs134843187		3		52,276,822		19,549		intergenic_variant												12						1												

		BovineHD0300015839		rs109282739		3		52,279,678		2,857		intergenic_variant												12						1												

		BovineHD0300015842		rs133142078		3		52,285,839		6,162		intron_variant		ZNF644										12						1												

		BovineHD0300015846		rs110923750		3		52,303,595		17,757		intron_variant		ZNF644										12						1												

		BovineHD0300015855		rs110395742		3		52,339,767		36,173		intron_variant		ZNF644										12						1												

		BovineHD0300015859		rs110872948		3		52,356,459		16,693		intergenic_variant												12						1												

		BovineHD0300015867		rs110271571		3		52,388,172		31,714		intergenic_variant												12						1												

		BovineHD0300015870		rs110279811		3		52,397,891		9,720		intergenic_variant												12						1												

		BovineHD0300015880		rs109899219		3		52,420,811		22,921		intergenic_variant												12						1												

		BovineHD0300015886		rs110450733		3		52,430,556		9,746		intergenic_variant												12						1												

		BovineHD4100002115		rs41596196		3		52,466,227		35,672		intergenic_variant												12						1												

		BovineHD0300015899		rs109693806		3		52,482,728		16,502		intergenic_variant												12						1												

		BovineHD0300015903		rs137173319		3		52,493,810		11,083		intergenic_variant												12						1												

		BovineHD0300015908		rs109334864		3		52,513,206		19,397		intergenic_variant												12						1												

		BovineHD0300015917		rs136129442		3		52,556,175		42,970		intergenic_variant												12						1												

		BovineHD0300015930		rs134330818		3		52,623,688		67,514		intergenic_variant												12						1												

		BovineHD0300015934		rs135835809		3		52,633,827		10,140		intergenic_variant												12						1												

		BovineHD0300015938		rs136946116		3		52,650,024		16,198		intergenic_variant												12						1												

		BovineHD0300015948		rs132751103		3		52,668,617		18,594		intergenic_variant												12						1												

		BovineHD0300015954		rs110734866		3		52,682,573		13,957		intergenic_variant												12						1												

		BovineHD0300015952		rs134370904		3		52,686,300		3,728		intergenic_variant												12						1												

		BovineHD0300015959		rs136436579		3		52,692,946		6,647		intergenic_variant												12						1												

		BovineHD0300015961		rs135353295		3		52,695,790		2,845		intergenic_variant												12						1												

		BovineHD0300015965		rs136697947		3		52,708,225		12,436		intergenic_variant												12						1												

		BovineHD0300015969		rs134248708		3		52,726,985		18,761		intergenic_variant												12						1												

		BovineHD0300015973		rs135792379		3		52,744,021		17,037		intergenic_variant												12						1												

		BovineHD0300015980		rs133672156		3		52,765,299		21,279		intergenic_variant												12						1												

		BovineHD0300015983		rs109238860		3		52,775,804		10,506		intergenic_variant												12						1												

		BovineHD0300015991		rs110901462		3		52,808,856		33,053		intergenic_variant												12						1												

		BovineHD0300034833		rs134124716		3		118,447,425		65,638,570		intron_variant		HDAC4														8						1								

		BovineHD0300034835		rs132941010		3		118,450,662		3,238		intron_variant		HDAC4														8						1								

		BovineHD0300034848		rs133725584		3		118,475,235		24,574		intergenic_variant																8						1								

		BovineHD0300034711		rs137609494		3		118,531,080		55,846		intergenic_variant																8						1								

		BovineHD0300034712		rs109962551		3		118,533,270		2,191		intergenic_variant																8						1								

		BovineHD0300034714		rs110021345		3		118,537,450		4,181		intergenic_variant																8						1								

		BovineHD0300034725		rs109856788		3		118,576,243		38,794		intergenic_variant																8						1								

		BovineHD0300034734		rs109277075		3		118,605,969		29,727		intergenic_variant																8						1								

		ARS-BFGL-NGS-115637		rs110600897		3		118,615,607		9,639		intergenic_variant																8						1								

		BovineHD0300034742		rs109106458		3		118,619,571		3,965		intergenic_variant																8						1								

		BovineHD0300034746		rs132688838		3		118,626,287		6,717		intergenic_variant																8						1								

		BovineHD0300034752		rs110140911		3		118,634,433		8,147		intergenic_variant																8						1								

		BovineHD0300034789		rs110564188		3		118,662,737		28,305		intergenic_variant																8						1								

		BovineHD0300034791		rs134728926		3		118,669,844		7,108		intergenic_variant																8						1								

		BovineHD4100002568		rs41615447		3		118,673,996		4,153		intergenic_variant																8						1								

		BovineHD0300034798		rs110485163		3		118,678,810		4,815		intergenic_variant																8						1								

		BovineHD0300034799		rs133218149		3		118,680,528		1,719		intergenic_variant																8						1								

		BovineHD0300034802		rs133579184		3		118,683,710		3,183		intergenic_variant																8						1								

		BovineHD0300034804		rs110015036		3		118,685,674		1,965		intergenic_variant																8						1								

		BovineHD0300034808		rs136403535		3		118,689,297		3,624		intergenic_variant																8						1								

		BovineHD0300034819		rs134116891		3		118,715,974		26,678		intergenic_variant																8						1								

		BovineHD0300034821		rs109386311		3		118,722,341		6,368		intergenic_variant																8						1								

		BovineHD0300034853		rs109567821		3		118,727,085		4,745		intergenic_variant																8						1								

		BovineHD0300034862		rs133316634		3		118,746,782		19,698		intergenic_variant																8						1								

		ARS-BFGL-NGS-38098		rs110633546		3		118,752,784		6,003		intergenic_variant																8						1								

		BovineHD0300034884		rs136552051		3		118,763,152		10,369		intergenic_variant																8						1								

		BovineHD0300034886		rs137601387		3		118,765,142		1,991		intergenic_variant																8						1								

		BovineHD0300034888		rs134385747		3		118,768,824		3,683		intergenic_variant																8						1								

		BovineHD0300034890		rs133211728		3		118,771,248		2,425		intergenic_variant																8						1								

		BovineHD0300034892		rs136237720		3		118,773,357		2,110		intergenic_variant																8						1								

		BovineHD0300034894		rs109532390		3		118,775,491		2,135		intergenic_variant																8						1								

		BovineHD0300034898		rs136009592		3		118,783,457		7,967		intergenic_variant																8						1								

		BovineHD0300034901		rs135831511		3		118,789,214		5,758		intergenic_variant																8						1								

		BovineHD0300034904		rs41256626		3		118,806,132		16,919		intergenic_variant																8						1								

		BovineHD0300034907		rs135653821		3		118,811,207		5,076		intergenic_variant																8						1								

		BovineHD0300034911		rs133456447		3		118,823,335		12,129		intergenic_variant																8						1								

		BovineHD0300034918		rs136517435		3		118,839,117		15,783		intergenic_variant																8						1								

		BovineHD0300034921		rs110400559		3		118,844,001		4,885		intergenic_variant																8						1								

		BovineHD0300034923		rs137498329		3		118,847,219		3,219		intergenic_variant																8						1								

		BovineHD0300034925		rs110219610		3		118,850,434		3,216		intergenic_variant																8						1								

		BovineHD0300034928		rs109100690		3		118,855,860		5,427		intergenic_variant																8						1								

		BovineHD0300034929		rs109028166		3		118,857,889		2,030		intergenic_variant																8						1								

		BovineHD0300034939		rs135989244		3		118,880,796		22,908		intergenic_variant																8						1								

		BovineHD0300034944		rs43372047		3		118,886,148		5,353		intergenic_variant																8						1								

		BovineHD0300034946		rs43372060		3		118,888,026		1,879		intergenic_variant																8						1								

		BovineHD0300034948		rs43372077		3		118,889,810		1,785		intron_variant		NDUFA10														8						1								

		BovineHD4100002572		rs41648125		3		118,905,293		15,484		intron_variant		NDUFA10														8						1								

		BovineHD0300035009		rs133302397		3		118,908,245		2,953		intron_variant		NDUFA10														8						1								

		BovineHD0300035011		rs136515325		3		118,909,275		1,031		intron_variant		NDUFA10														8						1								

		BovineHD0300035015		rs136982136		3		118,918,490		9,216		intron_variant		NDUFA10														8						1								

		ARS-BFGL-NGS-111770		rs109722313		3		118,942,568		24,079		intergenic_variant																8						1								

		BovineHD0300035025		rs109645789		3		118,947,879		5,312		intergenic_variant																8						1								

		BovineHD0300035028		rs136719144		3		118,952,982		5,104		intergenic_variant																8						1								

		BovineHD0300035030		rs136301634		3		118,955,627		2,646		intergenic_variant																8						1								

		BovineHD0300035031		rs109984281		3		118,958,001		2,375		intergenic_variant																8						1								

		BovineHD0300035033		rs42663304		3		118,960,031		2,031		intergenic_variant																8						1								

		BovineHD0300035035		rs137282034		3		118,961,574		1,544		intergenic_variant																8						1								

		BovineHD0300034956		rs134743677		3		118,973,745		12,172		intergenic_variant																8						1								

		BovineHD0300034958		rs42663261		3		118,976,220		2,476		intergenic_variant																8						1								

		BovineHD0300034962		rs42663232		3		118,980,865		4,646		intergenic_variant																8						1								

		BovineHD0300034964		rs42662303		3		118,983,919		3,055		intergenic_variant																8						1								

		BovineHD0300034966		rs135131737		3		118,987,072		3,154		intergenic_variant																8						1								

		BovineHD0300034968		rs42662284		3		118,988,610		1,539		intergenic_variant																8						1								

		BovineHD0300034970		rs42662268		3		118,990,953		2,344		intergenic_variant																8						1								

		ARS-BFGL-NGS-10050		rs42662260		3		118,993,428		2,476		intergenic_variant																8						1								

		BovineHD0300034974		rs42662244		3		118,996,413		2,986		intergenic_variant																8						1								

		BovineHD0300034978		rs42659395		3		119,003,596		7,184		intergenic_variant																8						1								

		BovineHD0300034985		rs110453609		3		119,034,557		30,962		intergenic_variant																8						1								

		BovineHD0300034988		rs43164282		3		119,044,486		9,930		intergenic_variant																8						1								

		BovineHD0300034991		rs135963296		3		119,050,107		5,622		intergenic_variant																8						1								

		BovineHD0300035039		rs111027518		3		119,058,814		8,708		intergenic_variant																8						1								

		BovineHD0300035041		rs43056635		3		119,063,872		5,059		intergenic_variant																8						1								

		BTB-01991141		rs43098235		3		119,094,385		30,514		intergenic_variant																8						1								

		BovineHD0300035117		rs42991530		3		119,116,510		22,126		intergenic_variant																8						1								

		BovineHD0300035072		rs109419465		3		119,238,177		121,668		intergenic_variant																8						1								

		BovineHD0300035064		rs135759804		3		119,263,299		25,123		intergenic_variant																8						1								

		BovineHD0300035089		rs137188463		3		119,330,726		67,428		intergenic_variant																8						1								

		BovineHD0300034851		rs42832238		3		119,337,850		7,125		intergenic_variant																8						1								

		BovineHD1400006306		rs43741797		3		119,449,573		111,724		intron_variant		CSF2RA														8						1								

		BovineHD0300034872		rs135756699		3		119,452,734		3,162		intergenic_variant																8						1								

		BovineHD0300034875		rs43746146		3		119,455,662		2,929		intergenic_variant																8						1								

		BovineHD0300034993		rs133932221		3		119,518,454		62,793		intron_variant		P2RY8														8						1								

		BovineHD0300034996		rs134464082		3		119,520,984		2,531		intron_variant		P2RY8														8						1								

		BovineHD0300035121		rs135817167		3		119,641,516		120,533		intergenic_variant																8						1								

		BovineHD0300035127		rs42818946		3		119,656,627		15,112		intergenic_variant																8						1								

		ARS-BFGL-NGS-112959		rs42818933		3		119,661,144		4,518		intergenic_variant																8						1								

		BovineHD0300035134		rs109877127		3		119,672,227		11,084		intergenic_variant																8						1								

		ARS-BFGL-NGS-22190		rs42043822		3		119,730,168		57,942		intergenic_variant																8						1								

		BovineHD0300035157		rs42044849		3		119,740,143		9,976		intergenic_variant																8						1								

		BovineHD0300035162		rs42044889		3		119,755,500		15,358		intergenic_variant																8						1								

		BovineHD0300035183		rs42046046		3		119,807,098		51,599		intergenic_variant																8						1								

		BovineHD0300035198		rs42047284		3		119,842,963		35,866		intergenic_variant																8						1								

		BovineHD0300035200		rs109345359		3		119,847,748		4,786		intergenic_variant																8						1								

		BovineHD0300035203		rs42047293		3		119,853,286		5,539		intergenic_variant																8						1								

		BovineHD0300035209		rs136107212		3		119,862,708		9,423		intergenic_variant																8						1								

		BovineHD0300035227		rs43768465		3		119,873,711		11,004		intron_variant		GPC1														8						1								

		BovineHD0300035229		rs109325098		3		119,893,611		19,901		intron_variant		ANKMY1														8						1								

		BovineHD0300035245		rs110570175		3		119,904,466		10,856		intron_variant		ANKMY1														8						1								

		BovineHD0300035221		rs43372701		3		120,011,571		107,106		intron_variant		GPR35														8						1								

		BovineHD0300035234		rs43372668		3		120,031,421		19,851		intergenic_variant																8						1								

		BovineHD0300035236		rs136550768		3		120,033,799		2,379		intergenic_variant																8						1								

		BovineHD0300035239		rs43371730		3		120,044,919		11,121		intron_variant		KIF1A														8						1								

		BovineHD0300035241		rs43372639		3		120,054,164		9,246		intron_variant		KIF1A														8						1								

		BovineHD0300035243		rs109351853		3		120,056,293		2,130		intron_variant		KIF1A														8						1								

		BovineHD0300035250		rs136404009		3		120,071,131		14,839		intron_variant		KIF1A														8						1								

		BovineHD0300035253		rs136224161		3		120,080,542		9,412		intron_variant		KIF1A														8						1								

		BovineHD0300035257		rs110031304		3		120,102,800		22,259		intron_variant		KIF1A														8						1								

		BovineHD0300035260		rs110911821		3		120,112,500		9,701		intron_variant		KIF1A														8						1								

		BovineHD0300035275		rs109229144		3		120,167,279		54,780		intron_variant		C3H2orf54														8						1								

		BovineHD0300035280		rs110284784		3		120,195,502		28,224		intron_variant		CROCC2														8						1								

		ARS-BFGL-NGS-92456		rs109508311		3		120,257,160		61,659		intron_variant		SNED1														8						1								

		BovineHD0300035293		rs110249587		3		120,280,786		23,627		intron_variant		SNED1														8						1								

		BovineHD0300035295		rs110614062		3		120,288,550		7,765		intron_variant		SNED1														8						1								

		BovineHD0300035296		rs133838662		3		120,294,593		6,044		intron_variant		SNED1														8						1								

		BovineHD0300035301		rs109906932		3		120,323,201		28,609		missense_variant		SNED1														8						1								

		BovineHD0300035303		rs109455201		3		120,328,814		5,614		intergenic_variant																8						1								

		BovineHD0300035307		rs109676207		3		120,340,926		12,113		intron_variant		PASK														8						1								

		BovineHD0300035312		rs135523014		3		120,349,352		8,427		intron_variant		PASK														8						1								

		BovineHD4100002578		rs41648060		3		120,425,918		76,567		intron_variant		HDLBP														8						1								

		BovineHD0300035334		rs43370780		3		120,439,703		13,786		synonymous_variant		HDLBP														8						1								

		BovineHD0300035346		rs43373114		3		120,472,832		33,130		intron_variant		HDLBP														8						1								

		BovineHD0300035357		rs134652664		3		120,502,171		29,340		intron_variant		SEPTIN2														8						1								

		BovineHD0300035379		rs110711422		3		120,637,779		135,609		intergenic_variant																8						1								

		ARS-BFGL-NGS-2087		rs43704141		3		120,697,093		59,315		intron_variant		THAP4														8						1								

		BovineHD0300035413		rs135305751		3		120,751,169		54,077		intron_variant		ING5														8						1								

		BovineHD0300035426		rs133563833		3		120,786,257		35,089		intron_variant		D2HGDH														8						1								

		BovineHD0300035437		rs135248469		3		120,811,745		25,489		intron_variant		GAL3ST2														8						1								

		BovineHD0400002669		rs41811319		4		8,788,322				intergenic_variant														7						1										

		ARS-BFGL-NGS-93391		rs41811307		4		8,794,043		5,722		intergenic_variant														7						1										

		BovineHD0400002672		rs133030069		4		8,797,012		2,970		intergenic_variant														7						1										

		BovineHD0400002674		rs109306086		4		8,804,117		7,106		intergenic_variant														7						1										

		BovineHD0400002676		rs110993236		4		8,809,929		5,813		intergenic_variant														7						1										

		BovineHD0400002681		rs109670113		4		8,815,120		5,192		intergenic_variant														7						1										

		BovineHD0400002683		rs137740733		4		8,816,990		1,871		intergenic_variant														7						1										

		BovineHD0400002685		rs41811948		4		8,835,097		18,108		intergenic_variant														7						1										

		BovineHD0400002688		rs41811954		4		8,845,745		10,649		intergenic_variant														7						1										

		BovineHD0400002701		rs109204672		4		8,878,221		32,477		intergenic_variant														7						1										

		BovineHD0400002710		rs133755542		4		8,908,369		30,149		intergenic_variant														7						1										

		BovineHD0400002713		rs109259743		4		8,915,744		7,376		intergenic_variant														7						1										

		BovineHD0400002730		rs43053057		4		9,013,542		97,799		intergenic_variant														7						1										

		BovineHD4100002640		rs41577244		4		9,030,267		16,726		intergenic_variant														7						1										

		BovineHD4100002642		rs110935188		4		9,072,725		42,459		intergenic_variant														7						1										

		BovineHD0400002750		rs42838126		4		9,082,711		9,987		intergenic_variant														7						1										

		BovineHD0400002756		rs136532925		4		9,106,778		24,068		intergenic_variant														7						1										

		BovineHD0400002758		rs42838543		4		9,113,123		6,346		intergenic_variant														7						1										

		BovineHD0400002762		rs42770995		4		9,133,975		20,853		intergenic_variant														7						1										

		BTB-01652367		rs42772137		4		9,158,553		24,579		intergenic_variant														7						1										

		BovineHD0400002767		rs42771024		4		9,168,353		9,801		intergenic_variant														7						1										

		BovineHD0400002769		rs109830585		4		9,171,406		3,054		intergenic_variant														7						1										

		BovineHD0400002774		rs109870010		4		9,191,964		20,559		intergenic_variant														7						1										

		BovineHD0400002778		rs110878292		4		9,198,537		6,574		intergenic_variant														7						1										

		BovineHD0400002780		rs110587952		4		9,201,708		3,172		intergenic_variant														7						1										

		BovineHD0400002783		rs43374540		4		9,216,802		15,095		intergenic_variant														7						1										

		BovineHD0400002788		rs43373791		4		9,223,990		7,189		intergenic_variant														7						1										

		BovineHD0400002791		rs134369703		4		9,229,484		5,495		intergenic_variant														7						1										

		BovineHD0400002794		rs43372843		4		9,236,691		7,208		intergenic_variant														7						1										

		BovineHD0400002796		rs43372916		4		9,246,803		10,113		intergenic_variant														7						1										

		BovineHD0400002801		rs109667763		4		9,254,428		7,626		intron_variant		MTERF1												7						1										

		BovineHD0400002803		rs109251753		4		9,261,219		6,792		intergenic_variant														7						1										

		BovineHD0400002805		rs42599852		4		9,265,001		3,783		intergenic_variant														7						1										

		BovineHD0400002826		rs134925464		4		9,310,863		45,863		intron_variant		AKAP9												7						1										

		BovineHD0400002831		rs108978929		4		9,324,739		13,877		intron_variant		AKAP9												7						1										

		BovineHD0400002833		rs109550058		4		9,329,647		4,909		intron_variant		AKAP9												7						1										

		BovineHD0400002835		rs110766969		4		9,335,323		5,677		intron_variant		AKAP9												7						1										

		BovineHD0400002840		rs110008785		4		9,343,479		8,157		intron_variant		AKAP9												7						1										

		BovineHD0400002848		rs110996175		4		9,355,558		12,080		intron_variant		AKAP9												7						1										

		BovineHD0400002858		rs43372202		4		9,398,880		43,323		intron_variant		AKAP9												7						1										

		BovineHD0400002861		rs43372188		4		9,414,123		15,244		intron_variant		AKAP9												7						1										

		BovineHD0400002876		rs132875616		4		9,479,551		65,429		intergenic_variant														7						1										

		BovineHD0400002886		rs133532684		4		9,513,034		33,484		intergenic_variant														7						1										

		BTB-00165398		rs43379437		4		9,557,423		44,390		intron_variant		KRIT1												7						1										

		BovineHD0400002906		rs42598607		4		9,620,065		62,643		intron_variant		ANKIB1												7						1										

		BovineHD0400002909		rs42598617		4		9,640,387		20,323		intron_variant		ANKIB1												7						1										

		BTB-01476421		rs42598629		4		9,664,664		24,278		intron_variant		ANKIB1												7						1										

		BovineHD0400002917		rs137778273		4		9,675,745		11,082		intron_variant		ANKIB1												7						1										

		BovineHD0400002920		rs43371279		4		9,695,574		19,830		intron_variant		ANKIB1												7						1										

		BovineHD0400002923		rs109708903		4		9,709,771		14,198		intron_variant		ANKIB1												7						1										

		ARS-BFGL-NGS-109843		rs110700480		4		9,767,312		57,542		intron_variant		GATAD1												7						1										

		BovineHD0400002933		rs133430544		4		9,769,388		2,077		intron_variant		GATAD1												7						1										

		BovineHD0400002937		rs43371323		4		9,777,333		7,946		intergenic_variant														7						1										

		BovineHD0400002939		rs136542708		4		9,779,525		2,193		intergenic_variant														7						1										

		BovineHD0400002942		rs110786885		4		9,798,086		18,562		intron_variant		PEX1												7						1										

		BTB-00165617		rs43372159		4		9,818,598		20,513		intron_variant		PEX1												7						1										

		BovineHD0400002951		rs110799110		4		9,827,728		9,131		synonymous_variant		PEX1												7						1										

		BovineHD0400002953		rs43372177		4		9,836,002		8,275		intron_variant		PEX1												7						1										

		BovineHD0400002955		rs43376115		4		9,846,046		10,045		synonymous_variant		PEX1												7						1										

		BovineHD0400002957		rs137280342		4		9,862,599		16,554		intron_variant		PEX1												7						1										

		BovineHD0400002973		rs137111726		4		9,919,989		57,391		intron_variant		FAM133B												7						1										

		BovineHD0400002982		rs110728026		4		9,937,491		17,503		intergenic_variant														7						1										

		BovineHD0400002988		rs110427816		4		9,943,230		5,740		intron_variant		CDK6												7						1										

		ARS-BFGL-NGS-112129		rs110764575		4		9,984,631		41,402		intron_variant		CDK6												7						1										

		BovineHD0400003020		rs110100615		4		10,002,913		18,283		intron_variant		CDK6												7						1										

		BovineHD0400003027		rs109102784		4		10,026,240		23,328		intron_variant		CDK6												7						1										

		BovineHD0400003032		rs109250238		4		10,038,688		12,449		intron_variant		CDK6												7						1										

		BovineHD0400003034		rs108952639		4		10,040,644		1,957		intron_variant		CDK6												7						1										

		BovineHD0400003052		rs109204564		4		10,100,695		60,052		intron_variant		CDK6												7						1										

		BovineHD0400003067		rs42524820		4		10,158,926		58,232		intron_variant		CDK6												7						1										

		BovineHD0400003072		rs42524799		4		10,175,580		16,655		intron_variant		CDK6												7						1										

		BovineHD0400003089		rs132715586		4		10,278,587		103,008		intergenic_variant														7						1										

		BovineHD0400003092		rs133479626		4		10,290,294		11,708		intergenic_variant														7						1										

		Hapmap35652-SCAFFOLD151622_1051		rs29010298		4		10,295,895		5,602		intergenic_variant														7						1										

		BovineHD0400003096		rs42523996		4		10,311,253		15,359		intergenic_variant														7						1										

		BTA-02892-no-rs		rs29010437		4		10,319,593		8,341		intergenic_variant														7						1										

		BovineHD0400003105		rs42360408		4		10,371,269		51,677		intergenic_variant														7						1										

		BovineHD0400003111		rs42360392		4		10,384,903		13,635		intergenic_variant														7						1										

		BovineHD0400003113		rs42360381		4		10,387,935		3,033		intergenic_variant														7						1										

		BovineHD0400003115		rs42360374		4		10,390,901		2,967		intergenic_variant														7						1										

		BovineHD0400003117		rs135642425		4		10,397,385		6,485		intergenic_variant														7						1										

		BovineHD0400003119		rs134774609		4		10,400,014		2,630		intergenic_variant														7						1										

		BovineHD0400003122		rs135072542		4		10,413,732		13,719		intergenic_variant														7						1										

		BovineHD0400003132		rs109952746		4		10,455,568		41,837		intergenic_variant														7						1										

		BTA-109124-no-rs		rs41571597		4		10,471,725		16,158		intergenic_variant														7						1										

		BovineHD0400003153		rs109149575		4		10,559,673		87,949		intron_variant		HEPACAM2												7						1										

		BovineHD0400003156		rs133395556		4		10,573,511		13,839		intron_variant		HEPACAM2												7						1										

		BovineHD0400003205		rs42358336		4		10,785,247		211,737		intron_variant		CALCR												7						1										

		BovineHD0400003213		rs133035163		4		10,813,397		28,151		intron_variant		CALCR												7						1										

		BovineHD0400003216		rs42940198		4		10,818,267		4,871		intron_variant		CALCR												7						1										

		BovineHD0400003218		rs110721351		4		10,820,707		2,441		intron_variant		CALCR												7						1										

		BovineHD0400003220		rs134572465		4		10,822,011		1,305		intron_variant		CALCR												7						1										

		BovineHD0400003222		rs133501043		4		10,823,891		1,881		intron_variant		CALCR												7						1										

		BovineHD0400003228		rs136876542		4		10,836,196		12,306		intron_variant		CALCR												7						1										

		ARS-BFGL-NGS-68586		rs109384515		4		10,857,725		21,530		intergenic_variant														7						1										

		BovineHD0400003252		rs43375275		4		10,912,828		55,104		intergenic_variant														7						1										

		BovineHD0400003260		rs42810207		4		10,930,590		17,763		intergenic_variant														7						1										

		BovineHD0400003261		rs41614714		4		10,935,791		5,202		intergenic_variant														7						1										

		BovineHD4100002650		rs41608020		4		10,992,555		56,765		intergenic_variant														7						1										

		BovineHD0400003273		rs110437248		4		11,007,609		15,055		intergenic_variant														7						1										

		BovineHD0400003282		rs43361154		4		11,048,943		41,335		intergenic_variant														7						1										

		BovineHD0400003286		rs42999027		4		11,076,917		27,975		intergenic_variant														7						1										

		BovineHD0400003289		rs132742958		4		11,084,975		8,059		intergenic_variant														7						1										

		BovineHD0400003291		rs135513600		4		11,087,488		2,514		intergenic_variant														7						1										

		BovineHD0400003293		rs134482579		4		11,090,913		3,426		intergenic_variant														7						1										

		BovineHD0400003296		rs42953760		4		11,111,632		20,720		intergenic_variant														7						1										

		BovineHD0400003298		rs42953754		4		11,119,860		8,229		intergenic_variant														7						1										

		BovineHD0400003301		rs110867295		4		11,134,911		15,052		intergenic_variant														7						1										

		BovineHD0400003304		rs110119634		4		11,143,002		8,092		intergenic_variant														7						1										

		BovineHD0400003309		rs110322086		4		11,160,963		17,962		intergenic_variant														7						1										

		BovineHD0400003314		rs42982410		4		11,171,134		10,172		intergenic_variant														7						1										

		BovineHD0400003319		rs133435318		4		11,178,242		7,109		intergenic_variant														7						1										

		BovineHD0400003321		rs110681202		4		11,180,083		1,842		intergenic_variant														7						1										

		BovineHD0400003328		rs109519947		4		11,208,139		28,057		intron_variant		TFPI2												7						1										

		BovineHD0400003336		rs110381386		4		11,244,886		36,748		intron_variant		GNG11												7						1										

		BovineHD0400003339		rs110427631		4		11,255,804		10,919		intergenic_variant														7						1										

		BovineHD0400003349		rs136979418		4		11,278,487		22,684		intergenic_variant														7						1										

		Hapmap53581-rs29012683		rs29012683		4		11,285,836		7,350		intergenic_variant														7						1										

		BovineHD0400003358		rs137315948		4		11,299,315		13,480		intergenic_variant														7						1										

		BovineHD4100002651		rs41662283		4		11,305,095		5,781		intergenic_variant														7						1										

		BovineHD4100002652		rs41662274		4		11,307,450		2,356		intergenic_variant														7						1										

		BovineHD0400003363		rs109649347		4		11,309,439		1,990		intergenic_variant														7						1										

		BovineHD0400003368		rs133080390		4		11,325,271		15,833		intergenic_variant														7						1										

		BovineHD0400003371		rs132829895		4		11,329,052		3,782		intergenic_variant														7						1										

		BovineHD0400003384		rs136880786		4		11,345,313		16,262		intergenic_variant														7						1										

		BovineHD0400003386		rs136482308		4		11,350,373		5,061		intergenic_variant														7						1										

		BovineHD0400003388		rs42555278		4		11,353,068		2,696		intergenic_variant														7						1										

		BovineHD0400003406		rs110143000		4		11,383,973		30,906		intergenic_variant														7						1										

		BovineHD0400003409		rs108989798		4		11,397,265		13,293		intergenic_variant														7						1										

		BovineHD4100002654		rs133084108		4		11,403,686		6,422		intergenic_variant														7						1										

		BovineHD0400003412		rs43056939		4		11,406,291		2,606		intergenic_variant														7						1										

		BovineHD0400003414		rs43104793		4		11,415,399		9,109		intergenic_variant														7						1										

		BovineHD0400003419		rs136778462		4		11,436,066		20,668		intergenic_variant														7						1										

		BovineHD0400003426		rs110785401		4		11,469,914		33,849		intergenic_variant														7						1										

		Hapmap41577-BTA-54943		rs41585974		4		11,489,447		19,534		intergenic_variant														7						1										

		BovineHD0400003432		rs42015642		4		11,500,648		11,202		intergenic_variant														7						1										

		BovineHD0400003434		rs42015025		4		11,502,536		1,889		intergenic_variant														7						1										

		BovineHD0400003436		rs110809682		4		11,504,443		1,908		intergenic_variant														7						1										

		BovineHD0400003440		rs42014996		4		11,510,702		6,260		intergenic_variant														7						1										

		BovineHD0400003441		rs42014979		4		11,512,393		1,692		intergenic_variant														7						1										

		BovineHD4100002656		rs41637726		4		11,536,059		23,667		intergenic_variant														7						1										

		BovineHD0400003450		rs42015693		4		11,556,712		20,654		intergenic_variant														7						1										

		BovineHD0400003454		rs42015697		4		11,577,349		20,638		intergenic_variant														7						1										

		BovineHD0400003458		rs109636649		4		11,592,323		14,975		intergenic_variant														7						1										

		BovineHD0400003459		rs135711324		4		11,597,724		5,402		intergenic_variant														7						1										

		BovineHD0400003461		rs42016044		4		11,611,608		13,885		intergenic_variant														7						1										

		BovineHD0400003467		rs110311744		4		11,630,437		18,830		intergenic_variant														7						1										

		BovineHD0400003469		rs135389465		4		11,634,302		3,866		intergenic_variant														7						1										

		BovineHD0400003472		rs137812698		4		11,639,743		5,442		intergenic_variant														7						1										

		BovineHD0400003487		rs135709030		4		11,702,972		63,230		intergenic_variant														7						1										

		BovineHD0400003492		rs109716882		4		11,725,236		22,265		intergenic_variant														7						1										

		BovineHD0400003509		rs109010790		4		11,766,851		41,616		intergenic_variant														7						1										

		Hapmap52420-rs29024866		rs29024866		4		11,774,467		7,617		intergenic_variant														7						1										

		BovineHD4100002659		rs41588659		4		11,799,259		24,793		intron_variant		COL1A2												7						1										

		BovineHD0400003520		rs110726126		4		11,804,120		4,862		intron_variant		COL1A2												7						1										

		BovineHD0400003523		rs109693453		4		11,821,999		17,880		intergenic_variant														7						1										

		BovineHD0400003525		rs110520794		4		11,826,927		4,929		intergenic_variant														7						1										

		BovineHD0400003527		rs109387645		4		11,834,305		7,379		intergenic_variant														7						1										

		BovineHD0400003531		rs109743129		4		11,847,331		13,027		intergenic_variant														7						1										

		ARS-BFGL-NGS-31916		rs110827485		4		11,992,215		144,885		intergenic_variant														7						1										

		BTA-70340-no-rs		rs41650679		4		12,032,541		40,327		intron_variant		SGCE												7						1										

		BovineHD0400003567		rs109921611		4		12,040,720		8,180		intron_variant		SGCE												7						1										

		BovineHD0400003571		rs110534925		4		12,055,432		14,713		intron_variant		SGCE												7						1										

		BovineHD0400003580		rs110878764		4		12,082,509		27,078		intron_variant		SGCE												7						1										

		BovineHD0400003583		rs109922965		4		12,102,083		19,575		intron_variant		SGCE												7						1										

		BovineHD0400003586		rs109550376		4		12,107,085		5,003		intron_variant		SGCE												7						1										

		BovineHD0400003589		rs137751955		4		12,125,467		18,383		intron_variant		SGCE												7						1										

		BovineHD0400003592		rs110891986		4		12,128,367		2,901		intron_variant		SGCE												7						1										

		BovineHD0400003594		rs110833353		4		12,133,464		5,098		intron_variant		SGCE												7						1										

		BovineHD0400003596		rs109286855		4		12,137,750		4,287		intron_variant		SGCE												7						1										

		BovineHD0400003599		rs136619591		4		12,143,217		5,468		intron_variant		SGCE												7						1										

		BovineHD0400003601		rs110825076		4		12,146,900		3,684		intron_variant		SGCE												7						1										

		ARS-BFGL-NGS-48662		rs110708143		4		12,221,690		74,791		intron_variant		PPP1R9A												7						1										

		BovineHD0400003649		rs134667325		4		12,352,258		130,569		intron_variant		PPP1R9A												7						1										

		BovineHD0400003661		rs136684087		4		12,365,877		13,620		intron_variant		PPP1R9A												7						1										

		BovineHD0400003673		rs110382500		4		12,442,325		76,449		intron_variant		PPP1R9A												7						1										

		BovineHD0400003681		rs110668837		4		12,482,275		39,951		intron_variant		PPP1R9A												7						1										

		ARS-BFGL-NGS-12804		rs110018497		4		12,495,114		12,840		intron_variant		PPP1R9A												7						1										

		BovineHD0400003698		rs109129741		4		12,549,248		54,135		intron_variant		PON1												7						1										

		BovineHD0400003702		rs109844906		4		12,565,354		16,107		synonymous_variant		PON1												7						1										

		BovineHD0400003704		rs136549957		4		12,569,751		4,398		intron_variant		PON1												7						1										

		BovineHD0400003707		rs110459801		4		12,576,634		6,884		intergenic_variant														7						1										

		BovineHD0400003721		rs135798710		4		12,643,065		66,432		intergenic_variant												13		7										1						

		BovineHD0400003729		rs136056657		4		12,670,162		27,098		intron_variant		PON2										13		7										1						

		BovineHD0400003733		rs133412459		4		12,695,775		25,614		intergenic_variant												13		7										1						

		BovineHD0400003736		rs133277590		4		12,702,349		6,575		intergenic_variant												13		7										1						

		BovineHD0400003744		rs133870945		4		12,723,895		21,547		intergenic_variant												13		7										1						

		BovineHD0400003746		rs108973982		4		12,729,693		5,799		intergenic_variant												13		7										1						

		BovineHD0400003749		rs133065316		4		12,739,008		9,316		intergenic_variant												13		7										1						

		BovineHD0400003752		rs110192577		4		12,750,079		11,072		intergenic_variant												13		7										1						

		BovineHD0400003758		rs109208874		4		12,758,815		8,737		intron_variant		ASB4										13		7										1						

		BovineHD0400003760		rs135583305		4		12,761,045		2,231		intron_variant		ASB4										13		7										1						

		BovineHD0400003763		rs110112123		4		12,767,406		6,362		intron_variant		ASB4										13		7										1						

		BovineHD0400003766		rs137756325		4		12,776,524		9,119		intron_variant		ASB4										13		7										1						

		BovineHD0400003770		rs132637380		4		12,782,642		6,119		intron_variant		ASB4										13		7										1						

		Hapmap31185-BTA-159806		rs109908555		4		12,783,996		1,355		intron_variant		ASB4										13		7										1						

		BovineHD0400003773		rs132985687		4		12,788,122		4,127		intron_variant		ASB4										13		7										1						

		BovineHD0400003780		rs109982448		4		12,807,214		19,093		intron_variant		ASB4										13		7										1						

		BovineHD0400003782		rs109811305		4		12,810,703		3,490		intron_variant		ASB4										13		7										1						

		BovineHD0400003785		rs110228754		4		12,816,313		5,611		intron_variant		ASB4										13		7										1						

		BovineHD0400003789		rs110475268		4		12,829,590		13,278		intron_variant		ASB4										13		7										1						

		BovineHD0400003794		rs109278518		4		12,846,555		16,966		intergenic_variant												13		7										1						

		Hapmap43433-BTA-100837		rs41612688		4		12,860,940		14,386		intergenic_variant												13		7										1						

		BovineHD0400003800		rs109603042		4		12,883,103		22,164		intron_variant		PDK4										13		7										1						

		BovineHD0400003804		rs111018086		4		12,897,385		14,283		intergenic_variant												13		7										1						

		BovineHD0400003806		rs109156465		4		12,903,463		6,079		intergenic_variant												13		7										1						

		BovineHD0400003810		rs108940640		4		12,914,409		10,947		intergenic_variant												13		7										1						

		BovineHD0400003834		rs109429528		4		13,014,977		100,569		intergenic_variant												13		7										1						

		BovineHD0400003844		rs137119502		4		13,063,369		48,393		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003846		rs132729765		4		13,066,175		2,807		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003854		rs109005171		4		13,083,132		16,958		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003859		rs136438669		4		13,091,809		8,678		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003861		rs135297428		4		13,096,607		4,799		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003863		rs110994863		4		13,101,873		5,267		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003866		rs134359407		4		13,107,560		5,688		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003868		rs109951163		4		13,115,530		7,971		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003878		rs133505539		4		13,150,041		34,512		intron_variant		DYNC1I1										13		7										1						

		Hapmap50844-BTA-100855		rs41569333		4		13,203,145		53,105		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003904		rs134195701		4		13,242,231		39,087		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003906		rs132941174		4		13,244,897		2,667		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003909		rs133331738		4		13,251,854		6,958		intron_variant		DYNC1I1										13		7										1						

		Hapmap40647-BTA-110965		rs41575187		4		13,352,573		100,720		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003942		rs134594682		4		13,367,257		14,685		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003949		rs110251672		4		13,390,881		23,625		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003957		rs110238146		4		13,401,428		10,548		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003961		rs109399220		4		13,408,492		7,065		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003967		rs109714681		4		13,420,788		12,297		intron_variant		DYNC1I1										13		7										1						

		BovineHD0400003977		rs110506752		4		13,462,303		41,516		intergenic_variant												13		7										1						

		BovineHD0400003989		rs110671431		4		13,498,406		36,104		intron_variant		SLC25A13										13		7										1						

		BovineHD0400003990		rs109078115		4		13,502,719		4,314		intron_variant		SLC25A13										13		7										1						

		BovineHD0400003996		rs109251255		4		13,519,430		16,712		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004000		rs110071473		4		13,533,216		13,787		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004004		rs110569204		4		13,540,844		7,629		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004012		rs135363491		4		13,558,009		17,166		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004017		rs137835627		4		13,571,777		13,769		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004019		rs134964912		4		13,573,679		1,903		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004023		rs133754536		4		13,580,609		6,931		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004025		rs132736250		4		13,588,636		8,028		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004029		rs134838648		4		13,591,826		3,191		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004031		rs133325931		4		13,593,548		1,723		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004033		rs136374793		4		13,595,281		1,734		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004037		rs136085349		4		13,610,352		15,072		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004039		rs109318834		4		13,616,590		6,239		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004041		rs109904987		4		13,624,006		7,417		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004044		rs109930371		4		13,633,520		9,515		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004046		rs110816147		4		13,638,919		5,400		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004048		rs134646431		4		13,640,789		1,871		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004052		rs134586395		4		13,648,736		7,948		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004055		rs110918131		4		13,660,641		11,906		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004058		rs133347872		4		13,668,152		7,512		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004060		rs136136506		4		13,671,900		3,749		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004062		rs134476887		4		13,678,698		6,799		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004064		rs110349853		4		13,681,111		2,414		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004066		rs110155154		4		13,684,124		3,014		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004068		rs110358793		4		13,687,002		2,879		intron_variant		SLC25A13										13		7										1						

		BovineHD0400004070		rs134270007		4		13,696,235		9,234		intergenic_variant												13		7										1						

		BovineHD0400004076		rs134161193		4		13,724,944		28,710		intergenic_variant												13		7										1						

		BovineHD0400004082		rs133342902		4		13,736,736		11,793		intergenic_variant												13		7										1						

		BovineHD0400004094		rs109541273		4		13,793,791		57,056		intergenic_variant												13		7										1						

		BovineHD0400004096		rs110124877		4		13,797,038		3,248		intergenic_variant												13		7										1						

		BovineHD0400004101		rs109235187		4		13,817,107		20,070		intergenic_variant												13		7										1						

		BovineHD0400004103		rs136247154		4		13,827,398		10,292		intergenic_variant												13		7										1						

		BovineHD0400004106		rs136423646		4		13,845,627		18,230		intergenic_variant												13		7										1						

		BovineHD0400004108		rs137309947		4		13,856,420		10,794		intergenic_variant												13		7										1						

		BovineHD0400004114		rs133747586		4		13,893,495		37,076		intergenic_variant												13		7										1						

		BovineHD0400004125		rs134768924		4		13,958,546		65,052		intergenic_variant												13		7										1						

		BovineHD0400004128		rs136732352		4		13,973,452		14,907		intergenic_variant												13		7										1						

		BovineHD0400035358		rs135597855		4		13,987,738		14,287		intergenic_variant												13		7										1						

		BovineHD0400004134		rs110281695		4		13,995,771		8,034		intergenic_variant												13		7										1						

		BovineHD0400004137		rs109258996		4		14,002,326		6,556		intergenic_variant												13		7										1						

		BovineHD0400004140		rs134346543		4		14,014,441		12,116		intergenic_variant												13		7										1						

		BovineHD0400004143		rs109741514		4		14,035,164		20,724		intergenic_variant												13		7										1						

		BovineHD0400004148		rs136787395		4		14,061,507		26,344		intron_variant		SEM1										13		7										1						

		BovineHD0400004154		rs137739006		4		14,078,725		17,219		intron_variant		SEM1										13		7										1						

		BovineHD0400004156		rs137362460		4		14,089,785		11,061		intergenic_variant												13		7										1						

		BovineHD0400004160		rs135862757		4		14,103,975		14,191		intergenic_variant												13		7										1						

		BovineHD0400004163		rs109195522		4		14,111,903		7,929		intergenic_variant												13		7										1						

		BovineHD0400004166		rs109263184		4		14,116,236		4,334		intergenic_variant												13		7										1						

		BovineHD0400004168		rs110126186		4		14,126,226		9,991		intergenic_variant												13		7										1						

		BovineHD0400004171		rs110143582		4		14,130,596		4,371		intergenic_variant												13		7										1						

		BovineHD0400004173		rs134804203		4		14,133,858		3,263		intergenic_variant												13		7										1						

		BovineHD0400004175		rs136784512		4		14,138,973		5,116		intergenic_variant												13		7										1						

		BovineHD0400004177		rs110419814		4		14,140,770		1,798		intergenic_variant												13		7										1						

		BovineHD0400004182		rs137522882		4		14,157,461		16,692		intergenic_variant												13		7										1						

		BovineHD0400004188		rs110468445		4		14,185,737		28,277		intergenic_variant												13		7										1						

		BovineHD0400004192		rs137676323		4		14,201,402		15,666		intergenic_variant												13		7										1						

		BovineHD0400004199		rs135353083		4		14,236,613		35,212		intergenic_variant												13						1												

		BovineHD0400004203		rs137832495		4		14,254,549		17,937		intergenic_variant												13						1												

		BovineHD0400004205		rs137371775		4		14,263,815		9,267		intergenic_variant												13						1												

		BovineHD0400004207		rs133875174		4		14,267,806		3,992		intergenic_variant												13						1												

		BovineHD0400004211		rs135071044		4		14,276,470		8,665		intergenic_variant												13						1												

		ARS-BFGL-NGS-74427		rs109759810		4		14,277,959		1,490		intergenic_variant												13						1												

		BovineHD0400004219		rs133259695		4		14,313,935		35,977		intergenic_variant												13						1												

		BovineHD0400004221		rs136080167		4		14,321,298		7,364		intergenic_variant												13						1												

		BovineHD0400035870		rs134946822		4		14,339,564		18,267		intergenic_variant												13						1												

		BovineHD0400004227		rs109359001		4		14,352,851		13,288		intergenic_variant												13						1												

		BovineHD0400004229		rs110217740		4		14,358,689		5,839		intergenic_variant												13						1												

		BovineHD0400004233		rs136031379		4		14,374,527		15,839		intergenic_variant												13						1												

		BTB-01114756		rs42269361		4		27,587,323		13,212,797		intron_variant		HDAC9												8						1										

		BovineHD0400008014		rs110677638		4		27,597,155		9,833		intron_variant		HDAC9												8						1										

		BovineHD0400008016		rs42269349		4		27,614,808		17,654		intron_variant		HDAC9												8						1										

		BovineHD0400008020		rs42269013		4		27,623,929		9,122		intron_variant		HDAC9												8						1										

		BovineHD0400008022		rs42269026		4		27,625,855		1,927		intron_variant		HDAC9												8						1										

		BovineHD0400008024		rs42269334		4		27,628,446		2,592		intron_variant		HDAC9												8						1										

		UA-IFASA-4775		rs29021086		4		27,630,616		2,171		intron_variant		HDAC9												8						1										

		BovineHD0400008028		rs109155729		4		27,642,863		12,248		intron_variant		HDAC9												8						1										

		BovineHD0400008033		rs135028272		4		27,665,886		23,024		intron_variant		HDAC9												8						1										

		BovineHD0400008035		rs109077241		4		27,678,906		13,021		intergenic_variant														8						1										

		Hapmap48233-BTA-16470		rs109947844		4		27,698,255		19,350		intergenic_variant														8						1										

		BovineHD0400012367		rs42454656		4		44,835,312		17,137,058		intron_variant		RELN										14		9										1						

		BovineHD0400012371		rs110549293		4		44,855,123		19,812		intron_variant		RELN										14		9										1						

		ARS-BFGL-NGS-11339		rs109569524		4		44,863,584		8,462		intron_variant		RELN										14		9										1						

		BovineHD0400012377		rs42454631		4		44,879,665		16,082		intron_variant		RELN										14		9										1						

		BovineHD0400012382		rs42453924		4		44,904,768		25,104		intron_variant		RELN										14		9										1						

		BovineHD0400012396		rs132634630		4		44,975,212		70,445		intron_variant		RELN										14		9										1						

		BovineHD0400012415		rs134003278		4		45,090,033		114,822		intron_variant		RELN										14		9										1						

		BovineHD0400012417		rs133058568		4		45,099,562		9,530		intron_variant		RELN										14		9										1						

		ARS-BFGL-NGS-29867		rs110172941		4		45,161,683		62,122		intron_variant		RELN										14		9										1						

		BovineHD0400012439		rs42802793		4		45,205,898		44,216		intron_variant		RELN										14		9										1						

		BovineHD0400012444		rs109414861		4		45,233,534		27,637		intergenic_variant												14		9										1						

		ARS-BFGL-NGS-90711		rs110801866		4		45,313,027		79,494		intergenic_variant												14		9										1						

		BovineHD0400012466		rs110302453		4		45,334,461		21,435		intron_variant		ORC5										14		9										1						

		BovineHD0400012469		rs134567892		4		45,355,992		21,532		intron_variant		ORC5										14		9										1						

		BovineHD0400012472		rs42685977		4		45,368,911		12,920		intron_variant		ORC5										14		9										1						

		BovineHD0400012474		rs109896943		4		45,375,936		7,026		intron_variant		ORC5										14		9										1						

		BovineHD0400012477		rs42685962		4		45,383,439		7,504		intron_variant		ORC5										14		9										1						

		BTB-01562667		rs42685998		4		45,400,553		17,115		intron_variant		ORC5										14		9										1						

		BovineHD0400012482		rs42686011		4		45,407,842		7,290		intron_variant		ORC5										14		9										1						

		BovineHD0400012486		rs42686027		4		45,421,947		14,106		intergenic_variant												14		9										1						

		BovineHD0400012488		rs42686936		4		45,431,453		9,507		intergenic_variant												14		9										1						

		BovineHD0400012491		rs42686958		4		45,442,459		11,007		intergenic_variant												14		9										1						

		BovineHD0400012493		rs133263381		4		45,448,862		6,404		intergenic_variant												14		9										1						

		BovineHD0400012499		rs43073403		4		45,480,987		32,126		intergenic_variant												14		9										1						

		BovineHD0400012501		rs43073408		4		45,484,166		3,180		intergenic_variant												14		9										1						

		BovineHD0400012506		rs42621343		4		45,501,584		17,419		intergenic_variant												14		9										1						

		BovineHD0400012510		rs42620390		4		45,519,414		17,831		intergenic_variant												14		9										1						

		BovineHD0400012512		rs135526088		4		45,530,153		10,740		intergenic_variant												14		9										1						

		BovineHD0400012528		rs42472768		4		45,586,102		55,950		intron_variant		LHFPL3										14		9										1						

		BTB-01351245		rs42472761		4		45,597,060		10,959		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012521		rs109930764		4		45,602,329		5,270		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012524		rs42472743		4		45,614,407		12,079		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012530		rs42472029		4		45,623,751		9,345		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012532		rs42472023		4		45,628,345		4,595		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012536		rs133616209		4		45,645,925		17,581		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012538		rs137803086		4		45,651,625		5,701		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012540		rs42471989		4		45,659,972		8,348		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012543		rs42471971		4		45,678,952		18,981		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012544		rs42471959		4		45,688,870		9,919		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012547		rs42471170		4		45,693,148		4,279		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012549		rs134197904		4		45,695,444		2,297		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012551		rs133674775		4		45,697,497		2,054		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012554		rs42471207		4		45,700,086		2,590		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012557		rs42471218		4		45,702,050		1,965		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012559		rs42471934		4		45,703,187		1,138		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012561		rs42471948		4		45,704,599		1,413		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012563		rs42471163		4		45,706,801		2,203		intron_variant		LHFPL3										14		9										1						

		ARS-BFGL-NGS-108242		rs110089943		4		45,708,458		1,658		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012566		rs133063502		4		45,710,143		1,686		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012572		rs42471145		4		45,727,439		17,297		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012575		rs109868652		4		45,736,895		9,457		intron_variant		LHFPL3										14		9										1						

		ARS-BFGL-NGS-79746		rs109684311		4		45,744,514		7,620		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012579		rs42479534		4		45,748,012		3,499		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012587		rs42478714		4		45,765,625		17,614		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012590		rs42478729		4		45,770,156		4,532		intron_variant		LHFPL3										14		9										1						

		ARS-BFGL-NGS-23878		rs43152294		4		45,779,722		9,567		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012595		rs43152300		4		45,782,054		2,333		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012597		rs42720183		4		45,789,015		6,962		intron_variant		LHFPL3										14		9										1						

		BovineHD4100002831		rs41625655		4		45,792,871		3,857		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012605		rs42720177		4		45,823,927		31,057		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012607		rs137696867		4		45,826,478		2,552		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012612		rs42720148		4		45,836,836		10,359		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012622		rs110388289		4		45,870,356		33,521		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012624		rs109349838		4		45,890,819		20,464		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012628		rs136230711		4		45,907,456		16,638		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012630		rs134965478		4		45,909,553		2,098		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012632		rs133813544		4		45,911,044		1,492		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012634		rs132651069		4		45,912,744		1,701		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012636		rs137521598		4		45,914,559		1,816		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012638		rs137104308		4		45,917,596		3,038		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012641		rs133682138		4		45,919,845		2,250		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012645		rs109581604		4		45,928,422		8,578		intron_variant		LHFPL3										14		9										1						

		ARS-BFGL-NGS-101418		rs110496054		4		45,932,932		4,511		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012648		rs137259678		4		45,934,833		1,902		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012650		rs110658364		4		45,936,306		1,474		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012652		rs136052304		4		45,938,532		2,227		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012654		rs134960445		4		45,941,143		2,612		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012658		rs132646477		4		45,955,541		14,399		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012661		rs136367801		4		45,965,156		9,616		intron_variant		LHFPL3										14		9										1						

		BovineHD0400012664		rs135527899		4		45,972,708		7,553		intron_variant		LHFPL3												9						1										

		BovineHD0400012668		rs135579340		4		45,986,871		14,164		intron_variant		LHFPL3												9						1										

		BovineHD0400012670		rs134487860		4		45,988,030		1,160		intron_variant		LHFPL3												9						1										

		BovineHD0400012672		rs133825948		4		45,993,523		5,494		intergenic_variant														9						1										

		BovineHD0400012680		rs133110477		4		46,002,303		8,781		intergenic_variant														9						1										

		BovineHD0400012685		rs43393904		4		46,016,455		14,153		intergenic_variant														9						1										

		BovineHD0400012707		rs135432761		4		46,080,268		63,814		intergenic_variant														9						1										

		BovineHD0400012709		rs43395542		4		46,083,593		3,326		intergenic_variant														9						1										

		BovineHD0400012712		rs43395546		4		46,090,254		6,662		intergenic_variant														9						1										

		BovineHD0400012714		rs43395563		4		46,100,309		10,056		intergenic_variant														9						1										

		BovineHD0400012716		rs109863178		4		46,110,910		10,602		intergenic_variant														9						1										

		BovineHD0400012718		rs43395580		4		46,114,173		3,264		intergenic_variant														9						1										

		BovineHD0400012720		rs133803942		4		46,115,694		1,522		intergenic_variant														9						1										

		BovineHD0400012723		rs43395596		4		46,123,203		7,510		intergenic_variant														9						1										

		BovineHD0400012726		rs43395582		4		46,136,708		13,506		intergenic_variant														9						1										

		BovineHD0400012734		rs109129312		4		46,173,796		37,089		intergenic_variant														9						1										

		BovineHD0400012736		rs134614546		4		46,182,222		8,427		intergenic_variant														9						1										

		BovineHD0400012742		rs43388432		4		46,210,569		28,348		intron_variant		KMT2E												9						1										

		BovineHD0400012746		rs43388449		4		46,239,241		28,673		intron_variant		KMT2E												9						1										

		BovineHD0400012748		rs43388460		4		46,250,693		11,453		intron_variant		KMT2E												9						1										

		BovineHD0400012752		rs110395202		4		46,267,731		17,039		intron_variant		KMT2E												9						1										

		BovineHD0400012758		rs43388488		4		46,295,527		27,797		intron_variant		SRPK2												9						1										

		BTB-00182813		rs43388503		4		46,311,240		15,714		intron_variant		SRPK2												9						1										

		BTB-00183295		rs43393384		4		46,389,181		77,942		intron_variant		SRPK2												9						1										

		BTB-01066453		rs42221709		4		53,543,667		7,154,487		intergenic_variant												15						1												

		BovineHD0400014830		rs43399209		4		53,603,093		59,427		intergenic_variant												15						1												

		BTB-00188504		rs43399195		4		53,613,998		10,906		intergenic_variant												15						1												

		BovineHD0400014838		rs43399172		4		53,631,836		17,839		intergenic_variant												15						1												

		BovineHD0400014840		rs136544853		4		53,638,628		6,793		intergenic_variant												15						1												

		BovineHD0400014843		rs43399230		4		53,653,789		15,162		intergenic_variant												15						1												

		BTB-00188617		rs43400208		4		53,659,215		5,427		intergenic_variant												15						1												

		BovineHD0400014846		rs43400187		4		53,662,737		3,523		intergenic_variant												15						1												

		BovineHD0400014848		rs43400171		4		53,665,684		2,948		intergenic_variant												15						1												

		BovineHD0400014850		rs43400159		4		53,667,837		2,154		intergenic_variant												15						1												

		BovineHD0400014852		rs136557725		4		53,670,078		2,242		intergenic_variant												15						1												

		BovineHD0400014854		rs43400217		4		53,674,342		4,265		intergenic_variant												15						1												

		BovineHD0400014857		rs43401331		4		53,680,863		6,522		intergenic_variant												15						1												

		BovineHD0400014858		rs110106251		4		53,687,160		6,298		intergenic_variant												15						1												

		BovineHD0400014860		rs136087604		4		53,691,968		4,809		intergenic_variant												15						1												

		BovineHD0400014862		rs43401369		4		53,693,819		1,852		intergenic_variant												15						1												

		BovineHD0400014866		rs137704455		4		53,700,817		6,999		intergenic_variant												15						1												

		BovineHD0400014869		rs43401409		4		53,707,436		6,620		intergenic_variant												15						1												

		BovineHD0400014872		rs43401429		4		53,711,063		3,628		intergenic_variant												15						1												

		Hapmap33484-BTA-142221		rs43402245		4		53,713,282		2,220		intergenic_variant												15						1												

		BovineHD0400014876		rs43402264		4		53,722,558		9,277		intergenic_variant												15						1												

		BovineHD0400014879		rs137673508		4		53,725,794		3,237		intergenic_variant												15						1												

		BovineHD0400014882		rs43402315		4		53,730,769		4,976		intergenic_variant												15						1												

		Hapmap48445-BTA-70755		rs41651975		4		53,747,397		16,629		intergenic_variant												15						1												

		BovineHD0400014911		rs43394985		4		53,801,594		54,198		intron_variant		FOXP2										15						1												

		BovineHD0400014946		rs42202179		4		53,951,273		149,680		intron_variant		FOXP2										15						1												

		BovineHD0400015019		rs133736079		4		54,454,024		502,752		intergenic_variant												15						1												

		BovineHD0400015027		rs42421323		4		54,520,032		66,009		intergenic_variant												15						1												

		ARS-BFGL-NGS-39795		rs109716535		4		54,558,116		38,085		intron_variant		PPP1R3A										15						1												

		BovineHD0400015045		rs133053673		4		54,592,017		33,902		intron_variant		PPP1R3A										15						1												

		BovineHD0400015049		rs42421981		4		54,599,476		7,460		intergenic_variant												15						1												

		BovineHD0400015051		rs137686527		4		54,611,816		12,341		intergenic_variant												15						1												

		BovineHD0400015054		rs42422004		4		54,622,233		10,418		intergenic_variant												15						1												

		BovineHD4100002883		rs41626340		4		54,634,823		12,591		intergenic_variant												15						1												

		BovineHD0400015064		rs43395181		4		54,668,072		33,250		intergenic_variant												15						1												

		BovineHD0400015071		rs109034930		4		54,724,637		56,566		intergenic_variant												15		10										1						

		BovineHD0400015074		rs41588632		4		54,732,415		7,779		intergenic_variant												15		10										1						

		BovineHD0400015076		rs43394621		4		54,743,084		10,670		intergenic_variant												15		10										1						

		BovineHD0400015085		rs43394585		4		54,804,912		61,829		intergenic_variant												15		10										1						

		BovineHD0400015093		rs43394562		4		54,844,670		39,759		intergenic_variant												15		10										1						

		BovineHD0400015108		rs42760981		4		54,949,296		104,627		intergenic_variant												15		10										1						

		BovineHD0400015116		rs42760958		4		55,001,658		52,363		intergenic_variant												15		10										1						

		BTB-01263701		rs42285110		4		55,031,477		29,820		intergenic_variant												15		10										1						

		BovineHD0400015121		rs42285123		4		55,040,171		8,695		intergenic_variant												15		10										1						

		BTB-00555748		rs41724453		4		55,064,396		24,226		intergenic_variant												15		10										1						

		BovineHD0400015135		rs42285946		4		55,104,362		39,967		intergenic_variant												15		10										1						

		BovineHD0400015143		rs42285980		4		55,152,278		47,917		intergenic_variant												15		10										1						

		BovineHD0400015145		rs42285986		4		55,155,744		3,467		intergenic_variant												15		10										1						

		BovineHD0400015147		rs42285994		4		55,165,646		9,903		intergenic_variant												15		10										1						

		BovineHD0400015155		rs110364054		4		55,217,341		51,696		intergenic_variant												15		10										1						

		BovineHD0400015161		rs42851070		4		55,238,101		20,761		intergenic_variant												15		10										1						

		BovineHD0400015163		rs42851064		4		55,244,303		6,203		intergenic_variant												15		10										1						

		BovineHD0400015168		rs135426061		4		55,260,471		16,169		intergenic_variant												15		10										1						

		BovineHD0400015172		rs42286594		4		55,270,675		10,205		intergenic_variant												15		10										1						

		BovineHD0400015176		rs136612707		4		55,283,836		13,162		intergenic_variant												15		10										1						

		BovineHD0400015179		rs42286015		4		55,289,147		5,312		intergenic_variant												15		10										1						

		BTB-01263819		rs42286027		4		55,301,993		12,847		intergenic_variant												15		10										1						

		BovineHD0400015187		rs42286547		4		55,326,061		24,069		intron_variant		GPR85										15		10										1						

		BovineHD0400015191		rs42286554		4		55,334,874		8,814		intergenic_variant												15		10										1						

		BovineHD0400015196		rs42997610		4		55,356,950		22,077		intergenic_variant												15		10										1						

		BovineHD0400015198		rs42998434		4		55,358,812		1,863		intergenic_variant												15		10										1						

		BovineHD0400015200		rs42997626		4		55,360,486		1,675		intergenic_variant												15		10										1						

		BovineHD0400015202		rs42997618		4		55,361,845		1,360		intergenic_variant												15		10										1						

		BovineHD0400015203		rs110643293		4		55,372,800		10,956		intergenic_variant												15		10										1						

		BovineHD0400015206		rs42998473		4		55,374,529		1,730		intergenic_variant												15		10										1						

		BovineHD0400015209		rs43753469		4		55,377,151		2,623		intergenic_variant												15		10										1						

		BovineHD0900024987		rs134537141		4		55,393,935		16,785		intergenic_variant												15		10										1						

		BovineHD0400015370		rs110912536		4		55,409,642		15,708		intergenic_variant												15		10										1						

		BovineHD0400015372		rs136222425		4		55,413,197		3,556		intergenic_variant												15		10										1						

		BovineHD0400015374		rs109283406		4		55,415,578		2,382		intergenic_variant												15		10										1						

		BovineHD0400015391		rs42904701		4		55,481,540		65,963		intron_variant		BMT2										15		10										1						

		BovineHD0400015400		rs110600473		4		55,513,436		31,897		intron_variant		BMT2										15		10										1						

		BovineHD0400015404		rs132843783		4		55,529,499		16,064		intron_variant		BMT2										15		10										1						

		BovineHD0400015411		rs43391906		4		55,562,479		32,981		intron_variant		TMEM168										15		10										1						

		BovineHD0400015415		rs43391918		4		55,576,720		14,242		intron_variant		TMEM168										15		10										1						

		BovineHD0400015416		rs137817723		4		55,585,322		8,603		intron_variant		TMEM168										15		10										1						

		BovineHD0400015419		rs110239716		4		55,596,524		11,203		intron_variant		TMEM168										15		10										1						

		BovineHD0400015421		rs109566700		4		55,606,531		10,008		intron_variant		TMEM168										15		10										1						

		BovineHD0400015423		rs134506006		4		55,610,593		4,063		intron_variant		TMEM168										15		10										1						

		BovineHD0400015427		rs111021881		4		55,617,011		6,419		intron_variant		TMEM168										15		10										1						

		BovineHD0400015429		rs133264159		4		55,618,606		1,596		intergenic_variant												15		10										1						

		BovineHD0400015431		rs135605952		4		55,621,040		2,435		intergenic_variant												15		10										1						

		BovineHD0400015433		rs110853567		4		55,623,940		2,901		intergenic_variant												15		10										1						

		BovineHD0400015435		rs110237350		4		55,635,684		11,745		intergenic_variant												15		10										1						

		BovineHD0400015437		rs137801599		4		55,638,258		2,575		intergenic_variant												15		10										1						

		BovineHD0400015447		rs110732951		4		55,671,704		33,447		intergenic_variant												15		10										1						

		BovineHD0400015450		rs134424664		4		55,689,721		18,018		intergenic_variant												15		10										1						

		BovineHD0400015452		rs133329109		4		55,696,184		6,464		intergenic_variant												15		10										1						

		BovineHD0400015217		rs109066743		4		55,731,739		35,556		intergenic_variant												15		10										1						

		BovineHD0400015219		rs133590263		4		55,740,690		8,952		intergenic_variant												15		10										1						

		BovineHD0400021957		rs137128729		4		78,614,593		22,873,904		intergenic_variant												16						1												

		BovineHD0400021963		rs42777890		4		78,637,123		22,531		intergenic_variant												16						1												

		BovineHD0400029294		rs110029918		4		103,260,223		24,623,101		intergenic_variant												17						1												

		BovineHD0400029297		rs109960243		4		103,270,887		10,665		intergenic_variant												17						1												

		BovineHD0400029299		rs136636377		4		103,276,526		5,640		intergenic_variant												17						1												

		BovineHD0400029300		rs109123163		4		103,280,513		3,988		intergenic_variant												17						1												

		BovineHD0400029308		rs136808332		4		103,305,370		24,858		intron_variant		TBXAS1										17						1												

		BovineHD0400029321		rs109523652		4		103,336,922		31,553		intron_variant		TBXAS1										17						1												

		BovineHD4100003210		rs110942989		4		103,349,668		12,747		intron_variant		TBXAS1										17						1												

		Hapmap49722-BTA-72000		rs41649312		4		103,359,434		9,767		intron_variant		TBXAS1										17						1												

		BovineHD0400029328		rs109037421		4		103,360,870		1,437		intron_variant		TBXAS1										17						1												

		BovineHD0400029331		rs110740854		4		103,363,281		2,412		intron_variant		TBXAS1										17						1												

		BovineHD0400029333		rs109976263		4		103,364,630		1,350		intron_variant		TBXAS1										17						1												

		BovineHD0400029334		rs109120839		4		103,366,470		1,841		intron_variant		TBXAS1										17						1												

		BovineHD0400029339		rs109376079		4		103,371,059		4,590		intron_variant		TBXAS1										17						1												

		BovineHD0400029341		rs109125000		4		103,372,023		965		intron_variant		TBXAS1										17						1												

		BovineHD0400029343		rs110542197		4		103,374,284		2,262		intron_variant		TBXAS1										17						1												

		BovineHD0400029345		rs109213687		4		103,375,772		1,489		intron_variant		TBXAS1										17						1												

		BovineHD0400029348		rs134366845		4		103,381,112		5,341		intron_variant		TBXAS1										17						1												

		BovineHD4100003213		rs29009792		4		103,394,100		12,989		intron_variant		TBXAS1										17						1												

		BovineHD4100003214		rs29009788		4		103,397,872		3,773		intron_variant		TBXAS1										17						1												

		BovineHD0400029352		rs110075132		4		103,399,798		1,927		intron_variant		TBXAS1										17						1												

		BovineHD0400029356		rs110619578		4		103,408,612		8,815		intron_variant		TBXAS1										17						1												

		ARS-BFGL-NGS-110903		rs109410618		4		103,409,974		1,363		intron_variant		TBXAS1										17						1												

		BovineHD0400029359		rs109646129		4		103,411,605		1,632		intron_variant		TBXAS1										17						1												

		BovineHD0400029363		rs110997760		4		103,413,990		2,386		intron_variant		TBXAS1										17						1												

		BovineHD0400029365		rs109802610		4		103,415,855		1,866		intron_variant		TBXAS1										17						1												

		BovineHD0400029368		rs109509830		4		103,419,236		3,382		intron_variant		TBXAS1										17						1												

		BovineHD0400029371		rs137579052		4		103,425,964		6,729		intron_variant		TBXAS1										17						1												

		BovineHD0400029374		rs110871805		4		103,435,108		9,145		intron_variant		TBXAS1										17						1												

		BovineHD0400029376		rs137279757		4		103,437,807		2,700		intron_variant		TBXAS1										17						1												

		BovineHD0400029378		rs136842193		4		103,441,642		3,836		intron_variant		TBXAS1										17						1												

		BovineHD0400029381		rs109132453		4		103,449,218		7,577		intron_variant		TBXAS1										17						1												

		BovineHD0400029394		rs108954369		4		103,485,582		36,365		intron_variant		PARP12										17						1												

		BovineHD0400029907		rs134075726		4		105,064,459		1,578,878		intergenic_variant												18						1												

		BovineHD0400029912		rs109306873		4		105,073,199		8,741		synonymous_variant		PRSS37										18						1												

		BovineHD0400029916		rs109013728		4		105,076,160		2,962		intron_variant		PRSS37										18						1												

		BovineHD0400029920		rs41633452		4		105,081,924		5,765		intergenic_variant												18						1												

		BovineHD0400029924		rs109036440		4		105,088,495		6,572		intergenic_variant												18						1												

		ARS-BFGL-NGS-112401		rs41666843		4		119,015,338		13,926,844		intron_variant		PTPRN2												11						1										

		BovineHD0400035107		rs133209718		4		119,086,693		71,356		intron_variant		PTPRN2												11						1										

		BovineHD0400035109		rs135848786		4		119,091,870		5,178		intron_variant		PTPRN2												11						1										

		BovineHD0400035130		rs135672562		4		119,147,789		55,920		intron_variant		PTPRN2												11						1										

		BovineHD0400035136		rs134808220		4		119,162,201		14,413		intron_variant		PTPRN2												11						1										

		BovineHD0400035139		rs108977953		4		119,164,857		2,657		intron_variant		PTPRN2												11						1										

		BovineHD0400035141		rs110135753		4		119,166,981		2,125		intron_variant		PTPRN2												11						1										

		BovineHD0400035143		rs109505735		4		119,170,631		3,651		intron_variant		PTPRN2												11						1										

		BovineHD0400035149		rs133525063		4		119,195,313		24,683		intron_variant		PTPRN2												11						1										

		BovineHD0400035154		rs109409540		4		119,218,134		22,822		intron_variant		PTPRN2												11						1										

		BovineHD0400035161		rs109478534		4		119,252,384		34,251		intron_variant		PTPRN2												11						1										

		BovineHD0400035166		rs133621334		4		119,277,091		24,708		intron_variant		PTPRN2												11						1										

		BovineHD0400035168		rs109909939		4		119,293,731		16,641		intron_variant		PTPRN2												11						1										

		BovineHD0400035170		rs110868249		4		119,304,944		11,214		intron_variant		PTPRN2												11						1										

		BovineHD0400035175		rs109223023		4		119,321,204		16,261		intron_variant		PTPRN2												11						1										

		ARS-BFGL-NGS-111974		rs110575264		4		119,334,228		13,025		intergenic_variant														11						1										

		BovineHD0400035180		rs109673411		4		119,349,704		15,477		intron_variant		NCAPG2												11						1										

		BovineHD0400035182		rs109802895		4		119,357,420		7,717		synonymous_variant		NCAPG2												11						1										

		BovineHD0400035186		rs109427414		4		119,370,878		13,459		intron_variant		NCAPG2												11						1										

		BovineHD0400035188		rs109938769		4		119,375,544		4,667		intron_variant		NCAPG2												11						1										

		BovineHD0400035190		rs110496276		4		119,388,755		13,212		intron_variant		NCAPG2												11						1										

		BovineHD0400035194		rs110511595		4		119,400,551		11,797		intron_variant		NCAPG2												11						1										

		BovineHD0400035196		rs109149490		4		119,402,707		2,157		intron_variant		NCAPG2												11						1										

		BovineHD0400035199		rs133360856		4		119,422,718		20,012		intergenic_variant														11						1										

		BovineHD0400035200		rs109149830		4		119,428,083		5,366		intergenic_variant														11						1										

		BovineHD0400035202		rs109822911		4		119,433,798		5,716		intron_variant		ESYT2												11						1										

		BovineHD0400035207		rs110148917		4		119,453,966		20,169		intron_variant		ESYT2												11						1										

		BovineHD0400035212		rs110960362		4		119,480,193		26,228		intron_variant		ESYT2												11						1										

		ARS-BFGL-NGS-14567		rs109173000		4		119,508,492		28,300		intergenic_variant														11						1										

		BovineHD0400035220		rs108954747		4		119,523,694		15,203		intergenic_variant														11						1										

		BovineHD0400035222		rs110680486		4		119,528,568		4,875		intron_variant		WDR60												11						1										

		BovineHD0400035225		rs136003802		4		119,534,617		6,050		intron_variant		WDR60												11						1										

		BovineHD0400035227		rs109732059		4		119,538,953		4,337		intron_variant		WDR60												11						1										

		BovineHD0400035231		rs110176167		4		119,557,058		18,106		intron_variant		WDR60												11						1										

		BovineHD0400035236		rs109427998		4		119,572,828		15,771		intron_variant		WDR60												11						1										

		ARS-BFGL-NGS-35527		rs109234489		4		119,612,203		39,376		intergenic_variant														11						1										

		BovineHD0400035246		rs110248177		4		119,621,637		9,435		intergenic_variant														11						1										

		BovineHD0400035251		rs109612897		4		119,642,539		20,903		intron_variant		VIPR2												11						1										

		BovineHD0400035256		rs132800485		4		119,656,860		14,322		intron_variant		VIPR2												11						1										

		BovineHD0400035258		rs109696154		4		119,662,324		5,465		intron_variant		VIPR2												11						1										

		BovineHD0400035260		rs109921999		4		119,671,355		9,032		synonymous_variant		VIPR2												11						1										

		BovineHD0400035265		rs110949533		4		119,690,828		19,474		intron_variant		VIPR2												11						1										

		BovineHD0400035267		rs109251245		4		119,694,343		3,516		intron_variant		VIPR2												11						1										

		ARS-BFGL-NGS-116168		rs110108057		4		119,732,047		37,705		intergenic_variant														11						1										

		BovineHD0400035280		rs110440221		4		119,743,091		11,045		intergenic_variant														11						1										

		BovineHD0400035296		rs136074413		4		119,801,439		58,349		intergenic_variant														11						1										

		ARS-BFGL-NGS-33408		rs109012958		4		119,814,992		13,554		intergenic_variant														11						1										

		BovineHD0500000611		rs42540255		5		2,309,735				intron_variant		TRHDE												12						1										

		BTB-01421314		rs42540242		5		2,323,273		13,539		intron_variant		TRHDE												12						1										

		BovineHD0500000616		rs42539902		5		2,332,817		9,545		intron_variant		TRHDE												12						1										

		BovineHD0500000621		rs42539878		5		2,348,245		15,429		intron_variant		TRHDE												12						1										

		BovineHD0500000623		rs134677600		5		2,361,885		13,641		intron_variant		TRHDE												12						1										

		BovineHD0500000625		rs42539843		5		2,366,616		4,732		intron_variant		TRHDE												12						1										

		BTB-01421204		rs42539832		5		2,371,482		4,867		intergenic_variant														12						1										

		BovineHD0500000630		rs42546719		5		2,382,774		11,293		intergenic_variant														12						1										

		BovineHD0500000633		rs136227706		5		2,392,375		9,602		intergenic_variant														12						1										

		BovineHD0500000637		rs134119975		5		2,417,056		24,682		intergenic_variant														12						1										

		BovineHD0500000640		rs42546673		5		2,438,427		21,372		intergenic_variant														12						1										

		BovineHD0500000641		rs42546668		5		2,441,734		3,308		intergenic_variant														12						1										

		BovineHD0500000652		rs42545784		5		2,476,076		34,343		intergenic_variant														12						1										

		Hapmap43095-BTA-91680		rs41662350		5		2,478,879		2,804		intergenic_variant														12						1										

		BovineHD0500000660		rs42545744		5		2,491,412		12,534		intergenic_variant														12						1										

		BovineHD0500000663		rs42544903		5		2,496,308		4,897		intergenic_variant														12						1										

		BovineHD0500000702		rs42544902		5		2,497,981		1,674		intergenic_variant														12						1										

		BovineHD0500000709		rs135558167		5		2,533,101		35,121		intergenic_variant														12						1										

		BTB-02053074		rs43157783		5		2,577,768		44,668		intergenic_variant														12						1										

		BovineHD0500000678		rs133518401		5		2,623,344		45,577		intergenic_variant														12						1										

		BovineHD0500000682		rs135427502		5		2,653,636		30,293		intergenic_variant														12						1										

		BovineHD0500000684		rs43770002		5		2,660,670		7,035		intergenic_variant														12						1										

		BovineHD0500000687		rs134250971		5		2,675,204		14,535		intergenic_variant														12						1										

		BovineHD0500000690		rs43418601		5		2,691,712		16,509		intergenic_variant														12						1										

		BovineHD0500000695		rs136839847		5		2,703,239		11,528		intergenic_variant														12						1										

		BovineHD0500000714		rs43420032		5		2,735,847		32,609		intergenic_variant														12						1										

		BovineHD0500000715		rs43420050		5		2,738,124		2,278		intergenic_variant														12						1										

		BTB-00214536		rs43420065		5		2,770,867		32,744		intergenic_variant														12						1										

		BovineHD0500000725		rs43420112		5		2,782,054		11,188		intergenic_variant														12						1										

		BovineHD0500000728		rs133902475		5		2,792,465		10,412		intergenic_variant														12						1										

		BovineHD0500000730		rs136655210		5		2,795,829		3,365		intergenic_variant														12						1										

		BovineHD0500000735		rs109032686		5		2,804,866		9,038		intergenic_variant														12						1										

		BTA-75194-no-rs		rs41656282		5		2,823,745		18,880		intergenic_variant														12						1										

		BovineHD0500000746		rs136497718		5		2,859,092		35,348		intergenic_variant														12						1										

		BovineHD0500000748		rs43422346		5		2,868,181		9,090		intergenic_variant														12						1										

		BovineHD0500000757		rs43423775		5		2,947,835		79,655		intergenic_variant														12						1										

		BovineHD0500000759		rs43423785		5		2,955,937		8,103		intergenic_variant														12						1										

		BovineHD0500000766		rs134596186		5		2,993,749		37,813		intergenic_variant														12						1										

		BovineHD0500000769		rs42895964		5		3,008,158		14,410		intergenic_variant														12						1										

		BovineHD0500000771		rs133689081		5		3,015,041		6,884		intergenic_variant														12						1										

		BovineHD0500000773		rs109981101		5		3,025,206		10,166		intergenic_variant														12						1										

		BovineHD0500000781		rs136097045		5		3,074,928		49,723		intergenic_variant														12						1										

		BovineHD0500000789		rs133792760		5		3,106,772		31,845		intergenic_variant														12						1										

		BovineHD0500000791		rs109931000		5		3,108,988		2,217		intergenic_variant														12						1										

		BovineHD0500000793		rs137517509		5		3,112,546		3,559		intergenic_variant														12						1										

		BovineHD0500000799		rs134660321		5		3,142,134		29,589		intergenic_variant														12						1										

		BTA-73832-no-rs		rs41604573		5		70,127,326		66,985,193		intron_variant		RIC8B										19						1												

		BovineHD0500019744		rs109134803		5		70,144,360		17,035		intron_variant		RIC8B										19						1												

		BovineHD0500019746		rs109860349		5		70,147,260		2,901		intron_variant		RIC8B										19						1												

		BovineHD0500019751		rs110441828		5		70,165,790		18,531		intron_variant		RIC8B										19						1												

		BovineHD0500019760		rs110814009		5		70,200,855		35,066		intergenic_variant												19						1												

		BovineHD0500019776		rs133712982		5		70,278,710		77,856		intron_variant		CRY1										19						1												

		BovineHD0500019788		rs133484931		5		70,339,799		61,090		intron_variant		CRY1										19						1												

		BovineHD0500019795		rs110334379		5		70,369,043		29,245		intergenic_variant												19						1												

		BovineHD0500019806		rs136811423		5		70,398,615		29,573		intergenic_variant												19						1												

		BovineHD0500019808		rs137678374		5		70,410,227		11,613		intergenic_variant												19						1												

		BovineHD0500019809		rs108947166		5		70,418,546		8,320		intergenic_variant												19						1												

		BovineHD0500019811		rs135512588		5		70,421,869		3,324		intergenic_variant												19						1												

		BovineHD0500035469		rs133376123		5		70,435,424		13,556		intergenic_variant												19						1												

		BovineHD0500019815		rs29016858		5		70,444,793		9,370		intergenic_variant												19						1												

		BovineHD0500019817		rs134774572		5		70,450,203		5,411		intergenic_variant												19						1												

		BovineHD0500019819		rs133779496		5		70,462,390		12,188		intergenic_variant												19						1												

		BovineHD0500019823		rs109473461		5		70,496,588		34,199		intergenic_variant												19						1												

		BovineHD0500019826		rs135696317		5		70,514,793		18,206		intergenic_variant												19						1												

		BovineHD0500019828		rs110801301		5		70,528,653		13,861		intergenic_variant												19						1												

		BovineHD0500019830		rs109188630		5		70,533,489		4,837		intergenic_variant												19						1												

		BovineHD4100003793		rs135394558		5		70,550,502		17,014		intergenic_variant												19						1												

		BovineHD0500019840		rs110666217		5		70,569,397		18,896		intergenic_variant												19						1												

		BovineHD0500019846		rs109683920		5		70,599,519		30,123		intron_variant		BTBD11										19						1												

		BovineHD0500019848		rs110321964		5		70,602,200		2,682		intron_variant		BTBD11										19						1												

		BovineHD0500019852		rs109761207		5		70,617,660		15,461		intron_variant		BTBD11										19						1												

		BovineHD0500019855		rs109280009		5		70,639,135		21,476		intron_variant		BTBD11										19						1												

		BovineHD0500019858		rs110329865		5		70,644,591		5,457		intron_variant		BTBD11										19						1												

		BovineHD0500019861		rs135364527		5		70,648,962		4,372		intron_variant		BTBD11										19						1												

		BovineHD0500019864		rs110051934		5		70,653,054		4,093		intron_variant		BTBD11										19						1												

		BovineHD0500019869		rs109787548		5		70,656,934		3,881		intron_variant		BTBD11										19						1												

		BovineHD0500019878		rs110574626		5		70,682,194		25,261		intron_variant		BTBD11										19						1												

		BovineHD0500019900		rs110462183		5		70,705,766		23,573		intron_variant		BTBD11										19						1												

		BovineHD0500019903		rs109025529		5		70,711,520		5,755		intron_variant		BTBD11										19						1												

		BovineHD0500019905		rs110099364		5		70,713,125		1,606		intron_variant		BTBD11										19						1												

		BovineHD0500019908		rs110557104		5		70,715,245		2,121		intron_variant		BTBD11										19						1												

		BovineHD0500019910		rs110287287		5		70,716,724		1,480		intron_variant		BTBD11										19						1												

		BovineHD0500019916		rs133131921		5		70,721,495		4,772		intron_variant		BTBD11										19						1												

		BovineHD0500019918		rs135463958		5		70,724,132		2,638		intron_variant		BTBD11										19						1												

		BovineHD0500019920		rs134698207		5		70,728,765		4,634		intron_variant		BTBD11										19						1												

		BovineHD0500019924		rs137801116		5		70,742,148		13,384		intron_variant		BTBD11										19						1												

		BovineHD0500019928		rs110971543		5		70,748,493		6,346		intron_variant		BTBD11										19						1												

		BovineHD0500019930		rs133949521		5		70,752,944		4,452		intron_variant		BTBD11										19						1												

		BovineHD0500019938		rs111005511		5		70,768,391		15,448		intron_variant		BTBD11										19						1												

		BovineHD0500019942		rs134116064		5		70,775,681		7,291		intron_variant		BTBD11										19						1												

		BovineHD0500019946		rs109310954		5		70,780,331		4,651		intron_variant		BTBD11										19						1												

		BovineHD0500019948		rs109764011		5		70,782,585		2,255		intron_variant		BTBD11										19						1												

		BovineHD0500019952		rs110173739		5		70,788,873		6,289		intron_variant		BTBD11										19						1												

		BovineHD0500019954		rs137502019		5		70,790,814		1,942		intron_variant		BTBD11										19						1												

		BovineHD0500019956		rs110299320		5		70,792,580		1,767		intron_variant		BTBD11										19						1												

		BovineHD0500019958		rs110347398		5		70,795,334		2,755		intron_variant		BTBD11										19						1												

		BovineHD0500019961		rs109087804		5		70,799,636		4,303		intron_variant		BTBD11										19						1												

		BovineHD0500019965		rs133200254		5		70,814,932		15,297		intron_variant		BTBD11										19						1												

		BovineHD0500019970		rs109622631		5		70,830,877		15,946		intron_variant		BTBD11										19						1												

		BovineHD0500019972		rs136763809		5		70,833,488		2,612		intron_variant		BTBD11										19						1												

		BovineHD0500019975		rs110342830		5		70,838,948		5,461		intron_variant		BTBD11										19						1												

		BovineHD0500019978		rs110017607		5		70,849,458		10,511		intron_variant		BTBD11										19						1												

		BovineHD0500019981		rs111027529		5		70,856,445		6,988		intron_variant		BTBD11										19						1												

		BovineHD0500019983		rs109236185		5		70,858,994		2,550		intron_variant		BTBD11										19						1												

		BovineHD0500019987		rs109384212		5		70,864,442		5,449		intron_variant		BTBD11										19						1												

		BovineHD0500019989		rs134256760		5		70,870,995		6,554		intron_variant		BTBD11										19						1												

		BovineHD0500019992		rs137277598		5		70,875,199		4,205		intron_variant		BTBD11										19						1												

		BovineHD0500019994		rs110713035		5		70,879,073		3,875		intron_variant		BTBD11										19						1												

		BovineHD0500019997		rs109169226		5		70,890,149		11,077		intron_variant		BTBD11										19						1												

		BovineHD0500020001		rs135751128		5		70,903,985		13,837		intron_variant		BTBD11										19						1												

		BovineHD0500020006		rs137078723		5		70,914,554		10,570		intergenic_variant												19						1												

		BovineHD0500020009		rs134084452		5		70,925,335		10,782		intergenic_variant												19						1												

		BovineHD0500020013		rs137653139		5		70,938,543		13,209		intron_variant		PWP1										19						1												

		BovineHD0500020016		rs109755635		5		70,948,179		9,637		intron_variant		PWP1										19						1												

		BovineHD0500020028		rs137429782		5		71,008,379		60,201		intron_variant		PRDM4										19						1												

		BovineHD0500020035		rs42356201		5		71,041,333		32,955		intergenic_variant												19						1												

		BovineHD0500021504		rs133883737		5		75,127,273		4,085,941		intergenic_variant																9						1								

		BovineHD0500021513		rs110643151		5		75,162,026		34,754		intergenic_variant																9						1								

		BovineHD0500021517		rs110583105		5		75,171,506		9,481		intergenic_variant																9						1								

		BovineHD0500021519		rs43442280		5		75,176,121		4,616		intergenic_variant																9						1								

		BovineHD0500021529		rs43442312		5		75,212,005		35,885		intergenic_variant																9						1								

		BovineHD0500021531		rs132877363		5		75,215,744		3,740		intergenic_variant																9						1								

		BovineHD0500021536		rs43442301		5		75,222,824		7,081		intergenic_variant																9						1								

		BovineHD0500021538		rs137567442		5		75,227,630		4,807		intergenic_variant																9						1								

		BovineHD0500021540		rs134886203		5		75,229,132		1,503		intergenic_variant																9						1								

		BovineHD0500021542		rs133238640		5		75,231,332		2,201		intergenic_variant																9						1								

		BovineHD0500021544		rs136199045		5		75,235,875		4,544		intergenic_variant																9						1								

		BovineHD0500021548		rs109870172		5		75,241,869		5,995		intergenic_variant																9						1								

		BovineHD0500021550		rs136021077		5		75,243,309		1,441		intergenic_variant																9						1								

		ARS-BFGL-NGS-112184		rs109891832		5		75,251,968		8,660		intergenic_variant																9						1								

		BovineHD0500021555		rs110240275		5		75,254,707		2,740		intergenic_variant																9						1								

		BovineHD0500021564		rs134500703		5		75,271,998		17,292		intron_variant		NCF4														9						1								

		BovineHD0500021576		rs43443179		5		75,286,894		14,897		intergenic_variant																9						1								

		Hapmap48524-BTA-92140		rs41663866		5		75,309,150		22,257		intergenic_variant																9						1								

		BovineHD0500021602		rs137672668		5		75,336,946		27,797		intergenic_variant																9						1								

		BovineHD0500021605		rs136187100		5		75,342,505		5,560		intron_variant		CSF2RB														9						1								

		BovineHD0500021613		rs137783128		5		75,351,301		8,797		intron_variant		CSF2RB														9						1								

		BovineHD0500021621		rs43435955		5		75,361,371		10,071		intron_variant		CSF2RB														9						1								

		BovineHD0500021623		rs136628963		5		75,362,567		1,197		intron_variant		CSF2RB														9						1								

		BovineHD0500021629		rs136320391		5		75,373,526		10,960		intergenic_variant																9						1								

		BovineHD0500021630		rs133494976		5		75,385,628		12,103		intergenic_variant																9						1								

		BovineHD0500021638		rs43436018		5		75,409,905		24,278		intergenic_variant																9						1								

		BovineHD0500021644		rs135993867		5		75,425,644		15,740		intergenic_variant																9						1								

		BovineHD0500021653		rs42551514		5		75,473,431		47,788		intergenic_variant																9						1								

		BovineHD0500021679		rs43438664		5		75,640,187		166,757		intron_variant		SSTR3														9						1								

		BovineHD0500021682		rs43438675		5		75,651,929		11,743		intergenic_variant																9						1								

		BovineHD0500021688		rs43438689		5		75,674,082		22,154		intergenic_variant																9						1								

		BovineHD0500021693		rs135756460		5		75,686,326		12,245		intergenic_variant																9						1								

		BovineHD0500021696		rs136192250		5		75,690,032		3,707		intergenic_variant																9						1								

		BovineHD0500021698		rs42516642		5		75,694,606		4,575		intergenic_variant																9						1								

		BovineHD0500021707		rs110451216		5		75,719,514		24,909		intron_variant		CYTH4														9						1								

		BovineHD0500021713		rs110822829		5		75,730,797		11,284		intron_variant		CYTH4														9						1								

		BovineHD0500021717		rs109980268		5		75,740,915		10,119		3_prime_UTR_variant		CYTH4														9						1								

		BovineHD0500021723		rs109779652		5		75,764,744		23,830		intergenic_variant																9						1								

		BovineHD0500021729		rs110988188		5		75,781,854		17,111		intergenic_variant																9						1								

		BovineHD0500021739		rs135650964		5		75,809,550		27,697		intergenic_variant																9						1								

		BovineHD0500021745		rs134143946		5		75,836,996		27,447		intergenic_variant																9						1								

		BovineHD0500021747		rs110123235		5		75,844,441		7,446		intergenic_variant																9						1								

		BovineHD0500021750		rs109878089		5		75,859,690		15,250		intergenic_variant																9						1								

		BovineHD0500021752		rs136023399		5		75,862,314		2,625		intergenic_variant																9						1								

		BovineHD0500021754		rs110146943		5		75,870,590		8,277		intergenic_variant																9						1								

		BovineHD0500021760		rs110597190		5		75,891,547		20,958		intron_variant		MFNG														9						1								

		BovineHD4100003863		rs29012892		5		75,909,404		17,858		intron_variant		CARD10														9						1								

		BovineHD0500021782		rs109256951		5		75,933,117		23,714		intron_variant		CARD10														9						1								

		BovineHD0500021784		rs42516721		5		75,935,252		2,136		intron_variant		CARD10														9						1								

		BovineHD0500021786		rs42516711		5		75,936,914		1,663		intron_variant		CARD11														9						1								

		BovineHD0500021788		rs42516698		5		75,938,403		1,490		intron_variant		CARD10														9						1								

		BovineHD0500021790		rs137037885		5		75,943,781		5,379		intergenic_variant																9						1								

		BovineHD0500021793		rs134924124		5		75,947,710		3,930		intergenic_variant																9						1								

		BovineHD0500021800		rs42755619		5		75,993,221		45,512		intron_variant		USP18														9						1								

		BovineHD0500021803		rs42755611		5		76,005,725		12,505		intron_variant		USP18														9						1								

		BovineHD0500021808		rs42755605		5		76,020,320		14,596		intergenic_variant																9						1								

		BovineHD0500021810		rs42755593		5		76,024,301		3,982		intergenic_variant																9						1								

		BovineHD0500021819		rs135778430		5		76,049,196		24,896		intergenic_variant																9						1								

		BovineHD0500021821		rs134615727		5		76,064,428		15,233		intergenic_variant																9						1								

		BovineHD0500021823		rs135932473		5		76,073,206		8,779		intergenic_variant																9						1								

		BovineHD0500021827		rs42949391		5		76,077,561		4,356		intergenic_variant																9						1								

		BovineHD0500021830		rs136009593		5		76,082,178		4,618		intergenic_variant																9						1								

		BTB-01830189		rs42942443		5		76,089,128		6,951		intergenic_variant																9						1								

		BovineHD0500021835		rs136663734		5		76,099,129		10,002		intergenic_variant																9						1								

		BovineHD0500021838		rs42941924		5		76,105,919		6,791		intergenic_variant																9						1								

		BovineHD0500021839		rs42813020		5		76,120,501		14,583		intergenic_variant																9						1								

		BovineHD0500021841		rs42812992		5		76,149,673		29,173		intergenic_variant																9						1								

		BovineHD0500021844		rs136828284		5		76,179,522		29,850		intergenic_variant																9						1								

		BovineHD0500021846		rs43158184		5		76,199,138		19,617		intergenic_variant																9						1								

		BovineHD0500021847		rs110591673		5		76,209,869		10,732		intergenic_variant																9						1								

		BovineHD0500021849		rs43054847		5		76,218,293		8,425		intergenic_variant																9						1								

		BTB-01456615		rs42578610		5		76,269,603		51,311		intergenic_variant																9						1								

		BovineHD0500021854		rs42578578		5		76,307,018		37,416		intron_variant		SYT10														9						1								

		BovineHD0500021862		rs133317002		5		76,367,511		60,494		intron_variant		SYT10														9						1								

		BovineHD0500021865		rs42577693		5		76,392,521		25,011		intron_variant		SYT10														9						1								

		Hapmap50896-BTA-122135		rs41624287		5		76,419,938		27,418		intergenic_variant																9						1								

		Hapmap38822-BTA-25276		rs41574677		5		76,453,951		34,014		intergenic_variant																9						1								

		BovineHD0500021874		rs136190332		5		76,495,705		41,755		intergenic_variant																9						1								

		BovineHD0500021878		rs109592474		5		76,525,570		29,866		intergenic_variant																9						1								

		BovineHD0500036085		rs133914096		5		76,540,092		14,523		intergenic_variant																9						1								

		BovineHD0500021881		rs43195950		5		76,581,490		41,399		intergenic_variant																9						1								

		BovineHD0500021883		rs137602126		5		76,598,987		17,498		intergenic_variant																9						1								

		BovineHD4100003866		rs29015769		5		76,605,178		6,192		intergenic_variant																9						1								

		BovineHD0500021886		rs42561706		5		76,631,690		26,513		intergenic_variant																9						1								

		BovineHD0500021888		rs42562770		5		76,638,492		6,803		intergenic_variant																9						1								

		BovineHD0500021890		rs136839944		5		76,645,360		6,869		intergenic_variant																9						1								

		BovineHD0500021892		rs42562805		5		76,667,425		22,066		intergenic_variant																9						1								

		BovineHD0500021894		rs135298860		5		76,672,433		5,009		intergenic_variant																9						1								

		BovineHD0500021896		rs133574560		5		76,681,540		9,108		intergenic_variant																9						1								

		BovineHD0500021898		rs133006896		5		76,689,833		8,294		intergenic_variant																9						1								

		BovineHD0500021900		rs134956981		5		76,695,293		5,461		intergenic_variant																9						1								

		BTB-00231742		rs43436389		5		76,704,018		8,726		intergenic_variant																9						1								

		Hapmap43928-BTA-74110		rs41650285		5		76,724,612		20,595		intergenic_variant																9						1								

		BovineHD0500021918		rs137457252		5		76,757,165		32,554		intergenic_variant																9						1								

		BovineHD0500021927		rs43438749		5		76,781,889		24,725		intergenic_variant																9						1								

		BovineHD0500021930		rs133416605		5		76,798,410		16,522		intergenic_variant																9						1								

		BovineHD0500021932		rs135499182		5		76,804,010		5,601		intergenic_variant																9						1								

		BovineHD0500021934		rs43439753		5		76,806,262		2,253		intergenic_variant																9						1								

		BovineHD0500021936		rs41650292		5		76,810,376		4,115		intergenic_variant																9						1								

		BovineHD0500021939		rs41650311		5		76,816,992		6,617		intergenic_variant																9						1								

		BovineHD0500021940		rs109085626		5		76,818,912		1,921		intergenic_variant																9						1								

		BovineHD0500021943		rs137455006		5		76,830,894		11,983		intergenic_variant																9						1								

		BovineHD0500021945		rs137037532		5		76,841,096		10,203		intergenic_variant																9						1								

		BovineHD0500021947		rs43441058		5		76,853,887		12,792		intergenic_variant																9						1								

		BovineHD0500021949		rs135395100		5		76,860,837		6,951		intergenic_variant																9						1								

		BovineHD0500021952		rs43764206		5		76,875,630		14,794		intergenic_variant																9						1								

		Hapmap25561-BTA-143277		rs108961601		5		76,888,810		13,181		intergenic_variant																9						1								

		BovineHD0500021955		rs136463458		5		76,890,915		2,106		intergenic_variant																9						1								

		BovineHD0500021957		rs135451094		5		76,898,609		7,695		intergenic_variant																9						1								

		BovineHD0500021959		rs136889221		5		76,936,040		37,432		intergenic_variant																9						1								

		BTB-00232546		rs43441981		5		76,942,872		6,833		intergenic_variant																9						1								

		BovineHD0500021962		rs133989324		5		76,954,032		11,161		intergenic_variant																9						1								

		BovineHD0500021964		rs132836216		5		76,956,729		2,698		intergenic_variant																9						1								

		BovineHD0500021966		rs135195659		5		76,960,303		3,575		intergenic_variant																9						1								

		BovineHD0500021968		rs43441990		5		76,964,778		4,476		intergenic_variant																9						1								

		BovineHD0500021970		rs136829288		5		76,967,869		3,092		intergenic_variant																9						1								

		BovineHD0500021974		rs135106285		5		76,976,001		8,133		intergenic_variant																9						1								

		BovineHD0500021976		rs133479831		5		76,982,898		6,898		intergenic_variant																9						1								

		BovineHD0500021978		rs136120706		5		76,993,652		10,755		intergenic_variant																9						1								

		BovineHD0500021990		rs109770576		5		77,017,291		23,640		synonymous_variant		PKP2														9						1								

		BovineHD0500021992		rs110421510		5		77,022,509		5,219		intron_variant		PKP2														9						1								

		BovineHD0500021994		rs109706754		5		77,023,987		1,479		intron_variant		PKP2														9						1								

		BovineHD0500021997		rs110599423		5		77,027,339		3,353		intron_variant		PKP2														9						1								

		BovineHD0500022002		rs110086230		5		77,041,031		13,693		intron_variant		PKP2														9						1								

		BovineHD0500022010		rs107594695		5		77,074,319		33,289		intron_variant		PKP2														9						1								

		BovineHD0600015199		rs109348241		6		53,763,861				intergenic_variant																10						1								

		ARS-BFGL-NGS-23616		rs109044465		6		53,776,387		12,527		intergenic_variant																10						1								

		BovineHD0600015205		rs133641750		6		53,780,689		4,303		intergenic_variant																10						1								

		BovineHD0600015207		rs42001739		6		53,783,597		2,909		intergenic_variant																10						1								

		BovineHD0600015209		rs42010304		6		53,786,096		2,500		intergenic_variant																10						1								

		BovineHD0600015212		rs109648127		6		53,790,142		4,047		intergenic_variant																10						1								

		BovineHD0600015214		rs42010247		6		53,791,983		1,842		intergenic_variant																10						1								

		BovineHD0600015216		rs137605583		6		53,802,048		10,066		intergenic_variant																10						1								

		BovineHD0600015219		rs135643905		6		53,811,649		9,602		intergenic_variant																10						1								

		BovineHD0600015221		rs109300836		6		53,815,904		4,256		intergenic_variant																10						1								

		BovineHD0600015223		rs136864226		6		53,829,691		13,788		intergenic_variant																10						1								

		BovineHD0600015225		rs111014374		6		53,835,042		5,352		intergenic_variant																10						1								

		BovineHD0600015228		rs109119707		6		53,850,616		15,575		intergenic_variant																10						1								

		BovineHD0600015229		rs133868602		6		53,853,834		3,219		intergenic_variant																10						1								

		BovineHD0600015230		rs43702418		6		53,858,032		4,199		intergenic_variant																10						1								

		BovineHD0600015234		rs136959695		6		53,871,619		13,588		intergenic_variant																10						1								

		BovineHD0600015239		rs42608966		6		53,896,262		24,644		intergenic_variant																10						1								

		BovineHD0600015243		rs133249650		6		53,913,964		17,703		intergenic_variant																10						1								

		BovineHD0600015248		rs42607773		6		53,941,786		27,823		intergenic_variant																10						1								

		BovineHD0600015252		rs42608935		6		53,964,285		22,500		intergenic_variant																10						1								

		BovineHD0600015255		rs42542347		6		53,990,285		26,001		intergenic_variant																10						1								

		BTB-01421603		rs42541530		6		54,004,873		14,589		intergenic_variant																10						1								

		Hapmap24851-BTA-149313		rs42541497		6		54,031,927		27,055		intergenic_variant																10						1								

		BovineHD0600015281		rs42541095		6		54,152,762		120,836		intergenic_variant																10						1								

		BovineHD0600015288		rs42289639		6		54,182,691		29,930		intergenic_variant																10						1								

		BovineHD0600015293		rs42288701		6		54,206,475		23,785		intergenic_variant																10						1								

		BovineHD0600015298		rs42288680		6		54,218,949		12,475		intergenic_variant																10						1								

		BovineHD0600015301		rs133986876		6		54,227,573		8,625		intergenic_variant																10						1								

		BovineHD0600015307		rs134242618		6		54,261,570		33,998		intergenic_variant																10						1								

		BovineHD0600015323		rs133795658		6		54,339,513		77,944		intergenic_variant																10						1								

		BovineHD0600015328		rs133012403		6		54,363,311		23,799		intergenic_variant																10						1								

		BovineHD0600015331		rs136759232		6		54,378,689		15,379		intergenic_variant																10						1								

		BovineHD0600015334		rs42297575		6		54,382,511		3,823		intergenic_variant																10						1								

		BovineHD0600015336		rs135149763		6		54,385,195		2,685		intergenic_variant																10						1								

		BovineHD0600015341		rs42079848		6		54,393,897		8,703		intergenic_variant																10						1								

		BovineHD0600015343		rs137833433		6		54,401,262		7,366		intergenic_variant																10						1								

		BovineHD0600015345		rs109930261		6		54,405,276		4,015		intergenic_variant																10						1								

		BovineHD0600015349		rs42080574		6		54,426,421		21,146		intergenic_variant																10						1								

		BovineHD0600015352		rs133749583		6		54,435,745		9,325		intergenic_variant																10						1								

		BovineHD0600015358		rs42080950		6		54,475,740		39,996		intergenic_variant																10						1								

		BovineHD0600015360		rs42080956		6		54,478,772		3,033		intergenic_variant																10						1								

		BovineHD0600015371		rs42294027		6		54,533,644		54,873		intergenic_variant																10						1								

		BovineHD0600015385		rs42292725		6		54,614,361		80,718		intergenic_variant																10						1								

		BovineHD0600015389		rs42292647		6		54,621,948		7,588		intergenic_variant																10						1								

		BovineHD0600015391		rs134080353		6		54,628,338		6,391		intergenic_variant																10						1								

		BovineHD4100005045		rs41633376		6		54,630,462		2,125		intergenic_variant																10						1								

		BovineHD0600015396		rs43028719		6		54,657,340		26,879		intergenic_variant																10						1								

		BovineHD0600015402		rs42291269		6		54,695,020		37,681		intergenic_variant																10						1								

		BovineHD0600015404		rs42291274		6		54,698,652		3,633		intergenic_variant																10						1								

		BovineHD0600015407		rs136531783		6		54,703,480		4,829		intergenic_variant																10						1								

		BovineHD0600015408		rs133874269		6		54,706,622		3,143		intergenic_variant																10						1								

		BovineHD0600015411		rs136958044		6		54,709,945		3,324		intergenic_variant																10						1								

		BovineHD0600015413		rs136564502		6		54,712,180		2,236		intergenic_variant																10						1								

		BovineHD0600015415		rs135216090		6		54,715,269		3,090		intergenic_variant																10						1								

		BTA-94706-no-rs		rs42290148		6		54,735,929		20,661		intergenic_variant																10						1								

		BovineHD0600015419		rs42289000		6		54,757,629		21,701		intergenic_variant																10						1								

		BovineHD0600015421		rs42289011		6		54,763,973		6,345		intergenic_variant																10						1								

		BovineHD0600015424		rs42288993		6		54,778,620		14,648		intergenic_variant																10						1								

		BovineHD0600015426		rs42288981		6		54,787,753		9,134		intergenic_variant																10						1								

		BovineHD0600015428		rs42288967		6		54,790,144		2,392		intergenic_variant																10						1								

		BovineHD0600015430		rs42288937		6		54,796,033		5,890		intergenic_variant																10						1								

		BovineHD0600015432		rs42288019		6		54,801,788		5,756		intergenic_variant																10						1								

		BovineHD0600015435		rs42287993		6		54,807,106		5,319		intergenic_variant																10						1								

		BovineHD0600015436		rs42287968		6		54,810,629		3,524		intergenic_variant																10						1								

		BovineHD0600015441		rs42772743		6		54,830,312		19,684		intergenic_variant																10						1								

		BovineHD0600015443		rs42772024		6		54,842,068		11,757		intergenic_variant																10						1								

		BTB-00258418		rs43462578		6		54,854,046		11,979		intergenic_variant																10						1								

		BovineHD0600015447		rs43462590		6		54,858,822		4,777		intergenic_variant																10						1								

		BovineHD0600034309		rs134136270		6		54,870,099		11,278		intergenic_variant																10						1								

		BovineHD0600022645		rs109784900		6		80,109,487		25,239,389		intergenic_variant																11						1								

		BovineHD4100005208		rs110053808		6		80,124,088		14,602		intergenic_variant																11						1								

		BovineHD0600022651		rs109451912		6		80,128,557		4,470		intergenic_variant																11						1								

		BovineHD0600022660		rs109331183		6		80,165,421		36,865		intergenic_variant																11						1								

		BovineHD0600022662		rs110000224		6		80,176,126		10,706		intergenic_variant																11						1								

		BovineHD0600022665		rs132762793		6		80,180,609		4,484		intergenic_variant																11						1								

		BovineHD0600022672		rs110292608		6		80,214,028		33,420		intergenic_variant																11						1								

		BovineHD0600022679		rs136073415		6		80,259,661		45,634		intergenic_variant																11						1								

		BovineHD4100005213		rs109866450		6		80,274,830		15,170		intergenic_variant																11						1								

		BovineHD0600022695		rs109231642		6		80,384,607		109,778		intergenic_variant																11						1								

		BovineHD0600022698		rs133775762		6		80,397,557		12,951		intergenic_variant																11						1								

		ARS-BFGL-NGS-114989		rs109003937		6		80,405,653		8,097		intergenic_variant																11						1								

		BovineHD0600022701		rs133931322		6		80,415,135		9,483		intergenic_variant																11						1								

		BovineHD0600022703		rs110889570		6		80,425,423		10,289		intergenic_variant																11						1								

		BTA-76934-no-rs		rs41654414		6		80,444,445		19,023		intergenic_variant																11						1								

		BovineHD4100005222		rs41654415		6		80,469,206		24,762		intergenic_variant																11						1								

		BovineHD0600022711		rs110672244		6		80,480,840		11,635		intergenic_variant																11						1								

		BovineHD0600022713		rs137231742		6		80,482,749		1,910		intergenic_variant																11						1								

		BovineHD0600022714		rs135922743		6		80,491,703		8,955		intergenic_variant																11						1								

		BovineHD4100005223		rs109931493		6		80,508,712		17,010		intergenic_variant																11						1								

		BovineHD4100005224		rs109023792		6		80,524,821		16,110		intergenic_variant																11						1								

		BovineHD4100005225		rs109537823		6		80,534,782		9,962		intergenic_variant																11						1								

		BovineHD4100005227		rs110846311		6		80,548,523		13,742		intergenic_variant																11						1								

		BovineHD0600022721		rs110542887		6		80,561,784		13,262		intergenic_variant																11						1								

		BovineHD0600022722		rs137387873		6		80,565,465		3,682		intergenic_variant																11						1								

		BovineHD4100005230		rs109952936		6		80,580,675		15,211		intergenic_variant																11						1								

		BovineHD4100005232		rs110758620		6		80,596,611		15,937		intergenic_variant																11						1								

		BovineHD4100005234		rs109284219		6		80,606,847		10,237		intergenic_variant																11						1								

		BovineHD0600022725		rs110982282		6		80,615,892		9,046		intergenic_variant																11						1								

		BovineHD0600022727		rs109077224		6		80,623,894		8,003		intergenic_variant																11						1								

		BovineHD4100005237		rs110061617		6		80,641,397		17,504		intergenic_variant																11						1								

		BovineHD4100005239		rs109777783		6		80,655,449		14,053		intergenic_variant																11						1								

		BovineHD4100005244		rs110377636		6		80,675,168		19,720		intergenic_variant																11						1								

		BovineHD0600022732		rs133168807		6		80,689,501		14,334		intergenic_variant																11						1								

		BovineHD0600022741		rs133779488		6		80,728,257		38,757		intergenic_variant																11						1								

		Hapmap31617-BTC-043368		rs109254172		6		80,734,552		6,296		intergenic_variant																11						1								

		BovineHD4100005249		rs110527581		6		80,747,741		13,190		intergenic_variant																11						1								

		BovineHD0600022746		rs110045875		6		80,754,374		6,634		intergenic_variant																11						1								

		BovineHD0600022747		rs110436544		6		80,755,991		1,618		intergenic_variant																11						1								

		BovineHD0600022752		rs133363527		6		80,786,428		30,438		intergenic_variant																11						1								

		BovineHD0600022756		rs109655508		6		80,805,724		19,297		intergenic_variant																11						1								

		BovineHD0600022763		rs109050901		6		80,824,068		18,345		intergenic_variant																11						1								

		BovineHD0600022765		rs110915684		6		80,831,667		7,600		intergenic_variant																11						1								

		BovineHD4100005254		rs109786908		6		80,856,532		24,866		intron_variant		EPHA5														11						1								

		BovineHD0600022770		rs110061925		6		80,864,020		7,489		intron_variant		EPHA5														11						1								

		BovineHD4100005257		rs41654965		6		80,872,176		8,157		intron_variant		EPHA5														11						1								

		BovineHD0600022773		rs110468547		6		80,874,595		2,420		intron_variant		EPHA5														11						1								

		BovineHD4100005258		rs109134388		6		80,876,078		1,484		intron_variant		EPHA5														11						1								

		BovineHD4100005259		rs110906364		6		80,880,820		4,743		intron_variant		EPHA5														11						1								

		BovineHD0600022776		rs110027418		6		80,884,486		3,667		intron_variant		EPHA5														11						1								

		BovineHD0600022778		rs136236175		6		80,888,508		4,023		intron_variant		EPHA5														11						1								

		BovineHD0600022779		rs110937116		6		80,890,812		2,305		intron_variant		EPHA5														11						1								

		BovineHD4100005263		rs110442048		6		80,893,584		2,773		intron_variant		EPHA5														11						1								

		BovineHD0600022783		rs134533959		6		80,922,460		28,877		intron_variant		EPHA5														11						1								

		BovineHD0600022789		rs110842876		6		80,981,597		59,138		intron_variant		EPHA5														11						1								

		BovineHD0600022791		rs137518704		6		80,992,836		11,240		intron_variant		EPHA5														11						1								

		BovineHD0600022796		rs109349556		6		81,013,293		20,458		intron_variant		EPHA5														11						1								

		BovineHD0600022808		rs109101513		6		81,070,118		56,826		intron_variant		EPHA5														11						1								

		BovineHD0600022815		rs134484714		6		81,114,441		44,324		intron_variant		EPHA5														11						1								

		BovineHD0600022818		rs137137101		6		81,133,285		18,845		intron_variant		EPHA5														11						1								

		BovineHD0600022820		rs136719964		6		81,138,704		5,420		intron_variant		EPHA5														11						1								

		BovineHD0600022822		rs135588871		6		81,142,015		3,312		intron_variant		EPHA5														11						1								

		BovineHD0600022824		rs134511247		6		81,146,819		4,805		intron_variant		EPHA5														11						1								

		BovineHD0600022832		rs134018975		6		81,179,871		33,053		intron_variant		EPHA5														11						1								

		BovineHD0600024876		rs109595829		6		89,097,644		7,917,774		intron_variant		MTHFD2L										20						1												

		BovineHD0600024882		rs135844432		6		89,110,478		12,835		intron_variant		MTHFD2L										20						1												

		BovineHD4100005341		rs41654951		6		89,115,789		5,312		intron_variant		MTHFD2L										20						1												

		BovineHD0600024890		rs134362379		6		89,141,859		26,071		intron_variant		MTHFD2L										20						1												

		BovineHD0600024894		rs109383133		6		89,160,727		18,869		intron_variant		MTHFD2L										20						1												

		BovineHD0600024896		rs41654947		6		89,166,655		5,929		intron_variant		MTHFD2L										20						1												

		BovineHD4100005343		rs41654945		6		89,168,651		1,997		intron_variant		MTHFD2L										20						1												

		BovineHD0600024899		rs109598484		6		89,171,508		2,858		intron_variant		MTHFD2L										20						1												

		BovineHD0600024902		rs109122220		6		89,179,110		7,603		intron_variant		MTHFD2L										20						1												

		BovineHD0600024905		rs110613158		6		89,184,039		4,930		intron_variant		MTHFD2L										20						1												

		BovineHD0600024917		rs110116208		6		89,210,055		26,017		intron_variant		MTHFD2L										20						1												

		BovineHD0600024923		rs133534783		6		89,230,639		20,585		intron_variant		MTHFD2L										20						1												

		BovineHD0600024926		rs109654183		6		89,237,612		6,974		intron_variant		MTHFD2L										20						1												

		BovineHD0600024928		rs136695322		6		89,240,099		2,488		intron_variant		MTHFD2L										20						1												

		BovineHD0600024930		rs137464027		6		89,244,576		4,478		intron_variant		MTHFD2L										20						1												

		BovineHD0600024935		rs109856314		6		89,268,960		24,385		intergenic_variant												20						1												

		BTB-01849217		rs42959067		6		89,276,571		7,612		intergenic_variant												20						1												

		BovineHD0600024939		rs42959053		6		89,293,054		16,484		intergenic_variant												20						1												

		BovineHD0600024942		rs42959046		6		89,300,439		7,386		intergenic_variant												20						1												

		BovineHD0600024962		rs135439985		6		89,390,701		90,263		intron_variant		AREG										20						1												

		BovineHD0600024965		rs137779670		6		89,394,267		3,567		intergenic_variant												20						1												

		BovineHD0600024967		rs42581612		6		89,398,999		4,733		intergenic_variant												20						1												

		BovineHD0600024969		NA		6		89,402,761		3,763														20						1												

		BovineHD0600024973		rs109685843		6		89,408,744		5,984		intergenic_variant												20						1												

		BovineHD0600024975		rs42572743		6		89,410,525		1,782		intergenic_variant												20						1												

		BovineHD0600024977		rs132671747		6		89,412,821		2,297		intergenic_variant												20						1												

		BovineHD0600024979		rs109743041		6		89,414,735		1,915		intergenic_variant												20						1												

		BovineHD0600024981		rs109386874		6		89,420,453		5,719		intergenic_variant												20						1												

		BovineHD0600024988		rs110414141		6		89,452,083		31,631		intergenic_variant												20						1												

		BovineHD0600025001		rs109737091		6		89,505,836		53,754		intergenic_variant												20						1												

		BovineHD0600025003		rs109946207		6		89,508,765		2,930		intergenic_variant												20						1												

		BovineHD0600025005		rs134859996		6		89,515,879		7,115		intergenic_variant												20						1												

		BovineHD0600025007		rs109228921		6		89,523,085		7,207		intergenic_variant												20						1												

		BovineHD0600025012		rs134727714		6		89,537,278		14,194		intergenic_variant												20						1												

		BovineHD0600025015		rs109490966		6		89,546,848		9,571		intergenic_variant												20						1												

		ARS-BFGL-NGS-13074		rs109826686		6		89,565,623		18,776		intergenic_variant												20						1												

		BovineHD0600025030		rs109509203		6		89,570,699		5,077		intergenic_variant												20						1												

		BovineHD0600025036		rs136132472		6		89,583,368		12,670		intergenic_variant												20						1												

		BovineHD0600025039		rs137748637		6		89,592,747		9,380		intergenic_variant												20						1												

		BovineHD0600025044		rs110265574		6		89,600,608		7,862		intergenic_variant												20						1												

		BovineHD0600025055		rs134644149		6		89,641,018		40,411		intergenic_variant												20						1												

		BovineHD0600025057		rs111026799		6		89,642,507		1,490		intergenic_variant												20						1												

		BovineHD0600025069		rs42608667		6		89,674,618		32,112		intergenic_variant												20						1												

		BovineHD0600025081		rs42607569		6		89,689,629		15,012		intron_variant		BTC										20						1												

		BovineHD0600025083		rs110012739		6		89,694,485		4,857		intron_variant		BTC										20						1												

		BovineHD0600025096		rs42606213		6		89,729,348		34,864		intron_variant		BTC										20						1												

		BTB-01657893		rs42773532		6		89,736,709		7,362		intergenic_variant												20						1												

		BovineHD0600025098		rs42771921		6		89,741,763		5,055		intergenic_variant												20						1												

		BovineHD0600025113		rs134402900		6		89,768,367		26,605		intergenic_variant												20						1												

		BovineHD0600025125		rs42775646		6		89,795,622		27,256		intergenic_variant												20						1												

		BovineHD0600025127		rs110541157		6		89,800,200		4,579		intergenic_variant												20						1												

		Hapmap48129-BTA-95633		rs41598313		6		89,828,968		28,769		intergenic_variant												20						1												

		BovineHD0600025138		rs42590984		6		89,836,113		7,146		intergenic_variant												20						1												

		BovineHD0600025141		rs137610211		6		89,845,195		9,083		intergenic_variant												20						1												

		BovineHD0600025152		rs42592134		6		89,875,830		30,636		intron_variant		PARM1										20						1												

		BovineHD0600025155		rs42592153		6		89,878,701		2,872		intron_variant		PARM1										20						1												

		BovineHD0600025166		rs42592187		6		89,897,400		18,700		intron_variant		PARM1										20						1												

		BovineHD0600025169		rs42592192		6		89,904,151		6,752		intron_variant		PARM1										20						1												

		BTB-01466661		rs42592200		6		89,911,008		6,858		intron_variant		PARM1										20						1												

		BovineHD0600025180		rs110262397		6		89,936,981		25,974		intron_variant		PARM1										20						1												

		BovineHD0600025187		rs42592221		6		89,957,841		20,861		intron_variant		PARM1										20						1												

		BovineHD0600025190		rs134189581		6		89,974,120		16,280		intergenic_variant												20						1												

		BovineHD0600025192		rs133190778		6		89,980,380		6,261		intergenic_variant												20						1												

		BovineHD0600025198		rs41664215		6		90,001,215		20,836		intergenic_variant												20						1												

		BovineHD0600025204		rs133683159		6		90,013,753		12,539		intergenic_variant												20						1												

		BovineHD0600025207		rs137015522		6		90,021,714		7,962		intergenic_variant												20						1												

		BovineHD0600025213		rs42583536		6		90,031,716		10,003		intergenic_variant												20						1												

		BovineHD0600025217		rs133151973		6		90,060,399		28,684		intergenic_variant												20						1												

		BovineHD0600025219		rs110938385		6		90,068,092		7,694		intergenic_variant												20						1												

		BovineHD0600025222		rs42503701		6		90,073,374		5,283		intergenic_variant												20						1												

		BTA-86242-no-rs		rs41591081		6		90,103,125		29,752		intergenic_variant												20						1												

		BovineHD0600025230		rs134002939		6		90,114,403		11,279		intergenic_variant												20						1												

		BovineHD0600025235		rs42503719		6		90,138,316		23,914		intergenic_variant												20						1												

		BovineHD0600025243		rs42614407		6		90,181,532		43,217		intergenic_variant												20						1												

		BovineHD0600025248		rs109779574		6		90,204,827		23,296		intergenic_variant												20						1												

		BovineHD0600025251		rs109103335		6		90,213,218		8,392		intergenic_variant												20						1												

		BovineHD0600025256		rs110511562		6		90,240,675		27,458		intergenic_variant												20						1												

		BovineHD0600025253		rs42615160		6		90,259,123		18,449		intergenic_variant												20						1												

		BovineHD0600025258		rs42615163		6		90,265,585		6,463		intergenic_variant												20						1												

		BovineHD0600025261		rs42615171		6		90,280,619		15,035		intergenic_variant												20						1												

		BovineHD0600025270		rs134963097		6		90,319,445		38,827		intergenic_variant												20						1												

		BovineHD0600025271		rs137700866		6		90,323,348		3,904		intron_variant		RCHY1										20						1												

		BovineHD0600025276		rs43479292		6		90,336,052		12,705		intron_variant		THAP6										20						1												

		BovineHD0600025279		rs132916988		6		90,357,014		20,963		intron_variant		THAP6										20						1												

		BovineHD0600025283		rs110368569		6		90,370,975		13,962		intergenic_variant												20						1												

		BovineHD0600025287		rs42943405		6		90,379,007		8,033		intergenic_variant												20						1												

		BovineHD0600025293		rs110363737		6		90,387,391		8,385		intron_variant		ODAPH										20						1												

		BovineHD0600025295		rs42943391		6		90,394,341		6,951		intergenic_variant												20						1												

		BovineHD0600025304		rs136365477		6		90,427,125		32,785		intron_variant		CDKL2										20						1												

		BovineHD0600025322		rs42992669		6		90,535,700		108,576		intron_variant		G3BP2										20						1												

		BovineHD0600025329		rs42555007		6		90,571,119		35,420		intron_variant		USO1										20						1												

		BovineHD0600025335		rs135457389		6		90,605,134		34,016		intron_variant		USO1										20						1												

		BovineHD0600025337		rs42555855		6		90,611,088		5,955		intron_variant		USO1										20						1												

		BovineHD0600025340		rs42555887		6		90,628,512		17,425		intron_variant		USO1										20						1												

		BovineHD0600025342		rs42555898		6		90,630,358		1,847		intron_variant		USO1										20						1												

		BovineHD0600025345		rs42555911		6		90,632,388		2,031		intron_variant		USO1										20						1												

		BovineHD0600025348		rs42554981		6		90,637,749		5,362		intron_variant		USO1										20						1												

		BovineHD0600025350		rs43478695		6		90,646,323		8,575		intergenic_variant												20						1												

		BovineHD0600025352		rs110056186		6		90,655,096		8,774		intergenic_variant												20						1												

		BovineHD0600025354		rs43478634		6		90,657,321		2,226		intergenic_variant												20						1												

		BovineHD0600025356		rs110488474		6		90,663,381		6,061		intergenic_variant												20						1												

		BovineHD0600025365		rs42553812		6		90,686,760		23,380		intergenic_variant												20						1												

		BovineHD0600025368		rs110697764		6		90,699,559		12,800		intergenic_variant												20						1												

		BovineHD0600025371		rs110713961		6		90,703,113		3,555		intergenic_variant												20						1												

		BovineHD0600025376		rs109114353		6		90,723,043		19,931		missense_variant		PPEF2		aCg/aTg		Thr/Met		Polar uncharged		Hydrophobic		20						1												

		BovineHD0600025381		rs109167221		6		90,731,726		8,684		intron_variant		PPEF2										20						1												

		ARS-BFGL-NGS-108278		rs109353608		6		90,760,107		28,382		intron_variant		NAAA										20						1												

		BovineHD0600025392		rs135081234		6		90,772,505		12,399		intron_variant		NAAA										20						1												

		BovineHD0600025394		rs136997820		6		90,774,237		1,733		intron_variant		NAAA										20						1												

		BovineHD0600025397		rs134099096		6		90,777,275		3,039		synonymous_variant		NAAA										20						1												

		BovineHD0600025403		rs109599740		6		90,783,813		6,539		intron_variant		NAAA										20						1												

		BovineHD0600025422		rs134812464		6		90,826,814		43,002		intron_variant		SDAD1										20						1												

		BovineHD0600025428		rs133492009		6		90,838,508		11,695		intron_variant		SDAD1										20						1												

		BovineHD0600025430		rs43476998		6		90,840,792		2,285		intron_variant		SDAD1										20						1												

		BovineHD0600025432		rs134889097		6		90,843,727		2,936		intergenic_variant												20						1												

		BovineHD0600025434		rs43476286		6		90,847,159		3,433		intergenic_variant												20						1												

		BovineHD0600025438		rs133934791		6		90,855,811		8,653		intergenic_variant												20						1												

		BovineHD0600025440		rs43476260		6		90,857,264		1,454		intergenic_variant												20						1												

		BovineHD0600025448		rs43476245		6		90,880,875		23,612		intron_variant		ART3										20						1												

		BovineHD0600025449		rs135572047		6		90,883,990		3,116		intron_variant		ART3										20						1												

		BovineHD0600025451		rs43475520		6		90,886,426		2,437		intron_variant		ART3										20						1												

		BovineHD0600025453		rs43475529		6		90,888,339		1,914		intron_variant		ART3										20						1												

		BovineHD0600025455		rs43476238		6		90,891,528		3,190		intron_variant		ART3										20						1												

		BovineHD0600025458		rs42760387		6		90,915,933		24,406		intron_variant		ART3										20						1												

		BovineHD0600025460		rs42760422		6		90,924,765		8,833		intron_variant		ART3										20						1												

		BovineHD0600025477		rs133674648		6		90,969,434		44,670		intron_variant		ART3										20						1												

		BovineHD0600025479		rs136068305		6		90,971,025		1,592		intron_variant		ART3										20						1												

		BovineHD0600025481		rs134893243		6		90,972,440		1,416		intron_variant		ART3										20						1												

		BovineHD0600025484		rs135086650		6		90,976,314		3,875		intron_variant		ART3										20						1												

		BovineHD0600025511		rs43476203		6		91,046,875		70,562		intergenic_variant												20						1												

		BovineHD0600025513		rs135882753		6		91,049,588		2,714		intron_variant		SCARB2										20						1												

		BovineHD0600025515		rs137058767		6		91,050,900		1,313		intron_variant		SCARB2										20						1												

		BovineHD0600025523		rs136064232		6		91,057,025		6,126		intron_variant		SCARB2										20						1												

		BovineHD4100005354		rs41257046		6		91,059,069		2,045		synonymous_variant		SCARB2										20						1												

		BovineHD0600025529		rs136457468		6		91,064,422		5,354		intron_variant		SCARB2										20						1												

		BovineHD0600025543		rs110248086		6		91,080,104		15,683		intron_variant		SCARB2										20						1												

		BovineHD0600025545		rs135479972		6		91,081,412		1,309		intron_variant		SCARB2										20						1												

		BovineHD0600025551		rs136998170		6		91,089,867		8,456		intron_variant		SCARB2										20						1												

		BovineHD0600025554		rs109898302		6		91,093,246		3,380		intron_variant		SCARB2										20						1												

		BovineHD0600025572		rs43477303		6		91,118,700		25,455		intron_variant		SCARB2										20						1												

		BovineHD0600025575		rs133896424		6		91,124,919		6,220		intron_variant		SCARB2										20						1												

		BovineHD0600025577		rs136623907		6		91,126,191		1,273		intron_variant		SCARB2										20						1												

		BovineHD0600025579		rs137674573		6		91,128,648		2,458		intron_variant		SCARB2										20						1												

		BovineHD0600025581		rs134707096		6		91,134,037		5,390		intergenic_variant												20						1												

		BovineHD0600025583		rs133212429		6		91,137,626		3,590		intergenic_variant												20						1												

		BovineHD0600025591		rs135894930		6		91,168,327		30,702		intron_variant		FAM47E										20						1												

		BovineHD0600025594		rs136216129		6		91,171,972		3,646		intron_variant		FAM47E										20						1												

		BovineHD0600025608		rs43469942		6		91,197,879		25,908		intron_variant		FAM47E										20						1												

		BovineHD0600025610		rs43469934		6		91,199,750		1,872		intron_variant		FAM47E										20						1												

		BovineHD0600025612		rs43478223		6		91,201,316		1,567		intron_variant		FAM47E										20						1												

		BovineHD0600025627		rs133459515		6		91,230,070		28,755		intron_variant		CCDC158										20						1												

		BovineHD0600025644		rs135454766		6		91,271,819		41,750		intron_variant		CCDC158										20						1												

		BovineHD0600025683		rs43471209		6		91,328,567		56,749		intron_variant		SHROOM3										20						1												

		BovineHD0600025690		rs110677517		6		91,341,064		12,498		intron_variant		SHROOM3										20						1												

		BovineHD0600025692		rs43472396		6		91,343,691		2,628		intron_variant		SHROOM3										20						1												

		BovineHD0600025694		rs43472424		6		91,345,884		2,194		intron_variant		SHROOM3										20						1												

		BovineHD0600025696		rs43473442		6		91,347,514		1,631		intron_variant		SHROOM3										20						1												

		BovineHD0600025698		rs43473474		6		91,350,298		2,785		intron_variant		SHROOM3										20						1												

		BovineHD0600025701		rs110206169		6		91,353,452		3,155		intron_variant		SHROOM3										20						1												

		BovineHD0600025703		rs133089810		6		91,355,718		2,267		intron_variant		SHROOM3										20						1												

		BTB-00267652		rs43473503		6		91,357,781		2,064		intron_variant		SHROOM3										20						1												

		BovineHD0600025717		rs110234911		6		91,376,796		19,016		intron_variant		SHROOM3										20						1												

		BovineHD0600025720		rs43473520		6		91,380,891		4,096		intron_variant		SHROOM3										20						1												

		BovineHD0600025722		rs136404864		6		91,383,378		2,488		intron_variant		SHROOM3										20						1												

		BovineHD0600025726		rs133693628		6		91,391,589		8,212		intron_variant		SHROOM3										20						1												

		BovineHD0600025728		rs132964769		6		91,397,116		5,528		intron_variant		SHROOM3										20						1												

		BovineHD0600025730		rs135450776		6		91,401,280		4,165		intron_variant		SHROOM3										20						1												

		BovineHD0600025732		rs110332749		6		91,403,032		1,753		intron_variant		SHROOM3										20						1												

		BovineHD0600025736		rs134547697		6		91,409,836		6,805		intron_variant		SHROOM3										20						1												

		BovineHD0600025739		rs109384430		6		91,411,981		2,146		intron_variant		SHROOM3										20						1												

		BovineHD0600025743		rs136224885		6		91,422,367		10,387		intron_variant		SHROOM3										20						1												

		ARS-BFGL-NGS-92582		rs109766893		6		91,425,117		2,751		intron_variant		SHROOM3										20						1												

		BovineHD0600025746		rs43475535		6		91,427,282		2,166		intron_variant		SHROOM3										20						1												

		BovineHD0600025748		rs43474700		6		91,431,855		4,574		intron_variant		SHROOM3										20						1												

		BovineHD0600025750		rs109938433		6		91,434,034		2,180		intron_variant		SHROOM3										20						1												

		BovineHD0600025755		rs110129232		6		91,443,120		9,087		intron_variant		SHROOM3										20						1												

		BovineHD0600025763		rs134698323		6		91,462,732		19,613		intron_variant		SHROOM3										20						1												

		BovineHD0600025767		rs43475593		6		91,472,667		9,936		intron_variant		SHROOM3										20						1												

		BovineHD0600025770		rs135074590		6		91,483,973		11,307		intron_variant		SHROOM3										20						1												

		BovineHD0600025774		rs110666415		6		91,494,841		10,869		intron_variant		SHROOM3										20						1												

		BovineHD0600025776		rs43476531		6		91,499,342		4,502		intron_variant		SHROOM3										20						1												

		BovineHD0600025778		rs43476548		6		91,504,848		5,507		intron_variant		SHROOM3										20						1												

		BovineHD4100005361		rs41655334		6		91,507,797		2,950		intron_variant		SHROOM3										20						1												

		BovineHD0600025780		rs43476560		6		91,511,853		4,057		intron_variant		SHROOM3										20						1												

		BovineHD0600025782		rs134851167		6		91,514,739		2,887		intron_variant		SHROOM3										20						1												

		BovineHD0600025784		rs43476611		6		91,516,965		2,227		intron_variant		SHROOM3										20						1												

		ARS-BFGL-NGS-112355		rs109721869		6		91,519,341		2,377		intron_variant		SHROOM3										20						1												

		BovineHD0600025787		rs43477741		6		91,521,006		1,666		intron_variant		SHROOM3										20						1												

		BovineHD0600025789		rs43477765		6		91,523,316		2,311		intron_variant		SHROOM3										20						1												

		BovineHD0600025796		rs43477798		6		91,532,604		9,289		intron_variant		SHROOM3										20						1												

		BovineHD0600025802		rs43477829		6		91,541,438		8,835		intron_variant		SHROOM3										20						1												

		BovineHD0600025804		rs43478850		6		91,543,525		2,088		intron_variant		SHROOM3										20						1												

		ARS-BFGL-NGS-115085		rs43478867		6		91,546,036		2,512		intron_variant		SHROOM3										20						1												

		BovineHD0600025807		NA		6		91,548,000		1,965														20						1												

		BovineHD0600025809		rs43478887		6		91,550,721		2,722		intron_variant		SHROOM3										20						1												

		BovineHD0600025812		rs136734574		6		91,556,439		5,719		intron_variant		SHROOM3										20						1												

		BovineHD0600025816		rs135056613		6		91,572,345		15,907		intron_variant		SHROOM3										20						1												

		BovineHD0600025819		rs137472066		6		91,583,638		11,294		intron_variant		SHROOM3										20						1												

		BovineHD4100005363		rs108996057		6		91,594,268		10,631		intron_variant		SHROOM3										20						1												

		BovineHD0600025825		rs109657383		6		91,609,333		15,066		intron_variant		SHROOM3										20						1												

		BovineHD0600025827		rs109015081		6		91,613,604		4,272		synonymous_variant		SHROOM3										20						1												

		BovineHD0600025830		rs109261658		6		91,616,476		2,873		intron_variant		SHROOM3										20						1												

		UA-IFASA-6709		rs41655339		6		91,629,835		13,360		synonymous_variant		SHROOM3										20						1												

		BovineHD0600025838		rs110090222		6		91,641,819		11,985		intron_variant		SHROOM3										20						1												

		BovineHD0600025844		rs43478900		6		91,666,641		24,823		intergenic_variant												20						1												

		BovineHD0600025854		rs109817875		6		91,713,866		47,226		intergenic_variant												20						1												

		BovineHD0600025855		rs43480050		6		91,718,305		4,440		intergenic_variant												20						1												

		BovineHD0600025872		rs135859487		6		91,785,192		66,888		intron_variant		SEPT11										20						1												

		BovineHD0600025877		rs43480090		6		91,793,034		7,843		intron_variant		SEPT11										20						1												

		BovineHD0600025880		rs43480088		6		91,797,583		4,550		intron_variant		SEPT11										20						1												

		BovineHD0600025882		rs135579566		6		91,801,407		3,825		intron_variant		SEPT11										20						1												

		BovineHD0600025885		rs135757659		6		91,808,108		6,702		intron_variant		SEPT11										20						1												

		BovineHD0600025905		rs137359110		6		91,850,573		42,466		intron_variant		SEPT11										20						1												

		BovineHD0600025923		rs135838385		6		91,885,867		35,295		intron_variant		CCNI										20						1												

		BovineHD0600025925		rs134139367		6		91,887,949		2,083		intron_variant		CCNI										20						1												

		BovineHD0600025927		rs133674795		6		91,891,961		4,013		synonymous_variant		CCNI										20						1												

		BovineHD0600025930		rs133261018		6		91,895,461		3,501		intron_variant		CCNI										20						1												

		BovineHD0600025934		rs110636311		6		91,900,934		5,474		intron_variant		CCNI										20						1												

		BovineHD0600025938		rs132854961		6		91,908,296		7,363		intron_variant		CCNI										20						1												

		BovineHD0600025940		rs109312557		6		91,914,251		5,956		intron_variant		CCNI										20						1												

		BovineHD0600025942		rs43470950		6		91,916,385		2,135		intron_variant		CCNI										20						1												

		BovineHD0600025946		rs43470954		6		91,924,528		8,144		intergenic_variant												20						1												

		BovineHD0600025950		rs133497218		6		91,931,445		6,918		intergenic_variant												20						1												

		BovineHD0600025952		rs135871612		6		91,933,269		1,825		intergenic_variant												20						1												

		BovineHD0600025956		rs133750992		6		91,938,049		4,781		intergenic_variant												20						1												

		BovineHD0600025961		rs132883717		6		91,956,680		18,632		intergenic_variant												20						1												

		BovineHD0600025982		rs134427884		6		92,019,487		62,808		intergenic_variant												20						1												

		BovineHD0600026001		rs43167319		6		92,067,320		47,834		intergenic_variant												20						1												

		BovineHD0600026008		rs42825446		6		92,078,928		11,609		intergenic_variant												20						1												

		BovineHD0600026010		rs110052151		6		92,080,808		1,881		intergenic_variant												20						1												

		BovineHD0600026015		rs42824390		6		92,094,895		14,088		intergenic_variant												20						1												

		BovineHD0600026019		rs42824380		6		92,104,666		9,772		intergenic_variant												20						1												

		BovineHD0600026031		rs43144286		6		92,146,782		42,117		intergenic_variant												20						1												

		BovineHD0600026037		rs136843498		6		92,167,389		20,608		intergenic_variant												20						1												

		Hapmap43810-BTA-22040		rs41629192		6		92,180,352		12,964		intergenic_variant												20						1												

		BovineHD0600026042		rs42975307		6		92,202,639		22,288		intergenic_variant												20						1												

		BovineHD0700004432		rs109481303		7		14,819,017				intron_variant		ICAM1														12						1								

		BovineHD0700004436		rs110649429		7		14,826,557		7,541		intron_variant		ICAM4														12						1								

		BovineHD0700004438		rs109267728		7		14,830,159		3,603		intron_variant		ICAM5														12						1								

		BovineHD0700004441		rs134710953		7		14,843,112		12,954		intron_variant		FDX2														12						1								

		BovineHD0700004447		rs110004181		7		14,863,105		19,994		intron_variant		ICAM3														12						1								

		BovineHD0700004449		rs109558073		7		14,866,698		3,594		intron_variant		ICAM3														12						1								

		BovineHD0700004451		rs110765285		7		14,870,096		3,399		intergenic_variant																12						1								

		BovineHD0700004454		rs137599194		7		14,879,951		9,856		intron_variant		TYK2														12						1								

		BovineHD0700004456		rs137119380		7		14,882,179		2,229		intron_variant		TYK2														12						1								

		BovineHD0700004460		rs110286876		7		14,886,414		4,236		intron_variant		TYK2														12						1								

		BovineHD0700004463		rs137692876		7		14,898,467		12,054		intron_variant		TYK2														12						1								

		BovineHD0700004466		rs109341671		7		14,905,003		6,537		intergenic_variant																12						1								

		BovineHD0700004468		rs133849752		7		14,911,193		6,191		intergenic_variant																12						1								

		BovineHD0700004476		rs110851331		7		14,945,843		34,651		intron_variant		CDC37														12						1								

		BovineHD0700004496		rs135286545		7		15,025,069		79,227		intron_variant		S1PR5														12						1								

		BovineHD4100005770		rs41656889		7		15,072,078		47,010		intergenic_variant																12						1								

		BovineHD0700004517		rs135103280		7		15,108,092		36,015		intron_variant		SLC44A2														12						1								

		ARS-BFGL-NGS-17498		rs109953140		7		15,113,274		5,183		intron_variant		SLC44A2														12						1								

		BovineHD0700004522		rs133231860		7		15,123,254		9,981		intron_variant		SLC44A2														12						1								

		BovineHD0700004524		rs136324283		7		15,129,572		6,319		synonymous_variant		SLC44A2														12						1								

		BovineHD0700004526		rs137230893		7		15,136,144		6,573		3_prime_UTR_variant		SLC44A2														12						1								

		BovineHD4100005772		rs41611276		7		15,141,498		5,355		intron_variant		ILF3														12						1								

		BovineHD0700004529		rs134706327		7		15,142,492		995		intron_variant		ILF3														12						1								

		BovineHD0700004534		rs41567601		7		15,150,058		7,567		intron_variant		ILF3														12						1								

		BovineHD0700004537		rs136927233		7		15,153,220		3,163		intron_variant		ILF3														12						1								

		BovineHD0700004540		rs134484621		7		15,156,010		2,791		intron_variant		ILF3														12						1								

		BovineHD0700004543		rs136593795		7		15,164,726		8,717		intron_variant		ILF3														12						1								

		BovineHD0700004546		rs133214936		7		15,177,845		13,120		intergenic_variant																12						1								

		BovineHD0700004548		rs135590708		7		15,180,391		2,547		intergenic_variant																12						1								

		BovineHD0700004550		rs134815357		7		15,188,314		7,924		intergenic_variant																12						1								

		BovineHD0700004552		rs136931378		7		15,194,760		6,447		intron_variant		QTRT1														12						1								

		ARS-BFGL-NGS-63288		rs109225646		7		38,708,301		23,513,542		intron_variant		NSD1												13						1										

		BovineHD0700011648		rs109387647		7		38,808,682		100,382		intergenic_variant														13						1										

		BovineHD0700011652		rs132904949		7		38,817,210		8,529		intergenic_variant														13						1										

		BovineHD0700011655		rs110443351		7		38,826,113		8,904		intergenic_variant														13						1										

		BovineHD0700011657		rs135839131		7		38,828,751		2,639		intergenic_variant														13						1										

		BovineHD0700011660		rs109754436		7		38,834,185		5,435		intron_variant		LMAN2												13						1										

		BovineHD0700011663		rs136455604		7		38,843,893		9,709		intron_variant		LMAN2												13						1										

		BovineHD0700011671		rs135203990		7		38,871,855		27,963		intergenic_variant														13						1										

		BovineHD4100005971		rs29013451		7		38,896,352		24,498		intron_variant		SLC34A1												13						1										

		ARS-BFGL-NGS-12006		rs110254923		7		38,979,490		83,139		intron_variant		PDLIM7												13						1										

		BovineHD0700011726		rs109812994		7		39,139,943		160,454		intergenic_variant														13						1										

		ARS-BFGL-NGS-113876		rs109392509		7		39,286,957		147,015		intergenic_variant														13						1										

		BovineHD0700011765		rs43505062		7		39,307,377		20,421		intron_variant		PHYKPL												13						1										

		BovineHD0700011768		rs43505067		7		39,319,689		12,313		intron_variant		COL23A1												13						1										

		BovineHD0700011771		rs137199531		7		39,328,824		9,136		intron_variant		COL23A1												13						1										

		BovineHD0700011774		rs134762693		7		39,335,868		7,045		intron_variant		COL23A1												13						1										

		BovineHD0700011777		rs134892283		7		39,343,803		7,936		intron_variant		COL23A1												13						1										

		BovineHD0700011782		rs110484622		7		39,354,876		11,074		intron_variant		COL23A1												13						1										

		BovineHD0700011791		rs110646445		7		39,362,070		7,195		intron_variant		COL23A1												13						1										

		BovineHD0700011793		rs109621079		7		39,364,570		2,501		intron_variant		COL23A1												13						1										

		BovineHD0700011797		rs110624643		7		39,368,056		3,487		intron_variant		COL23A1												13						1										

		BovineHD0700011801		rs110622620		7		39,371,106		3,051		intron_variant		COL23A1												13						1										

		BovineHD0700011814		rs109851765		7		39,384,893		13,788		intron_variant		COL23A1												13						1										

		BTB-01849321		rs42959669		7		39,395,593		10,701		intron_variant		COL23A1												13						1										

		BovineHD0700011821		rs110873158		7		39,406,638		11,046		intron_variant		COL23A1												13						1										

		ARS-BFGL-NGS-119019		rs42676797		7		39,449,426		42,789		intron_variant		COL23A1												13						1										

		BovineHD0700011830		rs42676809		7		39,458,845		9,420		intron_variant		COL23A1												13						1										

		BTB-01558306		rs42676815		7		39,470,408		11,564		intron_variant		COL23A1												13						1										

		BovineHD4100005976		rs42676824		7		39,485,433		15,026		intron_variant		COL23A1												13						1										

		BovineHD0700011838		rs42677731		7		39,490,977		5,545		intron_variant		COL23A1												13						1										

		BovineHD0700011842		rs42676768		7		39,508,651		17,675		intron_variant		COL23A1												13						1										

		BovineHD0700011844		rs110741451		7		39,516,023		7,373		intron_variant		COL23A1												13						1										

		BovineHD0700011846		rs108983920		7		39,519,456		3,434		intron_variant		COL23A1												13						1										

		BovineHD0700011852		rs42676735		7		39,524,748		5,293		intron_variant		COL23A1												13						1										

		BovineHD0700011855		rs42675816		7		39,532,208		7,461		intron_variant		COL23A1												13						1										

		BovineHD4100005980		rs110264095		7		39,597,206		64,999		intron_variant		COL23A1												13						1										

		BovineHD0700011889		rs42798772		7		39,694,754		97,549		intron_variant		COL23A1												13						1										

		BovineHD0700011891		rs42798792		7		39,698,710		3,957		intron_variant		COL23A1												13						1										

		Hapmap41157-BTA-113254		rs41618316		7		39,721,571		22,862		intergenic_variant														13						1										

		BovineHD0700011900		rs135867289		7		39,732,067		10,497		intergenic_variant														13						1										

		BovineHD0700011903		rs135458926		7		39,743,104		11,038		intergenic_variant														13						1										

		BovineHD0700011905		rs134881475		7		39,745,465		2,362		intron_variant		CLK4												13						1										

		BovineHD0700011909		rs41799566		7		39,748,012		2,548		intron_variant		CLK4												13						1										

		BovineHD0700011911		rs109363320		7		39,750,380		2,369		intron_variant		CLK4												13						1										

		BovineHD0700011914		rs135325084		7		39,752,268		1,889		intron_variant		CLK4												13						1										

		BovineHD4100005982		rs29022444		7		39,754,843		2,576		intron_variant		CLK4												13						1										

		UA-IFASA-9367		rs41578761		7		39,757,313		2,471		intron_variant		CLK4												13						1										

		BovineHD0700011920		rs135572860		7		39,762,694		5,382		intergenic_variant														13						1										

		BovineHD0700011928		rs109936868		7		39,794,340		31,647		intergenic_variant														13						1										

		BovineHD0700011931		rs41801177		7		39,815,562		21,223		intron_variant		ZNF354A												13						1										

		BTB-02073790		rs43173276		7		39,849,561		34,000		intron_variant		PROP1												13						1										

		BovineHD0700011940		rs43173248		7		39,854,733		5,173		intergenic_variant														13						1										

		BovineHD0700011944		rs134934221		7		39,860,398		5,666		intergenic_variant														13						1										

		BovineHD0700011946		rs133356818		7		39,864,279		3,882		intergenic_variant														13						1										

		BTB-01560842		rs42676085		7		39,900,031		35,753		intergenic_variant														13						1										

		BovineHD0700011961		rs42676101		7		39,947,836		47,806		intergenic_variant														13						1										

		BovineHD0700011963		rs42676103		7		39,950,991		3,156		intergenic_variant														13						1										

		BovineHD0700011965		rs42676106		7		39,953,434		2,444		intergenic_variant														13						1										

		ARS-BFGL-NGS-67066		rs110048695		7		39,964,153		10,720		intergenic_variant														13						1										

		BovineHD0700011969		rs43505995		7		39,986,504		22,352		intron_variant		MGAT1												13						1										

		BTB-00301765		rs43505962		7		39,994,553		8,050		intron_variant		MGAT1												13						1										

		BovineHD0700011973		rs134733991		7		40,001,603		7,051		intergenic_variant														13						1										

		BovineHD0700011977		rs43505974		7		40,016,354		14,752		intergenic_variant														13						1										

		BovineHD0700011979		rs43505977		7		40,017,692		1,339		intergenic_variant														13						1										

		BovineHD0700011983		rs42886694		7		40,031,747		14,056		intergenic_variant														13						1										

		BovineHD0700011986		rs109941267		7		40,042,562		10,816		intergenic_variant														13						1										

		BovineHD0700011990		rs109428750		7		40,062,478		19,917		intergenic_variant														13						1										

		BovineHD0700011992		rs136755640		7		40,064,565		2,088		intergenic_variant														13						1										

		BovineHD0700012087		rs137771013		7		40,079,115		14,551		intergenic_variant														13						1										

		BovineHD0700012083		rs134301279		7		40,082,147		3,033		intergenic_variant														13						1										

		BovineHD0700012076		rs134932957		7		40,092,437		10,291		intron_variant		BTNL9												13						1										

		BovineHD0700012095		rs43750503		7		40,106,186		13,750		intron_variant		BTNL9												13						1										

		BovineHD0700012092		rs135908630		7		40,114,074		7,889		intergenic_variant														13						1										

		BovineHD0700012090		rs81109480		7		40,116,127		2,054		intergenic_variant														13						1										

		BovineHD0700012065		rs42761588		7		40,129,501		13,375		intergenic_variant														13						1										

		BovineHD0700012062		rs137615711		7		40,132,515		3,015		intergenic_variant														13						1										

		BovineHD0700012046		rs42761536		7		40,139,917		7,403		intergenic_variant														13						1										

		BovineHD0700012044		rs42772320		7		40,141,372		1,456		intergenic_variant														13						1										

		BovineHD0700012038		rs109430521		7		40,150,833		9,462		intergenic_variant														13						1										

		BovineHD0700012036		rs42772261		7		40,152,417		1,585		intergenic_variant														13						1										

		BovineHD0700012034		rs110048552		7		40,154,619		2,203		intergenic_variant														13						1										

		BovineHD0700012021		rs135367475		7		40,208,242		53,624		intergenic_variant														13						1										

		BovineHD0700012054		rs110304668		7		40,234,709		26,468		intergenic_variant														13						1										

		BovineHD0700012048		rs133674180		7		40,252,523		17,815		intergenic_variant														13						1										

		BovineHD0700012029		rs43514334		7		40,262,814		10,292		intergenic_variant														13						1										

		BovineHD0700012100		rs43513294		7		40,266,099		3,286		intergenic_variant														13						1										

		BovineHD0700012105		rs135887037		7		40,269,429		3,331		intergenic_variant														13						1										

		BovineHD0700012108		rs137604142		7		40,273,921		4,493		intergenic_variant														13						1										

		BovineHD0700012111		rs135373036		7		40,276,138		2,218		intergenic_variant														13						1										

		BovineHD0700012113		rs133982448		7		40,279,297		3,160		intergenic_variant														13						1										

		BovineHD0700012115		rs43514371		7		40,281,288		1,992		intergenic_variant														13						1										

		BovineHD0700012117		rs135286179		7		40,282,773		1,486		intergenic_variant														13						1										

		BovineHD0700012121		rs135276635		7		40,291,854		9,082		intergenic_variant														13						1										

		BovineHD0700012123		rs134303794		7		40,293,035		1,182		intergenic_variant														13						1										

		BovineHD0700012126		rs132747901		7		40,295,760		2,726		intergenic_variant														13						1										

		BovineHD0700012129		rs133333684		7		40,298,914		3,155		intergenic_variant														13						1										

		BovineHD0700012131		rs136357997		7		40,300,580		1,667		intergenic_variant														13						1										

		BovineHD0700012134		rs137769691		7		40,306,084		5,505		intergenic_variant														13						1										

		BovineHD0700012139		rs43514401		7		40,316,016		9,933		intergenic_variant														13						1										

		BovineHD0700012153		rs108985911		7		40,353,194		37,179		intergenic_variant														13						1										

		BovineHD0700012156		rs43514936		7		40,357,298		4,105		intergenic_variant														13						1										

		BovineHD0700012167		rs134908068		7		40,383,320		26,023		intron_variant		TRIM52												13						1										

		BovineHD0700012172		rs43514980		7		40,399,385		16,066		intergenic_variant														13						1										

		BovineHD0700012176		rs110442534		7		40,404,641		5,257		intergenic_variant														13						1										

		BovineHD0700012179		rs136763892		7		40,433,250		28,610		intergenic_variant														13						1										

		BovineHD0700012182		rs43514994		7		40,439,279		6,030		intergenic_variant														13						1										

		BovineHD0700012187		rs132911614		7		40,452,079		12,801		intergenic_variant														13						1										

		BovineHD0700012189		rs135097447		7		40,454,659		2,581		intergenic_variant														13						1										

		BovineHD0700012192		rs43515844		7		40,459,679		5,021		intron_variant		IFI47												13						1										

		BovineHD0700012194		rs43515853		7		40,460,957		1,279		intron_variant		IFI47												13						1										

		BovineHD0700012199		rs43516542		7		40,470,518		9,562		intron_variant		IFI47												13						1										

		BovineHD0700012201		rs135348337		7		40,472,910		2,393		intron_variant		IFI47												13						1										

		BovineHD0700012203		rs43516537		7		40,474,985		2,076		intron_variant		IFI47												13						1										

		BovineHD0700012205		rs137718927		7		40,476,726		1,742		intergenic_variant														13						1										

		BovineHD0700012209		rs43516594		7		40,507,729		31,004		intergenic_variant														13						1										

		BovineHD0700012211		rs43516586		7		40,509,002		1,274		intergenic_variant														13						1										

		BovineHD0700012214		rs43517591		7		40,520,659		11,658		intergenic_variant														13						1										

		BovineHD0700012220		rs133345230		7		40,540,912		20,254		intergenic_variant														13						1										

		BovineHD0700012231		rs108957518		7		40,589,906		48,995		intron_variant		ZNF496												13		13												1		

		BovineHD0700012232		rs42619451		7		40,592,576		2,671		intron_variant		ZNF496												13		13												1		

		BovineHD0700012236		rs132756399		7		40,609,922		17,347		intron_variant		ZNF496												13		13												1		

		BovineHD0700012238		rs135330716		7		40,617,403		7,482		intergenic_variant														13		13												1		

		BovineHD0700012242		rs43517622		7		40,624,610		7,208		intergenic_variant														13		13												1		

		BovineHD0700012246		rs110875578		7		40,638,226		13,617		intergenic_variant														13		13												1		

		BovineHD0700012249		rs43570981		7		40,646,410		8,185		intergenic_variant														13		13												1		

		BovineHD0700012251		rs135914890		7		40,648,617		2,208		intergenic_variant														13		13												1		

		BovineHD0700012262		rs110849184		7		40,684,669		36,053		intron_variant		NLRP3												13		13												1		

		BovineHD0700012263		rs109547582		7		40,689,565		4,897		intron_variant		NLRP3												13		13												1		

		BovineHD0700012271		rs43571562		7		40,721,763		32,199		intergenic_variant														13		13												1		

		BovineHD0700012273		rs137031067		7		40,727,853		6,091		intergenic_variant														13		13												1		

		BovineHD0700012285		rs132776850		7		40,768,918		41,066		intergenic_variant														13		13												1		

		BovineHD0700012299		rs109020477		7		40,818,854		49,937		intergenic_variant														13		13												1		

		BovineHD0700012312		rs43571998		7		40,867,426		48,573		intron_variant		GCSAML												13		13												1		

		BovineHD0700012315		rs136144602		7		40,877,145		9,720		intron_variant		GCSAML												13		13												1		

		BovineHD0700012317		rs135318896		7		40,879,409		2,265		intron_variant		GCSAML												13		13												1		

		BovineHD0700012319		rs133153783		7		40,880,854		1,446		intron_variant		GCSAML												13		13												1		

		BovineHD0700012329		rs42713747		7		40,925,977		45,124		intergenic_variant														13		13												1		

		UA-IFASA-6047		rs41659523		7		40,957,962		31,986		intergenic_variant														13		13												1		

		BovineHD0700012358		rs43066111		7		41,045,217		87,256		intergenic_variant														13		13												1		

		BovineHD0700012361		rs43067478		7		41,049,209		3,993		intergenic_variant														13		13												1		

		BovineHD0700012364		rs43180006		7		41,058,390		9,182		intergenic_variant														13		13												1		

		BovineHD0700012378		rs43162588		7		41,104,756		46,367		intergenic_variant														13		13												1		

		BTB-02038315		rs43147363		7		41,113,860		9,105		intergenic_variant														13		13												1		

		BovineHD0700012382		rs43147378		7		41,118,097		4,238		intergenic_variant														13		13												1		

		BovineHD0700012384		rs43147385		7		41,121,448		3,352		intergenic_variant														13		13												1		

		BovineHD0700012387		rs43072090		7		41,125,658		4,211		intergenic_variant														13		13												1		

		BovineHD0700012398		rs133969805		7		41,162,692		37,035		intergenic_variant														13		13												1		

		BTB-01871912		rs42982817		7		41,170,102		7,411		intron_variant		OR6T1												13		13												1		

		BovineHD0700012392		rs42983632		7		41,209,936		39,835		intergenic_variant														13		13												1		

		BovineHD0700012404		rs134302917		7		41,219,092		9,157		intergenic_variant														13		13												1		

		BovineHD0700012414		rs43512442		7		41,252,219		33,128		intergenic_variant														13		13												1		

		BovineHD0700012416		rs43512451		7		41,253,905		1,687		missense_variant		OR2W3		gAa/gGa		Glu/Ala		Negative		Hydrophobic				13		13												1		

		BovineHD0700012418		rs43512461		7		41,255,113		1,209		intergenic_variant														13		13												1		

		BovineHD0700012421		rs135137563		7		41,261,062		5,950		intergenic_variant														13		13												1		

		BovineHD0700012424		rs135166683		7		41,272,244		11,183		intergenic_variant														13		13												1		

		BovineHD0700012433		rs43512526		7		41,316,584		44,341		intergenic_variant														13		13												1		

		BTB-00307738		rs43513552		7		41,322,999		6,416		intergenic_variant														13		13												1		

		BovineHD0200030154		rs42207982		7		41,337,362		14,364		intergenic_variant														13		13												1		

		BovineHD0700032996		rs136923005		7		41,349,350		11,989		intergenic_variant														13		13												1		

		BovineHD0700006542		rs137120513		7		41,362,509		13,160		intergenic_variant														13		13												1		

		BovineHD0700006540		rs137594152		7		41,367,165		4,657		intergenic_variant														13		13												1		

		BovineHD0700006538		rs42207999		7		41,374,262		7,098		intergenic_variant														13		13												1		

		BovineHD0700006529		rs42208786		7		41,391,176		16,915		intergenic_variant														13		13												1		

		BovineHD4100005990		rs41662039		7		41,444,745		53,570		intergenic_variant														13		13												1		

		BovineHD0700012461		rs42365889		7		41,494,417		49,673		intergenic_variant														13		13												1		

		BovineHD0700012469		rs42366714		7		41,521,987		27,571		intergenic_variant														13		13												1		

		BTB-01207612		rs42361334		7		41,621,787		99,801		intergenic_variant														13		13												1		

		ARS-BFGL-NGS-104485		rs111019273		7		41,827,969		206,183		missense_variant		OR2L13		tGt/tTt		Cys/Phe		Hydrophobic		Hydrophobic				13		13												1		

		BovineHD0700012563		rs110905849		7		41,979,572		151,604		intergenic_variant														13		13												1		

		ARS-BFGL-NGS-109564		rs110305254		7		42,030,943		51,372		intergenic_variant														13		13												1		

		BovineHD0700012579		rs109183181		7		42,065,855		34,913		intergenic_variant														13		13												1		

		BovineHD0700012583		rs42683318		7		42,081,261		15,407		intergenic_variant														13		13												1		

		BTB-01561766		rs42683304		7		42,096,163		14,903		intergenic_variant														13		13												1		

		BovineHD0700012615		rs109392817		7		42,181,907		85,745		intergenic_variant														13		13												1		

		BovineHD0700012631		rs43518346		7		42,262,305		80,399		intergenic_variant														13		13												1		

		BovineHD0700012656		rs133114825		7		42,382,228		119,924		intergenic_variant														13		13												1		

		BovineHD0700012658		rs135765604		7		42,389,885		7,658		intergenic_variant														13		13												1		

		BovineHD0700012660		rs109382079		7		42,400,368		10,484		intergenic_variant														13		13												1		

		BovineHD0700012662		rs136606039		7		42,402,066		1,699		intergenic_variant														13		13												1		

		BovineHD0700012664		rs109580243		7		42,403,978		1,913		intergenic_variant														13		13												1		

		BovineHD0700012666		rs134788484		7		42,406,769		2,792		intergenic_variant														13		13												1		

		BovineHD0700012668		rs133160398		7		42,408,077		1,309		intergenic_variant														13		13												1		

		BovineHD0700012672		rs135140110		7		42,411,338		3,262		intergenic_variant														13		13												1		

		BovineHD0700012675		rs134351563		7		42,420,555		9,218		intergenic_variant														13		13												1		

		BovineHD0700012677		rs137743296		7		42,423,239		2,685		intergenic_variant														13		13												1		

		BovineHD0700012679		rs109612699		7		42,427,416		4,178		intergenic_variant														13		13												1		

		BovineHD0700012681		rs134314678		7		42,429,320		1,905		intergenic_variant														13		13												1		

		BovineHD0700012683		rs110295527		7		42,430,925		1,606		intergenic_variant														13		13												1		

		BovineHD0700012685		rs135738839		7		42,432,559		1,635		intergenic_variant														13		13												1		

		BovineHD0700012687		rs134177219		7		42,433,745		1,187		intergenic_variant														13		13												1		

		BovineHD0700012689		rs110536003		7		42,435,667		1,923		intergenic_variant														13		13												1		

		BovineHD0700012704		rs43522040		7		42,485,546		49,880		intergenic_variant														13		13												1		

		BovineHD0700012710		rs133551029		7		42,506,414		20,869		intergenic_variant														13		13												1		

		BovineHD0700012717		rs43511904		7		42,543,843		37,430		intergenic_variant														13		13												1		

		ARS-BFGL-NGS-94413		rs43511879		7		42,602,822		58,980		intergenic_variant														13		13												1		

		BovineHD0700012744		rs43522111		7		42,632,691		29,870		intron_variant		ZNF692												13		13												1		

		BovineHD0700012749		rs43511324		7		42,646,759		14,069		intergenic_variant														13		13												1		

		BTB-00308656		rs43512367		7		42,659,928		13,170		intergenic_variant														13		13												1		

		BovineHD0700012764		rs43512413		7		42,701,839		41,912		intergenic_variant														13		13												1		

		BovineHD0700012776		rs42939235		7		42,769,675		67,837		intergenic_variant														13		13												1		

		BovineHD0700012778		rs135579967		7		42,771,000		1,326		intergenic_variant														13		13												1		

		BovineHD0700012782		rs42827938		7		42,777,733		6,734		intergenic_variant														13		13												1		

		BovineHD0700012784		rs42827499		7		42,787,247		9,515		intergenic_variant														13		13												1		

		BovineHD0700012787		rs109925780		7		42,798,381		11,135		intergenic_variant														13		13												1		

		BovineHD0700012790		rs42827471		7		42,807,019		8,639		intergenic_variant														13		13												1		

		BovineHD0700012811		rs42467100		7		42,851,880		44,862		intergenic_variant														13		13												1		

		BovineHD0700012813		rs42467094		7		42,853,145		1,266		intergenic_variant														13		13												1		

		BovineHD0700012822		rs43760654		7		42,872,964		19,820		intergenic_variant														13		13												1		

		BovineHD0700012825		rs43760413		7		42,876,060		3,097		intergenic_variant														13		13												1		

		BovineHD0700012829		rs43755517		7		42,882,010		5,951		intergenic_variant														13		13												1		

		BovineHD0700012843		rs42467849		7		42,981,060		99,051		intergenic_variant														13		13												1		

		BovineHD0700012847		rs42467861		7		42,991,191		10,132		intergenic_variant														13		13												1		

		BovineHD0700012869		rs42468297		7		43,034,518		43,328		intron_variant		MIER2												13		13												1		

		BovineHD4100005997		rs41575807		7		43,064,611		30,094		intergenic_variant														13		13												1		

		BovineHD0700012885		rs109616201		7		43,072,429		7,819		intron_variant		THEG												13		13												1		

		BovineHD0700012899		rs42468876		7		43,096,369		23,941		intron_variant		PRSS57												13		13												1		

		BovineHD0700012901		rs135138077		7		43,107,025		10,657		intron_variant		SHC2												13		13												1		

		BovineHD0700012904		rs42468899		7		43,115,987		8,963		intron_variant		SHC2												13		13												1		

		BovineHD0700012905		rs110641208		7		43,121,206		5,220		intron_variant		SHC2												13		13												1		

		BovineHD0700012946		rs133529847		7		43,290,312		169,107		intergenic_variant														13		13												1		

		BovineHD0700012949		rs110795951		7		43,305,891		15,580		intron_variant		PALM												13		13												1		

		BovineHD0700013055		rs134355002		7		43,790,499		484,609		intron_variant		MUM1												13		13												1		

		BovineHD0700013080		rs43513389		7		43,884,469		93,971		intergenic_variant														13		13												1		

		BovineHD0700013083		rs43513379		7		43,899,424		14,956		intergenic_variant														13		13												1		

		BovineHD0700013094		rs43513371		7		43,915,941		16,518		intergenic_variant														13		13												1		

		BovineHD0700013104		rs43520983		7		43,987,860		71,920		intron_variant		TCF3												13		13												1		

		BovineHD0700013118		rs43520970		7		44,032,791		44,932		intergenic_variant														13		13												1		

		BovineHD0700013125		rs110305683		7		44,076,357		43,567		intergenic_variant														13		13												1		

		BovineHD0700013131		rs110327755		7		44,108,123		31,767		intron_variant		ONECUT3												13		13												1		

		BovineHD0700013140		rs135844296		7		44,149,339		41,217		intergenic_variant														13		13												1		

		BovineHD4100006008		rs110391769		7		44,177,751		28,413		intron_variant		KLF16												13		13												1		

		BovineHD0700013155		rs109395921		7		44,214,336		36,586		intron_variant		SCAMP4												13		13												1		

		ARS-BFGL-NGS-99231		rs110399223		7		44,245,644		31,309		intron_variant		CSNK1G2												13		13												1		

		BovineHD0700013181		rs43520934		7		44,268,446		22,803		intergenic_variant														13		13												1		

		BovineHD0700013191		rs135213583		7		44,307,299		38,854		intergenic_variant														13		13												1		

		BovineHD0700013195		rs43519729		7		44,324,991		17,693		intergenic_variant														13		13												1		

		BovineHD0700013208		rs134707624		7		44,359,442		34,452		intergenic_variant														13		13												1		

		BovineHD0700013218		rs109725372		7		44,414,682		55,241		intergenic_variant														13		13												1		

		BovineHD0700013231		rs137692514		7		44,465,414		50,733		intron_variant		AFF4												13		13												1		

		BovineHD0700013237		rs108953738		7		44,489,364		23,951		intron_variant		AFF4												13		13												1		

		BovineHD0700013313		rs134247192		7		44,823,169		333,806		intergenic_variant														13		13												1		

		BovineHD0700013332		rs43519780		7		44,873,522		50,354		intron_variant		FSTL4												13		13												1		

		ARS-BFGL-NGS-20497		rs43519750		7		44,878,295		4,774		intron_variant		FSTL4												13		13												1		

		BovineHD0700013338		rs109462449		7		44,880,595		2,301		intron_variant		FSTL4												13		13												1		

		BovineHD0700013344		rs43518561		7		44,887,326		6,732		intron_variant		FSTL4												13		13												1		

		BovineHD0700013347		rs43518578		7		44,889,253		1,928		intron_variant		FSTL4												13		13												1		

		BovineHD0700013354		rs43517319		7		44,895,106		5,854		intron_variant		FSTL4												13		13												1		

		BovineHD0700013356		rs134241416		7		44,896,893		1,788		intron_variant		FSTL4												13		13												1		

		BovineHD0700013385		rs43515701		7		44,943,643		46,751		intron_variant		FSTL4												13		13												1		

		BovineHD0700013435		rs42716424		7		45,018,883		75,241		intron_variant		FSTL4												13		13												1		

		BovineHD0700013439		rs42711639		7		45,026,710		7,828		intron_variant		FSTL4												13		13												1		

		BovineHD0700013450		rs42711716		7		45,046,108		19,399		intron_variant		FSTL4												13		13												1		

		BovineHD0700013452		rs42629178		7		45,049,133		3,026		intron_variant		FSTL4												13		13												1		

		BovineHD0700013455		rs43749875		7		45,052,300		3,168		intron_variant		FSTL4												13		13												1		

		BovineHD0700013457		rs135248718		7		45,053,717		1,418		intron_variant		FSTL4												13		13												1		

		BovineHD0700013462		rs133750002		7		45,066,671		12,955		intron_variant		FSTL4												13		13												1		

		BovineHD0700013472		rs136257031		7		45,082,489		15,819		intron_variant		FSTL4												13		13												1		

		BovineHD0700013474		rs134450473		7		45,085,092		2,604		intron_variant		FSTL4												13		13												1		

		BovineHD0700013477		rs42629192		7		45,088,235		3,144		intron_variant		FSTL4												13		13												1		

		BovineHD0700013481		rs136004447		7		45,093,419		5,185		intron_variant		FSTL4												13		13												1		

		BovineHD0700013483		rs134558294		7		45,095,686		2,268		intron_variant		FSTL4												13		13												1		

		BovineHD0700013485		rs133805321		7		45,097,372		1,687		intron_variant		FSTL4												13		13												1		

		BovineHD0700013492		rs135456488		7		45,105,234		7,863		intron_variant		FSTL4												13		13												1		

		BovineHD0700013497		rs134510950		7		45,111,395		6,162		intron_variant		FSTL4												13		13												1		

		BovineHD0700013501		rs135980595		7		45,115,747		4,353		intron_variant		FSTL4												13		13												1		

		BovineHD0700013503		rs134855749		7		45,119,913		4,167		intron_variant		FSTL4												13		13												1		

		BovineHD0700013509		rs109793980		7		45,136,324		16,412		intron_variant		FSTL4												13		13												1		

		BovineHD0700013511		rs42627039		7		45,137,876		1,553		intron_variant		FSTL4												13		13												1		

		BovineHD0700013522		rs42627068		7		45,160,234		22,359		intron_variant		FSTL4												13		13												1		

		BovineHD0700013529		rs109951765		7		45,183,260		23,027		intron_variant		FSTL4												13		13												1		

		BovineHD0700013537		rs132804240		7		45,201,303		18,044		intron_variant		FSTL4												13		13												1		

		BovineHD0700013542		rs134119112		7		45,209,193		7,891		intron_variant		FSTL4												13		13												1		

		BovineHD0700013547		rs135253244		7		45,216,232		7,040		intron_variant		FSTL4												13		13												1		

		BovineHD0700013549		rs133323123		7		45,218,069		1,838		intron_variant		FSTL4												13		13												1		

		BovineHD0700013554		rs42521974		7		45,224,821		6,753		intron_variant		FSTL4												13		13												1		

		BovineHD0700013556		rs135298974		7		45,225,939		1,119		intron_variant		FSTL4												13		13												1		

		BovineHD0700013559		rs137364824		7		45,232,020		6,082		intron_variant		FSTL4												13		13												1		

		BovineHD0700013562		rs136265521		7		45,235,342		3,323		intron_variant		FSTL4												13		13												1		

		BovineHD0700013569		rs42520924		7		45,251,249		15,908		missense_variant		FSTL4		gGt/gAt		Gly/Asp		Hydrophobic		Negative				13		13												1		

		BovineHD0700013573		rs42520908		7		45,256,468		5,220		intron_variant		FSTL4												13		13												1		

		BTB-01401013		rs42520848		7		45,275,258		18,791		intergenic_variant														13		13												1		

		BovineHD0800031480		rs43018290		7		45,289,965		14,708		intergenic_variant														13		13												1		

		ARS-BFGL-NGS-62333		rs109782476		7		45,323,826		33,862		intergenic_variant														13		13												1		

		BovineHD4100006018		rs41658532		7		45,354,273		30,448		intergenic_variant														13		13												1		

		BovineHD0700013586		rs42526007		7		45,364,510		10,238		intergenic_variant														13		13												1		

		BovineHD0700013588		rs110230280		7		45,380,445		15,936		intergenic_variant														13		13												1		

		BovineHD0700013592		rs133292573		7		45,390,931		10,487		intergenic_variant														13		13												1		

		BovineHD0700013596		rs137344511		7		45,400,999		10,069		intergenic_variant														13		13												1		

		BovineHD0700013599		rs42525966		7		45,405,258		4,260		intergenic_variant														13		13												1		

		BovineHD0700013601		rs42525959		7		45,407,156		1,899		intergenic_variant														13		13												1		

		BovineHD0700013603		rs42525944		7		45,410,447		3,292		intergenic_variant														13		13												1		

		BovineHD0700013605		rs109348369		7		45,413,050		2,604		intergenic_variant														13		13												1		

		Hapmap47127-BTA-88691		rs41657929		7		45,423,102		10,053		intergenic_variant														13		13												1		

		BovineHD0700013616		rs109864726		7		45,446,749		23,648		intergenic_variant														13		13												1		

		BovineHD0700013697		rs134045749		7		45,627,158		180,410		intergenic_variant														13		13												1		

		BovineHD0700013756		rs133513860		7		45,874,988		247,831		intergenic_variant														13		13												1		

		BovineHD0700013824		rs43514917		7		46,233,264		358,277		intron_variant		SEC24A												13		13												1		

		BovineHD0700013827		rs110704563		7		46,239,990		6,727		intron_variant		SEC24A												13		13												1		

		BovineHD0700013876		rs43513846		7		46,403,735		163,746		intron_variant		TXNDC15												13		13												1		

		BovineHD0700013892		rs43521909		7		46,448,681		44,947		intron_variant		CATSPER3												13		13												1		

		ARS-BFGL-NGS-97073		rs110469043		7		46,454,923		6,243		intergenic_variant														13		13												1		

		BovineHD0700013899		rs43521856		7		46,470,564		15,642		intergenic_variant														13		13												1		

		BovineHD0700013912		rs109733228		7		46,530,792		60,229		intergenic_variant														13		13												1		

		BovineHD0700013937		rs109555874		7		46,627,490		96,699		intergenic_variant														13		13												1		

		BovineHD0700013939		rs110688772		7		46,633,888		6,399		intergenic_variant														13		13												1		

		BovineHD0700013947		rs43521166		7		46,658,929		25,042		intergenic_variant														13		13												1		

		BovineHD0700013949		rs43521158		7		46,662,941		4,013		intergenic_variant														13		13												1		

		BovineHD4100006030		rs29014602		7		46,804,967		142,027		intron_variant		H2AFY												13		13												1		

		BovineHD0700014017		rs137776058		7		46,908,015		103,049		intergenic_variant														13		13												1		

		BovineHD0700014032		rs109486924		7		46,965,141		57,127		intergenic_variant														13		13												1		

		BovineHD0700014034		rs135951422		7		46,966,917		1,777		intergenic_variant														13		13												1		

		BovineHD0700014038		rs135853730		7		46,971,685		4,769		intergenic_variant														13		13												1		

		BovineHD0700014046		rs43230382		7		46,999,867		28,183		intergenic_variant														13		13												1		

		BovineHD0700014073		rs43230341		7		47,104,117		104,251		intergenic_variant														13		13												1		

		BovineHD0700014077		rs43238720		7		47,112,311		8,195		intergenic_variant														13		13												1		

		BovineHD0700014079		rs43238690		7		47,116,547		4,237		intergenic_variant														13		13												1		

		BovineHD0700014083		rs43090156		7		47,125,397		8,851		intergenic_variant														13		13												1		

		BovineHD0700014086		rs43090141		7		47,130,369		4,973		intergenic_variant														13		13												1		

		BovineHD0700014098		rs42599728		7		47,154,865		24,497		intergenic_variant														13		13												1		

		BovineHD0700014100		rs42592356		7		47,159,667		4,803		intergenic_variant														13		13												1		

		BovineHD0700014111		rs109944386		7		47,192,369		32,703		intergenic_variant														13		13												1		

		BovineHD0700014127		rs109338333		7		47,240,964		48,596		intergenic_variant														13		13												1		

		BovineHD0700014130		rs109726725		7		47,248,862		7,899		intergenic_variant														13		13												1		

		ARS-BFGL-NGS-63186		rs110323435		7		47,256,926		8,065		intergenic_variant														13		13												1		

		BovineHD0700014136		rs133079546		7		47,258,898		1,973		intergenic_variant														13		13												1		

		BovineHD0700014149		rs42598467		7		47,271,989		13,092		intron_variant		SLC25A48												13		13												1		

		BovineHD0700014157		rs42598493		7		47,285,824		13,836		intron_variant		SLC25A48												13		13												1		

		BovineHD0700014159		rs42598509		7		47,288,343		2,520		intron_variant		SLC25A48												13		13												1		

		BovineHD0700014161		rs42598524		7		47,291,090		2,748		intron_variant		SLC25A48												13		13												1		

		BovineHD0700014163		rs137261028		7		47,292,874		1,785		intron_variant		SLC25A48												13		13												1		

		BovineHD0700014167		rs110603413		7		47,296,332		3,459		intron_variant		SLC25A48												13		13												1		

		BovineHD0700014172		rs42599649		7		47,304,861		8,530		intron_variant		SLC25A48												13		13												1		

		BovineHD0700014190		rs43056419		7		47,370,434		65,574		intergenic_variant														13		13												1		

		BovineHD0700014197		rs43520071		7		47,390,322		19,889		intron_variant		FBXL21												13		13												1		

		BovineHD0700014206		rs110791744		7		47,428,892		38,571		intergenic_variant														13		13												1		

		BovineHD0700014227		rs109721110		7		47,488,075		59,184		intron_variant		TGFBI												13		13												1		

		BovineHD0700014238		rs135581288		7		47,523,660		35,586		intergenic_variant														13		13												1		

		BovineHD0700014278		rs109395800		7		47,651,122		127,463		intergenic_variant														13		13												1		

		BovineHD0700014292		rs134146702		7		47,705,478		54,357		intron_variant		TRPC7												13		13												1		

		BovineHD0700014297		rs110534406		7		47,726,294		20,817		intron_variant		TRPC7												13		13												1		

		BovineHD0700014301		rs134355234		7		47,734,833		8,540		intron_variant		TRPC7												13		13												1		

		BovineHD0700014302		rs135173754		7		47,741,307		6,475		intron_variant		TRPC7												13		13												1		

		BovineHD0700014304		rs110824317		7		47,748,237		6,931		intron_variant		TRPC7												13		13												1		

		BovineHD0700014306		rs133559313		7		47,752,876		4,640		intron_variant		TRPC7												13		13												1		

		BovineHD0700014309		rs110655350		7		47,756,642		3,767		intron_variant		TRPC7												13		13												1		

		BovineHD0700014311		rs109123896		7		47,759,331		2,690		intron_variant		TRPC7												13		13												1		

		BovineHD0700014315		rs109154049		7		47,777,922		18,592		intron_variant		TRPC7												13		13												1		

		BovineHD0700014319		rs110037275		7		47,793,296		15,375		intron_variant		TRPC7												13		13												1		

		BovineHD0700014321		rs109552444		7		47,795,512		2,217		intron_variant		TRPC7												13		13												1		

		ARS-BFGL-NGS-34658		rs109129606		7		47,871,125		75,614		intergenic_variant														13		13												1		

		BovineHD0700014341		rs133777771		7		47,907,863		36,739		intergenic_variant														13		13												1		

		BovineHD4100006046		rs41665176		7		47,913,966		6,104		intergenic_variant														13		13												1		

		BovineHD0700014378		rs110626588		7		48,091,158		177,193		intergenic_variant														13		13												1		

		ARS-BFGL-NGS-99261		rs110596313		7		48,120,936		29,779		intergenic_variant														13		13												1		

		BovineHD0700014423		rs135446413		7		48,279,315		158,380		intergenic_variant														13		13												1		

		BovineHD0700014446		rs135686221		7		48,329,371		50,057		intergenic_variant														13		13												1		

		BovineHD0700014457		rs135587561		7		48,352,646		23,276		intergenic_variant														13		13												1		

		BovineHD0700014461		rs109873091		7		48,368,200		15,555		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014466		rs109699414		7		48,381,158		12,959		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014469		rs135842687		7		48,390,082		8,925		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014472		rs136531944		7		48,396,676		6,595		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014482		rs109396428		7		48,423,208		26,533		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014486		rs109869935		7		48,426,143		2,936		intron_variant		SPOCK1												13		13												1		

		ARS-BFGL-NGS-13637		rs109973059		7		48,430,753		4,611		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014491		rs110561046		7		48,441,174		10,422		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014496		rs109164731		7		48,457,234		16,061		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014500		rs109774267		7		48,466,715		9,482		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014503		rs109968717		7		48,474,624		7,910		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014507		rs110876036		7		48,488,811		14,188		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014510		rs132881795		7		48,497,897		9,087		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014514		rs109314229		7		48,507,295		9,399		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014525		rs137453479		7		48,541,026		33,732		intron_variant		SPOCK1												13		13												1		

		ARS-BFGL-NGS-108768		rs109490003		7		48,542,265		1,240		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014528		rs136022977		7		48,543,308		1,044		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014530		rs134579118		7		48,544,269		962		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014532		rs136558599		7		48,547,294		3,026		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014534		rs137609474		7		48,550,273		2,980		intron_variant		SPOCK1												13		13												1		

		BovineHD4100006049		rs43702473		7		48,557,967		7,695		intron_variant		SPOCK1												13		13												1		

		ARS-BFGL-NGS-44221		rs110445247		7		48,567,475		9,509		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014544		rs136497402		7		48,574,810		7,336		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014548		rs110219494		7		48,586,077		11,268		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014550		rs132758396		7		48,588,660		2,584		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014586		rs108962463		7		48,656,496		67,837		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014643		rs132908422		7		48,763,885		107,390		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014650		rs134542602		7		48,773,606		9,722		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014652		rs133662924		7		48,775,945		2,340		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014655		rs133689941		7		48,778,274		2,330		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014659		rs136215737		7		48,783,256		4,983		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014661		rs135064820		7		48,784,577		1,322		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014664		rs110240131		7		48,789,731		5,155		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014668		rs133420594		7		48,800,918		11,188		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014674		rs109222852		7		48,814,756		13,839		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014679		rs109253877		7		48,825,259		10,504		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014690		rs134363881		7		48,858,734		33,476		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014692		rs109148645		7		48,865,794		7,061		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014697		rs109313629		7		48,881,373		15,580		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014699		rs135622000		7		48,884,518		3,146		intron_variant		SPOCK1												13		13												1		

		BTA-79057-no-rs		rs111028552		7		48,892,893		8,376		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014703		rs133709860		7		48,899,195		6,303		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014705		rs137706921		7		48,901,065		1,871		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014707		rs137446229		7		48,903,279		2,215		intron_variant		SPOCK1												13		13												1		

		ARS-BFGL-NGS-71772		rs109889673		7		48,913,527		10,249		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014719		rs135675936		7		48,924,623		11,097		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014721		rs134704595		7		48,929,757		5,135		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014723		rs136748470		7		48,932,281		2,525		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014726		rs109612511		7		48,934,996		2,716		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014730		rs137448893		7		48,937,945		2,950		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014732		rs109935357		7		48,941,505		3,561		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014735		rs109095184		7		48,944,181		2,677		intron_variant		SPOCK1												13		13												1		

		BovineHD0700014739		rs110088208		7		48,955,039		10,859		intergenic_variant														13		13												1		

		BovineHD0700014742		rs109170784		7		48,961,292		6,254		intergenic_variant														13		13												1		

		BovineHD0700014750		rs110471689		7		48,974,662		13,371		intergenic_variant														13		13												1		

		BovineHD0700014757		rs110838075		7		48,988,247		13,586		intergenic_variant														13		13												1		

		BovineHD0700014760		rs134253659		7		48,991,794		3,548		intergenic_variant														13		13												1		

		BovineHD0700014764		rs108971108		7		48,996,366		4,573		intergenic_variant														13		13												1		

		BovineHD0700014766		rs111010322		7		48,997,966		1,601		intergenic_variant														13		13												1		

		BovineHD0700014786		rs133154667		7		49,094,256		96,291		intron_variant		KLHL3												13		13												1		

		BovineHD0700014809		rs111019190		7		49,186,652		92,397		intron_variant		KLHL3												13		13												1		

		BovineHD0700014811		rs133228858		7		49,195,267		8,616		intron_variant		KLHL3												13		13												1		

		BovineHD0700014815		rs110958270		7		49,204,131		8,865		intron_variant		KLHL3												13		13												1		

		BovineHD0700014833		rs133672436		7		49,332,682		128,552		intergenic_variant														13		13												1		

		BovineHD0700014846		rs110616095		7		49,396,693		64,012		intron_variant		PKD2L2												13		13												1		

		BovineHD0700014849		rs135621746		7		49,404,557		7,865		intron_variant		FAM13B												13		13												1		

		BovineHD0700014855		rs109286150		7		49,424,570		20,014		intron_variant		FAM13B												13		13												1		

		BovineHD0700014859		rs133607821		7		49,447,004		22,435		intron_variant		FAM13B												13		13												1		

		BovineHD0700014874		rs109037060		7		49,503,552		56,549		intergenic_variant														13		13												1		

		BovineHD0700014884		rs137448976		7		49,536,506		32,955		intron_variant		NME5												13		13												1		

		BovineHD0700014887		rs135402223		7		49,541,419		4,914		intron_variant		NME5												13		13												1		

		BovineHD0700014890		rs135675157		7		49,545,147		3,729		intron_variant		NME5												13		13												1		

		BovineHD0700014967		rs110072749		7		49,908,375		363,229		intron_variant		HSPA9												13		13												1		

		BovineHD0700015044		rs41667396		7		50,280,340		371,966		intron_variant		SIL1												13		13												1		

		ARS-BFGL-NGS-49512		rs109451656		7		50,862,531		582,192		intron_variant		CXXC5												13						1										

		BovineHD0700015178		rs135887571		7		50,940,208		77,678		intergenic_variant														13						1										

		ARS-BFGL-NGS-118289		rs109783701		7		50,974,963		34,756		intron_variant		PSD2												13						1										

		BovineHD0700015201		rs109267026		7		50,994,682		19,720		intron_variant		PSD2												13						1										

		BovineHD0700015204		rs109000405		7		51,002,962		8,281		intron_variant		PSD2												13						1										

		BovineHD0700015207		rs133864413		7		51,015,033		12,072		intron_variant		PSD2												13						1										

		BovineHD0700015209		rs110336924		7		51,024,067		9,035		intron_variant		PSD2												13						1										

		BovineHD0700015222		rs137118129		7		51,095,817		71,751		intron_variant		NRG2												13						1										

		BovineHD0700015225		rs109744840		7		51,107,662		11,846		intron_variant		NRG2												13						1										

		BovineHD0700015234		rs109855077		7		51,148,932		41,271		intron_variant		NRG2												13						1										

		BovineHD0700015238		rs132740630		7		51,165,400		16,469		intron_variant		NRG2												13						1										

		BovineHD0700015243		rs109397415		7		51,200,928		35,529		intron_variant		NRG2												13						1										

		BovineHD0700015245		rs110709149		7		51,203,369		2,442		intron_variant		NRG2												13						1										

		BovineHD0700015248		rs109724347		7		51,222,206		18,838		intron_variant		NRG2												13						1										

		BovineHD0700015250		rs137794866		7		51,233,205		11,000		intergenic_variant														13						1										

		BovineHD0700015291		rs109081777		7		51,424,902		191,698		intergenic_variant														13						1										

		BovineHD0700015320		rs110519106		7		51,554,389		129,488		intergenic_variant														13						1										

		BovineHD0700015325		rs109832396		7		51,581,405		27,017		intergenic_variant														13						1										

		BovineHD0700015331		rs136104268		7		51,611,457		30,053		intron_variant		ANKHD1												13						1										

		BovineHD0700015340		rs110171561		7		51,668,470		57,014		intron_variant		ANKHD1												13						1										

		BovineHD0700015347		rs110752265		7		51,717,414		48,945		intron_variant		ANKHD1												13						1										

		BovineHD0700015352		rs110246733		7		51,732,387		14,974		intron_variant		SLC35A4												13						1										

		BovineHD0700015355		rs110808772		7		51,747,295		14,909		intergenic_variant														13						1										

		BovineHD0700020416		rs42332350		7		67,660,783		15,913,489		intron_variant		SGCD														14						1								

		BovineHD0700020417		rs42332341		7		67,668,919		8,137		intron_variant		SGCD														14						1								

		BovineHD0700020420		rs137095719		7		67,677,225		8,307		intron_variant		SGCD														14						1								

		BovineHD0700020423		rs134951550		7		67,687,412		10,188		intron_variant		SGCD														14						1								

		BovineHD0700020425		rs109053914		7		67,691,391		3,980		intron_variant		SGCD														14						1								

		BovineHD0700020431		rs42330328		7		67,709,332		17,942		intron_variant		SGCD														14						1								

		BovineHD0700020433		rs42330327		7		67,713,247		3,916		intron_variant		SGCD														14						1								

		BovineHD0700020435		rs135212200		7		67,719,984		6,738		intron_variant		SGCD														14						1								

		BovineHD0700020439		rs42330309		7		67,726,223		6,240		intron_variant		SGCD														14						1								

		BovineHD0700020456		rs136029186		7		67,760,351		34,129		intron_variant		SGCD														14						1								

		BovineHD0700020463		rs133342728		7		67,768,852		8,502		intron_variant		SGCD														14						1								

		BovineHD0700020468		rs136191191		7		67,775,240		6,389		intron_variant		SGCD														14						1								

		BovineHD4100006177		rs41610380		7		67,777,511		2,272		intron_variant		SGCD														14						1								

		BovineHD0700020471		rs137722923		7		67,779,576		2,066		intron_variant		SGCD														14						1								

		BovineHD0700020472		rs109401210		7		67,783,390		3,815		intron_variant		SGCD														14						1								

		BovineHD0700020474		rs109663582		7		67,787,926		4,537		intron_variant		SGCD														14						1								

		BovineHD0700020476		rs110738539		7		67,792,407		4,482		intron_variant		SGCD														14						1								

		BovineHD0700020484		rs109236480		7		67,811,227		18,821		intron_variant		SGCD														14						1								

		BovineHD0700020487		rs133335411		7		67,816,742		5,516		intron_variant		SGCD														14						1								

		BovineHD0700020491		rs108988047		7		67,823,725		6,984		intron_variant		SGCD														14						1								

		BovineHD0700020492		rs42329617		7		67,827,301		3,577		intron_variant		SGCD														14						1								

		BovineHD0700020496		rs110106702		7		67,839,621		12,321		intron_variant		SGCD														14						1								

		BovineHD0700020499		rs109738640		7		67,855,092		15,472		synonymous_variant		SGCD														14						1								

		BovineHD0700020501		rs109258787		7		67,856,394		1,303		intron_variant		SGCD														14						1								

		BovineHD0700020506		rs134168653		7		67,860,329		3,936		intron_variant		SGCD														14						1								

		BovineHD0700020512		rs109513036		7		67,866,161		5,833		intron_variant		SGCD														14						1								

		BovineHD0700020517		rs135934765		7		67,871,648		5,488		intron_variant		SGCD														14						1								

		BovineHD0700020520		rs135781684		7		67,874,000		2,353		intron_variant		SGCD														14						1								

		BovineHD0700020522		rs109249932		7		67,875,411		1,412		intron_variant		SGCD														14						1								

		BovineHD0700020524		rs110817851		7		67,878,486		3,076		intron_variant		SGCD														14						1								

		BovineHD0700020526		rs109472499		7		67,885,148		6,663		intron_variant		SGCD														14						1								

		ARS-BFGL-NGS-33929		rs110019625		7		67,888,298		3,151		intron_variant		SGCD														14						1								

		BovineHD0700020530		rs133255515		7		67,892,923		4,626		intron_variant		SGCD														14						1								

		BovineHD0700020532		rs137617110		7		67,898,840		5,918		intron_variant		SGCD														14						1								

		BovineHD0700020544		rs136023369		7		67,903,258		4,419		intron_variant		SGCD														14						1								

		BovineHD0700020546		rs110775894		7		67,908,867		5,610		intron_variant		SGCD														14						1								

		BovineHD0700020551		rs135591183		7		67,920,333		11,467		intron_variant		SGCD														14						1								

		BovineHD0700020554		rs135672690		7		67,930,721		10,389		intron_variant		SGCD														14						1								

		BovineHD0700020557		rs135515607		7		67,938,258		7,538		intron_variant		SGCD														14						1								

		BovineHD0700020559		rs137357752		7		67,940,712		2,455		intron_variant		SGCD														14						1								

		BovineHD0700020535		rs108964459		7		67,953,627		12,916		intron_variant		SGCD														14						1								

		BovineHD0700020537		rs134737202		7		67,955,891		2,265		intron_variant		SGCD														14						1								

		BovineHD0700020540		rs136885290		7		67,960,189		4,299		intron_variant		SGCD														14						1								

		BovineHD0700020566		rs109710969		7		67,972,897		12,709		intron_variant		SGCD														14						1								

		BovineHD0700020571		rs110418217		7		67,983,788		10,892		intron_variant		SGCD														14						1								

		BovineHD0700020576		rs42382365		7		68,015,459		31,672		intron_variant		SGCD														14						1								

		BovineHD0700020578		rs42382371		7		68,026,527		11,069		intergenic_variant																14						1								

		BovineHD0700020581		rs41571952		7		68,038,227		11,701		intergenic_variant																14						1								

		BovineHD0700020586		rs110050101		7		68,063,799		25,573		intergenic_variant																14						1								

		BovineHD0700020590		rs136681138		7		68,079,740		15,942		intergenic_variant																14						1								

		BovineHD0700020597		rs109956215		7		68,106,196		26,457		intergenic_variant																14						1								

		BovineHD0700022426		rs43529637		7		74,318,657		6,212,462		intergenic_variant																15						1								

		BovineHD0700022428		rs43529016		7		74,321,645		2,989		intergenic_variant																15						1								

		BovineHD0700022430		rs43529002		7		74,324,207		2,563		intergenic_variant																15						1								

		BovineHD0700022432		rs110441373		7		74,325,944		1,738		intergenic_variant																15						1								

		BovineHD0700022433		rs43528984		7		74,327,927		1,984		intergenic_variant																15						1								

		BovineHD0700022435		rs109339667		7		74,348,593		20,667		intergenic_variant																15						1								

		BovineHD0700022437		rs43528959		7		74,358,306		9,714		intergenic_variant																15						1								

		BovineHD0700022439		rs43528949		7		74,360,493		2,188		intergenic_variant																15						1								

		BovineHD0700022448		rs42948167		7		74,426,518		66,026		intergenic_variant																15						1								

		BovineHD0700022450		rs42948154		7		74,435,844		9,327		intergenic_variant																15						1								

		BovineHD0700022453		rs133383146		7		74,450,010		14,167		intergenic_variant																15						1								

		BovineHD0700022455		rs136167287		7		74,460,319		10,310		intergenic_variant																15						1								

		BovineHD0700022459		rs137011511		7		74,483,324		23,006		intergenic_variant																15						1								

		BovineHD0700022461		rs137735735		7		74,491,768		8,445		intergenic_variant																15						1								

		BovineHD0700022466		rs137421783		7		74,504,623		12,856		intergenic_variant																15						1								

		BovineHD0700022468		rs42375779		7		74,507,674		3,052		intergenic_variant																15						1								

		BovineHD0700022470		rs42375797		7		74,509,731		2,058		intergenic_variant																15						1								

		BTB-01222854		rs42375807		7		74,514,149		4,419		intergenic_variant																15						1								

		BovineHD0700022474		rs42375815		7		74,516,690		2,542		intergenic_variant																15						1								

		BovineHD0700022485		rs109377039		7		74,548,220		31,531		intergenic_variant																15						1								

		BovineHD0700022489		rs134055050		7		74,568,878		20,659		intergenic_variant																15						1								

		BovineHD0700022491		rs132863234		7		74,572,604		3,727		intergenic_variant																15						1								

		BovineHD0700022494		rs110910890		7		74,575,618		3,015		intergenic_variant																15						1								

		Hapmap33654-BTA-113328		rs42383744		7		74,593,989		18,372		intergenic_variant																15						1								

		BovineHD0700022507		rs42381799		7		74,608,065		14,077		intergenic_variant																15						1								

		BovineHD0700022516		rs42381812		7		74,619,203		11,139		intergenic_variant																15						1								

		BovineHD0700022521		rs42381823		7		74,626,444		7,242		intergenic_variant																15						1								

		BovineHD0700022524		rs42382633		7		74,630,499		4,056		intergenic_variant																15						1								

		BovineHD0700022526		rs41618648		7		74,641,576		11,078		intergenic_variant																15						1								

		BovineHD0700022530		rs42382684		7		74,651,518		9,943		intergenic_variant																15						1								

		BovineHD0700022532		rs109267351		7		74,659,854		8,337		intergenic_variant																15						1								

		BTB-01222434		rs42381787		7		74,667,894		8,041		intergenic_variant																15						1								

		BovineHD0700022537		rs42381757		7		74,685,315		17,422		intergenic_variant																15						1								

		BovineHD0700022539		rs133501029		7		74,693,195		7,881		intergenic_variant																15						1								

		BovineHD0700022548		rs42380695		7		74,724,359		31,165		intergenic_variant																15						1								

		BovineHD0700022552		rs135862796		7		74,772,424		48,066		intergenic_variant																15						1								

		BovineHD0700022554		rs133818297		7		74,777,782		5,359		intergenic_variant																15						1								

		BovineHD0700022555		rs135717453		7		74,794,945		17,164		intergenic_variant																15						1								

		BovineHD0700022558		rs137678717		7		74,797,233		2,289		intergenic_variant																15						1								

		BovineHD0700022561		rs42379594		7		74,809,615		12,383		intergenic_variant																15						1								

		BovineHD0700022568		rs42571149		7		74,847,276		37,662		intergenic_variant																15						1								

		BTB-01453634		rs42571188		7		74,855,538		8,263		intergenic_variant																15						1								

		BovineHD0700022573		rs109278379		7		74,861,008		5,471		intergenic_variant																15						1								

		BovineHD0700022580		rs109372510		7		74,873,966		12,959		intergenic_variant																15						1								

		BovineHD0700022582		rs42581151		7		74,877,883		3,918		intergenic_variant																15						1								

		BovineHD0700022584		rs42580213		7		74,883,145		5,263		intergenic_variant																15						1								

		BovineHD0700022587		rs42580202		7		74,886,787		3,643		intergenic_variant																15						1								

		BovineHD0700022589		rs42580187		7		74,889,203		2,417		intergenic_variant																15						1								

		BovineHD0700022592		rs42580155		7		74,893,664		4,462		intergenic_variant																15						1								

		BovineHD0700022595		rs109561331		7		74,900,977		7,314		intergenic_variant																15						1								

		BovineHD0700022597		rs42579110		7		74,905,343		4,367		intergenic_variant																15						1								

		BovineHD0700022598		rs133887007		7		74,912,963		7,621		intergenic_variant																15						1								

		BovineHD0700022602		rs109162937		7		74,955,539		42,577		intergenic_variant																15						1								

		BovineHD0700022604		rs109069636		7		74,957,755		2,217		intergenic_variant																15						1								

		BovineHD0700022607		rs109111364		7		74,961,532		3,778		intergenic_variant																15						1								

		BovineHD0700022611		rs137266238		7		74,972,381		10,850		intergenic_variant																15						1								

		BovineHD0700022614		rs109225318		7		74,975,571		3,191		intergenic_variant																15						1								

		BovineHD0700022619		rs135206237		7		74,985,692		10,122		intergenic_variant																15						1								

		BovineHD0700022621		rs109006239		7		74,994,199		8,508		intergenic_variant																15						1								

		BovineHD0700022625		rs135425492		7		75,007,417		13,219		intergenic_variant																15						1								

		BovineHD0700022629		rs110851569		7		75,011,133		3,717		intergenic_variant																15						1								

		BovineHD0700022631		rs137568299		7		75,013,688		2,556		intergenic_variant																15						1								

		BovineHD0700022634		rs137313873		7		75,016,382		2,695		intergenic_variant																15						1								

		BovineHD0700022636		rs133119778		7		75,019,789		3,408		intergenic_variant																15						1								

		BovineHD0700022638		rs135989125		7		75,021,989		2,201		intergenic_variant																15						1								

		BovineHD0700022640		rs134504180		7		75,025,631		3,643		intergenic_variant																15						1								

		BovineHD0700022643		rs133794591		7		75,031,138		5,508		intergenic_variant																15						1								

		BovineHD0700022645		rs133129327		7		75,041,434		10,297		intergenic_variant																15						1								

		BovineHD0700022647		rs42947806		7		75,046,184		4,751		intergenic_variant																15						1								

		BovineHD0700022648		rs42947809		7		75,048,839		2,656		intergenic_variant																15						1								

		BovineHD0700022650		rs42579074		7		75,059,724		10,886		intergenic_variant																15						1								

		BovineHD0700022654		rs42579085		7		75,074,208		14,485		intergenic_variant																15						1								

		BovineHD0700022656		rs43201621		7		75,080,046		5,839		intergenic_variant																15						1								

		Hapmap25581-BTA-149376		rs110167143		7		75,091,023		10,978		intergenic_variant																15						1								

		BovineHD0700022659		rs42543237		7		75,098,529		7,507		intergenic_variant																15						1								

		BovineHD0700022664		rs134234494		7		75,125,083		26,555		intergenic_variant																15						1								

		BovineHD0700022668		rs133789963		7		75,138,430		13,348		intron_variant		HMMR														15						1								

		Hapmap44626-BTA-91902		rs41596806		7		75,152,909		14,480		intron_variant		HMMR														15						1								

		BovineHD0700022673		rs42543274		7		75,161,958		9,050		intron_variant		HMMR														15						1								

		BovineHD0700022679		rs42529170		7		75,189,808		27,851		intron_variant		MAT2B														15						1								

		BovineHD0700022687		rs136261649		7		75,215,526		25,719		intergenic_variant																15						1								

		BovineHD0700022689		rs42529217		7		75,221,498		5,973		intergenic_variant																15						1								

		BovineHD0700022691		rs133900476		7		75,225,771		4,274		intergenic_variant																15						1								

		BovineHD0700022697		rs133064731		7		75,246,858		21,088		intergenic_variant																15						1								

		BovineHD0700022699		rs42530440		7		75,250,343		3,486		intergenic_variant																15						1								

		BovineHD0700022702		rs110718291		7		75,274,349		24,007		intergenic_variant																15						1								

		BovineHD0700022704		rs135092951		7		75,287,401		13,053		intergenic_variant																15						1								

		BovineHD0700022707		rs133469595		7		75,292,722		5,322		intergenic_variant																15						1								

		BTA-115932-no-rs		rs41613282		7		75,300,874		8,153		intergenic_variant																15						1								

		BovineHD0700022710		rs109620173		7		75,308,523		7,650		intergenic_variant																15						1								

		BovineHD0700022712		rs109657551		7		75,320,406		11,884		intergenic_variant																15						1								

		BovineHD0700022714		rs110327729		7		75,322,431		2,026		intergenic_variant																15						1								

		BovineHD0700022716		rs110130397		7		75,330,114		7,684		intergenic_variant																15						1								

		BovineHD0700022720		rs110409633		7		75,340,904		10,791		intergenic_variant																15						1								

		Hapmap40658-BTA-115934		rs41613284		7		75,350,671		9,768		intergenic_variant																15						1								

		BovineHD0700022725		rs135615912		7		75,363,360		12,690		intergenic_variant																15						1								

		BovineHD4100006219		rs136082876		7		75,370,432		7,073		intergenic_variant																15						1								

		BovineHD0700022732		rs133896305		7		75,408,156		37,725		intergenic_variant																15						1								

		BovineHD0700022735		rs136953951		7		75,419,182		11,027		intergenic_variant																15						1								

		BovineHD0700022738		rs133831481		7		75,431,296		12,115		intergenic_variant																15						1								

		BovineHD0700022740		rs132923051		7		75,434,361		3,066		intergenic_variant																15						1								

		BovineHD0700022743		rs41680334		7		75,440,956		6,596		intergenic_variant																15						1								

		BovineHD0700022752		rs42394274		7		75,466,002		25,047		intergenic_variant																15						1								

		BovineHD0700022754		rs42394270		7		75,469,884		3,883		intergenic_variant																15						1								

		BovineHD0700022756		rs42394255		7		75,472,332		2,449		intergenic_variant																15						1								

		BovineHD0700022757		rs42394236		7		75,475,769		3,438		intergenic_variant																15						1								

		BovineHD0700022758		rs136935541		7		75,479,505		3,737		intergenic_variant																15						1								

		BovineHD0700022761		rs134028272		7		75,496,649		17,145		intergenic_variant																15						1								

		BovineHD0700022771		rs136417553		7		75,540,715		44,067		intergenic_variant																15						1								

		BovineHD0700022775		rs42394301		7		75,556,057		15,343		intergenic_variant																15						1								

		BovineHD0700022782		rs135220459		7		75,581,272		25,216		intergenic_variant																15						1								

		BovineHD0700022785		rs42395144		7		75,590,589		9,318		intergenic_variant																15						1								

		BovineHD0700022791		rs136201906		7		75,596,718		6,130		intergenic_variant																15						1								

		BovineHD0700022794		rs42395163		7		75,618,437		21,720		intergenic_variant																15						1								

		BovineHD0700022799		rs133570297		7		75,629,351		10,915		intergenic_variant																15						1								

		BovineHD0700022802		rs42395208		7		75,636,089		6,739		intergenic_variant																15						1								

		BovineHD0700022804		rs42395225		7		75,642,581		6,493		intergenic_variant																15						1								

		BovineHD0700022806		rs136314853		7		75,648,905		6,325		intergenic_variant																15						1								

		BovineHD0700022808		rs134366340		7		75,652,002		3,098		intergenic_variant																15						1								

		BovineHD0700022811		rs42396505		7		75,656,453		4,452		intergenic_variant																15						1								

		BovineHD0700022813		rs42396484		7		75,659,489		3,037		intergenic_variant																15						1								

		BovineHD0700022816		rs42396471		7		75,662,363		2,875		intergenic_variant																15						1								

		BovineHD0700022822		rs42396511		7		75,675,547		13,185		intergenic_variant																15						1								

		BovineHD0700022823		rs42397831		7		75,679,139		3,593		intergenic_variant																15						1								

		BovineHD0700022826		rs42397837		7		75,686,479		7,341		intergenic_variant																15						1								

		BovineHD0700022828		rs134196929		7		75,690,498		4,020		intergenic_variant																15						1								

		BovineHD0700022830		rs42397857		7		75,695,758		5,261		intergenic_variant																15						1								

		BovineHD0700022833		rs135434846		7		75,700,029		4,272		intergenic_variant																15						1								

		BovineHD0700022835		rs42397888		7		75,706,446		6,418		intergenic_variant																15						1								

		BovineHD0700022839		rs110282734		7		75,719,247		12,802		intergenic_variant																15						1								

		BovineHD0700022842		rs42397895		7		75,731,155		11,909		intergenic_variant																15						1								

		BovineHD0700022851		rs42397920		7		75,797,942		66,788		intergenic_variant																15						1								

		BovineHD0700022856		rs136416710		7		75,814,579		16,638		intergenic_variant																15						1								

		BovineHD0700022858		rs110579664		7		75,817,915		3,337		intergenic_variant																15						1								

		BovineHD0700022861		rs110747180		7		75,822,903		4,989		intergenic_variant																15						1								

		BovineHD0700022863		rs133912089		7		75,827,275		4,373		intergenic_variant																15						1								

		BovineHD0700022865		rs43039152		7		75,833,918		6,644		intergenic_variant																15						1								

		BovineHD0700022867		rs135183717		7		75,840,789		6,872		intergenic_variant																15						1								

		BovineHD0700022869		rs137036796		7		75,844,788		4,000		intergenic_variant																15						1								

		BovineHD0700022875		rs42730015		7		75,885,725		40,938		intergenic_variant																15						1								

		BovineHD0700022880		rs136038060		7		75,903,484		17,760		intergenic_variant																15						1								

		BovineHD0700022883		rs136106839		7		75,916,207		12,724		intergenic_variant																15						1								

		BovineHD0700022888		rs136633812		7		75,942,645		26,439		intergenic_variant																15						1								

		BovineHD0700022892		rs109076969		7		75,965,880		23,236		intergenic_variant																15						1								

		BovineHD0700022899		rs137675379		7		76,024,491		58,612		intergenic_variant																15						1								

		BovineHD0700022901		rs134617683		7		76,033,648		9,158		intergenic_variant																15						1								

		BovineHD0700022903		rs108954172		7		76,039,063		5,416		intergenic_variant																15						1								

		BovineHD0700022906		rs110629371		7		76,066,575		27,513		intergenic_variant																15						1								

		BovineHD0700022907		rs135245933		7		76,068,538		1,964		intergenic_variant																15						1								

		BovineHD0700022913		rs110749936		7		76,098,705		30,168		intergenic_variant																15						1								

		BovineHD0700022917		rs110526590		7		76,115,027		16,323		intergenic_variant																15						1								

		BovineHD0700022919		rs108975785		7		76,122,306		7,280		intergenic_variant																15						1								

		BovineHD0700022921		rs109589944		7		76,125,337		3,032		intergenic_variant																15						1								

		BovineHD0700022943		rs133458471		7		76,181,245		55,909		intergenic_variant																15						1								

		BovineHD0700022945		rs136519096		7		76,186,875		5,631		intergenic_variant																15						1								

		BovineHD0700022970		rs109773110		7		76,277,508		90,634		intergenic_variant																15						1								

		BovineHD0700022974		rs135439759		7		76,294,132		16,625		intergenic_variant																15						1								

		BovineHD0700022980		rs41257611		7		76,325,398		31,267		intergenic_variant																15						1								

		BovineHD0700022982		rs137301963		7		76,328,914		3,517		intergenic_variant																15						1								

		BovineHD0700022998		rs135989886		7		76,375,849		46,936		intergenic_variant																15						1								

		BovineHD0700023002		rs109475596		7		76,388,121		12,273		intergenic_variant																15						1								

		BovineHD0700023005		rs109640482		7		76,392,382		4,262		intergenic_variant																15						1								

		BovineHD0700023007		rs110621400		7		76,393,806		1,425		intergenic_variant																15						1								

		BovineHD0700023009		rs110644358		7		76,395,547		1,742		intergenic_variant																15						1								

		BovineHD0700023018		rs42377003		7		76,418,678		23,132		intergenic_variant																15						1								

		BovineHD0700023020		rs42377938		7		76,421,532		2,855		intergenic_variant																15						1								

		BovineHD0700023023		rs42377965		7		76,424,014		2,483		intergenic_variant																15						1								

		BovineHD0700023027		rs42377968		7		76,428,217		4,204		intergenic_variant																15						1								

		BovineHD0700023030		rs110974163		7		76,434,087		5,871		intergenic_variant																15						1								

		BovineHD0700023032		rs135290503		7		76,477,721		43,635		intergenic_variant																15						1								

		BovineHD0700023034		rs110775440		7		76,488,400		10,680		intergenic_variant																15						1								

		BovineHD0700023037		rs133879109		7		76,509,844		21,445		intergenic_variant																15						1								

		BovineHD0700023044		rs42380579		7		76,547,248		37,405		intergenic_variant																15						1								

		BovineHD0700023051		rs42381483		7		76,581,333		34,086		intergenic_variant																15						1								

		BovineHD0700023055		rs110043277		7		76,594,554		13,222		intergenic_variant																15						1								

		BovineHD0700023060		rs42459818		7		76,617,831		23,278		intergenic_variant																15						1								

		BovineHD0700023069		rs110416107		7		76,657,570		39,740		intergenic_variant																15						1								

		BovineHD0700023073		rs109596289		7		76,677,035		19,466		intergenic_variant																15						1								

		BovineHD0700023083		rs110233069		7		76,700,174		23,140		intergenic_variant																15						1								

		BovineHD0700023088		rs134791597		7		76,725,621		25,448		intergenic_variant																15						1								

		BovineHD0700023097		rs42461161		7		76,776,979		51,359		intergenic_variant																15						1								

		BovineHD0700023101		rs133186263		7		76,782,417		5,439		intergenic_variant																15						1								

		BovineHD0700023105		rs136051264		7		76,797,442		15,026		intergenic_variant																15						1								

		BovineHD0700023106		rs42384628		7		76,801,272		3,831		intergenic_variant																15						1								

		BovineHD4100006231		rs41611136		7		76,826,203		24,932		intergenic_variant																15						1								

		BovineHD0700023113		rs110997887		7		76,847,646		21,444		intergenic_variant																15						1								

		BovineHD0700023115		rs109913301		7		76,863,684		16,039		intergenic_variant																15						1								

		BovineHD4100006232		rs109492382		7		76,868,915		5,232		intergenic_variant																15						1								

		BovineHD0700023119		rs42384542		7		76,876,882		7,968		intergenic_variant																15						1								

		BovineHD0700023121		rs42383726		7		76,880,102		3,221		intergenic_variant																15						1								

		BovineHD0700023128		rs136989896		7		76,891,035		10,934		intergenic_variant																15						1								

		BovineHD0700023130		rs136573341		7		76,895,726		4,692		intergenic_variant																15						1								

		BovineHD0700023132		rs43528180		7		76,900,184		4,459		intergenic_variant																15						1								

		BovineHD0700023135		rs43528203		7		76,903,722		3,539		intergenic_variant																15						1								

		BovineHD0700023137		rs137141554		7		76,908,134		4,413		intergenic_variant																15						1								

		BovineHD0700023143		rs43763762		7		76,923,985		15,852		intergenic_variant																15						1								

		BTB-00321961		rs43526976		7		76,960,595		36,611		intergenic_variant																15						1								

		BovineHD0700023163		rs43526221		7		77,017,218		56,624		intergenic_variant												21				15										1				

		BovineHD0700023172		rs42667694		7		77,064,173		46,956		intergenic_variant												21				15										1				

		BovineHD0700023174		rs42667706		7		77,066,085		1,913		intergenic_variant												21				15										1				

		BovineHD0700023181		rs42667723		7		77,106,314		40,230		intergenic_variant												21				15										1				

		BovineHD0700023184		rs135410737		7		77,117,956		11,643		intergenic_variant												21				15										1				

		BovineHD0700023187		rs136108908		7		77,135,408		17,453		intergenic_variant												21				15										1				

		BovineHD0700023194		rs42668266		7		77,158,771		23,364		intergenic_variant												21				15										1				

		BTB-01549763		rs42668304		7		77,181,235		22,465		intergenic_variant												21				15										1				

		BovineHD4100006233		rs41656542		7		77,196,641		15,407		intergenic_variant												21				15										1				

		BovineHD0700023204		rs109170899		7		77,202,210		5,570		intergenic_variant												21				15										1				

		BovineHD0700023206		rs43525408		7		77,210,922		8,713		intergenic_variant												21				15										1				

		BovineHD0700023211		rs43525380		7		77,225,362		14,441		intergenic_variant												21				15										1				

		BovineHD0700023214		rs43525378		7		77,231,309		5,948		intergenic_variant												21				15										1				

		BovineHD0700023217		rs109693440		7		77,242,189		10,881		intergenic_variant												21				15										1				

		BovineHD0700023219		rs132720424		7		77,243,985		1,797		intergenic_variant												21				15										1				

		BovineHD0700023220		rs110306297		7		77,245,750		1,766		intergenic_variant												21				15										1				

		BovineHD0700023228		rs110194033		7		77,274,471		28,722		intergenic_variant												21				15										1				

		BovineHD0700023230		rs135052457		7		77,277,775		3,305		intergenic_variant												21				15										1				

		BovineHD0700023233		rs135485533		7		77,288,483		10,709		intergenic_variant												21				15										1				

		BovineHD0700023235		rs43532729		7		77,296,688		8,206		intergenic_variant												21				15										1				

		BovineHD0700023239		rs133537231		7		77,315,883		19,196		intergenic_variant												21				15										1				

		BovineHD0700023242		rs133873280		7		77,327,414		11,532		intergenic_variant												21				15										1				

		BovineHD0700023245		rs43532710		7		77,333,399		5,986		intergenic_variant												21				15										1				

		BovineHD0700023250		rs134907859		7		77,343,634		10,236		intergenic_variant												21				15										1				

		BovineHD0700023255		rs133188459		7		77,372,968		29,335		intergenic_variant												21				15										1				

		BovineHD0700023259		rs43532645		7		77,389,754		16,787		intergenic_variant												21				15										1				

		BovineHD0700023262		rs135192384		7		77,401,445		11,692		intergenic_variant												21				15										1				

		BovineHD0700023263		rs137811556		7		77,407,902		6,458		intergenic_variant												21				15										1				

		BovineHD0700023268		rs42915823		7		77,423,607		15,706		intergenic_variant												21				15										1				

		BovineHD0700023272		rs42916432		7		77,429,412		5,806		intergenic_variant												21				15										1				

		BovineHD0700023275		rs137564838		7		77,443,117		13,706		intergenic_variant												21				15										1				

		BovineHD0700023278		rs42916447		7		77,447,521		4,405		intergenic_variant												21				15										1				

		BovineHD0700023280		rs133049219		7		77,449,601		2,081		intergenic_variant												21				15										1				

		BovineHD0700023283		rs42916462		7		77,458,756		9,156		intergenic_variant												21				15										1				

		BovineHD0700023288		rs136412382		7		77,509,148		50,393		intergenic_variant												21				15										1				

		BovineHD0700023290		rs135850299		7		77,515,927		6,780		intergenic_variant												21				15										1				

		BovineHD0700023291		rs133059791		7		77,521,613		5,687		intergenic_variant												21				15										1				

		BovineHD0700023296		rs135692295		7		77,550,536		28,924		intergenic_variant												21				15										1				

		BovineHD0700023297		rs132681682		7		77,561,639		11,104		intergenic_variant												21				15										1				

		BovineHD0700023300		rs136822843		7		77,573,397		11,759		intergenic_variant												21				15										1				

		BovineHD0700023303		rs133321847		7		77,584,310		10,914		intergenic_variant												21				15										1				

		BovineHD0700023310		rs43528704		7		77,612,526		28,217		intergenic_variant												21				15										1				

		BovineHD0700023312		rs43528716		7		77,615,587		3,062		intergenic_variant												21				15										1				

		BovineHD0700023319		rs43768362		7		77,625,130		9,544		intergenic_variant												21				15										1				

		BovineHD0700023332		rs43767983		7		77,649,058		23,929		intergenic_variant												21				15										1				

		BovineHD0700023336		rs135022561		7		77,665,948		16,891		intergenic_variant												21				15										1				

		BovineHD0700023339		rs133818762		7		77,673,247		7,300		intergenic_variant												21				15										1				

		BTB-01273492		rs42400920		7		77,759,680		86,434		intergenic_variant												21				15										1				

		BovineHD0700023358		rs136237721		7		77,773,173		13,494		intergenic_variant												21				15										1				

		BovineHD0700023361		rs110511319		7		77,783,095		9,923		intergenic_variant												21				15										1				

		BovineHD0700023366		rs109069248		7		77,814,509		31,415		intergenic_variant												21				15										1				

		BTB-01273562		rs42395990		7		77,854,382		39,874		intergenic_variant												21				15										1				

		BovineHD0700023378		rs42395996		7		77,858,815		4,434		intergenic_variant												21				15										1				

		BovineHD0700023382		rs109047166		7		77,868,515		9,701		intergenic_variant												21				15										1				

		BovineHD0700023384		rs133802601		7		77,874,129		5,615		intergenic_variant												21				15										1				

		BovineHD0700023398		rs42396953		7		77,916,481		42,353		intergenic_variant												21				15										1				

		BovineHD0700023399		rs42396970		7		77,921,762		5,282		intergenic_variant												21				15										1				

		Hapmap50899-BTA-16135		rs41625271		7		77,946,199		24,438		intergenic_variant												21				15										1				

		BovineHD0700023406		rs42397027		7		77,953,225		7,027		intergenic_variant												21				15										1				

		BTB-01273731		rs42397759		7		77,985,281		32,057		intergenic_variant												21				15										1				

		BovineHD0700023423		rs42397772		7		78,008,701		23,421		intergenic_variant												21				15										1				

		BovineHD0700023430		rs42398441		7		78,032,838		24,138		intergenic_variant												21				15										1				

		BovineHD0700023432		rs42398432		7		78,037,929		5,092		intergenic_variant												21				15										1				

		BovineHD0700023433		rs42397823		7		78,041,932		4,004		intergenic_variant												21				15										1				

		BovineHD0700023437		rs42397810		7		78,052,494		10,563		intergenic_variant												21				15										1				

		BovineHD0700023441		rs109389994		7		78,062,361		9,868		intergenic_variant												21				15										1				

		BovineHD0700023445		rs109518283		7		78,081,528		19,168		intergenic_variant												21				15										1				

		BovineHD0700023448		rs110956621		7		78,089,587		8,060		intergenic_variant												21				15										1				

		BovineHD0700023451		rs109503307		7		78,094,164		4,578		intergenic_variant												21				15										1				

		BovineHD0700023455		rs133334148		7		78,098,350		4,187		intergenic_variant												21				15										1				

		BovineHD0700023457		rs109032937		7		78,107,367		9,018		intergenic_variant												21				15										1				

		BovineHD0700023459		rs134596091		7		78,110,195		2,829		intergenic_variant												21				15										1				

		BovineHD0700023465		rs110875335		7		78,127,118		16,924		intergenic_variant												21				15										1				

		BovineHD0700023468		rs109612674		7		78,140,089		12,972		intergenic_variant												21				15										1				

		BovineHD0700023471		rs109782114		7		78,145,555		5,467		intergenic_variant												21				15										1				

		BovineHD0700023474		rs135524684		7		78,159,542		13,988		intergenic_variant												21				15										1				

		BovineHD0700023476		rs109134788		7		78,172,839		13,298		intergenic_variant												21				15										1				

		BovineHD0700023479		rs109594222		7		78,188,006		15,168		intergenic_variant												21				15										1				

		BovineHD0700023482		rs109770463		7		78,191,952		3,947		intergenic_variant												21				15										1				

		ARS-BFGL-NGS-110279		rs110141541		7		78,196,679		4,728		intergenic_variant												21				15										1				

		BovineHD0700023487		rs109245105		7		78,214,052		17,374		intergenic_variant												21				15										1				

		BovineHD0700023490		rs109320281		7		78,217,885		3,834		intergenic_variant												21				15										1				

		BovineHD0700023494		rs110139182		7		78,222,517		4,633		intergenic_variant												21				15										1				

		BovineHD0700023496		rs109513798		7		78,226,056		3,540		intergenic_variant												21				15										1				

		BovineHD0700023498		rs109483115		7		78,230,140		4,085		intergenic_variant												21				15										1				

		BovineHD0700023501		rs110960658		7		78,234,147		4,008		intergenic_variant												21				15										1				

		BovineHD0700023503		rs109891826		7		78,237,567		3,421		intergenic_variant												21				15										1				

		BovineHD0700023505		rs109451189		7		78,239,748		2,182		intergenic_variant												21				15										1				

		BovineHD0700023508		rs110706748		7		78,243,861		4,114		intergenic_variant												21				15										1				

		BovineHD0700023510		rs43525828		7		78,245,104		1,244		intergenic_variant												21				15										1				

		BovineHD0700023511		rs43525823		7		78,246,579		1,476		intergenic_variant												21				15										1				

		BovineHD0700023517		rs43527340		7		78,262,171		15,593		intergenic_variant												21				15										1				

		BovineHD0700023520		rs43526596		7		78,266,174		4,004		intergenic_variant												21				15										1				

		BovineHD0700023526		rs133644243		7		78,285,216		19,043		intergenic_variant												21				15										1				

		BovineHD0700023528		rs136111447		7		78,302,137		16,922		intergenic_variant												21				15										1				

		BovineHD0700023530		rs134957097		7		78,312,764		10,628		intergenic_variant												21				15										1				

		BovineHD0700023531		rs136626965		7		78,325,982		13,219		intergenic_variant												21				15										1				

		BovineHD0700023534		rs132636869		7		78,348,022		22,041		intergenic_variant												21				15										1				

		BovineHD0700023535		rs110064479		7		78,358,118		10,097		intergenic_variant												21				15										1				

		BovineHD0700023548		rs137754026		7		78,427,146		69,029		intergenic_variant												21				15										1				

		BovineHD0700023569		rs137829433		7		78,542,530		115,385		intergenic_variant												21				15										1				

		BovineHD0700023576		rs136914598		7		78,578,511		35,982		intergenic_variant												21				15										1				

		BovineHD0700023580		rs135041727		7		78,599,451		20,941		intergenic_variant												21				15										1				

		BovineHD0700023584		rs109715678		7		78,617,218		17,768		intergenic_variant												21				15										1				

		BovineHD0700023586		rs137089570		7		78,628,665		11,448		intergenic_variant												21				15										1				

		BovineHD0700023631		rs109963890		7		78,891,638		262,974		intergenic_variant																15						1								

		BovineHD0700023633		rs133079545		7		78,894,295		2,658		intergenic_variant																15						1								

		BovineHD0700023636		rs135864410		7		78,906,612		12,318		intergenic_variant																15						1								

		BovineHD0700023638		rs110218548		7		78,916,366		9,755		intergenic_variant																15						1								

		BovineHD0700023641		rs135846432		7		78,937,837		21,472		intergenic_variant																15						1								

		BovineHD0700023643		rs109199550		7		78,944,733		6,897		intergenic_variant																15						1								

		BovineHD0700023645		rs111031124		7		78,947,455		2,723		intergenic_variant																15						1								

		BovineHD0700023648		rs110473613		7		78,953,974		6,520		intergenic_variant																15						1								

		BovineHD0700023649		rs136565283		7		78,962,749		8,776		intergenic_variant																15						1								

		BovineHD0700023650		rs109680230		7		78,968,486		5,738		intergenic_variant																15						1								

		BovineHD0700023655		rs133268412		7		78,990,752		22,267		intergenic_variant																15						1								

		BovineHD0700023658		rs110276580		7		79,006,910		16,159		intergenic_variant																15						1								

		BovineHD0700023662		rs135948812		7		79,016,428		9,519		intergenic_variant																15						1								

		BovineHD0700023664		rs133743345		7		79,018,571		2,144		intergenic_variant																15						1								

		BovineHD0700023667		rs110160348		7		79,025,266		6,696		intergenic_variant																15						1								

		BovineHD0700023677		rs110091057		7		79,043,093		17,828		intergenic_variant																15						1								

		BovineHD0700023682		rs137024172		7		79,070,660		27,568		intergenic_variant																15						1								

		BovineHD4100006244		rs43535718		7		79,194,672		124,013		intergenic_variant																15						1								

		BovineHD0700023711		rs43525231		7		79,209,551		14,880		intron_variant		TENM2														15						1								

		BovineHD0700023717		rs43535703		7		79,242,930		33,380		intron_variant		TENM2														15						1								

		BovineHD0700023719		rs43535683		7		79,247,449		4,520		intron_variant		TENM2														15						1								

		BovineHD0700023721		rs43535663		7		79,250,874		3,426		intron_variant		TENM2														15						1								

		BovineHD0700023724		rs43768674		7		79,261,071		10,198		intron_variant		TENM2														15						1								

		BovineHD0700023726		rs43764846		7		79,263,345		2,275		intron_variant		TENM2														15						1								

		BovineHD0700023732		rs43533375		7		79,274,849		11,505		intron_variant		TENM2														15						1								

		BovineHD0700023742		rs110968904		7		79,300,842		25,994		intron_variant		TENM2														15						1								

		UA-IFASA-2577		rs29009978		7		79,304,306		3,465		intron_variant		TENM2														15						1								

		BovineHD0700023747		rs109193204		7		79,307,444		3,139		intron_variant		TENM2														15						1								

		BovineHD0700023750		rs136464501		7		79,311,429		3,986		intron_variant		TENM2														15						1								

		BovineHD0700023757		rs136656528		7		79,337,283		25,855		intron_variant		TENM2														15						1								

		BovineHD0700023761		rs109387739		7		79,348,902		11,620		intron_variant		TENM2														15						1								

		Hapmap60017-rs29023471		rs29023471		7		79,381,437		32,536		intron_variant		TENM2														15						1								

		BovineHD0700023776		rs43529464		7		79,408,529		27,093		intron_variant		TENM2														15						1								

		BovineHD0700023777		rs43529471		7		79,409,669		1,141		intron_variant		TENM2														15						1								

		BovineHD0700023780		rs109879376		7		79,415,471		5,803		intron_variant		TENM2														15						1								

		BovineHD0700023783		rs134466405		7		79,425,744		10,274		intron_variant		TENM2														15						1								

		BovineHD0700023795		rs133675138		7		79,449,880		24,137		intron_variant		TENM2														15						1								

		BovineHD0700023816		rs111013434		7		79,513,855		63,976		intron_variant		TENM2														15						1								

		BovineHD0700023818		rs43532055		7		79,517,989		4,135		intron_variant		TENM2														15						1								

		BovineHD0700023824		rs43532072		7		79,537,290		19,302		intron_variant		TENM2														15						1								

		BovineHD0700023832		rs43532088		7		79,565,605		28,316		intron_variant		TENM2														15						1								

		BovineHD0700023844		rs134188213		7		79,598,531		32,927		intron_variant		TENM2														15						1								

		BovineHD0700023850		rs43533334		7		79,610,919		12,389		intron_variant		TENM2														15						1								

		BovineHD0700023857		rs43533353		7		79,630,631		19,713		intron_variant		TENM2														15						1								

		BovineHD0700023861		rs136392588		7		79,654,254		23,624		intron_variant		TENM2														15						1								

		BovineHD0700023865		rs137019695		7		79,665,452		11,199		intron_variant		TENM2														15						1								

		BovineHD0700023869		rs43534813		7		79,684,748		19,297		intron_variant		TENM2														15						1								

		BovineHD0700023873		rs43534805		7		79,689,748		5,001		intron_variant		TENM2														15						1								

		BovineHD0700023877		rs43534799		7		79,703,512		13,765		intron_variant		TENM2														15						1								

		BovineHD0700023879		rs43534783		7		79,715,189		11,678		intron_variant		TENM2														15						1								

		BovineHD0700023882		rs109652487		7		79,718,404		3,216		intron_variant		TENM2														15						1								

		BovineHD0700023885		rs108996051		7		79,723,095		4,692		intron_variant		TENM2														15						1								

		BovineHD0700023888		rs43534736		7		79,725,647		2,553		intron_variant		TENM2														15						1								

		BovineHD0700023891		rs43533430		7		79,729,538		3,892		intron_variant		TENM2														15						1								

		BovineHD0700023896		rs43533395		7		79,740,742		11,205		intron_variant		TENM2														15						1								

		BovineHD0700023902		rs134745771		7		79,745,712		4,971		intron_variant		TENM2														15						1								

		BovineHD0700023906		rs134487983		7		79,755,512		9,801		intron_variant		TENM2														15						1								

		BovineHD0700023928		rs134740154		7		79,784,203		28,692		intron_variant		TENM2														15						1								

		BovineHD0700023931		rs133538238		7		79,790,463		6,261		intron_variant		TENM2														15						1								

		BovineHD0700023933		rs136154883		7		79,791,653		1,191		intron_variant		TENM2														15						1								

		BovineHD0700023944		rs134225916		7		79,822,101		30,449		intron_variant		TENM2														15						1								

		BovineHD0700023952		rs133382006		7		79,845,977		23,877		intron_variant		TENM2														15						1								

		BovineHD0700023958		rs43529168		7		79,857,832		11,856		intron_variant		TENM2														15						1								

		BovineHD0700023962		rs43530152		7		79,868,254		10,423		intron_variant		TENM2														15						1								

		BovineHD0700023965		rs132910948		7		79,874,457		6,204		intron_variant		TENM2														15						1								

		BovineHD4100006249		rs41656577		7		79,882,185		7,729		intron_variant		TENM2														15						1								

		Hapmap40812-BTA-80049		rs41656579		7		79,885,606		3,422		intron_variant		TENM2														15						1								

		BovineHD0700023980		rs133737550		7		79,902,316		16,711		intron_variant		TENM2														15						1								

		BovineHD0700023986		rs43530960		7		79,909,640		7,325		intron_variant		TENM2														15						1								

		BovineHD0700023991		rs43530945		7		79,921,066		11,427		intron_variant		TENM2														15						1								

		BovineHD0700023995		rs43530229		7		79,930,582		9,517		intron_variant		TENM2														15						1								

		BovineHD0700023997		rs137133577		7		79,935,313		4,732		intron_variant		TENM2														15						1								

		BovineHD0700023999		rs43530212		7		79,940,645		5,333		intron_variant		TENM2														15						1								

		BovineHD0700024006		rs109263397		7		79,974,173		33,529		intron_variant		TENM2														15						1								

		BovineHD0700024010		rs43530173		7		79,985,190		11,018		intron_variant		TENM2														15						1								

		BovineHD0700024012		rs43530166		7		79,993,991		8,802		intron_variant		TENM2														15						1								

		BovineHD0700024017		rs110638983		7		80,012,846		18,856		intron_variant		TENM2														15						1								

		BovineHD0700024018		rs109125183		7		80,013,835		990		intron_variant		TENM2														15						1								

		BovineHD0700024020		rs109063284		7		80,021,792		7,958		intron_variant		TENM2														15						1								

		BovineHD0700024022		rs136218035		7		80,030,211		8,420		intron_variant		TENM2														15						1								

		BovineHD0700024027		rs110568472		7		80,049,835		19,625		intron_variant		TENM2														15						1								

		BovineHD0700024032		rs137195477		7		80,074,982		25,148		intron_variant		TENM2														15						1								

		BovineHD0700024031		rs132956078		7		80,076,213		1,232		intron_variant		TENM2														15						1								

		BovineHD4100006250		rs41656582		7		80,080,885		4,673		intron_variant		TENM2														15						1								

		BovineHD0700024037		rs41656584		7		80,083,523		2,639		intron_variant		TENM2														15						1								

		BovineHD0700024039		rs43531849		7		80,084,876		1,354		intron_variant		TENM2														15						1								

		BovineHD0700024043		rs43531843		7		80,088,546		3,671		intron_variant		TENM2														15						1								

		BovineHD0700024045		rs41606507		7		80,090,330		1,785		intron_variant		TENM2														15						1								

		ARS-BFGL-NGS-114751		rs109263331		7		80,092,069		1,740		intron_variant		TENM2														15						1								

		BovineHD0700024048		rs110033928		7		80,093,215		1,147		intron_variant		TENM2														15						1								

		BovineHD0700024050		rs43531030		7		80,094,794		1,580		intron_variant		TENM2														15						1								

		BovineHD0700024052		rs43531022		7		80,097,087		2,294		intron_variant		TENM2														15						1								

		BovineHD0700024055		rs43531016		7		80,102,193		5,107		intron_variant		TENM2														15						1								

		BovineHD0700024058		rs43531000		7		80,105,368		3,176		intron_variant		TENM2														15						1								

		BovineHD0700024061		rs137658297		7		80,117,742		12,375		intron_variant		TENM2														15						1								

		BovineHD0700024063		rs109414038		7		80,120,946		3,205		intron_variant		TENM2														15						1								

		BovineHD0700024065		rs43531897		7		80,123,960		3,015		intron_variant		TENM2														15						1								

		BovineHD0700024067		rs43531895		7		80,126,059		2,100		intron_variant		TENM2														15						1								

		BovineHD0700024069		rs43531888		7		80,129,836		3,778		intron_variant		TENM2														15						1								

		BovineHD0700024070		rs136010116		7		80,133,945		4,110		intron_variant		TENM2														15						1								

		BovineHD0700024074		rs133805564		7		80,146,775		12,831		intron_variant		TENM2														15						1								

		BovineHD0700024078		rs43532953		7		80,156,400		9,626		intron_variant		TENM2														15						1								

		BovineHD0700024080		rs43532948		7		80,158,767		2,368		intron_variant		TENM2														15						1								

		BovineHD0700024083		rs43532940		7		80,167,079		8,313		intron_variant		TENM2														15						1								

		BovineHD0700024085		rs43532937		7		80,169,048		1,970		intron_variant		TENM2														15						1								

		BovineHD0700024089		rs110524439		7		80,179,182		10,135		intron_variant		TENM2														15						1								

		BovineHD0700024094		rs109038080		7		80,192,074		12,893		intron_variant		TENM2														15						1								

		BovineHD0700024097		rs43532972		7		80,199,991		7,918		intron_variant		TENM2														15						1								

		BovineHD0700024099		rs43528315		7		80,206,974		6,984		intron_variant		TENM2														15						1								

		BovineHD0700024102		rs109244910		7		80,222,942		15,969		intron_variant		TENM2														15						1								

		BovineHD0700024104		rs43527549		7		80,228,878		5,937		intron_variant		TENM2														15						1								

		BovineHD0700024106		rs43527544		7		80,238,744		9,867		intron_variant		TENM2														15						1								

		BovineHD0700024108		rs43527533		7		80,246,600		7,857		intron_variant		TENM2														15						1								

		BTB-00323035		rs43526926		7		80,251,074		4,475		intron_variant		TENM2														15						1								

		BovineHD0700032622		rs136328642		7		109,122,056		28,870,983		intergenic_variant																16						1								

		BTA-49168-no-rs		rs41646063		7		109,131,727		9,672		intergenic_variant																16						1								

		BovineHD0700032626		rs109635492		7		109,134,936		3,210		intergenic_variant																16						1								

		BovineHD0700032630		rs109944756		7		109,141,479		6,544		intergenic_variant																16						1								

		BovineHD0700032638		rs133878451		7		109,158,466		16,988		intergenic_variant																16						1								

		ARS-BFGL-NGS-55124		rs109742269		7		109,160,716		2,251		intergenic_variant																16						1								

		BovineHD0700032643		rs110648576		7		109,164,157		3,442		intergenic_variant																16						1								

		BovineHD0700032647		rs43289609		7		109,174,442		10,286		intergenic_variant																16						1								

		BovineHD0700032651		rs43289591		7		109,189,511		15,070		intergenic_variant																16						1								

		BovineHD0700032654		rs43289564		7		109,198,067		8,557		intergenic_variant																16						1								

		BovineHD0700032657		rs43288730		7		109,201,348		3,282		intergenic_variant																16						1								

		BovineHD0700032659		rs43288700		7		109,204,359		3,012		intergenic_variant																16						1								

		BovineHD0700032661		rs136697035		7		109,212,097		7,739		intergenic_variant																16						1								

		BovineHD0700032665		rs134245348		7		109,218,674		6,578		intergenic_variant																16						1								

		BovineHD0700032667		rs133189692		7		109,220,091		1,418		intergenic_variant																16						1								

		BovineHD0700032670		rs109278045		7		109,223,191		3,101		intergenic_variant																16						1								

		BovineHD0700032678		rs137435669		7		109,245,584		22,394		intergenic_variant																16						1								

		BTB-00332855		rs43536617		7		109,247,629		2,046		intergenic_variant																16						1								

		BovineHD0700032682		rs132677166		7		109,249,598		1,970		intergenic_variant																16						1								

		BovineHD0700032685		rs136698418		7		109,256,427		6,830		intergenic_variant																16						1								

		BovineHD0700032687		rs137606276		7		109,259,196		2,770		intergenic_variant																16						1								

		BovineHD0700032690		rs43536577		7		109,265,609		6,414		intergenic_variant																16						1								

		BovineHD0700032693		rs43536567		7		109,277,452		11,844		intergenic_variant																16						1								

		BovineHD0700032698		rs43545197		7		109,294,440		16,989		intergenic_variant																16						1								

		ARS-BFGL-NGS-67072		rs110503216		7		109,296,766		2,327		intergenic_variant																16						1								

		BovineHD0700032701		rs43545218		7		109,298,916		2,151		intergenic_variant																16						1								

		BovineHD0700032713		rs134099352		7		109,326,914		27,999		intergenic_variant																16						1								

		BovineHD0700032724		rs110045785		7		109,363,893		36,980		intergenic_variant																16						1								

		BovineHD0700032727		rs136533093		7		109,376,898		13,006		intergenic_variant																16						1								

		BovineHD0700032728		rs109696252		7		109,379,916		3,019		intergenic_variant																16						1								

		BovineHD0700032731		rs109005417		7		109,392,154		12,239		intergenic_variant																16						1								

		BovineHD0700032737		rs134110948		7		109,420,021		27,868		intergenic_variant																16						1								

		BovineHD0700032739		rs133279317		7		109,429,663		9,643		intergenic_variant																16						1								

		BovineHD0700032742		rs43544167		7		109,435,386		5,724		intergenic_variant																16						1								

		BovineHD0700032747		rs110268067		7		109,449,737		14,352		intergenic_variant																16						1								

		BovineHD0700032748		rs135938860		7		109,452,914		3,178		intergenic_variant																16						1								

		BovineHD0700032754		rs43543185		7		109,481,796		28,883		intron_variant		TMEM232														16						1								

		ARS-BFGL-NGS-40535		rs43543194		7		109,485,840		4,045		intron_variant		TMEM232														16						1								

		BovineHD0700032760		rs43543166		7		109,498,477		12,638		intron_variant		TMEM232														16						1								

		BovineHD0700032763		rs135352543		7		109,508,592		10,116		intron_variant		TMEM232														16						1								

		BovineHD0700032765		rs43541963		7		109,512,144		3,553		intron_variant		TMEM232														16						1								

		BovineHD0700032767		rs43541989		7		109,514,544		2,401		intron_variant		TMEM232														16						1								

		BovineHD0700033245		rs137723531		7		109,531,747		17,204		intron_variant		TMEM232														16						1								

		Hapmap35118-BES3_Contig414_932		rs43708473		7		109,538,431		6,685		intron_variant		TMEM232														16						1								

		BovineHD0700032772		rs137809830		7		109,544,654		6,224		intron_variant		TMEM232														16						1								

		BovineHD0700032778		rs43541105		7		109,564,570		19,917		intron_variant		TMEM232														16						1								

		BovineHD0700032781		rs43541081		7		109,567,803		3,234		intron_variant		TMEM232														16						1								

		BovineHD0700032783		rs136361681		7		109,570,647		2,845		intron_variant		TMEM232														16						1								

		BTB-00332282		rs43541043		7		109,576,858		6,212		intron_variant		TMEM232														16						1								

		BovineHD0700032789		rs137325422		7		109,601,720		24,863		intron_variant		TMEM232														16						1								

		BovineHD0700032792		rs42843238		7		109,610,731		9,012		intron_variant		TMEM232														16						1								

		BovineHD0700032795		rs42842408		7		109,626,747		16,017		intron_variant		TMEM232														16						1								

		BovineHD0700032798		rs42842388		7		109,631,803		5,057		intron_variant		TMEM232														16						1								

		BovineHD0700032800		rs110698039		7		109,635,986		4,184		intron_variant		TMEM232														16						1								

		BovineHD0700032802		rs42842392		7		109,643,843		7,858		synonymous_variant		TMEM232														16						1								

		BovineHD0700032807		rs136760217		7		109,678,611		34,769		intron_variant		TMEM232														16						1								

		BovineHD0700032816		rs136931632		7		109,708,087		29,477		intron_variant		TMEM232														16						1								

		BovineHD0700032822		rs42669572		7		109,742,768		34,682		synonymous_variant		SLC25A46														16						1								

		BovineHD0700032824		rs42669570		7		109,748,312		5,545		intron_variant		SLC25A46														16						1								

		BovineHD0700032834		rs42309772		7		109,799,997		51,686		intergenic_variant																16						1								

		BovineHD0700032851		rs109699946		7		109,884,675		84,679		intergenic_variant																16						1								

		BovineHD0700032864		rs42866095		7		109,945,177		60,503		intergenic_variant																16						1								

		BovineHD0700032869		rs137604434		7		109,953,937		8,761		intergenic_variant																16						1								

		BovineHD4100006442		rs132994222		7		109,963,853		9,917		intergenic_variant																16						1								

		BovineHD0700032874		rs42866065		7		109,970,808		6,956		intergenic_variant																16						1								

		BovineHD0700032877		rs42866045		7		109,999,314		28,507		intergenic_variant																16						1								

		BovineHD4100006494		rs41573437		8		8,626,516				intergenic_variant																17						1								

		BovineHD0800002727		rs109582545		8		8,637,640		11,125		intergenic_variant																17						1								

		BovineHD0800002730		rs136260038		8		8,647,157		9,518		intergenic_variant																17						1								

		BovineHD0800002734		rs110471849		8		8,660,084		12,928		missense_variant		RP1L1		cAg/cGg		Gln/Arg		Polar uncharged		Positive						17						1								

		BovineHD0800002736		rs136657188		8		8,666,080		5,997		synonymous_variant		RP1L1														17						1								

		BovineHD0800002744		rs109730247		8		8,682,560		16,481		intergenic_variant																17						1								

		BovineHD4100006497		rs134632391		8		8,692,280		9,721		intergenic_variant																17						1								

		BovineHD0800010044		rs110397814		8		33,568,412		24,876,133		intergenic_variant												22						1												

		BovineHD0800010062		rs42737165		8		33,650,669		82,258		intergenic_variant												22						1												

		BovineHD0800010065		rs109284922		8		33,661,989		11,321		intergenic_variant												22						1												

		BovineHD0800010067		rs42737209		8		33,663,476		1,488		intergenic_variant												22						1												

		BovineHD0800010069		rs135280980		8		33,670,119		6,644		intergenic_variant												22						1												

		BovineHD0800010072		rs137207147		8		33,673,690		3,572		intergenic_variant												22						1												

		BovineHD0800010074		rs136974116		8		33,677,148		3,459		intergenic_variant												22						1												

		BovineHD0800010079		rs42730109		8		33,701,484		24,337		intergenic_variant												22						1												

		BovineHD0800010100		rs42455539		8		33,777,524		76,041		intergenic_variant												22						1												

		BovineHD0800010110		rs42454991		8		33,836,990		59,467		intergenic_variant												22						1												

		BovineHD0800010141		rs133528204		8		33,960,147		123,158		intergenic_variant												22						1												

		BovineHD0900002743		rs134349563		9		10,794,461				intergenic_variant														14						1										

		BovineHD0900002745		rs136634238		9		10,796,843		2,383		intergenic_variant														14						1										

		BovineHD0900002747		rs137380377		9		10,804,834		7,992		intergenic_variant														14						1										

		BovineHD0900002749		rs110161807		9		10,808,210		3,377		intergenic_variant														14						1										

		BovineHD0900002751		rs133175203		9		10,809,833		1,624		intergenic_variant														14						1										

		ARS-BFGL-NGS-37167		rs110111829		9		10,813,074		3,242		intergenic_variant														14						1										

		BovineHD0900002754		rs136812259		9		10,817,832		4,759		intergenic_variant														14						1										

		BovineHD0900002756		rs137555724		9		10,828,436		10,605		intergenic_variant														14						1										

		BovineHD0900002758		rs111010054		9		10,833,174		4,739		intergenic_variant														14						1										

		BovineHD0900002760		rs133938464		9		10,835,017		1,844		intergenic_variant														14						1										

		BovineHD0900002764		rs136977369		9		10,838,707		3,691		intergenic_variant														14						1										

		BovineHD0900002766		rs132749886		9		10,840,639		1,933		intergenic_variant														14						1										

		BovineHD0900002768		rs135261112		9		10,842,158		1,520		intergenic_variant														14						1										

		BovineHD0900002770		rs134175844		9		10,850,125		7,968		intergenic_variant														14						1										

		BovineHD0900002773		rs137152889		9		10,858,715		8,591		intergenic_variant														14						1										

		BovineHD0900002776		rs133327706		9		10,876,720		18,006		intergenic_variant														14						1										

		BovineHD0900002779		rs109707155		9		10,881,043		4,324		intergenic_variant														14						1										

		BovineHD0900002781		rs110143945		9		10,882,343		1,301		intergenic_variant														14						1										

		BovineHD0900002783		rs137325255		9		10,885,474		3,132		intergenic_variant														14						1										

		BovineHD0900002786		rs109393098		9		10,889,697		4,224		intergenic_variant														14						1										

		BovineHD0900002788		rs109944502		9		10,893,845		4,149		intergenic_variant														14						1										

		BovineHD0900002790		rs135108905		9		10,896,388		2,544		intergenic_variant														14						1										

		BovineHD0900002792		rs133995231		9		10,898,598		2,211		intergenic_variant														14						1										

		BovineHD0900002795		rs132941719		9		10,902,406		3,809		intergenic_variant														14						1										

		BovineHD0900002797		rs110127245		9		10,904,266		1,861		intergenic_variant														14						1										

		BovineHD0900002799		rs109909911		9		10,906,130		1,865		intergenic_variant														14						1										

		BovineHD0900002801		rs111006825		9		10,908,058		1,929		intergenic_variant														14						1										

		BovineHD0900002803		rs136119070		9		10,910,879		2,822		intergenic_variant														14						1										

		BovineHD0900002807		rs133989407		9		10,921,527		10,649		intergenic_variant														14						1										

		BovineHD0900002811		rs136924892		9		10,933,913		12,387		intergenic_variant														14						1										

		BovineHD0900002814		rs134746118		9		10,945,150		11,238		intergenic_variant														14						1										

		BovineHD0900002816		rs110178449		9		10,948,497		3,348		intergenic_variant														14						1										

		BovineHD0900002818		rs109546832		9		10,953,297		4,801		intergenic_variant														14						1										

		BovineHD0900002820		rs134166771		9		10,954,678		1,382		intergenic_variant														14						1										

		BovineHD0900002823		rs134790590		9		10,962,389		7,712		intergenic_variant														14						1										

		BovineHD0900002825		rs110930274		9		10,964,910		2,522		intergenic_variant														14						1										

		BovineHD0900002827		rs137827430		9		10,973,315		8,406		intergenic_variant														14						1										

		BovineHD0900002834		rs110791394		9		11,022,511		49,197		intergenic_variant														14						1										

		BovineHD0900002836		rs110629322		9		11,027,816		5,306		intergenic_variant														14						1										

		BovineHD0900002849		rs133736986		9		11,094,908		67,093		intron_variant		RIMS1												14						1										

		BovineHD0900002855		rs133869643		9		11,106,535		11,628		intron_variant		RIMS1												14						1										

		BovineHD0900002880		rs133829740		9		11,202,668		96,134		intron_variant		RIMS1												14						1										

		BovineHD0900002884		rs137039015		9		11,213,002		10,335		intron_variant		RIMS1												14						1										

		BovineHD0900002887		rs110197987		9		11,228,339		15,338		intron_variant		RIMS1												14						1										

		BovineHD0900002862		rs109440723		9		11,229,787		1,449		intron_variant		RIMS1												14						1										

		BovineHD0900012201		rs136353263		9		43,479,689		32,249,903		intron_variant		CRYBG1														18						1								

		BovineHD0900012203		rs134636957		9		43,483,890		4,202		intron_variant		CRYBG1														18						1								

		BovineHD0900012205		rs133545921		9		43,490,008		6,119		intron_variant		CRYBG1														18						1								

		BovineHD0900012208		rs110333730		9		43,493,698		3,691		intron_variant		CRYBG1														18						1								

		BovineHD0900012229		rs134657027		9		43,534,259		40,562		intron_variant		CRYBG1														18						1								

		BovineHD0900012232		rs137333353		9		43,539,013		4,755		intron_variant		CRYBG1														18						1								

		BovineHD0900012234		rs136922843		9		43,541,273		2,261		intron_variant		CRYBG1														18						1								

		BovineHD0900012236		rs136545712		9		43,545,955		4,683		intron_variant		CRYBG1														18						1								

		BovineHD0900012238		rs135755109		9		43,548,387		2,433		intron_variant		CRYBG1														18						1								

		BovineHD0900012240		rs109645477		9		43,552,128		3,742		intron_variant		CRYBG1														18						1								

		BovineHD0900012243		rs132654210		9		43,557,020		4,893		intron_variant		CRYBG1														18						1								

		BovineHD0900012245		rs135834737		9		43,559,385		2,366		intron_variant		CRYBG1														18						1								

		BovineHD0900012247		rs134086426		9		43,576,761		17,377		intron_variant		CRYBG1														18						1								

		BovineHD0900012249		rs133222142		9		43,580,340		3,580		intron_variant		CRYBG1														18						1								

		BovineHD0900012251		rs109676449		9		43,584,841		4,502		intron_variant		CRYBG1														18						1								

		BovineHD0900012253		rs137263274		9		43,592,307		7,467		intron_variant		CRYBG1														18						1								

		BovineHD0900012255		rs133512014		9		43,596,732		4,426		intron_variant		CRYBG1														18						1								

		BovineHD0900012257		rs110101832		9		43,598,385		1,654		intron_variant		CRYBG1														18						1								

		BovineHD0900012259		rs135254162		9		43,603,431		5,047		intron_variant		CRYBG1														18						1								

		BovineHD0900012261		rs110242549		9		43,607,361		3,931		intron_variant		CRYBG1														18						1								

		BovineHD0900012263		rs132797975		9		43,611,860		4,500		intron_variant		CRYBG1														18						1								

		BovineHD0900012265		rs110580025		9		43,616,069		4,210		intron_variant		CRYBG1														18						1								

		BovineHD0900012268		rs109188602		9		43,619,520		3,452		intron_variant		CRYBG1														18						1								

		BovineHD0900012270		rs109206979		9		43,621,547		2,028		intron_variant		CRYBG1														18						1								

		BovineHD0900012273		rs133337652		9		43,624,880		3,334		intergenic_variant																18						1								

		BovineHD0900012275		rs109287640		9		43,626,548		1,669		intergenic_variant																18						1								

		BovineHD0900012277		rs137260695		9		43,628,496		1,949		intergenic_variant																18						1								

		BovineHD0900012279		rs136967253		9		43,632,400		3,905		intergenic_variant																18						1								

		BovineHD0900012283		rs109648811		9		43,646,813		14,414		intergenic_variant																18						1								

		BovineHD0900026833		rs110655540		9		93,211,812		49,565,000		intergenic_variant												23		15										1						

		BovineHD0900026837		rs109298576		9		93,221,725		9,914		intergenic_variant												23		15										1						

		BovineHD0900026841		rs136656504		9		93,236,721		14,997		intergenic_variant												23		15										1						

		BovineHD0900026853		rs109850381		9		93,284,134		47,414		intergenic_variant												23		15										1						

		BovineHD0900026867		rs110784839		9		93,335,995		51,862		intergenic_variant												23		15										1						

		BovineHD0900026869		rs132916848		9		93,341,763		5,769		intergenic_variant												23		15										1						

		BovineHD0900026871		rs137556810		9		93,343,767		2,005		intergenic_variant												23		15										1						

		BovineHD0900026873		rs137159701		9		93,348,720		4,954		intergenic_variant												23		15										1						

		BovineHD0900026895		rs109205141		9		93,439,818		91,099		intron_variant		ARID1B										23		15										1						

		BovineHD0900026899		rs110076748		9		93,456,011		16,194		intron_variant		ARID1B										23		15										1						

		BovineHD0900026903		rs134679030		9		93,473,386		17,376		intron_variant		ARID1B										23		15										1						

		BovineHD0900026906		rs133631571		9		93,478,853		5,468		intron_variant		ARID1B										23		15										1						

		BovineHD0900026908		rs132981915		9		93,483,413		4,561		intron_variant		ARID1B										23		15										1						

		BovineHD0900026911		rs132647347		9		93,494,408		10,996		intron_variant		ARID1B										23		15										1						

		BovineHD0900026913		rs108948159		9		93,506,387		11,980		intron_variant		ARID1B										23		15										1						

		BovineHD0900026915		rs109046692		9		93,519,219		12,833		intron_variant		ARID1B										23		15										1						

		BovineHD0900026917		rs109712307		9		93,521,575		2,357		intron_variant		ARID1B										23		15										1						

		BovineHD0900026919		rs135428986		9		93,528,398		6,824		intron_variant		ARID1B										23		15										1						

		BovineHD0900026921		rs109320058		9		93,533,299		4,902		intron_variant		ARID1B										23		15										1						

		BovineHD0900026927		rs135807333		9		93,560,087		26,789		intron_variant		ARID1B										23		15										1						

		BovineHD0900026929		rs132819998		9		93,573,809		13,723		intron_variant		ARID1B										23		15										1						

		BovineHD0900026932		rs136019144		9		93,588,287		14,479		intron_variant		ARID1B										23		15										1						

		BovineHD0900026934		rs137117490		9		93,596,505		8,219		intron_variant		ARID1B										23		15										1						

		BovineHD0900026936		rs136552445		9		93,601,884		5,380		intron_variant		ARID1B										23		15										1						

		BTA-24108-no-rs		rs41573356		9		93,613,642		11,759		intron_variant		ARID1B										23		15										1						

		BovineHD0900026942		rs133461737		9		93,634,565		20,924		intron_variant		ARID1B										23		15										1						

		BovineHD0900026943		rs110104898		9		93,638,978		4,414		intron_variant		ARID1B										23		15										1						

		BovineHD0900026946		rs109853094		9		93,651,372		12,395		intron_variant		ARID1B										23		15										1						

		BovineHD0900026948		rs133994717		9		93,657,195		5,824		intron_variant		ARID1B										23		15										1						

		BovineHD0900026950		rs137842215		9		93,661,213		4,019		intron_variant		ARID1B										23		15										1						

		BovineHD0900026952		rs109395729		9		93,671,704		10,492		intron_variant		ARID1B										23		15										1						

		BovineHD0900026954		rs134052241		9		93,675,399		3,696		intron_variant		ARID1B										23		15										1						

		BovineHD0900026959		rs109731225		9		93,696,004		20,606		intron_variant		ARID1B										23		15										1						

		ARS-BFGL-NGS-110296		rs110298193		9		93,699,875		3,872		intron_variant		ARID1B										23		15										1						

		BovineHD0900026962		rs133413737		9		93,706,366		6,492		intron_variant		ARID1B										23		15										1						

		BovineHD0900026966		rs133577891		9		93,718,819		12,454		intron_variant		ARID1B										23		15										1						

		BovineHD0900026967		rs137286344		9		93,723,092		4,274		intron_variant		ARID1B										23		15										1						

		BovineHD0900026969		rs136893400		9		93,728,693		5,602		intron_variant		ARID1B										23		15										1						

		BovineHD0900026971		rs110868826		9		93,733,598		4,906		intron_variant		ARID1B										23		15										1						

		ARS-BFGL-NGS-15852		rs110681299		9		93,741,723		8,126		intron_variant		ARID1B										23		15										1						

		BovineHD0900026974		rs133032689		9		93,744,138		2,416		intron_variant		ARID1B										23		15										1						

		BovineHD0900026976		rs137461725		9		93,745,882		1,745		intron_variant		ARID1B										23		15										1						

		BovineHD0900026978		rs137063874		9		93,749,307		3,426		intron_variant		ARID1B										23		15										1						

		BovineHD0900026980		rs133034853		9		93,752,129		2,823		intron_variant		ARID1B										23		15										1						

		BovineHD0900026982		rs109256489		9		93,754,907		2,779		intron_variant		ARID1B										23		15										1						

		BovineHD0900026984		rs134853049		9		93,759,842		4,936		intron_variant		ARID1B										23		15										1						

		BovineHD0900026985		rs137622230		9		93,762,478		2,637		intron_variant		ARID1B										23		15										1						

		ARS-BFGL-NGS-116567		rs110709153		9		93,766,803		4,326		intron_variant		ARID1B										23		15										1						

		BovineHD0900026992		rs135847592		9		93,791,745		24,943		intron_variant		ARID1B										23		15										1						

		BovineHD0900027008		rs133056198		9		93,861,862		70,118		intergenic_variant												23		15										1						

		BovineHD0900027010		rs109568223		9		93,863,477		1,616		intergenic_variant												23		15										1						

		BovineHD0900027012		rs109219399		9		93,865,903		2,427		intergenic_variant												23		15										1						

		BovineHD0900027015		rs110854898		9		93,869,531		3,629		intergenic_variant												23		15										1						

		BovineHD0900027017		rs136441514		9		93,871,949		2,419		intergenic_variant												23		15										1						

		BovineHD0900027019		rs110333727		9		93,875,289		3,341		intergenic_variant												23		15										1						

		BovineHD0900027021		rs109486100		9		93,878,169		2,881		intergenic_variant												23		15										1						

		BovineHD4100007681		rs41656395		9		93,882,032		3,864		intergenic_variant												23		15										1						

		BovineHD0900027026		rs133248778		9		93,885,155		3,124		intergenic_variant												23		15										1						

		BovineHD0900027028		rs135708674		9		93,887,141		1,987		intergenic_variant												23		15										1						

		BovineHD4100007682		rs41610026		9		93,989,031		101,891		intergenic_variant												23		15										1						

		BovineHD0900027062		rs136211976		9		94,002,336		13,306		intergenic_variant												23		15										1						

		BovineHD0900027064		rs110940834		9		94,009,446		7,111		intergenic_variant												23		15										1						

		BovineHD0900027076		rs109741438		9		94,041,252		31,807		intron_variant		ZDHHC14										23		15										1						

		BovineHD0900027078		rs109791780		9		94,046,009		4,758		intron_variant		ZDHHC14										23		15										1						

		BovineHD0900027086		rs109314159		9		94,060,173		14,165		intron_variant		ZDHHC14										23		15										1						

		BovineHD0900027088		rs110144916		9		94,061,719		1,547		intron_variant		ZDHHC14										23		15										1						

		BovineHD0900027093		rs132797278		9		94,068,969		7,251		intron_variant		ZDHHC14										23		15										1						

		BovineHD0900027097		rs110943367		9		94,075,709		6,741		intron_variant		ZDHHC14										23		15										1						

		BovineHD0900027099		rs135419671		9		94,077,190		1,482		intron_variant		ZDHHC14										23		15										1						

		BovineHD0900027115		rs109596137		9		94,132,489		55,300		intron_variant		ZDHHC14										23						1												

		BovineHD4100007685		rs41656409		9		94,143,252		10,764		intron_variant		ZDHHC14										23						1												

		BovineHD0900027124		rs109142531		9		94,150,059		6,808		intron_variant		ZDHHC14										23						1												

		BovineHD0900027127		rs109491144		9		94,154,514		4,456		intron_variant		ZDHHC14										23						1												

		BovineHD0900027143		rs110555258		9		94,169,520		15,007		intron_variant		ZDHHC14										23						1												

		BovineHD0900027145		rs136376707		9		94,172,536		3,017		intron_variant		ZDHHC14										23						1												

		BovineHD0900027148		rs136092680		9		94,179,130		6,595		intron_variant		ZDHHC14										23						1												

		BovineHD0900027151		rs137791982		9		94,185,224		6,095		intron_variant		ZDHHC14										23						1												

		ARS-BFGL-NGS-42139		rs110934628		9		94,189,767		4,544		intron_variant		ZDHHC14										23						1												

		BovineHD0900027154		rs132668890		9		94,193,290		3,524		intron_variant		ZDHHC14										23						1												

		BovineHD0900027157		rs109374023		9		94,200,726		7,437		intron_variant		ZDHHC14										23						1												

		BovineHD0900027160		rs109755236		9		94,204,841		4,116		intron_variant		ZDHHC14										23						1												

		BovineHD0900027162		rs110467953		9		94,206,950		2,110		intron_variant		ZDHHC14										23						1												

		BovineHD0900027165		rs135385400		9		94,213,320		6,371		intron_variant		ZDHHC14										23						1												

		BovineHD0900027167		rs133308766		9		94,214,831		1,512		intron_variant		ZDHHC14										23						1												

		BovineHD0900027169		rs109426536		9		94,216,540		1,710		intron_variant		ZDHHC14										23						1												

		BovineHD0900027173		rs110142215		9		94,220,729		4,190		intron_variant		ZDHHC14										23						1												

		BovineHD0900027175		rs135397180		9		94,222,747		2,019		intron_variant		ZDHHC14										23						1												

		BovineHD0900027177		rs133791190		9		94,224,975		2,229		intron_variant		ZDHHC14										23						1												

		BovineHD0900027180		rs134856561		9		94,231,028		6,054		intron_variant		ZDHHC14										23						1												

		BovineHD0900027187		rs134249399		9		94,240,451		9,424		intron_variant		ZDHHC14										23						1												

		BovineHD0900027189		rs133095733		9		94,241,769		1,319		intron_variant		ZDHHC14										23						1												

		BovineHD0900027193		rs110434428		9		94,248,351		6,583		intron_variant		ZDHHC14										23						1												

		BovineHD0900027195		rs109428453		9		94,250,993		2,643		intron_variant		ZDHHC14										23						1												

		BovineHD0900027199		rs133858637		9		94,254,183		3,191		intron_variant		ZDHHC14										23						1												

		BovineHD1500002874		rs42723888		9		104,226,633		9,972,451		intergenic_variant														16		19												1		

		BovineHD1500002877		rs135393574		9		104,247,340		20,708		intergenic_variant														16		19												1		

		BovineHD1500002880		rs42724246		9		104,268,349		21,010		intergenic_variant														16		19												1		

		BovineHD1500002882		rs42724292		9		104,273,427		5,079		intergenic_variant														16		19												1		

		BovineHD1500002884		rs42724280		9		104,279,417		5,991		intergenic_variant														16		19												1		

		BovineHD1000009732		rs137486200		10		29,439,720				intron_variant		FMN1												17						1										

		BovineHD1000009735		rs42563265		10		29,449,664		9,945		intron_variant		FMN1												17						1										

		BovineHD1000009738		rs134492573		10		29,459,852		10,189		intron_variant		FMN1												17						1										

		BovineHD1000009741		rs42563238		10		29,478,051		18,200		intron_variant		FMN1												17						1										

		BovineHD1000009745		rs42562400		10		29,482,011		3,961		intron_variant		FMN1												17						1										

		BovineHD1000009748		rs43623604		10		29,488,950		6,940		intron_variant		FMN1												17						1										

		BovineHD1000009750		rs43624441		10		29,493,722		4,773		intron_variant		FMN1												17						1										

		BovineHD1000009752		rs43624480		10		29,496,088		2,367		intron_variant		FMN1												17						1										

		BovineHD1000009755		rs134070399		10		29,501,075		4,988		intron_variant		FMN1												17						1										

		BovineHD1000009760		rs43623593		10		29,513,299		12,225		intron_variant		FMN1												17						1										

		BovineHD1000009772		rs43623552		10		29,539,891		26,593		intron_variant		FMN1												17						1										

		BovineHD1000009770		rs43623546		10		29,547,017		7,127		intron_variant		FMN1												17						1										

		BovineHD1000009767		rs43623541		10		29,557,094		10,078		intron_variant		FMN1												17						1										

		BovineHD1000009778		rs132764531		10		29,575,944		18,851		intron_variant		FMN1												17						1										

		BovineHD1000009785		rs42235239		10		29,593,171		17,228		intron_variant		FMN1												17						1										

		BovineHD1000009788		rs133267000		10		29,606,501		13,331		intron_variant		FMN1												17						1										

		BovineHD1000009790		rs42071390		10		29,614,539		8,039		intron_variant		FMN1												17						1										

		BovineHD4100008002		rs41572617		10		29,622,745		8,207		intron_variant		FMN1												17						1										

		BovineHD1000009796		rs137703097		10		29,645,808		23,064		intron_variant		FMN1												17						1										

		BovineHD1000009798		rs42071361		10		29,653,605		7,798		intron_variant		FMN1												17						1										

		BovineHD1000009802		rs43143577		10		29,672,741		19,137		intron_variant		FMN1												17						1										

		BovineHD1000009804		rs110913883		10		29,682,204		9,464		intron_variant		FMN1												17						1										

		BovineHD1000009806		rs134579137		10		29,685,582		3,379		intron_variant		FMN1												17						1										

		BovineHD1000009808		rs42230228		10		29,688,862		3,281		intron_variant		FMN1												17						1										

		BovineHD1000009816		rs136902453		10		29,707,947		19,086		intron_variant		FMN1												17						1										

		BovineHD1000009818		rs43622790		10		29,710,136		2,190		intron_variant		FMN1												17						1										

		BovineHD1000009823		rs43622754		10		29,717,351		7,216		intron_variant		FMN1												17						1										

		BovineHD1000009824		rs110772492		10		29,719,906		2,556		intron_variant		FMN1												17						1										

		BovineHD1000009828		rs136298684		10		29,724,597		4,692		intron_variant		FMN1												17						1										

		BovineHD1000009831		rs109727510		10		29,728,473		3,877		intron_variant		FMN1												17						1										

		BovineHD1000009833		rs110690602		10		29,733,842		5,370		intron_variant		FMN1												17						1										

		BovineHD1000009838		rs109529801		10		29,769,963		36,122		intron_variant		FMN1												17						1										

		BovineHD1000009848		rs132672328		10		29,821,432		51,470		intron_variant		FMN1												17						1										

		BovineHD1000009852		rs109909129		10		29,847,258		25,827		intron_variant		FMN1												17						1										

		BovineHD1000009855		rs41256532		10		29,859,998		12,741		intron_variant		FMN1												17						1										

		BovineHD1000009859		rs110853292		10		29,874,171		14,174		intron_variant		FMN1												17						1										

		BovineHD1000009864		rs109106134		10		29,897,328		23,158		intergenic_variant														17						1										

		BovineHD1000009866		rs109906516		10		29,914,085		16,758		intergenic_variant														17						1										

		BovineHD1000009870		rs110689129		10		29,940,937		26,853		intergenic_variant														17						1										

		BovineHD1000009874		rs109860562		10		29,955,730		14,794		intergenic_variant														17						1										

		BovineHD1000009884		rs109850882		10		29,986,009		30,280		intergenic_variant														17						1										

		BovineHD1000009891		rs135985923		10		30,019,335		33,327		intron_variant		SCG5												17						1										

		BovineHD1000009893		rs109553054		10		30,026,720		7,386		intron_variant		SCG5												17						1										

		BovineHD1000009895		rs134093661		10		30,039,152		12,433		intron_variant		SCG5												17						1										

		BovineHD1000009935		rs133655435		10		30,233,141		193,990		intron_variant		GJD2												17						1										

		BovineHD1000009951		rs110995482		10		30,279,608		46,468		intergenic_variant														17						1										

		BovineHD1000010001		rs110254077		10		30,508,186		228,579		intergenic_variant														17						1										

		BovineHD1000010004		rs109728762		10		30,520,173		11,988		intergenic_variant														17						1										

		BovineHD1000010007		rs109446001		10		30,525,221		5,049		intergenic_variant														17						1										

		BovineHD1000010014		rs109773018		10		30,548,998		23,778		intergenic_variant														17						1										

		BovineHD1000010023		rs109038887		10		30,609,858		60,861		intergenic_variant														17						1										

		BovineHD1000010025		rs109875091		10		30,613,910		4,053		intergenic_variant														17						1										

		BovineHD1000010028		rs136140505		10		30,638,294		24,385		intergenic_variant														17						1										

		BovineHD1000010032		rs133812823		10		30,653,014		14,721		intergenic_variant														17						1										

		BovineHD1000010034		rs109613079		10		30,668,030		15,017		intergenic_variant														17						1										

		Hapmap43813-BTA-22578		rs41624356		10		30,704,985		36,956		intergenic_variant														17						1										

		BovineHD1000010058		rs132712040		10		30,789,995		85,011		intergenic_variant														17						1										

		BovineHD1000010062		rs133523844		10		30,810,517		20,523		intron_variant		DPH6												17						1										

		BovineHD1000010085		rs43619615		10		30,984,463		173,947		intron_variant		DPH6												17						1										

		BovineHD1000010096		rs137279651		10		31,037,523		53,061		intergenic_variant														17						1										

		BovineHD1000010107		rs43620676		10		31,122,507		84,985		intergenic_variant														17						1										

		BovineHD1000010110		rs43620668		10		31,136,017		13,511		intergenic_variant														17						1										

		BovineHD1000010112		rs136795623		10		31,152,359		16,343		intergenic_variant														17						1										

		BovineHD1000010115		rs43621891		10		31,165,529		13,171		intergenic_variant														17						1										

		BovineHD1000010122		rs136969754		10		31,190,368		24,840		intergenic_variant														17						1										

		BovineHD4100008006		rs29024369		10		31,192,631		2,264		intergenic_variant														17						1										

		BovineHD1000010125		rs134599984		10		31,195,077		2,447		intergenic_variant														17						1										

		BovineHD1000010127		rs110245033		10		31,199,504		4,428		intergenic_variant														17						1										

		BovineHD1000010134		rs133112975		10		31,224,619		25,116		intergenic_variant														17						1										

		BovineHD1000010136		rs109246309		10		31,228,410		3,792		intergenic_variant														17						1										

		BovineHD1000010139		rs43620695		10		31,246,500		18,091		intergenic_variant														17						1										

		BovineHD1000010146		rs132776117		10		31,265,564		19,065		intergenic_variant														17						1										

		BovineHD1000010149		rs110065992		10		31,277,564		12,001		intergenic_variant														17						1										

		BovineHD1000010153		rs134329542		10		31,283,251		5,688		intergenic_variant														17						1										

		BovineHD1000010155		rs43621833		10		31,285,642		2,392		intergenic_variant														17						1										

		BovineHD1000010157		rs43620721		10		31,290,079		4,438		intergenic_variant														17						1										

		BovineHD1000010159		rs135189137		10		31,300,985		10,907		intergenic_variant														17						1										

		BovineHD1000010164		rs42831836		10		31,338,396		37,412		intergenic_variant														17						1										

		BovineHD1000010172		rs109691408		10		31,379,587		41,192		intergenic_variant														17						1										

		BovineHD1000010173		rs42838397		10		31,383,428		3,842		intergenic_variant														17						1										

		BovineHD1000010175		rs109742737		10		31,385,610		2,183		intergenic_variant														17						1										

		BovineHD1000010177		rs135379394		10		31,390,826		5,217		intergenic_variant														17						1										

		BovineHD1000010184		rs42522863		10		31,408,023		17,198		intergenic_variant														17						1										

		BovineHD1000010187		rs42523635		10		31,415,191		7,169		intergenic_variant														17						1										

		BovineHD1000010188		rs42522917		10		31,421,937		6,747		intergenic_variant														17						1										

		BovineHD1000010193		rs133148701		10		31,461,659		39,723		intergenic_variant														17						1										

		BovineHD1000010210		rs133623422		10		31,571,972		110,314		intergenic_variant														17						1										

		BovineHD1000010219		rs109828829		10		31,616,064		44,093		intergenic_variant														17						1										

		BovineHD1000010228		rs109687183		10		31,641,091		25,028		intergenic_variant														17						1										

		BovineHD1000010231		rs41914235		10		31,645,984		4,894		intergenic_variant														17						1										

		BovineHD1000010242		rs43618712		10		31,737,409		91,426		intergenic_variant														17						1										

		BovineHD1000010244		rs43619545		10		31,749,924		12,516		intergenic_variant														17						1										

		BovineHD1000010249		rs137674850		10		31,782,719		32,796		intergenic_variant														17						1										

		BovineHD1000010261		rs41914284		10		31,884,091		101,373		intergenic_variant														17						1										

		BovineHD1000010264		rs110125870		10		31,904,045		19,955		intergenic_variant														17						1										

		BovineHD1000010266		rs41914294		10		31,920,793		16,749		intergenic_variant														17						1										

		BovineHD1000010281		rs133711739		10		32,003,125		82,333		intergenic_variant														17						1										

		BovineHD1000010284		rs134354870		10		32,015,292		12,168		intergenic_variant														17						1										

		BovineHD1000010286		rs132782933		10		32,026,556		11,265		intergenic_variant														17						1										

		BovineHD1000010288		rs136366750		10		32,032,174		5,619		intergenic_variant														17						1										

		BovineHD1000010291		rs135605535		10		32,047,055		14,882		intergenic_variant														17						1										

		BovineHD1000010300		rs136067835		10		32,093,090		46,036		intergenic_variant														17						1										

		BovineHD1000010315		rs43617746		10		32,152,614		59,525		intergenic_variant														17						1										

		BovineHD1000010319		rs43617789		10		32,179,858		27,245		intergenic_variant														17						1										

		BovineHD1000010321		rs137308169		10		32,182,692		2,835		intergenic_variant														17						1										

		BovineHD1000010324		rs43617803		10		32,190,802		8,111		intergenic_variant														17						1										

		BovineHD1000010328		rs43617821		10		32,205,486		14,685		intergenic_variant														17						1										

		BovineHD1000010332		rs43618454		10		32,217,624		12,139		intergenic_variant														17						1										

		ARS-BFGL-NGS-92135		rs43618503		10		32,247,911		30,288		intron_variant		C10H15orf41												17						1										

		BovineHD1000010358		rs43619097		10		32,287,576		39,666		intron_variant		C10H15orf41												17						1										

		BovineHD1000010368		rs135765245		10		32,323,743		36,168		intron_variant		C10H15orf41												17						1										

		BovineHD1000010382		rs110242122		10		32,384,564		60,822		missense_variant		C10H15orf41		cCt/cTt		Pro/Leu		Hydrophobic		Aydrophobic				17						1										

		BovineHD1000010384		rs109513000		10		32,391,669		7,106		intron_variant		C10H15orf41												17						1										

		BovineHD1000010395		rs43619431		10		32,422,254		30,586		intron_variant		C10H15orf41												17						1										

		BTB-00416290		rs43620440		10		32,475,837		53,584		intron_variant		C10H15orf41												17						1										

		BovineHD1000010428		rs43620492		10		32,483,628		7,792		intron_variant		C10H15orf41												17						1										

		BovineHD1000010431		rs43620530		10		32,494,567		10,940		intron_variant		C10H15orf41												17						1										

		BovineHD1000010433		rs133238421		10		32,514,077		19,511		intron_variant		C10H15orf41												17						1										

		BovineHD1000010440		rs135257945		10		32,552,125		38,049		intron_variant		MEIS2												17						1										

		BTA-62321-no-rs		rs110892901		10		32,581,893		29,769		intron_variant		MEIS2												17						1										

		BovineHD1000010458		rs137200790		10		32,640,982		59,090		intron_variant		MEIS2												17						1										

		BovineHD1000010460		rs43621747		10		32,656,866		15,885		intron_variant		MEIS2												17						1										

		BovineHD1000010463		rs43621765		10		32,671,463		14,598		intron_variant		MEIS2												17						1										

		ARS-BFGL-NGS-61334		rs110991860		10		32,675,586		4,124		intron_variant		MEIS2												17						1										

		BovineHD1000010472		rs43621785		10		32,695,364		19,779		intron_variant		MEIS2												17						1										

		BovineHD1000010479		rs43621806		10		32,728,421		33,058		intron_variant		MEIS2												17						1										

		BovineHD1000010486		rs43621826		10		32,753,555		25,135		intron_variant		MEIS2												17						1										

		BovineHD1000010488		rs134199777		10		32,756,220		2,666		intron_variant		MEIS2												17						1										

		BovineHD1000010493		rs132795488		10		32,768,074		11,855		intron_variant		MEIS2												17						1										

		BovineHD1000010502		rs43622254		10		32,810,669		42,596		intergenic_variant														17						1										

		BovineHD1000010510		rs43622284		10		32,842,617		31,949		intergenic_variant														17						1										

		BovineHD1000010519		rs42793493		10		32,900,325		57,709		intergenic_variant														17						1										

		BovineHD1000010522		rs134479666		10		32,915,930		15,606		intergenic_variant														17						1										

		BovineHD1000010524		rs109006764		10		32,920,354		4,425		intergenic_variant														17						1										

		BovineHD1000010526		rs109567474		10		32,935,494		15,141		intergenic_variant														17						1										

		BovineHD1000010533		rs43771691		10		32,985,733		50,240		intergenic_variant														17						1										

		BovineHD1000010538		rs137567576		10		33,001,058		15,326		intergenic_variant														17						1										

		BovineHD1000010548		rs109014421		10		33,026,125		25,068		intergenic_variant														17						1										

		BovineHD1000010552		rs135236167		10		33,031,836		5,712		intergenic_variant														17						1										

		BovineHD1000010555		rs134925650		10		33,034,968		3,133		intergenic_variant														17						1										

		BovineHD1000010557		rs109034025		10		33,038,010		3,043		intergenic_variant														17						1										

		BovineHD1000010559		rs109368633		10		33,039,489		1,480		intergenic_variant														17						1										

		BovineHD1000010567		rs136168393		10		33,087,204		47,716		intergenic_variant														17						1										

		BovineHD1000010570		rs110076298		10		33,092,444		5,241		intergenic_variant														17						1										

		BTA-109248-no-rs		rs41618008		10		33,094,088		1,645		intergenic_variant														17						1										

		BovineHD1000010573		rs110806359		10		33,096,969		2,882		intergenic_variant														17						1										

		BovineHD1000010577		rs109004158		10		33,100,767		3,799		intergenic_variant														17						1										

		BovineHD1000010580		rs136115701		10		33,108,400		7,634		intergenic_variant														17						1										

		BovineHD1000010584		rs108988954		10		33,127,265		18,866		intergenic_variant														17						1										

		BovineHD1000026102		rs110126632		10		89,987,624		56,860,360		intron_variant		NRXN3														20						1								

		BovineHD1000026104		rs136625100		10		89,991,105		3,482		intron_variant		NRXN3														20						1								

		BovineHD1000026106		rs42445828		10		89,996,217		5,113		intron_variant		NRXN3														20						1								

		BovineHD1000026111		rs109713204		10		90,001,311		5,095		intron_variant		NRXN3														20						1								

		BovineHD1000026113		rs135491966		10		90,003,763		2,453		intron_variant		NRXN3														20						1								

		BovineHD1000026117		rs134725905		10		90,008,268		4,506		intron_variant		NRXN3														20						1								

		BovineHD1000026120		rs109759602		10		90,011,240		2,973		intron_variant		NRXN3														20						1								

		BovineHD1000026126		rs108993859		10		90,029,088		17,849		intron_variant		NRXN3														20						1								

		BovineHD1000026129		rs136932678		10		90,037,609		8,522		intron_variant		NRXN3														20						1								

		BovineHD4100008341		rs42445783		10		90,048,465		10,857		intron_variant		NRXN3														20						1								

		BovineHD1000026135		rs136185870		10		90,060,340		11,876		intron_variant		NRXN3														20						1								

		BovineHD1000026139		rs110618712		10		90,064,354		4,015		intron_variant		NRXN3														20						1								

		BovineHD1000026141		rs135724624		10		90,069,166		4,813		intron_variant		NRXN3														20						1								

		BovineHD1000026143		rs110913491		10		90,075,331		6,166		intron_variant		NRXN3														20						1								

		BovineHD1000026146		rs110857949		10		90,079,724		4,394		intron_variant		NRXN3														20						1								

		BovineHD1000026148		rs42445745		10		90,086,387		6,664		intron_variant		NRXN3														20						1								

		BovineHD1000026151		rs110988549		10		90,093,867		7,481		intron_variant		NRXN3														20						1								

		BovineHD1000026153		rs109916625		10		90,097,002		3,136		intron_variant		NRXN3														20						1								

		BovineHD1000026154		rs137092972		10		90,101,513		4,512		intron_variant		NRXN3														20						1								

		BovineHD1000026157		rs42445411		10		90,110,740		9,228		intron_variant		NRXN3														20						1								

		BovineHD1000026159		rs137563059		10		90,115,815		5,076		intron_variant		NRXN3														20						1								

		BovineHD1000026162		rs135656431		10		90,132,238		16,424		intron_variant		NRXN3														20						1								

		BovineHD4100008343		rs110541163		10		90,139,665		7,428		synonymous_variant		NRXN3														20						1								

		BovineHD4100008344		rs41626624		10		90,144,485		4,821		intron_variant		NRXN3														20						1								

		BovineHD1000026167		rs42444516		10		90,147,854		3,370		intron_variant		NRXN3														20						1								

		BovineHD1000026169		rs42444519		10		90,153,176		5,323		intron_variant		NRXN3														20						1								

		BovineHD1000026171		rs42444523		10		90,156,737		3,562		intron_variant		NRXN3														20						1								

		BovineHD1000026178		rs42445334		10		90,173,775		17,039		intron_variant		NRXN3														20						1								

		BovineHD1000026181		rs42445341		10		90,179,328		5,554		intron_variant		NRXN3														20						1								

		BovineHD1000026184		rs109309930		10		90,183,915		4,588		intron_variant		NRXN3														20						1								

		BovineHD1000026189		rs109088744		10		90,198,999		15,085		intron_variant		NRXN3														20						1								

		BovineHD1000026191		rs135372183		10		90,201,640		2,642		intron_variant		NRXN3														20						1								

		BovineHD1000026194		rs110028287		10		90,205,383		3,744		intron_variant		NRXN3														20						1								

		BovineHD1000026196		rs109970704		10		90,206,860		1,478		intron_variant		NRXN3														20						1								

		BovineHD1000026213		rs42649293		10		90,225,855		18,996		intron_variant		NRXN3														20						1								

		BovineHD1000026222		rs132835404		10		90,247,426		21,572		intron_variant		NRXN3														20						1								

		BovineHD1000026227		rs42649251		10		90,273,319		25,894		intron_variant		NRXN3														20						1								

		BovineHD1000026231		rs133662354		10		90,288,717		15,399		intron_variant		NRXN3														20						1								

		BovineHD1000026236		rs137766044		10		90,297,437		8,721		intron_variant		NRXN3														20						1								

		BovineHD1000026237		rs134150508		10		90,299,213		1,777		intron_variant		NRXN3														20						1								

		BovineHD1000026242		rs137452657		10		90,309,547		10,335		intron_variant		NRXN3														20						1								

		BovineHD1000026245		rs109048007		10		90,317,726		8,180		intron_variant		NRXN3														20						1								

		BovineHD1000026247		rs43646031		10		90,320,744		3,019		intron_variant		NRXN3														20						1								

		BTA-80412-no-rs		rs41597335		10		90,324,101		3,358		intron_variant		NRXN3														20						1								

		BovineHD1000026251		rs137760351		10		90,327,354		3,254		intron_variant		NRXN3														20						1								

		BovineHD1000026253		rs137344249		10		90,329,471		2,118		intron_variant		NRXN3														20						1								

		BovineHD1000026255		rs110647981		10		90,331,025		1,555		intron_variant		NRXN3														20						1								

		BovineHD1000026257		rs136515630		10		90,335,843		4,819		intron_variant		NRXN3														20						1								

		BovineHD1000026268		rs110565435		10		90,346,373		10,531		intron_variant		NRXN3														20						1								

		BovineHD1000026287		rs132697555		10		90,369,339		22,967		intron_variant		NRXN3														20						1								

		BovineHD1000026293		rs136765698		10		90,377,343		8,005		intron_variant		NRXN3														20						1								

		BovineHD1000026295		rs137816198		10		90,379,202		1,860		intron_variant		NRXN3														20						1								

		BovineHD1000026298		rs135910863		10		90,382,135		2,934		intron_variant		NRXN3														20						1								

		BovineHD1000026301		rs132675637		10		90,387,757		5,623		intron_variant		NRXN3														20						1								

		BovineHD1000026304		rs109066100		10		90,391,397		3,641		intron_variant		NRXN3														20						1								

		ARS-BFGL-NGS-56116		rs109838921		10		90,396,997		5,601		intron_variant		NRXN3														20						1								

		BovineHD1000026311		rs137250119		10		90,400,591		3,595		intron_variant		NRXN3														20						1								

		Hapmap48478-BTA-80389		rs110859459		10		90,418,700		18,110		intron_variant		NRXN3														20						1								

		BovineHD1000026330		rs134459982		10		90,426,049		7,350		intron_variant		NRXN3														20						1								

		BovineHD1000026337		rs134582971		10		90,437,678		11,630		intron_variant		NRXN3														20						1								

		BovineHD1000026341		rs137702797		10		90,442,743		5,066		intron_variant		NRXN3														20						1								

		BovineHD1000026353		rs134117337		10		90,467,293		24,551		intron_variant		NRXN3														20						1								

		BovineHD1000026363		rs135034017		10		90,485,285		17,993		intron_variant		NRXN3														20						1								

		BovineHD1000026367		rs137699979		10		90,490,515		5,231		intron_variant		NRXN3														20						1								

		BovineHD1000026370		rs109776914		10		90,495,684		5,170		intron_variant		NRXN3														20						1								

		BovineHD1000026373		rs135038521		10		90,503,163		7,480		intron_variant		NRXN3														20						1								

		BovineHD1000026376		rs43652717		10		90,511,693		8,531		intron_variant		NRXN3														20						1								

		BovineHD1000026379		rs110664566		10		90,517,212		5,520		intron_variant		NRXN3														20						1								

		BovineHD1000026382		rs136150908		10		90,519,184		1,973		intron_variant		NRXN3														20						1								

		BovineHD1000026391		rs43652691		10		90,542,244		23,061		intron_variant		NRXN3														20						1								

		BovineHD1000026398		rs132843793		10		90,566,339		24,096		intron_variant		NRXN3														20						1								

		BovineHD1000026405		rs134135113		10		90,576,842		10,504		intron_variant		NRXN3														20						1								

		BovineHD1000026409		rs133458858		10		90,580,196		3,355		intron_variant		NRXN3														20						1								

		ARS-BFGL-NGS-110760		rs42745577		10		90,589,737		9,542		intron_variant		NRXN3														20						1								

		BovineHD1000026414		rs134673739		10		90,593,480		3,744		intron_variant		NRXN3														20						1								

		BovineHD1000026416		rs137030549		10		90,594,920		1,441		intron_variant		NRXN3														20						1								

		BovineHD1000026420		rs43652688		10		90,598,098		3,179		intron_variant		NRXN3														20						1								

		BovineHD1000026422		rs109434576		10		90,599,486		1,389		intron_variant		NRXN3														20						1								

		BovineHD1000026424		rs110521161		10		90,600,673		1,188		intron_variant		NRXN3														20						1								

		BovineHD1000026427		rs43652645		10		90,610,048		9,376		intron_variant		NRXN3														20						1								

		BovineHD1000026429		rs43652637		10		90,612,733		2,686		intron_variant		NRXN3														20						1								

		BovineHD1000026431		rs43651826		10		90,613,739		1,007		intron_variant		NRXN3														20						1								

		BovineHD1000026433		rs43651809		10		90,615,371		1,633		intron_variant		NRXN3														20						1								

		ARS-BFGL-NGS-2949		rs43651804		10		90,617,005		1,635		intron_variant		NRXN3														20						1								

		BovineHD1000026439		rs43651777		10		90,635,098		18,094		intron_variant		NRXN3														20						1								

		BTB-00444654		rs43651752		10		90,648,336		13,239		intron_variant		NRXN3														20						1								

		BovineHD1000026446		rs132643621		10		90,651,152		2,817		intron_variant		NRXN3														20						1								

		ARS-BFGL-NGS-26052		rs109086476		10		90,679,233		28,082		intron_variant		NRXN3														20						1								

		BovineHD1000026467		rs132827313		10		90,700,090		20,858		intron_variant		NRXN3														20						1								

		BovineHD1000026474		rs135434209		10		90,723,396		23,307		intron_variant		NRXN3														20						1								

		BovineHD1000026478		rs43651020		10		90,734,010		10,615		intron_variant		NRXN3														20						1								

		BovineHD1000026480		rs43651004		10		90,736,817		2,808		intron_variant		NRXN3														20						1								

		BovineHD1000026482		rs43651002		10		90,740,200		3,384		intron_variant		NRXN3														20						1								

		BTB-00444587		rs43650985		10		90,743,393		3,194		intron_variant		NRXN3														20						1								

		BovineHD1000026486		rs109518126		10		90,746,324		2,932		intron_variant		NRXN3														20						1								

		BovineHD1000026488		rs110718367		10		90,747,574		1,251		intron_variant		NRXN3														20						1								

		BovineHD1000026490		rs43650969		10		90,748,820		1,247		intron_variant		NRXN3														20						1								

		BovineHD1000026494		rs43650516		10		90,759,367		10,548		intron_variant		NRXN3														20						1								

		BovineHD1000026500		rs43650480		10		90,770,770		11,404		intron_variant		NRXN3														20						1								

		BovineHD1000026502		rs43650489		10		90,776,506		5,737		intron_variant		NRXN3														20						1								

		BovineHD1000026508		rs43650466		10		90,789,057		12,552		intron_variant		NRXN3														20						1								

		BovineHD1000026510		rs43650453		10		90,792,053		2,997		intron_variant		NRXN3														20						1								

		BovineHD1000026512		rs43650444		10		90,793,700		1,648		intron_variant		NRXN3														20						1								

		BovineHD1000026514		rs43649623		10		90,796,103		2,404		intron_variant		NRXN3														20						1								

		BovineHD4100008351		rs43649604		10		90,802,827		6,725		intron_variant		NRXN3														20						1								

		BovineHD1000026522		rs43649562		10		90,812,995		10,169		intron_variant		NRXN3														20						1								

		BovineHD1000026527		rs110472648		10		90,824,259		11,265		intron_variant		NRXN3														20						1								

		BovineHD1000026530		rs132822776		10		90,833,854		9,596		intron_variant		NRXN3														20						1								

		BovineHD1000026532		rs109166121		10		90,835,758		1,905		intron_variant		NRXN3														20						1								

		BovineHD1000026534		rs110903036		10		90,838,363		2,606		intron_variant		NRXN3														20						1								

		BovineHD1000026536		rs132948343		10		90,842,085		3,723		intron_variant		NRXN3														20						1								

		BovineHD1000026538		rs43648817		10		90,850,182		8,098		intron_variant		NRXN3														20						1								

		BovineHD1000026541		rs43648785		10		90,857,383		7,202		intron_variant		NRXN3														20						1								

		BovineHD1000026544		rs43648805		10		90,862,291		4,909		intron_variant		NRXN3														20						1								

		BovineHD1000026546		rs43648796		10		90,864,079		1,789		intron_variant		NRXN3														20						1								

		BovineHD1000026548		rs133698453		10		90,867,142		3,064		intron_variant		NRXN3														20						1								

		BovineHD1000026550		rs43648766		10		90,868,724		1,583		intron_variant		NRXN3														20						1								

		BovineHD1000026552		rs135001438		10		90,870,805		2,082		intron_variant		NRXN3														20						1								

		BovineHD1000026555		rs43648743		10		90,872,567		1,763		intron_variant		NRXN3														20						1								

		BovineHD1000026557		rs108982528		10		90,875,560		2,994		intron_variant		NRXN3														20						1								

		BovineHD1000026561		rs136095914		10		90,878,145		2,586		intron_variant		NRXN3														20						1								

		BovineHD1000026564		rs43647850		10		90,880,610		2,466		intron_variant		NRXN3														20						1								

		BovineHD1000026567		rs43647876		10		90,884,782		4,173		intron_variant		NRXN3														20						1								

		BovineHD1000026570		rs43647885		10		90,888,038		3,257		intron_variant		NRXN3														20						1								

		BovineHD1000026572		rs133639303		10		90,892,680		4,643		intron_variant		NRXN3														20						1								

		BovineHD1000026575		rs43646991		10		90,896,375		3,696		intron_variant		NRXN3														20						1								

		BovineHD1000026593		rs43646931		10		90,923,220		26,846		intron_variant		NRXN3														20						1								

		BovineHD1000026594		rs43646321		10		90,929,690		6,471		intron_variant		NRXN3														20						1								

		BovineHD1000026599		rs109101940		10		90,944,725		15,036		intron_variant		NRXN3														20						1								

		BovineHD1100009718		rs136308141		11		32,465,658				intron_variant		NRXN1														21						1								

		BovineHD1100009723		rs42215359		11		32,487,345		21,688		intron_variant		NRXN1														21						1								

		BovineHD1100009729		rs42215400		11		32,492,546		5,202		intron_variant		NRXN1														21						1								

		BovineHD1100009740		rs109084374		11		32,512,428		19,883		intron_variant		NRXN1														21						1								

		BovineHD1100009743		rs133201549		11		32,515,469		3,042		intron_variant		NRXN1														21						1								

		BovineHD1100009746		rs42215955		11		32,520,981		5,513		intron_variant		NRXN1														21						1								

		BovineHD1100009751		rs110112219		11		32,541,821		20,841		intron_variant		NRXN1														21						1								

		BovineHD1100009753		rs135733724		11		32,544,471		2,651		intron_variant		NRXN1														21						1								

		BovineHD1100009756		rs110484964		11		32,546,332		1,862		intron_variant		NRXN1														21						1								

		BovineHD1100009761		rs42214709		11		32,560,784		14,453		intron_variant		NRXN1														21						1								

		BovineHD1100009766		rs42214213		11		32,574,591		13,808		intron_variant		NRXN1														21						1								

		BTB-01060160		rs42214229		11		32,583,978		9,388		intron_variant		NRXN1														21						1								

		BovineHD1100009769		rs42214639		11		32,587,583		3,606		intron_variant		NRXN1														21						1								

		BovineHD1100009772		rs42214646		11		32,591,132		3,550		intron_variant		NRXN1														21						1								

		BovineHD1100009775		rs42214659		11		32,595,094		3,963		intron_variant		NRXN1														21						1								

		BovineHD1100009778		rs42214677		11		32,597,828		2,735		intron_variant		NRXN1														21						1								

		BTB-01060112		rs42214181		11		32,606,999		9,172		intron_variant		NRXN1														21						1								

		BovineHD1100009784		rs42214176		11		32,611,426		4,428		intron_variant		NRXN1														21						1								

		BovineHD1100009786		rs110206417		11		32,615,941		4,516		intron_variant		NRXN1														21						1								

		BovineHD1100009790		rs133775088		11		32,623,037		7,097		intron_variant		NRXN1														21						1								

		BTB-01060086		rs42214155		11		32,631,886		8,850		intron_variant		NRXN1														21						1								

		BovineHD1100009798		rs135157852		11		32,650,935		19,050		intron_variant		NRXN1														21						1								

		Hapmap43090-BTA-88660		rs41657910		11		32,659,947		9,013		intron_variant		NRXN1														21						1								

		BovineHD1100009802		rs110106911		11		32,665,209		5,263		intron_variant		NRXN1														21						1								

		BovineHD1100009811		rs109434883		11		32,701,142		35,934		intron_variant		NRXN1														21						1								

		BovineHD1100009814		rs109281145		11		32,710,624		9,483		intron_variant		NRXN1														21						1								

		BovineHD1100009817		rs109253716		11		32,741,409		30,786		intron_variant		NRXN1														21						1								

		BovineHD1100009819		rs110549077		11		32,745,410		4,002		intron_variant		NRXN1														21						1								

		BovineHD1100009826		rs110740368		11		32,755,780		10,371		intron_variant		NRXN1														21						1								

		BovineHD1100031575		rs132637190		11		32,810,133		54,354		intron_variant		NRXN1														21						1								

		BovineHD1100009841		rs137496579		11		32,824,499		14,367		intron_variant		NRXN1														21						1								

		BovineHD1100009843		rs134725427		11		32,828,233		3,735		intron_variant		NRXN1														21						1								

		BovineHD1100009846		rs109339421		11		32,844,963		16,731		intron_variant		NRXN1														21						1								

		BTB-00471219		rs43673586		11		32,879,031		34,069		intron_variant		NRXN1														21						1								

		BovineHD1100009861		rs43674087		11		32,915,113		36,083		intron_variant		NRXN1														21						1								

		BovineHD1100009865		rs109122877		11		32,927,318		12,206		intron_variant		NRXN1														21						1								

		BovineHD1100009867		rs137498667		11		32,929,524		2,207		intron_variant		NRXN1														21						1								

		BovineHD1100009870		rs135687097		11		32,937,736		8,213		intron_variant		NRXN1														21						1								

		BovineHD4100008714		rs41662948		11		32,962,668		24,933		intron_variant		NRXN1														21						1								

		BovineHD1100009874		rs43675134		11		32,966,667		4,000		intron_variant		NRXN1														21						1								

		BovineHD1100009876		rs43674900		11		32,969,714		3,048		intron_variant		NRXN1														21						1								

		BovineHD1100009878		rs43674883		11		32,971,601		1,888		intron_variant		NRXN1														21						1								

		BovineHD1100009881		rs43674836		11		32,975,765		4,165		intron_variant		NRXN1														21						1								

		BovineHD1100009884		rs43675214		11		32,985,795		10,031		intron_variant		NRXN1														21						1								

		BovineHD1100009889		rs110291014		11		32,997,559		11,765		intron_variant		NRXN1														21						1								

		BovineHD1100009891		rs110559436		11		32,998,874		1,316		intron_variant		NRXN1														21						1								

		BovineHD1100009893		rs110843422		11		33,000,522		1,649		intron_variant		NRXN1														21						1								

		BovineHD1100009896		rs109553134		11		33,003,079		2,558		intron_variant		NRXN1														21						1								

		BovineHD1100009898		rs110303756		11		33,005,248		2,170		intron_variant		NRXN1														21						1								

		BTB-00471572		rs43675735		11		33,039,000		33,753		intron_variant		NRXN1														21						1								

		BovineHD1100009911		rs110095335		11		33,048,662		9,663		intron_variant		NRXN1														21						1								

		BovineHD1100009913		rs43675745		11		33,051,315		2,654		intron_variant		NRXN1														21						1								

		BovineHD1100009917		rs43675765		11		33,063,315		12,001		intron_variant		NRXN1														21						1								

		Hapmap51924-BTA-91924		rs41596808		11		33,067,483		4,169		intron_variant		NRXN1														21						1								

		BovineHD1100009922		rs133287511		11		33,087,940		20,458		intron_variant		NRXN1														21						1								

		BovineHD1100009924		rs43675780		11		33,096,831		8,892		intron_variant		NRXN1														21						1								

		BovineHD1100009926		rs109513538		11		33,103,096		6,266		intron_variant		NRXN1														21						1								

		BovineHD4100008717		rs41662954		11		33,115,460		12,365		intron_variant		NRXN1														21						1								

		BovineHD1100009931		rs110890291		11		33,117,229		1,770		intron_variant		NRXN1														21						1								

		BovineHD1100009937		rs43152645		11		33,131,523		14,295		intron_variant		NRXN1														21						1								

		BovineHD1100009984		rs135770758		11		33,368,678		237,156		intron_variant		NRXN1														21						1								

		BovineHD1100009990		rs134714296		11		33,406,761		38,084		intron_variant		NRXN1														21						1								

		BovineHD1100009993		rs137497242		11		33,420,251		13,491		intron_variant		NRXN1														21						1								

		BovineHD1100009996		rs135153848		11		33,431,821		11,571		intron_variant		NRXN1														21						1								

		BovineHD1100009998		rs110492156		11		33,441,248		9,428		intron_variant		NRXN1														21						1								

		BovineHD1100010000		rs136606049		11		33,457,644		16,397		intron_variant		NRXN1														21						1								

		BovineHD1100010004		rs134793817		11		33,480,248		22,605		intron_variant		NRXN1														21						1								

		BovineHD1100010006		rs133187789		11		33,488,402		8,155		intron_variant		NRXN1														21						1								

		BovineHD1100010009		rs110832930		11		33,492,689		4,288		intron_variant		NRXN1														21						1								

		BovineHD1100010012		rs110127223		11		33,508,316		15,628		intron_variant		NRXN1														21						1								

		BovineHD1100010014		rs109305069		11		33,511,015		2,700		intron_variant		NRXN1														21						1								

		BovineHD1100010020		rs135127248		11		33,547,900		36,886		intergenic_variant																21						1								

		BovineHD1100010033		rs109654721		11		33,633,809		85,910		intergenic_variant																21						1								

		BovineHD1100010041		rs42669715		11		33,651,873		18,065		intergenic_variant																21						1								

		BovineHD1100010047		rs135542538		11		33,670,661		18,789		intergenic_variant																21						1								

		BovineHD1100010050		rs135384932		11		33,678,654		7,994		intergenic_variant																21						1								

		BovineHD1100010053		rs136056136		11		33,701,931		23,278		intergenic_variant																21						1								

		BTB-01734254		rs42844790		11		33,718,317		16,387		intergenic_variant																21						1								

		BovineHD1100010063		rs109124710		11		33,754,819		36,503		intergenic_variant																21						1								

		BovineHD1100010065		rs135017777		11		33,760,118		5,300		intergenic_variant																21						1								

		BovineHD1100010068		rs135679634		11		33,792,553		32,436		intergenic_variant																21						1								

		BovineHD1100010072		rs133432790		11		33,808,252		15,700		intergenic_variant																21						1								

		BovineHD1100010075		rs42749077		11		33,812,698		4,447		intergenic_variant																21						1								

		BovineHD1100010077		rs135216765		11		33,815,033		2,336		intergenic_variant																21						1								

		BovineHD1100010078		rs136058484		11		33,830,746		15,714		intergenic_variant																21						1								

		BovineHD1100010080		rs42749125		11		33,832,658		1,913		intergenic_variant																21						1								

		BovineHD1100010084		rs135157707		11		33,843,408		10,751		intergenic_variant																21						1								

		BovineHD1100010086		rs134348099		11		33,845,956		2,549		intergenic_variant																21						1								

		BTB-01633028		rs42749396		11		33,858,858		12,903		intergenic_variant																21						1								

		BovineHD1100010094		rs133190308		11		33,889,544		30,687		intergenic_variant																21						1								

		BovineHD1100010101		rs110767481		11		33,946,633		57,090		intergenic_variant																21						1								

		BovineHD1100010103		rs133564742		11		33,958,721		12,089		intergenic_variant																21						1								

		BovineHD1100010105		rs136691291		11		33,967,164		8,444		intergenic_variant																21						1								

		BovineHD1100010108		rs132644610		11		33,972,064		4,901		intergenic_variant																21						1								

		BovineHD1100010121		rs134818855		11		34,002,536		30,473		intergenic_variant																21						1								

		BovineHD1100010124		rs137276578		11		34,020,761		18,226		intergenic_variant																21						1								

		BovineHD1100010126		rs108947703		11		34,023,541		2,781		intergenic_variant																21						1								

		BovineHD1100010128		rs110258794		11		34,030,862		7,322		intergenic_variant																21						1								

		BovineHD1100010130		rs135598584		11		34,035,434		4,573		intergenic_variant																21						1								

		BovineHD1100010132		rs42796031		11		34,042,600		7,167		intergenic_variant																21						1								

		BovineHD1100010134		rs42796036		11		34,044,331		1,732		intergenic_variant																21						1								

		BovineHD1100010143		rs110692789		11		34,066,445		22,115		intergenic_variant																21						1								

		BovineHD1100010145		rs111030451		11		34,068,916		2,472		intergenic_variant																21						1								

		BovineHD1100010147		rs43009503		11		34,072,810		3,895		intergenic_variant																21						1								

		Hapmap48258-BTA-24339		rs41633025		11		34,087,255		14,446		intergenic_variant																21						1								

		BovineHD1100010152		rs43008499		11		34,098,462		11,208		intergenic_variant																21						1								

		BovineHD1100010157		rs42550571		11		34,119,396		20,935		intergenic_variant																21						1								

		BovineHD1100010162		rs42550127		11		34,131,300		11,905		intergenic_variant																21						1								

		BovineHD1100010164		rs109160555		11		34,137,142		5,843		intergenic_variant																21						1								

		BovineHD1100010168		rs42550034		11		34,140,292		3,151		intergenic_variant																21						1								

		BovineHD1100010177		rs42550624		11		34,153,317		13,026		intergenic_variant																21						1								

		BovineHD1100010180		rs42552157		11		34,159,017		5,701		intergenic_variant																21						1								

		BovineHD1100010183		rs42551354		11		34,167,783		8,767		intergenic_variant																21						1								

		BovineHD1100010186		rs110842538		11		34,172,245		4,463		intergenic_variant																21						1								

		BovineHD1100010189		rs43047959		11		34,190,230		17,986		intergenic_variant																21						1								

		BovineHD1100010196		rs42417895		11		34,237,328		47,099		intergenic_variant																21						1								

		BovineHD1100010203		rs136555983		11		34,282,165		44,838		intergenic_variant																21						1								

		BovineHD1100010206		rs109082226		11		34,301,037		18,873		intergenic_variant																21						1								

		BovineHD1100010216		rs110756721		11		34,409,988		108,952		intergenic_variant																21						1								

		BovineHD1100010233		rs43743661		11		34,533,289		123,302		intergenic_variant																21						1								

		BovineHD1100010236		rs43743883		11		34,542,106		8,818		intergenic_variant																21						1								

		BovineHD1100010243		rs133894616		11		34,591,877		49,772		intergenic_variant																21						1								

		BovineHD1100010247		rs134993594		11		34,616,460		24,584		intergenic_variant																21						1								

		BovineHD1100010248		rs43144813		11		34,619,904		3,445		intergenic_variant																21						1								

		BovineHD1100010264		rs135154404		11		34,746,248		126,345		intergenic_variant																21						1								

		BovineHD1100010274		rs42555776		11		34,776,567		30,320		intergenic_variant																21						1								

		BovineHD1100010280		rs136998141		11		34,809,985		33,419		intergenic_variant																21						1								

		BovineHD1100010295		rs134699781		11		34,918,775		108,791		intergenic_variant																21						1								

		BovineHD1100010300		rs43102239		11		34,944,550		25,776		intergenic_variant																21						1								

		BovineHD1100010310		rs43101256		11		34,967,078		22,529		intergenic_variant																21						1								

		BovineHD1100010312		rs132660475		11		34,975,100		8,023		intergenic_variant																21						1								

		BovineHD1100010314		rs43242374		11		34,979,375		4,276		intergenic_variant																21						1								

		BovineHD1100010316		rs43240915		11		34,985,720		6,346		intergenic_variant																21						1								

		BovineHD1100010318		rs133522449		11		34,989,120		3,401		intergenic_variant																21						1								

		BovineHD1100010320		rs137744883		11		34,992,407		3,288		intergenic_variant																21						1								

		BovineHD4100008722		rs41613853		11		34,996,055		3,649		intergenic_variant																21						1								

		BovineHD1100010324		rs110815557		11		34,998,717		2,663		intergenic_variant																21						1								

		BovineHD1100010326		rs43231848		11		35,000,263		1,547		intergenic_variant																21						1								

		BovineHD1100010327		rs43233919		11		35,007,958		7,696		intergenic_variant																21						1								

		BovineHD1100010330		rs43233908		11		35,026,374		18,417		intergenic_variant																21						1								

		BovineHD1100010332		rs43233862		11		35,029,615		3,242		intergenic_variant																21						1								

		BovineHD1100010334		rs43232899		11		35,033,082		3,468		intergenic_variant																21						1								

		BovineHD1100010337		rs110474062		11		35,036,340		3,259		intergenic_variant																21						1								

		BovineHD1100010338		rs43232839		11		35,039,180		2,841		intergenic_variant																21						1								

		BovineHD1100010340		rs43231925		11		35,045,255		6,076		intergenic_variant																21						1								

		BovineHD1100014967		rs110045788		11		50,922,174		15,876,920		intergenic_variant												24						1												

		BovineHD1100014972		rs137306805		11		50,944,686		22,513		intergenic_variant												24						1												

		BovineHD1100014974		rs109030344		11		50,953,481		8,796		intergenic_variant												24						1												

		BovineHD1100014978		rs135061387		11		50,971,215		17,735		intergenic_variant												24						1												

		BovineHD1100014980		rs109808924		11		50,974,060		2,846		intergenic_variant												24						1												

		BovineHD1100014985		rs110526648		11		51,003,233		29,174		intergenic_variant												24						1												

		BovineHD1100014990		rs134886733		11		51,034,040		30,808		intergenic_variant												24						1												

		BovineHD1100014992		rs133300106		11		51,042,232		8,193		intergenic_variant												24						1												

		BovineHD1100014996		rs137467445		11		51,058,378		16,147		intergenic_variant												24						1												

		BovineHD1100014998		rs136906440		11		51,064,323		5,946		intergenic_variant												24						1												

		BovineHD1100015013		rs134882656		11		51,102,668		38,346		intergenic_variant												24						1												

		ARS-BFGL-NGS-66339		rs109476024		11		51,109,955		7,288		intergenic_variant												24						1												

		BovineHD1100015003		rs136573190		11		51,129,277		19,323		intergenic_variant												24						1												

		BovineHD1100015005		rs110001879		11		51,132,016		2,740		intergenic_variant												24						1												

		BovineHD1100015007		rs134122694		11		51,135,350		3,335		intergenic_variant												24						1												

		BovineHD1100015010		rs109099650		11		51,138,501		3,152		intergenic_variant												24						1												

		BovineHD1100015022		rs132855464		11		51,163,934		25,434		intergenic_variant												24						1												

		BovineHD1100015026		rs136689088		11		51,182,736		18,803		intergenic_variant												24						1												

		BovineHD1100015028		rs110742774		11		51,190,405		7,670		intergenic_variant												24						1												

		BovineHD1100015036		rs109078478		11		51,217,276		26,872		intergenic_variant												24						1												

		BovineHD1100015039		rs135461357		11		51,230,072		12,797		intergenic_variant												24						1												

		BovineHD1100015055		rs136334230		11		51,312,133		82,062		intergenic_variant												24						1												

		BovineHD1100015062		rs133612591		11		51,356,063		43,931		intergenic_variant												24						1												

		BovineHD1100015066		rs133809376		11		51,385,727		29,665		intergenic_variant												24						1												

		BovineHD1100015068		rs132720551		11		51,393,418		7,692		intergenic_variant												24						1												

		BovineHD1100015071		rs132861479		11		51,403,766		10,349		intergenic_variant												24						1												

		BovineHD1100015077		rs109465522		11		51,415,607		11,842		intergenic_variant												24						1												

		BovineHD1100015094		rs132691722		11		51,449,332		33,726		intergenic_variant												24						1												

		BovineHD1100015097		rs136636470		11		51,455,702		6,371		intergenic_variant												24						1												

		BovineHD1100015100		rs133445716		11		51,462,813		7,112		intergenic_variant												24						1												

		BovineHD1100015102		rs109712262		11		51,466,730		3,918		intergenic_variant												24						1												

		BovineHD1100015104		rs109936081		11		51,471,175		4,446		intergenic_variant												24						1												

		Hapmap38714-BTA-93410		rs41613511		11		51,479,638		8,464		intergenic_variant												24						1												

		BovineHD1100015107		rs135101255		11		51,484,358		4,721		intergenic_variant												24						1												

		BovineHD1100015109		rs110573545		11		51,491,219		6,862		intergenic_variant												24						1												

		BovineHD1100015116		rs110815401		11		51,520,368		29,150		intergenic_variant												24						1												

		BovineHD1100015119		rs110626657		11		51,525,566		5,199		intergenic_variant												24						1												

		BovineHD1100015121		rs109032425		11		51,529,480		3,915		intergenic_variant												24						1												

		BovineHD1100015125		rs109321234		11		51,553,923		24,444		intergenic_variant												24						1												

		BovineHD1100015128		rs136240231		11		51,562,597		8,675		intergenic_variant												24						1												

		BovineHD1100015130		rs135055375		11		51,565,704		3,108		intergenic_variant												24						1												

		BovineHD1100015134		rs110192034		11		51,571,620		5,917		intergenic_variant												24						1												

		BovineHD1100015139		rs109597234		11		51,579,104		7,485		intergenic_variant												24						1												

		BovineHD1100015143		rs133475103		11		51,583,008		3,905		intergenic_variant												24						1												

		BovineHD1100015146		rs108955690		11		51,589,338		6,331		intergenic_variant												24						1												

		BovineHD1100015151		rs109545956		11		51,608,124		18,787		intergenic_variant												24						1												

		BovineHD1100015161		rs41611858		11		51,630,818		22,695		intergenic_variant												24						1												

		BovineHD1100015171		rs110409669		11		51,668,409		37,592		intergenic_variant												24						1												

		BovineHD1100015181		rs137077898		11		51,711,651		43,243		intergenic_variant												24						1												

		BovineHD1100015184		rs134743204		11		51,716,899		5,249		intergenic_variant												24						1												

		BovineHD1100015191		rs110023592		11		51,734,262		17,364		intergenic_variant												24						1												

		BovineHD1100015193		rs109934521		11		51,740,370		6,109		intergenic_variant												24						1												

		BovineHD1100015215		rs136020541		11		51,793,910		53,541		intergenic_variant												24						1												

		BovineHD1100015218		rs132884137		11		51,796,401		2,492		intergenic_variant												24						1												

		BovineHD1100015220		rs134985060		11		51,799,531		3,131		intergenic_variant												24						1												

		BovineHD1100015223		rs137590868		11		51,802,770		3,240		intergenic_variant												24						1												

		BovineHD1100015229		rs110991970		11		51,838,643		35,874		intergenic_variant												24						1												

		BovineHD1100015242		rs136635421		11		51,866,429		27,787		intergenic_variant												24						1												

		BovineHD1100015264		rs110522464		11		52,001,416		134,988		intergenic_variant												24						1												

		Hapmap49363-BTA-89255		rs41589378		11		52,049,957		48,542		intergenic_variant												24						1												

		BovineHD1100015276		rs134606904		11		52,082,201		32,245		intergenic_variant												24						1												

		BovineHD1100015296		rs109373737		11		52,207,947		125,747		intergenic_variant												24						1												

		ARS-BFGL-BAC-11717		rs110527959		11		52,281,751		73,805		intergenic_variant												24						1												

		BovineHD1100015331		rs133722298		11		52,414,032		132,282		intergenic_variant												24						1												

		BovineHD1100015335		rs134504323		11		52,460,692		46,661		intergenic_variant												24						1												

		Hapmap59913-rs29011971		rs29011971		11		52,574,977		114,286		intergenic_variant												24						1												

		BovineHD1100015348		rs132735596		11		52,590,864		15,888		intergenic_variant												24						1												

		BovineHD1100015351		rs137657806		11		52,615,171		24,308		intergenic_variant												24						1												

		Hapmap26721-BTA-152115		rs110684598		11		52,621,574		6,404		intergenic_variant												24						1												

		BovineHD1100015355		rs136858558		11		52,642,207		20,634		intergenic_variant												24						1												

		BovineHD1100015358		rs110412233		11		52,660,278		18,072		intergenic_variant												24						1												

		BovineHD1100015360		rs137812542		11		52,670,101		9,824		intergenic_variant												24						1												

		BovineHD1100015363		rs137268773		11		52,673,436		3,336		intergenic_variant												24						1												

		BovineHD1100015365		rs109864981		11		52,678,364		4,929		intergenic_variant												24						1												

		BovineHD1100015367		rs132938702		11		52,680,083		1,720		intergenic_variant												24						1												

		BovineHD1100015370		rs108974710		11		52,684,301		4,219		intergenic_variant												24						1												

		BovineHD1100015372		rs110315491		11		52,687,666		3,366		intergenic_variant												24						1												

		BovineHD1100015374		rs134411279		11		52,690,600		2,935		intergenic_variant												24						1												

		BovineHD1100015377		rs133294609		11		52,694,015		3,416		intergenic_variant												24						1												

		BovineHD1100015378		rs134148669		11		52,695,780		1,766		intergenic_variant												24						1												

		BovineHD1100015382		rs110499431		11		52,704,469		8,690		intergenic_variant												24						1												

		BovineHD1100015392		rs132877872		11		52,748,476		44,008		intergenic_variant												24						1												

		ARS-BFGL-NGS-117912		rs110063973		11		52,758,789		10,314		intergenic_variant												24						1												

		BovineHD1100015397		rs137605297		11		52,764,980		6,192		intergenic_variant												24						1												

		BovineHD1100015399		rs109516541		11		52,767,238		2,259		intergenic_variant												24						1												

		BovineHD1100015402		rs133532553		11		52,769,972		2,735		intergenic_variant												24						1												

		BovineHD1100015404		rs136411980		11		52,773,351		3,380		intergenic_variant												24						1												

		BovineHD1100015406		rs134781532		11		52,775,023		1,673		intergenic_variant												24						1												

		BovineHD1100015408		rs109479322		11		52,783,290		8,268		intergenic_variant												24						1												

		BovineHD1100015413		rs110484848		11		52,801,215		17,926		intergenic_variant												24						1												

		BovineHD1100015417		rs109274167		11		52,831,960		30,746		intergenic_variant												24						1												

		BovineHD1100015433		rs110064147		11		52,943,205		111,246		intergenic_variant												24						1												

		BovineHD1100015435		rs136985176		11		52,951,017		7,813		intergenic_variant												24						1												

		BovineHD1100015441		rs110314336		11		52,985,147		34,131		intergenic_variant												24						1												

		BovineHD1100015445		rs109356133		11		52,996,804		11,658		intergenic_variant												24						1												

		BovineHD1100015447		rs133191032		11		53,012,456		15,653		intergenic_variant												24						1												

		BovineHD1100015453		rs109133602		11		53,047,184		34,729		intergenic_variant												24						1												

		BovineHD1100015455		rs110741767		11		53,058,217		11,034		intergenic_variant												24						1												

		BovineHD1100015458		rs109890758		11		53,073,939		15,723		intergenic_variant												24						1												

		BovineHD1100015462		rs134036002		11		53,085,699		11,761		intergenic_variant												24						1												

		BovineHD1100015469		rs110896502		11		53,108,139		22,441		intergenic_variant												24						1												

		BovineHD1100015473		rs110885609		11		53,118,636		10,498		intergenic_variant												24						1												

		BovineHD1100015475		rs110643596		11		53,126,116		7,481		intergenic_variant												24						1												

		BovineHD1100015478		rs110362303		11		53,130,078		3,963		intergenic_variant												24						1												

		BovineHD1100015480		rs109621811		11		53,137,240		7,163		intergenic_variant												24						1												

		BovineHD1100015484		rs110126546		11		53,153,617		16,378		intergenic_variant												24						1												

		BovineHD1100015489		rs109157152		11		53,177,687		24,071		intergenic_variant												24						1												

		BovineHD1100015492		rs135092872		11		53,187,168		9,482		intergenic_variant												24						1												

		BovineHD1100015506		rs137093431		11		53,228,896		41,729		intergenic_variant												24						1												

		BovineHD1100015508		rs133132844		11		53,232,473		3,578		intergenic_variant												24						1												

		BovineHD1100015511		rs109447083		11		53,241,421		8,949		intergenic_variant												24						1												

		BovineHD1100015513		rs137666985		11		53,249,561		8,141		intergenic_variant												24						1												

		BovineHD1100015515		rs110051460		11		53,251,822		2,262		intergenic_variant												24						1												

		BovineHD1100015517		rs134010040		11		53,253,320		1,499		intergenic_variant												24						1												

		BovineHD1100015519		rs135942393		11		53,255,292		1,973		intergenic_variant												24						1												

		BovineHD1100015521		rs110640893		11		53,261,306		6,015		intergenic_variant												24						1												

		BovineHD1100015524		rs110491528		11		53,268,035		6,730		intergenic_variant												24						1												

		BovineHD1100015528		rs132971807		11		53,288,559		20,525		intergenic_variant												24						1												

		BovineHD1100015532		rs109275394		11		53,299,829		11,271		intergenic_variant												24						1												

		BovineHD1100015534		rs111020943		11		53,302,618		2,790		intergenic_variant												24						1												

		BovineHD1100015537		rs136115214		11		53,307,502		4,885		intergenic_variant												24						1												

		BovineHD1100015540		rs109385939		11		53,315,361		7,860		intergenic_variant												24						1												

		BovineHD1100015542		rs135887514		11		53,317,805		2,445		intergenic_variant												24						1												

		BovineHD1100015547		rs134298253		11		53,325,385		7,581		intergenic_variant												24						1												

		BovineHD1100015550		rs134039948		11		53,344,993		19,609		intergenic_variant												24						1												

		BovineHD1100015552		rs109800555		11		53,356,837		11,845		intergenic_variant												24						1												

		BovineHD1100015554		rs135387059		11		53,361,196		4,360		intergenic_variant												24						1												

		BovineHD1100015557		rs137762408		11		53,388,458		27,263		intergenic_variant												24						1												

		BovineHD1100015562		rs134172094		11		53,408,698		20,241		intergenic_variant												24						1												

		BovineHD1100015567		rs110306618		11		53,424,313		15,616		intergenic_variant												24						1												

		BovineHD1100015569		rs110390577		11		53,431,633		7,321		intergenic_variant												24						1												

		BovineHD1100015571		rs133007972		11		53,432,771		1,139		intergenic_variant												24						1												

		BovineHD1100015573		rs109050344		11		53,438,256		5,486		intergenic_variant												24						1												

		BovineHD1100015576		rs109422500		11		53,448,308		10,053		intergenic_variant												24						1												

		BovineHD1100015578		rs135146288		11		53,456,311		8,004		intergenic_variant												24						1												

		BovineHD1100015580		rs133765541		11		53,462,375		6,065		intergenic_variant												24						1												

		BovineHD1100015582		rs137780554		11		53,476,587		14,213		intergenic_variant												24						1												

		BovineHD1100015585		rs137215200		11		53,486,152		9,566		intergenic_variant												24						1												

		BovineHD1100015589		rs110919782		11		53,503,915		17,764		intergenic_variant												24						1												

		BovineHD1100015598		rs41651189		11		53,544,761		40,847		intergenic_variant												24						1												

		BovineHD1100015603		rs109170478		11		53,564,373		19,613		intergenic_variant												24						1												

		BovineHD1100015607		rs133638387		11		53,572,427		8,055		intergenic_variant												24						1												

		BovineHD1100015612		rs110817873		11		53,590,223		17,797		intergenic_variant												24						1												

		BovineHD1100015629		rs108949104		11		53,664,097		73,875		intergenic_variant												24						1												

		BovineHD4100008843		rs29014689		11		53,674,810		10,714		intergenic_variant												24						1												

		BovineHD1100015670		rs108976039		11		53,826,835		152,026		intergenic_variant												24						1												

		BovineHD1100015672		rs110738396		11		53,833,063		6,229		intergenic_variant												24						1												

		BovineHD1100015676		rs108964564		11		53,856,562		23,500		intergenic_variant												24						1												

		BovineHD1100015685		rs109859987		11		53,890,637		34,076		intergenic_variant												24						1												

		BovineHD1100015690		rs110387994		11		53,917,743		27,107		intergenic_variant												24						1												

		BovineHD1100015693		rs133990035		11		53,924,721		6,979		intergenic_variant												24						1												

		BovineHD1100015695		rs135937305		11		53,932,016		7,296		intergenic_variant												24						1												

		BovineHD1100015698		rs136695484		11		53,944,374		12,359		intergenic_variant												24						1												

		BovineHD1100015702		rs134392405		11		53,963,007		18,634		intergenic_variant												24						1												

		BovineHD1100015724		rs132771755		11		54,072,154		109,148		intergenic_variant												24						1												

		BovineHD1100015730		rs133530931		11		54,099,321		27,168		intergenic_variant												24						1												

		BovineHD1100015733		rs110680985		11		54,109,112		9,792		intergenic_variant												24						1												

		BovineHD1100015738		rs109156023		11		54,120,993		11,882		intergenic_variant												24						1												

		BovineHD1100015741		rs136645526		11		54,125,949		4,957		intergenic_variant												24						1												

		BovineHD1100015743		rs135011963		11		54,141,445		15,497		intergenic_variant												24						1												

		BovineHD1100015750		rs136805907		11		54,214,094		72,650		intergenic_variant												24						1												

		BovineHD1100015755		rs136468807		11		54,259,409		45,316		intergenic_variant												24						1												

		BovineHD1100015757		rs137210952		11		54,261,923		2,515		intergenic_variant												24						1												

		ARS-BFGL-NGS-11740		rs109865038		11		54,269,486		7,564		intergenic_variant												24						1												

		BovineHD1100015761		rs111001887		11		54,288,154		18,669		intergenic_variant												24						1												

		BovineHD1100015762		rs110500871		11		54,302,212		14,059		intergenic_variant												24						1												

		BovineHD1100015766		rs137554524		11		54,335,538		33,327		intergenic_variant												24						1												

		BovineHD1100015770		rs109517531		11		54,346,524		10,987		intergenic_variant												24						1												

		BovineHD1100015772		rs109481332		11		54,353,197		6,674		intergenic_variant												24						1												

		BovineHD1100015775		rs109129217		11		54,357,533		4,337		intergenic_variant												24						1												

		BovineHD1100015778		rs135940638		11		54,361,041		3,509		intergenic_variant												24						1												

		BovineHD1100015780		rs134966411		11		54,364,918		3,878		intergenic_variant												24						1												

		BovineHD1100015782		rs136979239		11		54,367,525		2,608		intergenic_variant												24						1												

		BovineHD1100015784		rs136580411		11		54,370,980		3,456		intergenic_variant												24						1												

		BovineHD1100015788		rs134596938		11		54,377,060		6,081		intergenic_variant												24						1												

		BovineHD1100015794		rs133181252		11		54,417,760		40,701		intergenic_variant												24						1												

		ARS-BFGL-NGS-7469		rs110974890		11		54,492,825		75,066		intergenic_variant												24						1												

		BovineHD1100015826		rs136928665		11		54,576,096		83,272		intergenic_variant												24						1												

		BovineHD1100015832		rs134032163		11		54,609,566		33,471		intergenic_variant												24						1												

		BovineHD1100015835		rs133434296		11		54,619,299		9,734		intergenic_variant												24						1												

		BovineHD1100015838		rs110825823		11		54,626,776		7,478		intergenic_variant												24						1												

		BovineHD1100015840		rs135363324		11		54,629,926		3,151		intergenic_variant												24						1												

		BovineHD1100015842		rs110770550		11		54,640,249		10,324		intergenic_variant												24						1												

		BovineHD1100015847		rs132737679		11		54,667,025		26,777		intergenic_variant												24						1												

		BovineHD1100015851		rs137105077		11		54,687,119		20,095		intergenic_variant												24						1												

		BovineHD1100015853		rs136707138		11		54,696,136		9,018		intergenic_variant												24						1												

		BovineHD1100015856		rs133324157		11		54,711,175		15,040		intergenic_variant												24						1												

		BovineHD1100015858		rs136359541		11		54,720,044		8,870		intergenic_variant												24						1												

		BovineHD1100015861		rs136049092		11		54,733,644		13,601		intergenic_variant												24						1												

		BovineHD1100015865		rs110343195		11		54,747,992		14,349		intergenic_variant												24						1												

		BovineHD1100015871		rs110047324		11		54,788,519		40,528		intergenic_variant												24						1												

		BovineHD1100015875		rs132956922		11		54,799,748		11,230		intron_variant		CTNNA2										24						1												

		BovineHD4100008845		rs41565999		11		54,802,825		3,078		intron_variant		CTNNA2										24						1												

		BovineHD1100015878		rs110037475		11		54,804,768		1,944		intron_variant		CTNNA2										24						1												

		BovineHD1100015880		rs109272142		11		54,806,137		1,370		intron_variant		CTNNA2										24						1												

		BovineHD1100015881		rs108966458		11		54,812,206		6,070		intron_variant		CTNNA2										24						1												

		BovineHD1100015882		rs134479331		11		54,819,653		7,448		intron_variant		CTNNA2										24						1												

		BovineHD1100015884		rs133360052		11		54,825,113		5,461		intron_variant		CTNNA2										24						1												

		BovineHD1100015885		rs134659060		11		54,828,602		3,490		intron_variant		CTNNA2										24						1												

		BovineHD1100015887		rs136878806		11		54,834,100		5,499		intron_variant		CTNNA2										24						1												

		BovineHD1100015889		rs137786812		11		54,838,829		4,730		intron_variant		CTNNA2										24						1												

		Hapmap27153-BTA-126567		rs81117935		11		54,841,971		3,143		intron_variant		CTNNA2										24						1												

		BovineHD1100015892		rs133128862		11		54,844,435		2,465		intron_variant		CTNNA2										24						1												

		BovineHD1100015894		rs135769661		11		54,849,601		5,167		intron_variant		CTNNA2										24						1												

		BovineHD1100015903		rs110959117		11		54,875,204		25,604		intron_variant		CTNNA2										24						1												

		BovineHD1100015906		rs110324041		11		54,882,509		7,306		intron_variant		CTNNA2										24						1												

		BovineHD1100015910		rs110843114		11		54,897,720		15,212		intron_variant		CTNNA2										24						1												

		BovineHD1100015917		rs109116222		11		54,908,177		10,458		intron_variant		CTNNA2										24						1												

		BovineHD1100015919		rs108982949		11		54,910,883		2,707		intron_variant		CTNNA2										24						1												

		BovineHD1100015923		rs110588710		11		54,915,637		4,755		intron_variant		CTNNA2										24						1												

		BovineHD1100015925		rs133749462		11		54,918,388		2,752		intron_variant		CTNNA2										24						1												

		BovineHD1100015927		rs109042141		11		54,920,637		2,250		intron_variant		CTNNA2										24						1												

		BovineHD1100015933		rs110245259		11		54,937,150		16,514		intron_variant		CTNNA2										24						1												

		BovineHD1100015940		rs110590354		11		54,951,849		14,700		intron_variant		CTNNA2										24						1												

		BovineHD1100015941		rs110138706		11		54,955,475		3,627		intron_variant		CTNNA2										24						1												

		BovineHD1100015943		rs110470807		11		54,958,586		3,112		intron_variant		CTNNA2										24						1												

		BovineHD1100015945		rs110164750		11		54,960,228		1,643		intron_variant		CTNNA2										24						1												

		BovineHD4100008850		rs43710121		11		54,962,182		1,955		intron_variant		CTNNA2										24						1												

		BovineHD1100015954		rs110303734		11		54,980,694		18,513		intron_variant		CTNNA2										24						1												

		BovineHD1100015960		rs110920020		11		55,007,607		26,914		intron_variant		CTNNA2										24						1												

		BovineHD1100015964		rs109724950		11		55,012,169		4,563		intron_variant		CTNNA2										24						1												

		BovineHD1100015968		rs110743317		11		55,020,711		8,543		intron_variant		CTNNA2										24						1												

		ARS-BFGL-NGS-42944		rs110528191		11		55,025,522		4,812		intron_variant		CTNNA2										24						1												

		BovineHD1100016021		rs136483959		11		55,231,805		206,284		intron_variant		CTNNA2										24						1												

		BovineHD1100016037		rs42978999		11		55,258,495		26,691		intron_variant		CTNNA2										24						1												

		BovineHD1100016039		rs42978987		11		55,264,396		5,902		intron_variant		CTNNA2										24						1												

		BovineHD1100016023		rs135006402		11		55,270,174		5,779		intron_variant		CTNNA2										24						1												

		BovineHD1100016025		rs133884319		11		55,273,064		2,891		intron_variant		CTNNA2										24						1												

		BovineHD1100016027		rs42750156		11		55,275,706		2,643		intron_variant		CTNNA2										24						1												

		BovineHD1100016028		rs42750163		11		55,277,929		2,224		intron_variant		CTNNA2										24						1												

		BovineHD1100016030		rs42750174		11		55,281,565		3,637		intron_variant		CTNNA2										24						1												

		BovineHD1100016032		rs42750184		11		55,284,448		2,884		intron_variant		CTNNA2										24						1												

		BovineHD1100016042		rs42750145		11		55,289,659		5,212		intron_variant		CTNNA2										24						1												

		BovineHD1100016044		rs41620198		11		55,291,465		1,807		intron_variant		CTNNA2										24						1												

		BovineHD1100016046		rs42749780		11		55,293,912		2,448		intron_variant		CTNNA2										24						1												

		BovineHD1100016050		rs42749821		11		55,301,003		7,092		intron_variant		CTNNA2										24						1												

		BovineHD1100016052		rs42749826		11		55,302,810		1,808		intron_variant		CTNNA2										24						1												

		BovineHD1100016055		rs133000700		11		55,324,534		21,725		intron_variant		CTNNA2										24						1												

		BovineHD1100016058		rs109287777		11		55,334,415		9,882		intron_variant		CTNNA2										24						1												

		BovineHD1100016060		rs110589737		11		55,342,510		8,096		intron_variant		CTNNA2										24						1												

		BovineHD1100016063		rs42759710		11		55,355,323		12,814		intron_variant		CTNNA2										24						1												

		BovineHD1100016066		rs134663348		11		55,361,023		5,701		intron_variant		CTNNA2										24						1												

		BovineHD1100016068		rs42518971		11		55,368,137		7,115		intron_variant		CTNNA2										24						1												

		BovineHD1100016069		rs110276620		11		55,370,906		2,770		intron_variant		CTNNA2										24						1												

		BovineHD1100016071		rs133766946		11		55,377,069		6,164		intron_variant		CTNNA2										24						1												

		BovineHD1100016073		rs42518986		11		55,380,894		3,826		intron_variant		CTNNA2										24						1												

		BovineHD1100016076		rs132761860		11		55,389,528		8,635		intron_variant		CTNNA2										24						1												

		BovineHD1100016078		rs42518996		11		55,395,787		6,260		intron_variant		CTNNA2										24						1												

		BovineHD1100016081		rs42518997		11		55,400,115		4,329		intron_variant		CTNNA2										24						1												

		BovineHD1100016083		rs134815467		11		55,408,846		8,732		intron_variant		CTNNA2										24						1												

		BovineHD1100016085		rs133280768		11		55,412,610		3,765		intron_variant		CTNNA2										24						1												

		BovineHD1100016087		rs136259111		11		55,417,517		4,908		intron_variant		CTNNA2										24						1												

		BovineHD1100016100		rs135519816		11		55,451,953		34,437		intron_variant		CTNNA2												18						1										

		BovineHD1100016102		rs134043411		11		55,457,022		5,070		intron_variant		CTNNA2												18						1										

		BovineHD1100016106		rs108964582		11		55,466,832		9,811		intron_variant		CTNNA2												18						1										

		BovineHD1100016109		rs136485660		11		55,470,946		4,115		intron_variant		CTNNA2												18						1										

		BovineHD1100016113		rs136995873		11		55,474,862		3,917		intron_variant		CTNNA2												18						1										

		BovineHD1100016115		rs137739208		11		55,477,065		2,204		intron_variant		CTNNA2												18						1										

		BovineHD1100016134		rs109564675		11		55,501,669		24,605		intron_variant		CTNNA2												18						1										

		BovineHD1100016137		rs136197354		11		55,506,701		5,033		intron_variant		CTNNA2												18						1										

		BovineHD1100016147		rs110816995		11		55,517,799		11,099		intron_variant		CTNNA2												18						1										

		BovineHD1100016155		rs136770306		11		55,526,719		8,921		intron_variant		CTNNA2												18						1										

		BovineHD4100008854		rs41596637		11		55,531,076		4,358		intron_variant		CTNNA2												18						1										

		BovineHD1100016161		rs134647052		11		55,533,933		2,858		intron_variant		CTNNA2												18						1										

		BovineHD1100016163		rs110005143		11		55,538,377		4,445		intron_variant		CTNNA2												18						1										

		BovineHD1100016165		rs108990200		11		55,544,657		6,281		intron_variant		CTNNA2												18						1										

		BovineHD1100016169		rs109565633		11		55,549,261		4,605		intron_variant		CTNNA2												18						1										

		BovineHD1100016172		rs134038481		11		55,552,815		3,555		intron_variant		CTNNA2												18						1										

		BovineHD1100016174		rs109717496		11		55,555,005		2,191		intron_variant		CTNNA2												18						1										

		BovineHD1100016176		rs109950019		11		55,556,427		1,423		intron_variant		CTNNA2												18						1										

		BovineHD1100016178		rs134798505		11		55,558,226		1,800		intron_variant		CTNNA2												18						1										

		BovineHD1100016181		rs109131927		11		55,560,946		2,721		intron_variant		CTNNA2												18						1										

		BovineHD1100016183		rs133889118		11		55,565,435		4,490		intron_variant		CTNNA2												18						1										

		BovineHD1100016185		rs109819633		11		55,566,904		1,470		intron_variant		CTNNA2												18						1										

		BovineHD1100016187		rs109689791		11		55,569,633		2,730		intron_variant		CTNNA2												18						1										

		BovineHD1100016189		rs110413271		11		55,573,870		4,238		intron_variant		CTNNA2												18						1										

		BovineHD1100016190		rs134996322		11		55,580,646		6,777		intron_variant		CTNNA2												18						1										

		BovineHD1100016192		rs110317145		11		55,582,686		2,041		intron_variant		CTNNA2												18						1										

		BovineHD1100016194		rs110814708		11		55,589,157		6,472		intron_variant		CTNNA2												18						1										

		BovineHD1100016196		rs135685570		11		55,592,536		3,380		intron_variant		CTNNA2												18						1										

		BovineHD1100016198		rs109332759		11		55,597,051		4,516		intron_variant		CTNNA2												18						1										

		BovineHD1100016205		rs136543823		11		55,609,798		12,748		intron_variant		CTNNA2												18						1										

		BovineHD1100016206		rs109527043		11		55,615,959		6,162		intron_variant		CTNNA2												18						1										

		BovineHD1100016213		rs109356022		11		55,649,509		33,551		intron_variant		CTNNA2												18						1										

		BovineHD1100016216		rs109879734		11		55,652,040		2,532		intron_variant		CTNNA2												18						1										

		BovineHD1100016220		rs109638789		11		55,657,235		5,196		intron_variant		CTNNA2												18						1										

		BovineHD1100016222		rs110555281		11		55,659,356		2,122		intron_variant		CTNNA2												18						1										

		BovineHD1100016224		rs110120943		11		55,661,507		2,152		intron_variant		CTNNA2												18						1										

		BovineHD1100016226		rs109512958		11		55,663,062		1,556		intron_variant		CTNNA2												18						1										

		BovineHD1100016229		rs109491381		11		55,665,876		2,815		intron_variant		CTNNA2												18						1										

		BovineHD1100016233		rs109111316		11		55,677,074		11,199		intron_variant		CTNNA2												18						1										

		BovineHD1100016235		rs135346947		11		55,681,049		3,976		intron_variant		CTNNA2												18						1										

		BovineHD1100016237		rs110737635		11		55,683,572		2,524		intron_variant		CTNNA2												18						1										

		BovineHD1100016239		rs132644195		11		55,686,150		2,579		intron_variant		CTNNA2												18						1										

		BovineHD1100016244		rs110688856		11		55,694,070		7,921		intron_variant		CTNNA2												18						1										

		BovineHD1100016250		rs137785487		11		55,703,033		8,964		intron_variant		CTNNA2												18						1										

		BovineHD1100016253		rs110849770		11		55,706,344		3,312		intron_variant		CTNNA2												18						1										

		BovineHD1100016255		rs134240812		11		55,713,445		7,102		intron_variant		CTNNA2												18						1										

		BovineHD1100016261		rs109404932		11		55,744,479		31,035		intron_variant		CTNNA2												18						1										

		BovineHD1100016264		rs110829821		11		55,751,629		7,151		intron_variant		CTNNA2												18						1										

		BovineHD1100016269		rs137229901		11		55,775,754		24,126		intron_variant		CTNNA2												18						1										

		BovineHD1100016274		rs109463368		11		55,799,702		23,949		intron_variant		CTNNA2												18						1										

		BovineHD1100016277		rs110964340		11		55,809,424		9,723		intron_variant		CTNNA2												18						1										

		BovineHD4100008858		rs41664560		11		55,815,436		6,013		intron_variant		CTNNA2												18						1										

		BovineHD1100016283		rs109093028		11		55,819,341		3,906		intron_variant		CTNNA2												18						1										

		BovineHD1100016287		rs134220599		11		55,838,283		18,943		intron_variant		CTNNA2												18						1										

		BovineHD1100016289		rs110393875		11		55,839,561		1,279		intron_variant		CTNNA2												18						1										

		BovineHD1100016290		rs137338329		11		55,852,750		13,190		intron_variant		CTNNA2												18						1										

		BovineHD1100016295		rs136987882		11		55,866,758		14,009		intron_variant		CTNNA2												18						1										

		BovineHD1100016298		rs133636551		11		55,883,588		16,831		intron_variant		CTNNA2												18						1										

		BovineHD1100016300		rs132926302		11		55,886,167		2,580		intron_variant		CTNNA2												18						1										

		BovineHD1100016302		rs135044503		11		55,899,690		13,524		intron_variant		CTNNA2												18						1										

		BovineHD1100016305		rs135752841		11		55,912,199		12,510		intron_variant		CTNNA2												18						1										

		BovineHD1100016308		rs136366439		11		55,925,072		12,874		intron_variant		CTNNA2												18						1										

		BovineHD1100016320		rs136603472		11		55,957,213		32,142		intron_variant		CTNNA2												18						1										

		BovineHD1100016323		rs132956317		11		55,968,043		10,831		intron_variant		CTNNA2												18						1										

		BovineHD1100016334		rs135824939		11		55,996,334		28,292		intron_variant		CTNNA2												18						1										

		BovineHD1100016364		rs135008753		11		56,086,435		90,102		intron_variant		CTNNA2												18						1										

		Hapmap51672-BTA-00262		rs29013422		11		58,288,844		2,202,410		intergenic_variant																22						1								

		BovineHD1100016764		rs136495328		11		58,330,358		41,515		intergenic_variant																22						1								

		BovineHD1100016767		rs135965895		11		58,341,379		11,022		intergenic_variant																22						1								

		BovineHD1100016769		rs135180985		11		58,344,650		3,272		intergenic_variant																22						1								

		BovineHD1100016771		rs133588052		11		58,347,414		2,765		intergenic_variant																22						1								

		BovineHD1100016776		rs132685488		11		58,371,142		23,729		intergenic_variant																22						1								

		BovineHD1100016784		rs137742231		11		58,394,270		23,129		intergenic_variant																22						1								

		BovineHD1100016794		rs134462361		11		58,459,734		65,465		intergenic_variant																22						1								

		BovineHD1100016799		rs110234275		11		58,494,326		34,593		intergenic_variant																22						1								

		BovineHD1100016800		rs137174074		11		58,506,528		12,203		intergenic_variant																22						1								

		Hapmap44164-BTA-92933		rs41662319		11		58,557,598		51,071		intron_variant		LRRTM4														22						1								

		BovineHD1100016810		rs42340821		11		58,578,137		20,540		intron_variant		LRRTM4														22						1								

		ARS-BFGL-BAC-4400		rs110732642		11		58,580,437		2,301		intron_variant		LRRTM4														22						1								

		BovineHD1100016824		rs110321394		11		58,610,234		29,798		intron_variant		LRRTM4														22						1								

		BovineHD1100016826		rs134566619		11		58,611,981		1,748		intron_variant		LRRTM4														22						1								

		BovineHD1100016829		rs110630387		11		58,614,335		2,355		intron_variant		LRRTM4														22						1								

		BovineHD1100016832		rs137510694		11		58,621,132		6,798		intron_variant		LRRTM4														22						1								

		BovineHD1100016834		rs136951203		11		58,629,236		8,105		intron_variant		LRRTM4														22						1								

		BovineHD1100016837		rs110140486		11		58,643,656		14,421		intron_variant		LRRTM4														22						1								

		BovineHD1100016839		rs132831509		11		58,657,909		14,254		intron_variant		LRRTM4														22						1								

		BovineHD1100016842		rs42340019		11		58,665,548		7,640		intron_variant		LRRTM4														22						1								

		BovineHD1100016845		rs42340027		11		58,673,632		8,085		intron_variant		LRRTM4														22						1								

		BovineHD1100016849		rs42339967		11		58,692,518		18,887		intron_variant		LRRTM4														22						1								

		BovineHD1100016853		rs111005065		11		58,703,799		11,282		intron_variant		LRRTM4														22						1								

		BovineHD1100016857		rs132946283		11		58,724,489		20,691		intron_variant		LRRTM4														22						1								

		BovineHD1100016858		rs109024731		11		58,728,631		4,143		intron_variant		LRRTM4														22						1								

		BovineHD1100017367		rs136403077		11		61,050,785		2,322,155		intergenic_variant												25						1												

		BovineHD1100017374		rs110038671		11		61,077,440		26,656		intergenic_variant												25						1												

		BovineHD1100017383		rs133682033		11		61,120,707		43,268		intergenic_variant												25						1												

		BTA-117086-no-rs		rs41618429		11		61,126,116		5,410		intergenic_variant												25						1												

		BovineHD1100017387		rs134891125		11		61,129,610		3,495		intergenic_variant												25						1												

		BovineHD1100017389		rs133807584		11		61,134,854		5,245		intergenic_variant												25						1												

		BovineHD1100017392		rs133959880		11		61,139,508		4,655		intergenic_variant												25						1												

		BovineHD1100017394		rs132845887		11		61,144,196		4,689		intergenic_variant												25						1												

		BovineHD1100017397		rs136677672		11		61,148,048		3,853		intergenic_variant												25						1												

		BovineHD1100017399		rs136273672		11		61,150,073		2,026		intergenic_variant												25						1												

		BovineHD1100017403		rs133358824		11		61,158,377		8,305		intergenic_variant												25						1												

		BovineHD1100017405		rs109340644		11		61,161,078		2,702		intergenic_variant												25						1												

		BovineHD1100017408		rs134740806		11		61,164,853		3,776		intergenic_variant												25						1												

		BovineHD1100017411		rs133615812		11		61,167,780		2,928		intergenic_variant												25						1												

		BovineHD1100017415		rs133813828		11		61,172,809		5,030		intergenic_variant												25						1												

		BovineHD1100017417		rs110700203		11		61,175,812		3,004		intergenic_variant												25						1												

		BovineHD1100017420		rs110026841		11		61,178,205		2,394		intergenic_variant												25						1												

		BovineHD1100017422		rs135516224		11		61,180,890		2,686		intergenic_variant												25						1												

		BovineHD1100017427		rs109245019		11		61,194,656		13,767		intron_variant		EHBP1										25						1												

		BovineHD4100008890		rs41668632		11		61,208,881		14,226		intron_variant		EHBP1										25						1												

		Hapmap53406-rs29014440		rs29014440		11		61,220,553		11,673		intron_variant		EHBP1										25						1												

		BovineHD1100017433		rs134763560		11		61,232,187		11,635		intron_variant		EHBP1										25						1												

		BovineHD1100017436		rs133906370		11		61,242,589		10,403		intron_variant		EHBP1										25						1												

		BovineHD1100017440		rs110127165		11		61,260,395		17,807		intron_variant		EHBP1										25						1												

		BovineHD1100017452		rs133218871		11		61,328,314		67,920		intron_variant		EHBP1										25						1												

		BovineHD1100017461		rs110634043		11		61,388,081		59,768		intron_variant		EHBP1										25						1												

		BovineHD1100017466		rs132716319		11		61,410,046		21,966		intron_variant		EHBP1										25						1												

		BovineHD1100017470		rs136630862		11		61,430,869		20,824		intron_variant		EHBP1										25						1												

		BovineHD1100017475		rs110248749		11		61,444,042		13,174		intron_variant		EHBP1										25						1												

		BovineHD1100017500		rs109486087		11		61,716,106		272,065		intergenic_variant												25						1												

		BovineHD1100017503		rs110139821		11		61,730,614		14,509		intron_variant		WDPCP										25						1												

		BovineHD1100017507		rs110155856		11		61,771,314		40,701		intron_variant		WDPCP										25						1												

		BovineHD1100017510		rs110376793		11		61,787,307		15,994		intron_variant		WDPCP										25						1												

		BovineHD1100017513		rs110123996		11		61,810,984		23,678		intron_variant		WDPCP										25						1												

		BovineHD1100017925		rs109435083		11		63,345,445		1,534,462		intergenic_variant												26						1												

		BovineHD1100017928		rs132991064		11		63,352,160		6,716		intergenic_variant												26						1												

		BovineHD1100017930		rs137435268		11		63,354,855		2,696		intergenic_variant												26						1												

		BovineHD1100017933		rs110764333		11		63,361,998		7,144		intergenic_variant												26						1												

		BovineHD1100017935		rs133506189		11		63,376,645		14,648		intergenic_variant												26						1												

		ARS-BFGL-NGS-111061		rs110448250		11		63,379,048		2,404		intergenic_variant												26						1												

		BovineHD1100017938		rs136861478		11		63,383,608		4,561		intron_variant		SLC1A4										26						1												

		BovineHD1100017940		rs137769492		11		63,385,908		2,301		intron_variant		SLC1A4										26						1												

		BovineHD1100017942		rs137209037		11		63,394,059		8,152		intron_variant		SLC1A4										26						1												

		BovineHD1100017945		rs109361572		11		63,408,093		14,035		3_prime_UTR_variant		SLC1A4										26						1												

		ARS-BFGL-NGS-103794		rs110167538		11		63,414,618		6,526		intergenic_variant												26						1												

		BovineHD1100017949		rs109417935		11		63,430,683		16,066		intergenic_variant												26						1												

		BovineHD1100017963		rs109006556		11		63,477,617		46,935		intron_variant		RAB1A										26						1												

		BovineHD1100017967		rs110384570		11		63,491,142		13,526		intron_variant		RAB1A										26						1												

		BovineHD1100017969		rs109877897		11		63,492,263		1,122		intron_variant		RAB1A										26						1												

		BovineHD1100017972		rs110427694		11		63,503,872		11,610		intron_variant		RAB1A										26						1												

		BovineHD1100017975		rs137546174		11		63,515,122		11,251		intergenic_variant												26						1												

		BovineHD1100017979		rs109650869		11		63,525,394		10,273		intergenic_variant												26						1												

		BovineHD1100017981		rs135888223		11		63,527,938		2,545		intergenic_variant												26						1												

		BovineHD4100008907		rs41610037		11		63,530,009		2,072		intergenic_variant												26						1												

		BovineHD1100017988		rs133949674		11		63,555,412		25,404		intergenic_variant												26						1												

		BovineHD1100017991		rs110308453		11		63,559,134		3,723		intergenic_variant												26						1												

		BovineHD1100017994		rs136583184		11		63,564,302		5,169		intergenic_variant												26						1												

		BovineHD1100022092		rs110338494		11		77,078,511		13,514,210		intergenic_variant														19						1										

		BovineHD1100022096		rs109881260		11		77,087,504		8,994		intergenic_variant														19						1										

		BovineHD1100022097		rs133032625		11		77,102,329		14,826		intergenic_variant														19						1										

		BovineHD1100022101		rs134307691		11		77,119,868		17,540		intergenic_variant														19						1										

		BovineHD1100022103		rs133305259		11		77,122,607		2,740		intergenic_variant														19						1										

		BovineHD1100022105		rs136309295		11		77,124,254		1,648		intergenic_variant														19						1										

		BovineHD1100022108		rs136086457		11		77,132,776		8,523		intergenic_variant														19						1										

		BovineHD1100022110		rs134754379		11		77,142,890		10,115		intergenic_variant														19						1										

		BovineHD1100022115		rs110398899		11		77,159,769		16,880		intergenic_variant														19						1										

		BovineHD1100022117		rs132707187		11		77,166,179		6,411		intergenic_variant														19						1										

		BovineHD1100022125		rs110927379		11		77,190,577		24,399		intergenic_variant														19						1										

		BovineHD1100022128		rs133238047		11		77,198,889		8,313		intergenic_variant														19						1										

		BovineHD1100022130		rs108953954		11		77,204,698		5,810		intergenic_variant														19						1										

		BovineHD1100022133		rs41616341		11		77,209,160		4,463		intergenic_variant														19						1										

		BovineHD1100022136		rs137842995		11		77,226,590		17,431		intergenic_variant														19						1										

		BovineHD1100022138		rs137404016		11		77,231,587		4,998		intergenic_variant														19						1										

		BovineHD1100022140		rs134848140		11		77,240,592		9,006		intergenic_variant														19						1										

		BovineHD1100022144		rs135828559		11		77,256,674		16,083		intergenic_variant														19						1										

		BovineHD1100022150		rs135706913		11		77,263,961		7,288		intergenic_variant														19						1										

		BovineHD1100022152		rs137246369		11		77,265,502		1,542		intergenic_variant														19						1										

		BovineHD1100022154		rs137015588		11		77,266,680		1,179		intergenic_variant														19						1										

		BovineHD1100022156		rs136415952		11		77,268,756		2,077		intergenic_variant														19						1										

		BovineHD1100022158		rs135912611		11		77,270,820		2,065		intergenic_variant														19						1										

		BovineHD1100022162		rs132918335		11		77,290,661		19,842		intergenic_variant														19						1										

		BovineHD1100022168		rs135511700		11		77,326,795		36,135		intergenic_variant														19						1										

		BovineHD1100022170		rs110296297		11		77,330,268		3,474		intergenic_variant														19						1										

		BovineHD1100022172		rs133326485		11		77,340,846		10,579		intergenic_variant														19						1										

		BovineHD1100022175		rs110222424		11		77,357,256		16,411		intergenic_variant														19						1										

		BovineHD1100022177		rs136183037		11		77,365,165		7,910		intergenic_variant														19						1										

		BovineHD1100022182		rs135224360		11		77,383,971		18,807		intergenic_variant														19						1										

		BovineHD1100022189		rs135919656		11		77,399,864		15,894		intergenic_variant														19						1										

		BovineHD1100022197		rs108957250		11		77,420,907		21,044		intergenic_variant														19						1										

		BovineHD1100022199		rs133548459		11		77,425,333		4,427		intergenic_variant														19						1										

		BovineHD1100022201		rs135981206		11		77,434,628		9,296		intergenic_variant														19						1										

		BovineHD1100022204		rs110972641		11		77,441,009		6,382		intergenic_variant														19						1										

		BovineHD1100022208		rs133039421		11		77,461,505		20,497		intergenic_variant														19						1										

		BovineHD1100022212		rs111015648		11		77,478,956		17,452		intergenic_variant														19						1										

		BovineHD1100022214		rs110039541		11		77,483,911		4,956		intergenic_variant														19						1										

		BovineHD1100022217		rs133459270		11		77,488,173		4,263		intergenic_variant														19						1										

		ARS-BFGL-NGS-8919		rs110539473		11		77,494,347		6,175		intergenic_variant														19						1										

		BovineHD1100022226		rs110975908		11		77,505,957		11,611		intergenic_variant														19						1										

		BovineHD1100022228		rs109503201		11		77,508,103		2,147		intergenic_variant														19						1										

		BovineHD1100022232		rs111029610		11		77,517,200		9,098		intergenic_variant														19						1										

		BovineHD1100022236		rs135714018		11		77,544,194		26,995		intergenic_variant														19						1										

		BovineHD1100022238		rs134597290		11		77,547,758		3,565		intergenic_variant														19						1										

		BovineHD1100022247		rs135065875		11		77,577,262		29,505		intergenic_variant														19						1										

		BovineHD1100022251		rs132755658		11		77,582,210		4,949		intergenic_variant														19						1										

		BovineHD1100022253		rs110963349		11		77,584,179		1,970		intergenic_variant														19						1										

		BovineHD1100022258		rs134784102		11		77,588,624		4,446		intergenic_variant														19						1										

		BovineHD4100009037		rs41668282		11		77,591,106		2,483		intergenic_variant														19						1										

		BovineHD1100022261		rs135055646		11		77,593,794		2,689		intergenic_variant														19						1										

		BovineHD1100022266		rs136954033		11		77,605,319		11,526		intergenic_variant														19						1										

		BovineHD1100022270		rs109717038		11		77,611,526		6,208		intergenic_variant														19						1										

		BovineHD1100022273		rs137672087		11		77,625,460		13,935		intergenic_variant														19						1										

		BovineHD1100022278		rs134975730		11		77,634,468		9,009		intergenic_variant														19						1										

		BovineHD1100022280		rs136772660		11		77,637,407		2,940		intergenic_variant														19						1										

		BovineHD1100022289		rs110544414		11		77,658,359		20,953		intergenic_variant														19						1										

		BovineHD1100022291		rs137109064		11		77,659,975		1,617		intergenic_variant														19						1										

		BovineHD4100009039		rs29025175		11		77,681,656		21,682		intergenic_variant														19						1										

		BovineHD1100022304		rs136185178		11		77,690,297		8,642		intergenic_variant														19						1										

		ARS-BFGL-NGS-25709		rs110866743		11		77,695,156		4,860		intergenic_variant														19						1										

		BovineHD1100022307		rs111027060		11		77,698,120		2,965		intergenic_variant														19						1										

		BovineHD1100022309		rs109299995		11		77,705,190		7,071		intergenic_variant														19						1										

		BovineHD1100022311		rs110575991		11		77,711,248		6,059		intergenic_variant														19						1										

		BovineHD1100022314		rs110408565		11		77,724,242		12,995		intergenic_variant														19						1										

		Hapmap48969-BTA-98116		rs41593628		11		77,732,719		8,478		intergenic_variant														19						1										

		BovineHD1100022330		rs137709898		11		77,767,446		34,728		intergenic_variant														19						1										

		BovineHD1100022332		rs135882645		11		77,771,311		3,866		intergenic_variant														19						1										

		BovineHD1100022334		rs133783470		11		77,774,108		2,798		intergenic_variant														19						1										

		BovineHD1100022336		rs132929299		11		77,775,572		1,465		intergenic_variant														19						1										

		BovineHD1100022340		rs132753932		11		77,779,432		3,861		intergenic_variant														19						1										

		BovineHD1100022350		rs136539528		11		77,800,977		21,546		intergenic_variant														19						1										

		ARS-BFGL-NGS-117322		rs109998259		11		77,817,486		16,510		intergenic_variant														19						1										

		BovineHD1100022370		rs134135181		11		77,857,401		39,916		intergenic_variant														19						1										

		BovineHD1100022372		rs109444468		11		77,863,170		5,770		intergenic_variant														19						1										

		BovineHD1100022373		rs134980618		11		77,869,084		5,915		intergenic_variant														19						1										

		BovineHD1100022376		rs137321198		11		77,874,394		5,311		intergenic_variant														19						1										

		BovineHD1100022378		rs110085877		11		77,878,562		4,169		intergenic_variant														19						1										

		BovineHD1100022380		rs135962352		11		77,881,797		3,236		intergenic_variant														19						1										

		BovineHD1100022386		rs110735237		11		77,894,960		13,164		intron_variant		APOB												19						1										

		BovineHD1100022424		rs109681511		11		77,964,412		69,453		intron_variant		APOB												19						1										

		BovineHD1100022396		rs109658745		11		77,990,144		25,733		intergenic_variant														19						1										

		BovineHD1100022398		rs109869031		11		77,997,699		7,556		intergenic_variant														19						1										

		BovineHD1100022436		rs134127652		11		78,042,684		44,986		intergenic_variant														19						1										

		ARS-BFGL-NGS-16050		rs110353267		11		78,051,004		8,321		intergenic_variant														19						1										

		BovineHD1100022441		rs109648068		11		78,062,267		11,264		intergenic_variant														19						1										

		BovineHD1100022443		rs109287296		11		78,064,052		1,786		intergenic_variant														19						1										

		BovineHD1100022445		rs110868555		11		78,069,102		5,051		intergenic_variant														19						1										

		BovineHD1100022449		rs136041785		11		78,116,913		47,812		intron_variant		LDAH												19						1										

		BovineHD1100022453		rs110905493		11		78,137,731		20,819		intron_variant		LDAH												19						1										

		BovineHD1100022455		rs132834019		11		78,141,320		3,590		intron_variant		LDAH												19						1										

		BovineHD1100022465		rs133444992		11		78,188,297		46,978		intron_variant		LDAH												19						1										

		BovineHD1100022472		rs109290118		11		78,225,962		37,666		intron_variant		HS1BP3												19						1										

		BovineHD1100022474		rs110840481		11		78,227,338		1,377		intron_variant		HS1BP3												19						1										

		BovineHD1100022482		rs110394706		11		78,253,414		26,077		intron_variant		HS1BP3												19						1										

		BovineHD1100022506		rs109448145		11		78,319,869		66,456		intergenic_variant														19						1										

		BovineHD1100022508		rs134571455		11		78,331,974		12,106		intergenic_variant														19						1										

		BovineHD1100022511		rs110178530		11		78,341,176		9,203		intergenic_variant														19						1										

		BovineHD4100009045		rs41616691		11		78,345,267		4,092		intergenic_variant														19						1										

		BovineHD1100022514		rs110107997		11		78,347,517		2,251		intergenic_variant														19						1										

		BovineHD1100022516		rs108966240		11		78,349,609		2,093		intergenic_variant														19						1										

		BovineHD1100022519		rs109117876		11		78,353,343		3,735		intergenic_variant														19						1										

		BovineHD1100022520		rs135955814		11		78,357,169		3,827		intergenic_variant														19						1										

		BovineHD1100022523		rs135510448		11		78,359,838		2,670		intergenic_variant														19						1										

		BovineHD1100022531		rs109108906		11		78,374,713		14,876		intergenic_variant														19						1										

		BovineHD1100022535		rs137727917		11		78,401,195		26,483		intergenic_variant														19						1										

		BovineHD1100022540		rs109247437		11		78,441,129		39,935		intergenic_variant														19						1										

		BovineHD1100022542		rs109808824		11		78,448,472		7,344		intergenic_variant														19						1										

		BovineHD1100022545		rs134115440		11		78,463,181		14,710		intergenic_variant														19						1										

		BovineHD1100022551		rs109296329		11		78,499,168		35,988		intron_variant		PUM2												19						1										

		BovineHD1100022556		rs135973880		11		78,518,681		19,514		intron_variant		PUM2												19						1										

		BovineHD1100022561		rs137445466		11		78,548,064		29,384		intron_variant		PUM2												19						1										

		BovineHD1100022563		rs137048608		11		78,555,045		6,982		intron_variant		PUM2												19						1										

		BovineHD1100022566		rs134786197		11		78,574,116		19,072		intron_variant		PUM2												19						1										

		Hapmap24334-BTA-126817		rs109904482		11		78,580,022		5,907		intron_variant		PUM2												19						1										

		BovineHD1100022569		rs134582089		11		78,584,633		4,612		intron_variant		PUM2												19						1										

		BovineHD1100022571		rs133502749		11		78,597,534		12,902		intron_variant		PUM2												19						1										

		BovineHD1100022573		rs135771421		11		78,603,638		6,105		intron_variant		PUM2												19						1										

		BovineHD1100022576		rs136068749		11		78,614,241		10,604		intergenic_variant														19						1										

		BovineHD1100022579		rs109788835		11		78,627,491		13,251		intergenic_variant														19						1										

		BovineHD1100022584		rs136306351		11		78,640,955		13,465		intron_variant		SDC1												19						1										

		BovineHD1100022593		rs109365197		11		78,674,285		33,331		intergenic_variant														19						1										

		BovineHD1100022595		rs110508342		11		78,679,419		5,135		intergenic_variant														19						1										

		BovineHD1100022601		rs110051800		11		78,712,693		33,275		intergenic_variant														19						1										

		BovineHD1100022613		rs137818486		11		78,786,069		73,377		intergenic_variant														19						1										

		BovineHD1100022615		rs110552157		11		78,811,939		25,871		intron_variant		LAPTM4A												19						1										

		BovineHD1100022629		rs133162553		11		78,876,856		64,918		intron_variant		WDR35												19						1										

		BovineHD1100022634		rs136409770		11		78,887,266		10,411		intron_variant		WDR35												19						1										

		BovineHD1100022638		rs137821298		11		78,897,034		9,769		intron_variant		WDR35												19						1										

		BovineHD1100022640		rs109169725		11		78,902,414		5,381		intergenic_variant														19						1										

		ARS-BFGL-NGS-14403		rs110014977		11		78,949,970		47,557		intergenic_variant														19						1										

		BovineHD1100022654		rs109239996		11		78,961,542		11,573		intergenic_variant														19						1										

		BovineHD1100022657		rs108954898		11		78,975,514		13,973		intergenic_variant														19						1										

		BovineHD1100022676		rs135616616		11		79,037,363		61,850		intergenic_variant														19						1										

		BovineHD1100022698		rs109462189		11		79,113,128		75,766		intergenic_variant														19						1										

		BovineHD1100022703		rs134144814		11		79,122,934		9,807		intergenic_variant														19						1										

		BovineHD1100022729		rs110009972		11		79,225,059		102,126		intergenic_variant														19						1										

		BovineHD1100022776		rs134767103		11		79,360,403		135,345		intergenic_variant														19						1										

		BovineHD1100022781		rs133458027		11		79,376,818		16,416		intergenic_variant														19						1										

		BovineHD1100022783		rs110588265		11		79,380,408		3,591		intergenic_variant														19						1										

		BovineHD1100022787		rs110766886		11		79,387,770		7,363		intergenic_variant														19						1										

		BovineHD1100022790		rs110081567		11		79,393,385		5,616		intergenic_variant														19						1										

		BovineHD1100022809		rs135197773		11		79,492,109		98,725		intergenic_variant														19						1										

		BovineHD1100022830		rs110375399		11		79,561,295		69,187		intergenic_variant														19						1										

		BovineHD1100022833		rs134692124		11		79,581,057		19,763		intergenic_variant														19						1										

		BovineHD1100022835		rs133583146		11		79,591,348		10,292		intergenic_variant														19						1										

		BovineHD1100022837		rs110280743		11		79,594,907		3,560		intergenic_variant														19						1										

		BTA-107324-no-rs		rs41567638		11		79,604,076		9,170		intergenic_variant														19						1										

		BovineHD1100022841		rs109691440		11		79,614,054		9,979		intergenic_variant														19						1										

		BovineHD1100022843		rs135838494		11		79,622,096		8,043		intergenic_variant														19						1										

		BovineHD1100022845		rs134869203		11		79,633,520		11,425		intergenic_variant														19						1										

		BovineHD1100022848		rs137154050		11		79,648,425		14,906		intergenic_variant														19						1										

		BovineHD1100022851		rs110630752		11		79,665,167		16,743		intergenic_variant														19						1										

		BovineHD1100022854		rs134890564		11		79,683,529		18,363		intergenic_variant														19						1										

		BovineHD1100022873		rs136244341		11		79,775,204		91,676		intergenic_variant														19						1										

		BovineHD1100022882		rs133920016		11		79,804,575		29,372		intergenic_variant														19						1										

		BovineHD1100022887		rs108962618		11		79,826,417		21,843		intergenic_variant														19						1										

		BovineHD1100022893		rs133415584		11		79,844,095		17,679		intergenic_variant														19						1										

		BovineHD1100022895		rs109591553		11		79,846,454		2,360		intergenic_variant														19						1										

		BovineHD1100022900		rs110556979		11		79,863,059		16,606		intergenic_variant														19						1										

		BovineHD1100022906		rs133649750		11		79,890,395		27,337		intergenic_variant														19						1										

		Hapmap27739-BTA-126803		rs111011118		11		79,945,955		55,561		intergenic_variant														19						1										

		BovineHD1100022921		rs136049259		11		79,951,559		5,605		intergenic_variant														19						1										

		BovineHD1100022926		rs134995510		11		79,981,020		29,462		intergenic_variant														19						1										

		BTA-107321-no-rs		rs41568025		11		80,005,355		24,336		intergenic_variant														19						1										

		BovineHD1100022937		rs109617085		11		80,045,595		40,241		intergenic_variant														19						1										

		BovineHD1100022939		rs109335843		11		80,051,589		5,995		intergenic_variant														19						1										

		BovineHD1100022942		rs109042716		11		80,054,596		3,008		intergenic_variant														19						1										

		BovineHD1100022947		rs135157802		11		80,062,277		7,682		intergenic_variant														19						1										

		BovineHD1100022951		rs132880382		11		80,066,064		3,788		intergenic_variant														19						1										

		BovineHD1100022953		rs135928837		11		80,068,220		2,157		intergenic_variant														19						1										

		BovineHD1100022957		rs136813790		11		80,072,135		3,916		intergenic_variant														19						1										

		BovineHD1100022959		rs135401565		11		80,074,024		1,890		intergenic_variant														19						1										

		BovineHD1100022962		rs137654320		11		80,077,094		3,071		intergenic_variant														19						1										

		BovineHD1100022971		rs133944115		11		80,120,480		43,387		intergenic_variant														19						1										

		BovineHD1100022974		rs134136514		11		80,135,315		14,836		intergenic_variant														19						1										

		BovineHD1100022993		rs134880296		11		80,181,176		45,862		intergenic_variant														19						1										

		BovineHD1100023002		rs110839851		11		80,215,837		34,662		intergenic_variant														19						1										

		BovineHD1100023009		rs110557659		11		80,260,077		44,241		intergenic_variant														19						1										

		BovineHD1100023020		rs110249861		11		80,301,837		41,761		intergenic_variant														19						1										

		BovineHD1100023026		rs135925889		11		80,321,806		19,970		intergenic_variant														19						1										

		BovineHD1100023034		rs134691758		11		80,335,495		13,690		intergenic_variant														19						1										

		BovineHD1100023036		rs110572434		11		80,345,687		10,193		intergenic_variant														19						1										

		BovineHD4100009052		rs41616667		11		80,353,681		7,995		intergenic_variant														19						1										

		BovineHD1100023038		rs137758497		11		80,356,520		2,840		intergenic_variant														19						1										

		BovineHD1100023040		rs109639340		11		80,359,168		2,649		intergenic_variant														19						1										

		BovineHD1100023043		rs135833645		11		80,372,188		13,021		intergenic_variant														19						1										

		BovineHD1100023052		rs137589966		11		80,406,292		34,105		intergenic_variant														19						1										

		BovineHD1100023055		rs110959459		11		80,418,499		12,208		intergenic_variant														19						1										

		BovineHD1100023060		rs109915215		11		80,425,011		6,513		intergenic_variant														19						1										

		BovineHD1100027464		rs109475486		11		94,330,862		13,905,852		intron_variant		STRBP												20						1										

		BovineHD1100027466		rs110116281		11		94,335,136		4,275		intron_variant		STRBP												20						1										

		BovineHD1100027468		rs110386469		11		94,343,945		8,810		intron_variant		STRBP												20						1										

		BovineHD1100027472		rs109613669		11		94,369,695		25,751		intron_variant		STRBP												20						1										

		BovineHD1100027477		rs109916296		11		94,395,519		25,825		intron_variant		STRBP												20						1										

		BovineHD1100027480		rs136560011		11		94,404,947		9,429		intron_variant		STRBP												20						1										

		BovineHD1100027483		rs109041319		11		94,429,496		24,550		intergenic_variant														20						1										

		Hapmap46766-BTA-115526		rs41566641		11		94,448,742		19,247		intergenic_variant														20						1										

		BovineHD1100027495		rs110423227		11		94,478,872		30,131		intergenic_variant														20						1										

		BovineHD1100027517		rs137802956		11		94,563,151		84,280		intron_variant		DENND1A												20						1										

		BovineHD1100027531		rs137645020		11		94,588,283		25,133		intron_variant		DENND1A												20						1										

		BovineHD1100027534		rs110984757		11		94,592,624		4,342		intron_variant		DENND1A												20						1										

		BovineHD1100027551		rs134266683		11		94,643,105		50,482		intron_variant		DENND1A												20						1										

		BovineHD1100027600		rs133192568		11		94,752,418		109,314		intron_variant		DENND1A												20						1										

		BovineHD1100027627		rs110974551		11		94,852,116		99,699		intron_variant		DENND1A												20						1										

		BovineHD1100027630		rs108963753		11		94,874,150		22,035		intron_variant		DENND1A												20						1										

		BovineHD1100027641		rs133267682		11		94,933,571		59,422		intron_variant		DENND1A												20						1										

		BovineHD1100027653		rs135816374		11		95,013,644		80,074		intron_variant		DENND1A												20						1										

		Hapmap57855-rs29019732		rs29019732		11		95,150,279		136,636		intergenic_variant														20						1										

		BovineHD1100027689		rs135332348		11		95,204,115		53,837		intergenic_variant														20						1										

		ARS-BFGL-NGS-110146		rs110974419		11		95,214,006		9,892		intergenic_variant														20						1										

		BovineHD1100027719		rs136530238		11		95,290,408		76,403		intergenic_variant														20						1										

		BovineHD1100027726		rs137501050		11		95,310,796		20,389		intergenic_variant														20						1										

		BovineHD1100027728		rs110441056		11		95,314,247		3,452		intergenic_variant														20						1										

		BovineHD1100027732		rs109298158		11		95,335,843		21,597		intron_variant		NEK6												20						1										

		BovineHD1100027734		rs110226014		11		95,339,131		3,289		intron_variant		NEK6												20						1										

		BovineHD1100027737		rs133196712		11		95,356,348		17,218		intron_variant		NEK6												20						1										

		BovineHD1100027739		rs110875606		11		95,362,870		6,523		intron_variant		NEK6												20						1										

		BovineHD1100027741		rs110718256		11		95,365,452		2,583		intron_variant		NEK6												20						1										

		ARS-BFGL-NGS-1215		rs110641010		11		95,381,284		15,833		intron_variant		NEK6												20						1										

		BovineHD1100027747		rs137851531		11		95,397,366		16,083		intron_variant		NEK6												20						1										

		BovineHD1100027750		rs135811061		11		95,413,525		16,160		intron_variant		PSMB7												20						1										

		BovineHD1100027754		rs132719606		11		95,424,347		10,823		intron_variant		PSMB7												20						1										

		BovineHD1100027757		rs109725669		11		95,430,504		6,158		intron_variant		PSMB7												20						1										

		BovineHD1100027762		rs109333414		11		95,456,319		25,816		intron_variant		PSMB7												20						1										

		BovineHD1100027764		rs133240265		11		95,457,412		1,094		intron_variant		PSMB7												20						1										

		BovineHD1100027766		rs109679603		11		95,459,690		2,279		intergenic_variant														20						1										

		BovineHD1100027778		rs109940164		11		95,484,082		24,393		intron_variant		ADGRD2												20						1										

		BovineHD1100027780		rs109970347		11		95,488,048		3,967		intron_variant		ADGRD2												20						1										

		BovineHD1200004942		rs110128415		12		16,359,443				intergenic_variant														21						1										

		Hapmap47914-BTA-31718		rs41631640		12		16,389,060		29,618		intron_variant		RUBCNL												21						1										

		BovineHD1200004956		rs137369041		12		16,402,235		13,176		intron_variant		RUBCNL												21						1										

		BovineHD1200004961		rs137068929		12		16,413,681		11,447		intergenic_variant														21						1										

		BovineHD1200004980		rs109163100		12		16,467,589		53,909		intergenic_variant														21						1										

		BovineHD1200004982		rs110170919		12		16,474,711		7,123		intergenic_variant														21						1										

		BovineHD1200004985		rs110280790		12		16,478,711		4,001		intergenic_variant														21						1										

		BovineHD1200004987		rs136796099		12		16,484,458		5,748		intergenic_variant														21						1										

		BovineHD1200004989		rs110347160		12		16,486,596		2,139		intergenic_variant														21						1										

		BovineHD1200004994		rs110333091		12		16,503,195		16,600		intron_variant		LRCH1												21						1										

		BovineHD1200005001		rs110205276		12		16,519,061		15,867		intron_variant		LRCH1												21						1										

		BovineHD1200005005		rs133067632		12		16,525,387		6,327		intron_variant		LRCH1												21						1										

		BovineHD1200005007		rs43690722		12		16,527,774		2,388		intron_variant		LRCH1												21						1										

		BovineHD1200005012		rs133309226		12		16,533,303		5,530		intron_variant		LRCH1												21						1										

		BovineHD4100009407		rs41601442		12		16,548,148		14,846		intron_variant		LRCH1												21						1										

		Hapmap46977-BTA-31741		rs41582571		12		16,559,286		11,139		intron_variant		LRCH1												21						1										

		BovineHD1200005023		rs43691816		12		16,569,353		10,068		intron_variant		LRCH1												21						1										

		BovineHD1200005025		rs43691799		12		16,575,652		6,300		intron_variant		LRCH1												21						1										

		BovineHD1200005027		rs43691783		12		16,578,723		3,072		intron_variant		LRCH1												21						1										

		BovineHD1200005029		rs43691767		12		16,582,590		3,868		intron_variant		LRCH1												21						1										

		BovineHD1200005031		rs43691760		12		16,584,585		1,996		intron_variant		LRCH1												21						1										

		BovineHD1200005040		rs109030998		12		16,591,194		6,610		intron_variant		LRCH1												21						1										

		BovineHD1200005044		rs43693009		12		16,595,711		4,518		intron_variant		LRCH1												21						1										

		BovineHD1200005047		rs43692989		12		16,604,509		8,799		intron_variant		LRCH1												21						1										

		BovineHD1200005050		rs137086464		12		16,609,579		5,071		intron_variant		LRCH1												21						1										

		BovineHD1200005052		rs43692964		12		16,617,848		8,270		intron_variant		LRCH1												21						1										

		BovineHD1200005055		rs43692956		12		16,627,966		10,119		intron_variant		LRCH1												21						1										

		BovineHD4100009411		rs43693791		12		16,688,223		60,258		intron_variant		LRCH1												21						1										

		BovineHD1200005077		rs43693802		12		16,701,432		13,210		intron_variant		LRCH1												21						1										

		BovineHD1200005079		rs43693821		12		16,708,122		6,691		intron_variant		LRCH1												21						1										

		BovineHD1200005080		rs43694333		12		16,710,052		1,931		intergenic_variant														21						1										

		BovineHD1200005082		rs43694356		12		16,714,703		4,652		intergenic_variant														21						1										

		BovineHD1200005090		rs136097354		12		16,739,702		25,000		intron_variant		ESD												21						1										

		BTB-00487920		rs43694400		12		16,759,250		19,549		intergenic_variant														21						1										

		BovineHD1200005108		rs109820083		12		16,796,311		37,062		intron_variant		HTR2A												21						1										

		BovineHD1200005111		rs137069886		12		16,798,745		2,435		intron_variant		HTR2A												21						1										

		BovineHD1200005120		rs43694971		12		16,820,755		22,011		intron_variant		HTR2A												21						1										

		BovineHD1200005122		rs43695001		12		16,824,655		3,901		intron_variant		HTR2A												21						1										

		BovineHD1200005125		rs133864840		12		16,828,044		3,390		intron_variant		HTR2A												21						1										

		BovineHD1200005129		rs43695026		12		16,834,885		6,842		intron_variant		HTR2A												21						1										

		BovineHD1200005131		rs43696138		12		16,836,917		2,033		synonymous_variant		HTR2A												21						1										

		BovineHD1200005134		rs134102715		12		16,841,281		4,365		intron_variant		HTR2A												21						1										

		BovineHD1200005136		rs136797749		12		16,850,875		9,595		intergenic_variant														21						1										

		BovineHD1200005141		rs109547172		12		16,867,799		16,925		intergenic_variant														21						1										

		BovineHD1200005152		rs43761971		12		16,882,379		14,581		intergenic_variant														21						1										

		BovineHD1200005147		rs137755249		12		16,901,590		19,212		intergenic_variant														21						1										

		BovineHD1200005145		rs136969980		12		16,903,293		1,704		intergenic_variant														21						1										

		BovineHD1200005155		rs135802226		12		16,910,729		7,437		intergenic_variant														21						1										

		BovineHD1200005157		rs134492680		12		16,912,989		2,261		intergenic_variant														21						1										

		BovineHD1200005161		rs29021776		12		16,920,413		7,425		intergenic_variant														21						1										

		BovineHD1200005165		rs43764896		12		16,936,749		16,337		intergenic_variant														21						1										

		BovineHD1200005167		rs43765860		12		16,941,504		4,756		intergenic_variant														21						1										

		BovineHD1200005175		rs43697535		12		16,959,521		18,018		intergenic_variant														21						1										

		BovineHD1200005177		rs43697553		12		16,962,915		3,395		intergenic_variant														21						1										

		BovineHD1200005179		rs43697567		12		16,964,922		2,008		intergenic_variant														21						1										

		BovineHD1200005181		rs136786649		12		16,966,474		1,553		intergenic_variant														21						1										

		BovineHD1200005185		rs134612190		12		16,972,506		6,033		intergenic_variant														21						1										

		BovineHD1200005187		rs43697588		12		16,976,049		3,544		intergenic_variant														21						1										

		BovineHD1200005193		rs109712230		12		17,001,192		25,144		intergenic_variant														21						1										

		BovineHD1200005199		rs42750223		12		17,034,243		33,052		intergenic_variant														21						1										

		BovineHD1200005204		rs42751137		12		17,059,801		25,559		intergenic_variant														21						1										

		BovineHD1200005205		rs135573107		12		17,071,015		11,215		intergenic_variant														21						1										

		BovineHD1200005207		rs42751138		12		17,073,869		2,855		intergenic_variant														21						1										

		BovineHD1200005209		rs42751168		12		17,080,147		6,279		intergenic_variant														21						1										

		BovineHD1200005212		rs133876222		12		17,085,043		4,897		intergenic_variant														21						1										

		BovineHD1200005215		rs136919686		12		17,097,035		11,993		intergenic_variant														21						1										

		BovineHD1200026785		rs136506959		12		17,122,570		25,536		intergenic_variant														21						1										

		BovineHD1200005230		rs133463038		12		17,155,002		32,433		intergenic_variant														21						1										

		BovineHD1200005237		rs110367243		12		17,179,396		24,395		intergenic_variant														21						1										

		BovineHD1200005239		rs109117655		12		17,182,825		3,430		intergenic_variant														21						1										

		BovineHD1200005249		rs42665158		12		17,226,532		43,708		intergenic_variant														21						1										

		BovineHD1200005257		rs110341400		12		17,243,248		16,717		intergenic_variant														21						1										

		BovineHD1200005263		rs136113369		12		17,253,883		10,636		intergenic_variant														21						1										

		BovineHD1200005280		rs134284249		12		17,302,252		48,370		intergenic_variant														21						1										

		BovineHD1200005283		rs109859004		12		17,322,636		20,385		intergenic_variant														21						1										

		BovineHD1200005285		rs136662205		12		17,328,741		6,106		intergenic_variant														21						1										

		BovineHD1200005287		rs135379782		12		17,340,160		11,420		intergenic_variant														21						1										

		BovineHD1200005290		rs42943691		12		17,351,102		10,943		intergenic_variant														21						1										

		BovineHD1200005292		rs42943714		12		17,361,781		10,680		intergenic_variant														21						1										

		BovineHD1200005300		rs43082249		12		17,396,213		34,433		intergenic_variant														21						1										

		BovineHD1200005307		rs110608425		12		17,442,951		46,739		intergenic_variant														21						1										

		BovineHD1200005312		rs110967883		12		17,475,545		32,595		intergenic_variant														21						1										

		BovineHD1200005327		rs132940570		12		17,555,649		80,105		intergenic_variant														21						1										

		BovineHD1200005338		rs109214999		12		17,613,146		57,498		intergenic_variant														21						1										

		BovineHD1200005364		rs133562019		12		17,694,217		81,072		intergenic_variant														21						1										

		BovineHD1200005366		rs136231724		12		17,695,836		1,620		intergenic_variant														21						1										

		BovineHD1200005378		rs109412699		12		17,707,468		11,633		intergenic_variant														21						1										

		BovineHD1200005381		rs133287045		12		17,710,733		3,266		intergenic_variant														21						1										

		BovineHD1200005383		rs137839980		12		17,712,624		1,892		intergenic_variant														21						1										

		BovineHD4100009418		rs41572336		12		17,714,786		2,163		intergenic_variant														21						1										

		BovineHD1200005390		rs109021155		12		17,719,094		4,309		intergenic_variant														21						1										

		BovineHD1200005391		rs110333642		12		17,721,742		2,649		intergenic_variant														21						1										

		BovineHD1200005393		rs109128513		12		17,722,932		1,191		intergenic_variant														21						1										

		BovineHD4100009419		rs110850463		12		17,724,980		2,049		intergenic_variant														21						1										

		BovineHD1200005396		rs109901551		12		17,732,255		7,276		intergenic_variant														21						1										

		BovineHD1200005402		rs136723601		12		17,744,008		11,754		intergenic_variant														21						1										

		BovineHD1200005405		rs109472287		12		17,748,066		4,059		intergenic_variant														21						1										

		BovineHD1200005410		rs110857217		12		17,754,760		6,695		intergenic_variant														21						1										

		BovineHD1200005413		rs110701060		12		17,766,859		12,100		intergenic_variant														21						1										

		BovineHD1200005416		rs132689018		12		17,773,820		6,962		intergenic_variant														21						1										

		BovineHD1200005421		rs110249420		12		17,794,306		20,487		intron_variant		SUCLA2												21						1										

		ARS-BFGL-BAC-12431		rs110295600		12		17,877,696		83,391		intergenic_variant														21						1										

		BovineHD1200005440		rs109617583		12		17,897,014		19,319		intron_variant		NUDT15												21						1										

		BovineHD1200005443		rs137234724		12		17,901,527		4,514		intron_variant		NUDT15												21						1										

		BovineHD1200005445		rs109140217		12		17,907,294		5,768		intron_variant		NUDT15												21						1										

		BovineHD1200005447		rs135833167		12		17,922,901		15,608		intergenic_variant														21						1										

		BovineHD1200005449		rs109508653		12		17,925,300		2,400		intergenic_variant														21						1										

		BovineHD1200005451		rs133777362		12		17,927,687		2,388		intergenic_variant														21						1										

		BovineHD1200005454		rs134273356		12		17,931,180		3,494		intergenic_variant														21						1										

		BovineHD1200005456		rs132766938		12		17,935,066		3,887		intergenic_variant														21						1										

		BovineHD1200005459		rs136659250		12		17,952,587		17,522		intergenic_variant														21						1										

		BovineHD1200005462		rs133177766		12		17,968,069		15,483		intergenic_variant														21						1										

		BovineHD1200005467		rs136270131		12		17,996,044		27,976		intergenic_variant														21						1										

		BovineHD1200005469		rs134736724		12		18,001,728		5,685		intergenic_variant														21						1										

		BovineHD1200005475		rs110581888		12		18,020,287		18,560		intergenic_variant														21						1										

		ARS-BFGL-NGS-108858		rs110202620		12		18,029,004		8,718		intergenic_variant														21						1										

		BovineHD1200005481		rs109634664		12		18,041,538		12,535		intron_variant		ITM2B												21						1										

		BovineHD1200005483		rs111010094		12		18,043,029		1,492		intron_variant		ITM2B												21						1										

		BovineHD1200005485		rs109384021		12		18,044,521		1,493		intron_variant		ITM2B												21						1										

		BovineHD4100009422		rs109573020		12		18,046,014		1,494		intron_variant		ITM2B												21						1										

		BovineHD4100009423		rs41627853		12		18,047,652		1,639		intron_variant		ITM2B												21						1										

		BovineHD1200005489		rs135012571		12		18,048,927		1,276		intron_variant		ITM2B												21						1										

		ARS-BFGL-NGS-9353		rs109311200		12		18,054,409		5,483		intron_variant		ITM2B												21						1										

		BovineHD1200005492		rs134731063		12		18,055,805		1,397		intron_variant		ITM2B												21						1										

		BovineHD1200005494		rs133586659		12		18,059,420		3,616		intron_variant		ITM2B												21						1										

		BovineHD4100009424		rs41255658		12		18,062,113		2,694		intergenic_variant														21						1										

		BovineHD1200005500		rs137169450		12		18,087,636		25,524		intergenic_variant														21						1										

		BTA-21705-no-rs		rs41627854		12		18,117,735		30,100		intron_variant		RB1												21						1										

		BovineHD1200005516		rs133939359		12		18,158,319		40,585		intron_variant		RB1												21						1										

		BovineHD1200005518		rs110908119		12		18,165,599		7,281		intron_variant		RB1												21						1										

		BovineHD1200005520		rs137521772		12		18,170,939		5,341		intron_variant		RB1												21						1										

		BovineHD1200005522		rs137101897		12		18,177,061		6,123		intron_variant		RB1												21						1										

		BovineHD1200005525		rs110662166		12		18,184,998		7,938		intron_variant		RB1												21						1										

		BovineHD1200005527		rs136306333		12		18,186,606		1,609		intron_variant		RB1												21						1										

		BovineHD1200005530		rs109248740		12		18,202,261		15,656		intron_variant		RB1												21						1										

		BovineHD1200005532		rs109884237		12		18,205,099		2,839		intron_variant		RB1												21						1										

		BovineHD1200005535		NA		12		18,217,353		12,255																21						1										

		BovineHD1200005540		rs109597759		12		18,236,506		19,154		3_prime_UTR_variant		RB1												21						1										

		BovineHD1200005544		rs109485324		12		18,253,619		17,114		intron_variant		RCBTB2												21						1										

		BovineHD1200005549		rs110269138		12		18,267,618		14,000		intron_variant		RCBTB2												21						1										

		BovineHD1400016678		rs109463581		14		58,030,414				intron_variant		OXR1												22						1										

		BovineHD1400016680		rs132896246		14		58,033,297		2,884		intron_variant		OXR1												22						1										

		BovineHD1400016683		rs133155877		14		58,040,227		6,931		intron_variant		OXR1												22						1										

		BovineHD1400016685		rs135741288		14		58,042,003		1,777		intron_variant		OXR1												22						1										

		BovineHD1400016688		rs109996307		14		58,045,701		3,699		intron_variant		OXR1												22						1										

		BovineHD1400016691		rs136072826		14		58,053,314		7,614		intron_variant		OXR1												22						1										

		BovineHD1400016698		rs134516159		14		58,069,611		16,298		intron_variant		OXR1												22						1										

		BovineHD1400016703		rs42773041		14		58,086,031		16,421		intron_variant		OXR1												22						1										

		BovineHD1400016705		rs42773048		14		58,087,005		975		intron_variant		OXR1												22						1										

		BovineHD1400016707		rs134610836		14		58,088,573		1,569		intron_variant		OXR1												22						1										

		BovineHD4100011654		rs41620586		14		58,121,176		32,604		intron_variant		OXR1												22						1										

		BovineHD1400016721		rs136552911		14		58,129,331		8,156		intron_variant		OXR1												22						1										

		BovineHD1400016724		rs110108095		14		58,134,245		4,915		intron_variant		OXR1												22						1										

		BovineHD1400016732		rs135095349		14		58,152,351		18,107		intron_variant		OXR1												22						1										

		BovineHD1400016737		rs133712576		14		58,177,758		25,408		intron_variant		OXR1												22						1										

		ARS-BFGL-NGS-100055		rs109631273		14		58,210,196		32,439		intron_variant		OXR1												22						1										

		BovineHD1400016750		rs133570694		14		58,220,993		10,798		intron_variant		OXR1												22						1										

		BovineHD1400016761		rs42338495		14		58,262,826		41,834		intron_variant		OXR1												22						1										

		BovineHD1400016765		rs110421766		14		58,274,048		11,223		intron_variant		OXR1												22						1										

		BovineHD1400016768		rs109540661		14		58,281,692		7,645		intron_variant		OXR1												22						1										

		BovineHD1400016774		rs134613709		14		58,303,766		22,075		intron_variant		OXR1												22						1										

		BovineHD1400016777		rs108954820		14		58,313,402		9,637		intron_variant		OXR1												22						1										

		BovineHD1400016788		rs109698801		14		58,343,818		30,417		intergenic_variant														22						1										

		BovineHD1400016792		rs110586593		14		58,350,767		6,950		intergenic_variant														22						1										

		BovineHD1400016796		rs135609389		14		58,363,858		13,092		intergenic_variant														22						1										

		BovineHD1400016798		rs134602447		14		58,365,444		1,587		intergenic_variant														22						1										

		BovineHD1400016800		rs109832075		14		58,372,910		7,467		intergenic_variant														22						1										

		BovineHD1400016806		rs110953193		14		58,384,470		11,561		intergenic_variant														22						1										

		BovineHD4100011656		rs29017263		14		58,389,584		5,115		intergenic_variant														22						1										

		BovineHD1400016809		rs109816918		14		58,395,809		6,226		intergenic_variant														22						1										

		BovineHD1400016816		rs111006666		14		58,425,294		29,486		intergenic_variant														22						1										

		Hapmap59382-rs29022898		rs29022898		14		58,433,822		8,529		intergenic_variant														22						1										

		BovineHD1400024524		rs135766047		14		58,464,277		30,456		intergenic_variant														22						1										

		BovineHD1400016848		rs109896308		14		58,542,748		78,472		intergenic_variant														22						1										

		BovineHD1400016897		rs42716653		14		58,767,340		224,593		intergenic_variant														22						1										

		BovineHD1400016901		rs42716689		14		58,775,814		8,475		intergenic_variant														22						1										

		BovineHD1400016908		rs42715430		14		58,799,599		23,786		intergenic_variant														22						1										

		BovineHD1400016910		rs42715413		14		58,802,913		3,315		intergenic_variant														22						1										

		BovineHD1400016913		rs136394528		14		58,805,901		2,989		intergenic_variant														22						1										

		BovineHD1400016915		rs42715381		14		58,814,453		8,553		intergenic_variant														22						1										

		BovineHD1400016920		rs134308125		14		58,829,761		15,309		intron_variant		ZFPM2												22						1										

		BovineHD1400016923		rs43023110		14		58,838,648		8,888		intron_variant		ZFPM2												22						1										

		BovineHD1400016925		rs133420557		14		58,848,265		9,618		intron_variant		ZFPM2												22						1										

		BovineHD1400016930		rs43023125		14		58,867,660		19,396		intron_variant		ZFPM2												22						1										

		BovineHD1400016932		rs110833445		14		58,871,210		3,551		intron_variant		ZFPM2												22						1										

		BTB-01361552		rs42484874		14		58,892,660		21,451		intron_variant		ZFPM2												22						1										

		BovineHD1400016943		rs42484887		14		58,906,266		13,607		intron_variant		ZFPM2												22						1										

		BovineHD1400016945		rs42484898		14		58,913,109		6,844		intron_variant		ZFPM2												22						1										

		BovineHD1400016948		rs42484909		14		58,920,247		7,139		intron_variant		ZFPM2												22						1										

		BovineHD4100011657		rs135659027		14		58,942,511		22,265		intron_variant		ZFPM2												22						1										

		BovineHD1400016963		rs134575742		14		58,964,090		21,580		intron_variant		ZFPM2												22						1										

		BovineHD4100011660		rs109899903		14		59,035,401		71,312		intron_variant		ZFPM2												22						1										

		BovineHD1400016986		rs42486363		14		59,039,131		3,731		intron_variant		ZFPM2												22						1										

		BovineHD1400016990		rs42486372		14		59,053,325		14,195		intron_variant		ZFPM2												22						1										

		BovineHD1400016995		rs42486381		14		59,062,750		9,426		intron_variant		ZFPM2												22						1										

		BovineHD1400017010		rs135609348		14		59,119,634		56,885		intron_variant		ZFPM2												22						1										

		BovineHD1400017011		rs42483823		14		59,126,061		6,428		intron_variant		ZFPM2												22						1										

		BovineHD1400017013		rs135667217		14		59,131,715		5,655		intron_variant		ZFPM2												22						1										

		BovineHD1400017020		rs109655772		14		59,178,110		46,396		intron_variant		ZFPM2												22						1										

		BovineHD1400017022		rs42484863		14		59,184,378		6,269		intron_variant		ZFPM2												22						1										

		BovineHD1400017025		rs135723791		14		59,189,010		4,633		intron_variant		ZFPM2												22						1										

		BovineHD1400017027		rs41743478		14		59,193,719		4,710		intron_variant		ZFPM2												22						1										

		BovineHD1400017030		rs134432197		14		59,200,491		6,773		intron_variant		ZFPM2												22						1										

		BovineHD1400017033		rs41742625		14		59,209,765		9,275		intron_variant		ZFPM2												22						1										

		BovineHD1400017036		rs41742561		14		59,220,985		11,221		intron_variant		ZFPM2												22						1										

		BovineHD1400017047		rs110354468		14		59,258,995		38,011		intron_variant		ZFPM2												22						1										

		BovineHD1400017049		rs135315647		14		59,262,205		3,211		intron_variant		ZFPM2												22						1										

		BovineHD1400017051		rs134567375		14		59,264,739		2,535		intron_variant		ZFPM2												22						1										

		BovineHD1400017054		rs134875733		14		59,283,835		19,097		intron_variant		ZFPM2												22						1										

		BovineHD1400017061		rs135876727		14		59,302,762		18,928		intron_variant		ZFPM2												22						1										

		BovineHD1400017067		rs42689665		14		59,322,049		19,288		intron_variant		ZFPM2												22						1										

		BovineHD1400017069		rs42689671		14		59,325,661		3,613		intron_variant		ZFPM2												22						1										

		BovineHD1400017074		rs42689645		14		59,344,857		19,197		intron_variant		ZFPM2												22						1										

		BovineHD1400017083		rs110619803		14		59,401,181		56,325		intergenic_variant														22						1										

		BovineHD1400017092		rs132990521		14		59,436,170		34,990		intergenic_variant														22						1										

		BovineHD1400017099		rs109862590		14		59,466,620		30,451		intergenic_variant														22						1										

		BovineHD1400017102		rs109533580		14		59,479,324		12,705		intergenic_variant														22						1										

		BovineHD1400017108		rs41572731		14		59,491,172		11,849		intergenic_variant														22						1										

		BovineHD1400017110		rs109180582		14		59,497,283		6,112		intergenic_variant														22						1										

		BovineHD1400017112		rs135717233		14		59,499,835		2,553		intergenic_variant														22						1										

		BovineHD1400017115		rs110654593		14		59,508,320		8,486		intergenic_variant														22						1										

		BovineHD1400017120		rs109803272		14		59,522,303		13,984		intergenic_variant														22						1										

		BovineHD1400017141		rs136176415		14		59,618,037		95,735		intergenic_variant														22						1										

		BovineHD1400017144		rs134221171		14		59,624,765		6,729		intergenic_variant														22						1										

		BovineHD1400017162		rs43736356		14		59,689,128		64,364		intergenic_variant														22						1										

		BovineHD1400017165		rs134418817		14		59,696,546		7,419		intergenic_variant														22						1										

		BovineHD1400024529		rs136159708		14		59,730,694		34,149		intergenic_variant														22						1										

		BovineHD1400017176		rs42510708		14		59,742,745		12,052		intergenic_variant														22						1										

		BovineHD1400017185		rs43735987		14		59,770,140		27,396		intergenic_variant														22						1										

		BovineHD1400017197		rs136167660		14		59,808,579		38,440		intergenic_variant														22						1										

		BovineHD1400017199		rs135317308		14		59,816,743		8,165		intergenic_variant														22						1										

		BovineHD1400017204		rs110244390		14		59,836,422		19,680		intergenic_variant														22						1										

		UA-IFASA-9447		rs41575160		14		59,846,078		9,657		intergenic_variant														22						1										

		BovineHD1400017211		rs135906234		14		59,854,634		8,557		intergenic_variant														22						1										

		BovineHD1400017224		rs109167610		14		59,892,861		38,228		intergenic_variant														22						1										

		BovineHD1400017226		rs110554085		14		59,901,121		8,261		intergenic_variant														22						1										

		BovineHD1400017227		rs43734871		14		59,902,889		1,769		intergenic_variant														22						1										

		BovineHD1400024144		rs137738227		14		59,912,224		9,336		intergenic_variant														22						1										

		BovineHD1400017234		rs43734858		14		59,927,658		15,435		intergenic_variant														22						1										

		BovineHD1400017239		rs133385095		14		59,954,258		26,601		intergenic_variant														22						1										

		BovineHD1400017248		rs134095951		14		59,985,968		31,711		intergenic_variant														22						1										

		BovineHD1400017250		rs136565527		14		59,992,341		6,374		intergenic_variant														22						1										

		BovineHD1400017252		rs137589531		14		59,996,601		4,261		intergenic_variant														22						1										

		BovineHD1400017254		rs134409441		14		60,004,170		7,570		intergenic_variant														22						1										

		BovineHD1400017257		rs43734833		14		60,015,557		11,388		intergenic_variant														22						1										

		BovineHD1400017264		rs136388771		14		60,036,126		20,570		intron_variant		LRP12												22						1										

		BovineHD1400017270		rs136594328		14		60,056,301		20,176		intron_variant		LRP12												22						1										

		BovineHD1400017281		rs136520462		14		60,108,973		52,673		intron_variant		LRP12												22						1										

		BovineHD1400017283		rs135042321		14		60,115,912		6,940		intron_variant		LRP12												22						1										

		BovineHD1400017285		rs110064369		14		60,120,491		4,580		intron_variant		LRP12												22						1										

		BovineHD1400024146		rs134839236		14		60,126,306		5,816		intron_variant		LRP12												22						1										

		BovineHD4100011662		rs136778725		14		60,130,163		3,858		intergenic_variant														22						1										

		BovineHD1400017289		rs133655760		14		60,135,359		5,197		intergenic_variant														22						1										

		BovineHD1400017291		rs111018912		14		60,138,573		3,215		intergenic_variant														22						1										

		BovineHD1400017293		rs134990296		14		60,144,694		6,122		intergenic_variant														22						1										

		BovineHD1400017295		rs110544998		14		60,150,530		5,837		intron_variant		DPYS												22						1										

		BovineHD1400017299		rs43732617		14		60,159,827		9,298		intron_variant		DPYS												22						1										

		BTB-01075462		rs43731684		14		60,181,663		21,837		intron_variant		DPYS												22						1										

		BovineHD1400017314		rs43731699		14		60,185,653		3,991		intron_variant		DPYS												22						1										

		BovineHD1400017317		rs43731710		14		60,188,155		2,503		intron_variant		DPYS												22						1										

		BovineHD1400017320		rs43732546		14		60,193,433		5,279		intron_variant		DPYS												22						1										

		BovineHD1400017324		rs43732555		14		60,204,927		11,495		intron_variant		DPYS												22						1										

		BovineHD1400017331		rs137401201		14		60,211,921		6,995		intron_variant		DPYS												22						1										

		BovineHD1400017336		rs43730625		14		60,221,079		9,159		intron_variant		DPYS												22						1										

		BovineHD1400017338		rs43731633		14		60,224,790		3,712		intron_variant		DPYS												22						1										

		BovineHD1400017341		rs133177250		14		60,232,579		7,790		intron_variant		DPYS												22						1										

		BTA-110835-no-rs		rs41617038		14		60,241,574		8,996		intron_variant		DPYS												22						1										

		BovineHD1400017349		rs43730567		14		60,253,800		12,227		intron_variant		DCSTAMP												22						1										

		BovineHD1400017353		rs43730559		14		60,267,292		13,493		intron_variant		DCSTAMP												22						1										

		BovineHD1400017357		rs43730537		14		60,276,212		8,921		intron_variant		DCSTAMP												22						1										

		BovineHD1400017359		rs43729626		14		60,280,323		4,112		intron_variant		DCSTAMP												22						1										

		BovineHD1400017361		rs43729616		14		60,282,723		2,401		intron_variant		DCSTAMP												22						1										

		BovineHD1400017363		rs43729608		14		60,285,111		2,389		intergenic_variant														22						1										

		BovineHD1400017366		rs43729547		14		60,290,129		5,019		intergenic_variant														22						1										

		BovineHD1400017368		rs43728706		14		60,295,150		5,022		intergenic_variant														22						1										

		BovineHD1400017370		rs43737003		14		60,297,712		2,563		intergenic_variant														22						1										

		BovineHD1400017371		rs43737012		14		60,299,632		1,921		intergenic_variant														22						1										

		BovineHD1400017373		rs43728633		14		60,301,937		2,306		intergenic_variant														22						1										

		BovineHD1400017375		rs43728660		14		60,304,650		2,714		intergenic_variant														22						1										

		BovineHD1400017378		rs43728687		14		60,311,088		6,439		intergenic_variant														22						1										

		BovineHD1400017380		rs135887443		14		60,316,281		5,194		intergenic_variant														22						1										

		ARS-BFGL-NGS-1405		rs109067270		14		60,328,895		12,615		intergenic_variant														22						1										

		BovineHD1400017389		rs43736586		14		60,335,291		6,397		intergenic_variant														22						1										

		BovineHD1400017393		rs43736938		14		60,340,266		4,976		intergenic_variant														22						1										

		BovineHD1400017398		rs137425659		14		60,358,456		18,191		intergenic_variant														22						1										

		BovineHD1400017409		rs110846630		14		60,398,166		39,711		intron_variant		RIMS2												22						1										

		BovineHD1400017420		rs43736181		14		60,454,673		56,508		intron_variant		RIMS2												22						1										

		BovineHD1400017424		rs43736170		14		60,466,834		12,162		intron_variant		RIMS2												22						1										

		BovineHD1400017426		rs43736161		14		60,468,575		1,742		intron_variant		RIMS2												22						1										

		BovineHD1400017436		rs43735513		14		60,504,848		36,274		intron_variant		RIMS2												22						1										

		BovineHD1400017443		rs41743517		14		60,532,291		27,444		intron_variant		RIMS2												22						1										

		BovineHD1400017451		rs41256640		14		60,562,544		30,254		intron_variant		RIMS2												22						1										

		BovineHD1400024534		rs134299397		14		60,624,029		61,486		intron_variant		RIMS2												22						1										

		BovineHD4100011663		rs41580114		14		60,664,446		40,418		intron_variant		RIMS2												22						1										

		BovineHD1400017474		rs41737345		14		60,690,122		25,677		intron_variant		RIMS2												22						1										

		BovineHD1400017483		rs133985285		14		60,734,103		43,982		intron_variant		RIMS2												22						1										

		BovineHD1400017501		rs42203230		14		60,822,613		88,511		intron_variant		RIMS2												22						1										

		BovineHD1400017504		rs134637033		14		60,838,626		16,014		intron_variant		RIMS2												22						1										

		Hapmap54769-rs29012948		rs29012948		14		60,879,468		40,843		intron_variant		RIMS2												22						1										

		BovineHD1400017521		rs42695544		14		60,922,994		43,527		intron_variant		RIMS2												22						1										

		BovineHD1400017526		rs109114070		14		60,945,033		22,040		intron_variant		RIMS2												22						1										

		Hapmap44367-BTA-30774		rs41627370		14		60,971,421		26,389		intergenic_variant														22						1										

		ARS-BFGL-NGS-43088		rs42203161		14		61,031,848		60,428		intergenic_variant														22						1										

		BovineHD1400017554		rs43196174		14		61,081,297		49,450		intron_variant		SLC25A32												22						1										

		BovineHD4100011665		rs29010231		14		61,097,879		16,583		intron_variant		SLC25A32												22						1										

		BovineHD1400017563		rs41741660		14		61,127,339		29,461		intergenic_variant														22						1										

		BovineHD1400024148		rs41740544		14		61,226,828		99,490		intergenic_variant														22						1										

		BovineHD1400017582		rs110249664		14		61,238,532		11,705		intergenic_variant														22						1										

		BovineHD1400017609		rs137736172		14		61,325,609		87,078		intron_variant		BAALC												22						1										

		BovineHD1400017617		rs134920159		14		61,344,522		18,914		intron_variant		BAALC												22						1										

		BovineHD1400017619		rs134274651		14		61,349,326		4,805		intron_variant		BAALC												22						1										

		BovineHD1400017623		rs133021934		14		61,360,385		11,060		intergenic_variant														22						1										

		BovineHD1400017629		rs135517138		14		61,369,894		9,510		intergenic_variant														22						1										

		BovineHD1400017633		rs133757990		14		61,383,707		13,814		intergenic_variant														22						1										

		BovineHD1500000003		rs110600703		15		70,773				intergenic_variant														23						1										

		BovineHD1500000006		rs110819385		15		95,457		24,685		intergenic_variant														23						1										

		BovineHD1500000009		rs137683266		15		107,333		11,877		intergenic_variant														23						1										

		BovineHD1500000012		rs110879917		15		127,133		19,801		intergenic_variant														23						1										

		BovineHD1500000014		rs109721432		15		142,627		15,495		intergenic_variant														23						1										

		BovineHD1500000021		rs110459393		15		185,790		43,164		intergenic_variant														23						1										

		BovineHD1500000041		rs135027579		15		245,024		59,235		intergenic_variant														23						1										

		BovineHD1500000045		rs137544511		15		261,913		16,890		intergenic_variant														23						1										

		BovineHD1500000049		rs109478026		15		297,838		35,926		intergenic_variant														23						1										

		BovineHD1500000051		rs136069883		15		310,788		12,951		intergenic_variant														23						1										

		BovineHD1500000052		rs136802851		15		332,565		21,778		intergenic_variant														23						1										

		BovineHD1500000055		rs133698161		15		353,144		20,580		intergenic_variant														23						1										

		BovineHD1500000062		rs133911761		15		384,572		31,429		intergenic_variant														23						1										

		BovineHD1500000064		rs109021703		15		392,752		8,181		intergenic_variant														23						1										

		BovineHD1500000066		rs110468539		15		398,800		6,049		intergenic_variant														23						1										

		BovineHD1500000068		rs110374068		15		413,272		14,473		intergenic_variant														23						1										

		BovineHD1500000070		rs109961368		15		419,969		6,698		intergenic_variant														23						1										

		BovineHD1500000074		rs110866146		15		438,979		19,011		intergenic_variant														23						1										

		BovineHD1500000076		rs110964991		15		443,291		4,313		intergenic_variant														23						1										

		BovineHD1500000079		rs109688055		15		457,610		14,320		intergenic_variant														23						1										

		BovineHD1500000086		rs110038735		15		496,508		38,899		intergenic_variant														23						1										

		BovineHD1500000088		rs108955805		15		503,286		6,779		intergenic_variant														23						1										

		BovineHD1500000095		rs109448777		15		537,857		34,572		intergenic_variant														23						1										

		BovineHD1500000100		rs110320010		15		560,633		22,777		intergenic_variant														23						1										

		BovineHD1500000104		rs109906118		15		571,685		11,053		intergenic_variant														23						1										

		BovineHD1500000185		rs110108756		15		581,520		9,836		intergenic_variant														23						1										

		BovineHD1500000213		rs110855242		15		612,309		30,790		intergenic_variant														23						1										

		BovineHD1500000223		rs110095842		15		672,108		59,800		intergenic_variant														23						1										

		BovineHD1500000231		rs109432750		15		713,198		41,091		intergenic_variant														23						1										

		BovineHD1500000233		rs109470633		15		725,180		11,983		intergenic_variant														23						1										

		BovineHD1500000235		rs110163302		15		732,105		6,926		intergenic_variant														23						1										

		BovineHD1500000240		rs109836911		15		747,057		14,953		intergenic_variant														23						1										

		BovineHD1500000250		rs132815249		15		822,396		75,340		intergenic_variant														23						1										

		BovineHD1500000254		rs134370739		15		858,218		35,823		intergenic_variant														23						1										

		BovineHD1500000262		rs135953648		15		886,071		27,854		intergenic_variant														23						1										

		BovineHD1500000273		rs109122391		15		943,699		57,629		intergenic_variant														23						1										

		BovineHD1500000311		rs135714759		15		1,104,107		160,409		intergenic_variant														23						1										

		BovineHD1500000350		rs136228158		15		1,193,524		89,418		intergenic_variant														23						1										

		BovineHD1500000352		rs137343156		15		1,195,900		2,377		intergenic_variant														23						1										

		BovineHD1500000354		rs109146680		15		1,197,175		1,276		intergenic_variant														23						1										

		BovineHD1500000359		rs110926703		15		1,203,405		6,231		intergenic_variant														23						1										

		BovineHD1500000362		rs110570590		15		1,213,547		10,143		intergenic_variant														23						1										

		BovineHD1500000367		rs109437179		15		1,226,424		12,878		intergenic_variant														23						1										

		BovineHD1500000369		rs136777646		15		1,227,730		1,307		intergenic_variant														23						1										

		BovineHD1500000371		rs137611689		15		1,229,858		2,129		intergenic_variant														23						1										

		BovineHD1500000374		rs110051365		15		1,238,955		9,098		intergenic_variant														23						1										

		BovineHD1500000376		rs110878721		15		1,240,566		1,612		intergenic_variant														23						1										

		ARS-BFGL-NGS-23262		rs109169101		15		1,258,064		17,499		intergenic_variant														23						1										

		BovineHD1500000384		rs134743849		15		1,262,206		4,143		intergenic_variant														23						1										

		BovineHD1500000386		rs109705611		15		1,271,368		9,163		intergenic_variant														23						1										

		BovineHD1500000401		rs109527042		15		1,379,415		108,048		intergenic_variant														23						1										

		BovineHD1500000419		rs134267727		15		1,450,770		71,356		intron_variant		MRE11												23						1										

		ARS-BFGL-NGS-116439		rs110601459		15		1,576,893		126,124		intron_variant		AASDHPPT												23						1										

		BovineHD1500000470		rs137404703		15		1,777,985		201,093		intergenic_variant														23						1										

		BovineHD1500000481		rs134372653		15		1,862,815		84,831		intergenic_variant														23						1										

		BovineHD1500000488		rs137753766		15		1,903,250		40,436		intron_variant		GRIA4												23						1										

		BovineHD1500000494		rs132927021		15		1,921,321		18,072		intron_variant		GRIA4												23						1										

		BovineHD1500000504		rs133422703		15		2,001,035		79,715		intron_variant		GRIA4												23						1										

		BovineHD1500000521		rs134385664		15		2,111,511		110,477		intron_variant		GRIA4												23						1										

		BovineHD1500000524		rs136621330		15		2,114,224		2,714		intron_variant		GRIA4												23						1										

		BovineHD1500000526		rs110944266		15		2,122,564		8,341		intron_variant		GRIA4												23						1										

		BovineHD4100011769		rs41604436		15		2,123,930		1,367		intron_variant		GRIA4												23						1										

		BovineHD1500000529		rs136269701		15		2,127,428		3,499		intron_variant		GRIA4												23						1										

		BovineHD1500000531		rs109462418		15		2,132,835		5,408		intron_variant		GRIA4												23						1										

		BovineHD1500000539		rs133852870		15		2,145,280		12,446		intron_variant		GRIA4												23						1										

		ARS-BFGL-NGS-550		rs110134241		15		2,152,378		7,099		intron_variant		GRIA4												23						1										

		BovineHD1500000542		rs109320284		15		2,167,026		14,649		intron_variant		GRIA4												23						1										

		BovineHD1500000544		rs132973409		15		2,171,811		4,786		intron_variant		GRIA4												23						1										

		BovineHD1500000547		rs110051156		15		2,182,987		11,177		intron_variant		GRIA4												23						1										

		BovineHD1500000549		rs109139651		15		2,196,685		13,699		intron_variant		GRIA4												23						1										

		BovineHD1500000551		rs137210850		15		2,199,557		2,873		intron_variant		GRIA4												23						1										

		BovineHD1500000555		rs134893578		15		2,210,296		10,740		intron_variant		GRIA4												23						1										

		BovineHD1500000557		rs136876381		15		2,212,049		1,754		intron_variant		GRIA4												23						1										

		ARS-BFGL-BAC-32189		rs109233947		15		2,213,562		1,514		intron_variant		GRIA4												23						1										

		BovineHD1500000561		rs137387454		15		2,216,699		3,138		intron_variant		GRIA4												23						1										

		BovineHD1500000564		rs134762745		15		2,222,526		5,828		intron_variant		GRIA4												23						1										

		BovineHD1500000566		rs133052787		15		2,224,779		2,254		intron_variant		GRIA4												23						1										

		BovineHD1500000572		rs135402885		15		2,250,712		25,934		intron_variant		GRIA4												23						1										

		BovineHD1500000574		rs134569713		15		2,257,668		6,957		intron_variant		GRIA4												23						1										

		BovineHD1500000576		rs133502638		15		2,258,678		1,011		intron_variant		GRIA4												23						1										

		ARS-BFGL-NGS-17321		rs109152471		15		2,265,216		6,539		intron_variant		GRIA4												23						1										

		BovineHD1500000585		rs136640377		15		2,302,348		37,133		intron_variant		GRIA4												23						1										

		BovineHD1500000591		rs135508536		15		2,332,200		29,853		intron_variant		GRIA4												23						1										

		BovineHD1500000594		rs134052407		15		2,338,298		6,099		intron_variant		GRIA4												23						1										

		BovineHD1500000596		rs110845852		15		2,347,584		9,287		intron_variant		GRIA4												23						1										

		BovineHD1500000598		rs110599354		15		2,354,089		6,506		intron_variant		GRIA4												23						1										

		BovineHD1500000601		rs135052367		15		2,361,085		6,997		intron_variant		GRIA4												23						1										

		BovineHD1500000603		rs109319549		15		2,368,851		7,767		intron_variant		GRIA4												23						1										

		BovineHD1500000605		rs136112576		15		2,370,541		1,691		intron_variant		GRIA4												23						1										

		BovineHD1500000608		rs135439431		15		2,392,638		22,098		intron_variant		GRIA4												23						1										

		BovineHD1500000610		rs133557826		15		2,394,892		2,255		intron_variant		GRIA4												23						1										

		BovineHD1500000612		rs109515260		15		2,396,886		1,995		intron_variant		GRIA4												23						1										

		BovineHD1500000614		rs135394920		15		2,403,133		6,248		intron_variant		GRIA4												23						1										

		BovineHD1500000616		rs137153869		15		2,408,193		5,061		intron_variant		GRIA4												23						1										

		BovineHD1500000619		rs136838636		15		2,414,414		6,222		intron_variant		GRIA4												23						1										

		BovineHD1500000622		rs133545373		15		2,425,111		10,698		intron_variant		GRIA4												23						1										

		BovineHD1500000624		rs137727466		15		2,438,360		13,250		intron_variant		GRIA4												23						1										

		BovineHD1500000626		rs137248964		15		2,442,237		3,878		intron_variant		GRIA4												23						1										

		BovineHD1500000630		rs110873327		15		2,457,127		14,891		intron_variant		GRIA4												23						1										

		BovineHD1500000632		rs132836839		15		2,469,694		12,568		intron_variant		GRIA4												23						1										

		BovineHD1500000649		rs41620344		15		2,592,162		122,469		intergenic_variant														23						1										

		BovineHD1500000658		rs110615998		15		2,644,069		51,908		intergenic_variant														23						1										

		BovineHD1500000664		rs110911657		15		2,681,076		37,008		intergenic_variant														23						1										

		BovineHD1500000666		rs134558650		15		2,692,260		11,185		intergenic_variant														23						1										

		BovineHD1500000668		rs108945955		15		2,694,493		2,234		intergenic_variant														23						1										

		BovineHD1500000670		rs109411339		15		2,698,346		3,854		intergenic_variant														23						1										

		BovineHD1500000671		rs133865382		15		2,700,698		2,353		intergenic_variant														23						1										

		BovineHD1500000676		rs42690538		15		2,724,237		23,540		intergenic_variant														23						1										

		BovineHD1500000680		rs42689781		15		2,734,736		10,500		intergenic_variant														23						1										

		BTB-01576078		rs42689230		15		2,765,590		30,855		intergenic_variant														23						1										

		BovineHD1500000693		rs135003234		15		2,808,428		42,839		intergenic_variant														23						1										

		BovineHD1500000697		rs43004045		15		2,829,286		20,859		intergenic_variant														23						1										

		BovineHD1500000700		rs43003527		15		2,844,618		15,333		intergenic_variant														23						1										

		BovineHD1500000716		rs137781173		15		2,978,921		134,304		intergenic_variant														23						1										

		BovineHD1500000725		rs136652366		15		3,023,037		44,117		intergenic_variant														23						1										

		BovineHD1500000729		rs134520436		15		3,035,577		12,541		intergenic_variant														23						1										

		BovineHD1500000732		rs137215221		15		3,042,884		7,308		intergenic_variant														23						1										

		BovineHD1500000734		rs133370066		15		3,046,160		3,277		intergenic_variant														23						1										

		BovineHD1500000745		rs135813514		15		3,067,177		21,018		intergenic_variant														23						1										

		BovineHD1500000748		rs109846430		15		3,071,823		4,647		intergenic_variant														23						1										

		BovineHD1500000754		rs42469760		15		3,096,426		24,604		intergenic_variant														23						1										

		BovineHD1500000756		rs110307256		15		3,103,638		7,213		intergenic_variant														23						1										

		BovineHD1500000760		rs42469741		15		3,136,810		33,173		intergenic_variant														23						1										

		BovineHD1500000766		rs42468511		15		3,167,657		30,848		intergenic_variant														23						1										

		BovineHD1500000769		rs42469804		15		3,172,839		5,183		intergenic_variant														23						1										

		BovineHD1500000777		rs43132000		15		3,195,002		22,164		intergenic_variant														23						1										

		BovineHD1500000787		rs41744776		15		3,237,534		42,533		intron_variant		CASP1												23						1										

		BovineHD1500000788		rs41744759		15		3,252,836		15,303		intron_variant		CASP4												23						1										

		BovineHD1500000795		rs41744736		15		3,301,876		49,041		intergenic_variant														23						1										

		BovineHD1500000799		rs41744584		15		3,312,829		10,954		intergenic_variant														23						1										

		BovineHD1500000807		rs133865704		15		3,368,089		55,261		intergenic_variant														23						1										

		BovineHD1500000809		rs136675821		15		3,373,435		5,347		intergenic_variant														23						1										

		BovineHD1500000811		rs137418934		15		3,376,059		2,625		intergenic_variant														23						1										

		BovineHD1500000813		rs110026410		15		3,378,584		2,526		intergenic_variant														23						1										

		BovineHD1500000815		rs133460026		15		3,381,661		3,078		intergenic_variant														23						1										

		BovineHD1500000817		rs136311989		15		3,386,622		4,962		intergenic_variant														23						1										

		BovineHD1500000820		rs134520869		15		3,395,729		9,108		intergenic_variant														23						1										

		BovineHD1500000822		rs42018673		15		3,405,405		9,677		intergenic_variant														23						1										

		BovineHD1500000824		rs136074543		15		3,407,619		2,215		intergenic_variant														23						1										

		BovineHD1500000826		rs42017927		15		3,415,272		7,654		intergenic_variant														23						1										

		BovineHD1500000829		rs42019445		15		3,434,349		19,078		intergenic_variant														23						1										

		BovineHD1500000831		rs109271560		15		3,460,555		26,207		intergenic_variant														23						1										

		BovineHD1500000836		rs137585101		15		3,481,703		21,149		intergenic_variant														23						1										

		BovineHD1500000839		rs110801913		15		3,491,211		9,509		intergenic_variant														23						1										

		BovineHD1500000841		rs136712260		15		3,501,465		10,255		intergenic_variant														23						1										

		BovineHD4100011771		rs110962567		15		3,517,520		16,056		intergenic_variant														23						1										

		BovineHD1500000846		rs110858884		15		3,540,408		22,889		intergenic_variant														23						1										

		BovineHD1500000848		rs137361923		15		3,546,596		6,189		intergenic_variant														23						1										

		BovineHD1500000850		rs133797955		15		3,554,864		8,269		intergenic_variant														23						1										

		BovineHD1500000855		rs136625628		15		3,586,135		31,272		intergenic_variant														23						1										

		BovineHD1500000859		rs134056003		15		3,623,809		37,675		intergenic_variant														23						1										

		BovineHD1500000862		rs41745570		15		3,634,729		10,921		intergenic_variant														23						1										

		BovineHD1500000867		rs134282264		15		3,646,666		11,938		intergenic_variant														23						1										

		BovineHD1500000871		rs110107931		15		3,666,449		19,784		intergenic_variant														23						1										

		BovineHD1500000875		rs135065915		15		3,671,842		5,394		intergenic_variant														23						1										

		BovineHD1500000881		rs132862975		15		3,679,562		7,721		intergenic_variant														23						1										

		BovineHD1500000884		rs41745608		15		3,689,727		10,166		intergenic_variant														23						1										

		BovineHD1500000887		rs133569245		15		3,703,104		13,378		intergenic_variant														23						1										

		BovineHD1500000890		rs133208655		15		3,709,546		6,443		intergenic_variant														23						1										

		BovineHD1500000892		rs137786751		15		3,712,839		3,294		intergenic_variant														23						1										

		BovineHD1500000895		rs109178744		15		3,724,283		11,445		intergenic_variant														23						1										

		BovineHD1500000898		rs109717974		15		3,735,747		11,465		intergenic_variant														23						1										

		BovineHD1500000900		rs109638544		15		3,742,075		6,329		intergenic_variant														23						1										

		BovineHD1500000902		rs110924865		15		3,745,211		3,137		intergenic_variant														23						1										

		BovineHD1500000907		rs136315184		15		3,761,827		16,617		intergenic_variant														23						1										

		BovineHD1500000912		rs136822733		15		3,790,315		28,489		intergenic_variant														23						1										

		BovineHD1500000916		rs135093945		15		3,811,981		21,667		intergenic_variant														23						1										

		BovineHD1500000920		rs43335392		15		3,852,095		40,115		intergenic_variant														23						1										

		BovineHD1500000924		rs43092347		15		3,885,070		32,976		intergenic_variant														23						1										

		BovineHD1500000929		rs42578387		15		3,911,717		26,648		intergenic_variant														23						1										

		BovineHD1500000938		rs42841120		15		3,954,412		42,696		intergenic_variant														23						1										

		BovineHD1500000941		rs43756007		15		3,961,406		6,995		intergenic_variant														23						1										

		BovineHD1500000944		rs43754479		15		3,972,499		11,094		intergenic_variant														23						1										

		BovineHD1500000946		rs110455811		15		3,975,518		3,020		intergenic_variant														23						1										

		BovineHD1500000950		rs109551510		15		3,982,501		6,984		intergenic_variant														23						1										

		BovineHD1500000952		rs42841088		15		3,988,437		5,937		intergenic_variant														23						1										

		BovineHD1500000954		rs108949889		15		3,991,731		3,295		intergenic_variant														23						1										

		BovineHD1500000956		rs110049749		15		3,995,903		4,173		intergenic_variant														23						1										

		BovineHD1500000958		rs136457552		15		3,998,477		2,575		intergenic_variant														23						1										

		BovineHD1500000974		rs137594100		15		4,011,824		13,348		intergenic_variant														23						1										

		BovineHD1500000976		rs109790112		15		4,015,917		4,094		intergenic_variant														23						1										

		BovineHD1500000977		rs43016484		15		4,020,408		4,492		intergenic_variant														23						1										

		BovineHD1500000980		rs43015511		15		4,032,262		11,855		intergenic_variant														23						1										

		BovineHD1500000991		rs42865897		15		4,037,777		5,516		intergenic_variant														23						1										

		BovineHD1500000962		rs42865893		15		4,039,256		1,480		intergenic_variant														23						1										

		BovineHD1500000964		rs42865930		15		4,046,201		6,946		intergenic_variant														23						1										

		BovineHD1500000967		rs42866975		15		4,051,361		5,161		intergenic_variant														23						1										

		BovineHD1500000971		rs42867009		15		4,060,524		9,164		intergenic_variant														23						1										

		BovineHD1500001006		rs42977464		15		4,101,555		41,032		intergenic_variant														23						1										

		BovineHD1500000986		rs109890423		15		4,117,029		15,475		intergenic_variant														23						1										

		BovineHD1500000995		rs42986372		15		4,129,787		12,759		intergenic_variant														23						1										

		BovineHD1500000997		rs42986365		15		4,131,884		2,098		intergenic_variant														23						1										

		BovineHD1500000999		rs42986348		15		4,133,662		1,779		intergenic_variant														23						1										

		BovineHD1500001002		rs42985424		15		4,137,019		3,358		intergenic_variant														23						1										

		BovineHD1500001004		rs109456923		15		4,140,432		3,414		intergenic_variant														23						1										

		BovineHD1500001011		rs42554315		15		4,162,300		21,869		intergenic_variant														23						1										

		BovineHD1500001013		rs133091945		15		4,167,381		5,082		intergenic_variant														23						1										

		BovineHD1500001015		rs136275419		15		4,173,682		6,302		intergenic_variant														23						1										

		BovineHD1500001017		rs137193645		15		4,177,356		3,675		intergenic_variant														23						1										

		BovineHD1500001019		rs136714000		15		4,197,179		19,824		intergenic_variant														23						1										

		BovineHD1500001026		rs109711726		15		4,209,171		11,993		intergenic_variant														23						1										

		BovineHD1500001030		rs42548659		15		4,218,184		9,014		intergenic_variant														23						1										

		BovineHD1500001032		rs42549775		15		4,224,803		6,620		intergenic_variant														23						1										

		BovineHD1500001035		rs42549757		15		4,232,291		7,489		intergenic_variant														23						1										

		BovineHD1500001037		rs42548728		15		4,235,218		2,928		intergenic_variant														23						1										

		BovineHD1500001039		rs110664483		15		4,236,986		1,769		intergenic_variant														23						1										

		BovineHD1500001043		rs136715816		15		4,251,304		14,319		intergenic_variant														23						1										

		BovineHD1500001046		rs109553320		15		4,258,994		7,691		intergenic_variant														23						1										

		ARS-BFGL-NGS-60854		rs109023120		15		4,262,859		3,866		intron_variant		PDGFD												23						1										

		BovineHD1500001052		rs42965231		15		4,271,123		8,265		intron_variant		PDGFD												23						1										

		BovineHD1500001058		rs134123646		15		4,287,690		16,568		intron_variant		PDGFD												23						1										

		BovineHD1500001060		rs42964407		15		4,289,185		1,496		intron_variant		PDGFD												23						1										

		BovineHD1500001062		rs42964388		15		4,291,479		2,295		intron_variant		PDGFD												23						1										

		BovineHD1500001064		rs135494480		15		4,293,115		1,637		intron_variant		PDGFD												23						1										

		BovineHD1500001067		rs135096949		15		4,295,956		2,842		intron_variant		PDGFD												23						1										

		BovineHD1500001069		rs43040625		15		4,305,162		9,207		intron_variant		PDGFD												23						1										

		BovineHD1500001079		rs110639979		15		4,352,397		47,236		intron_variant		PDGFD												23						1										

		BovineHD1500001083		rs42549823		15		4,365,767		13,371		intron_variant		PDGFD												23						1										

		BovineHD1500001086		rs136829777		15		4,375,631		9,865		intron_variant		PDGFD												23						1										

		BovineHD1500001088		rs42550788		15		4,379,824		4,194		intron_variant		PDGFD												23						1										

		BovineHD1500001093		rs42550750		15		4,396,325		16,502		intron_variant		PDGFD												23						1										

		BovineHD1500001096		rs109943362		15		4,400,080		3,756		intron_variant		PDGFD												23						1										

		BovineHD1500001099		rs136274938		15		4,413,391		13,312		intron_variant		PDGFD												23						1										

		BovineHD4100011774		rs41573607		15		4,435,711		22,321		intron_variant		PDGFD												23						1										

		ARS-BFGL-NGS-29703		rs42660129		15		4,440,062		4,352		intron_variant		PDGFD												23						1										

		BovineHD1500001107		rs42660104		15		4,442,362		2,301		intron_variant		PDGFD												23						1										

		BovineHD1500001114		rs132988817		15		4,470,355		27,994		intron_variant		PDGFD												23						1										

		BovineHD1500001122		rs134044537		15		4,490,002		19,648		intron_variant		PDGFD												23						1										

		BovineHD1500001124		rs133392503		15		4,494,231		4,230		intron_variant		PDGFD												23						1										

		BovineHD1500001129		rs136205305		15		4,507,161		12,931		intron_variant		PDGFD												23						1										

		BovineHD1500001135		rs108943223		15		4,523,171		16,011		intron_variant		PDGFD												23						1										

		BovineHD1500001138		rs137424289		15		4,533,937		10,767		intron_variant		PDGFD												23						1										

		BovineHD1500001148		rs109882226		15		4,583,264		49,328		intergenic_variant														23						1										

		BovineHD1500001151		rs133231794		15		4,590,986		7,723		intergenic_variant														23						1										

		BovineHD1500001153		rs136207803		15		4,593,834		2,849		intergenic_variant														23						1										

		BovineHD1500001158		rs135175528		15		4,600,982		7,149		intergenic_variant														23						1										

		BovineHD1500001162		rs132990494		15		4,625,478		24,497		intergenic_variant														23						1										

		BovineHD1500001171		rs110127616		15		4,635,127		9,650		intergenic_variant														23						1										

		BovineHD1500001181		rs136627506		15		4,673,363		38,237		intergenic_variant												27		23										1						

		BovineHD1500001183		rs137454931		15		4,683,780		10,418		intergenic_variant												27		23										1						

		BovineHD1500001186		rs136279168		15		4,696,577		12,798		intergenic_variant												27		23										1						

		BovineHD1500001189		rs135865249		15		4,703,992		7,416		intergenic_variant												27		23										1						

		BovineHD1500001193		rs110538638		15		4,716,642		12,651		intergenic_variant												27		23										1						

		BovineHD1500001196		rs133873223		15		4,725,189		8,548		intergenic_variant												27		23										1						

		BovineHD1500001199		rs109251884		15		4,729,932		4,744		intergenic_variant												27		23										1						

		BovineHD1500001202		rs109848220		15		4,735,130		5,199		intergenic_variant												27		23										1						

		BovineHD1500001205		rs135635998		15		4,743,393		8,264		intergenic_variant												27		23										1						

		BovineHD1500001207		rs134143723		15		4,745,809		2,417		intergenic_variant												27		23										1						

		BTB-01545112		rs42661376		15		4,749,231		3,423		intergenic_variant												27		23										1						

		BovineHD1500001213		rs133396387		15		4,773,196		23,966		intergenic_variant												27		23										1						

		BTB-01576968		rs42696216		15		4,776,153		2,958		intergenic_variant												27		23										1						

		BovineHD1500001219		rs137791004		15		4,812,040		35,888		intergenic_variant												27		23										1						

		BovineHD1500001233		rs134136367		15		4,874,546		62,507		intergenic_variant												27		23										1						

		BTB-01802172		rs42913233		15		4,894,028		19,483		intergenic_variant												27		23										1						

		BovineHD1500001238		rs109525922		15		4,910,711		16,684		intergenic_variant												27		23										1						

		BovineHD1500001243		rs110738180		15		4,929,114		18,404		intergenic_variant												27		23										1						

		BovineHD1500001245		rs136490108		15		4,934,189		5,076		intergenic_variant												27		23										1						

		BovineHD1500001248		rs137398244		15		4,947,001		12,813		intergenic_variant												27		23										1						

		BovineHD1500001252		rs135177570		15		4,955,958		8,958		intergenic_variant												27		23										1						

		BovineHD1500001254		rs110513024		15		4,958,568		2,611		intergenic_variant												27		23										1						

		BovineHD1500001257		rs134464112		15		4,964,952		6,385		intergenic_variant												27		23										1						

		BovineHD1500001258		rs109240541		15		4,973,191		8,240		intergenic_variant												27		23										1						

		BovineHD1500001260		rs110322547		15		4,985,484		12,294		intergenic_variant												27		23										1						

		BovineHD1500001262		rs110147176		15		4,989,220		3,737		intergenic_variant												27		23										1						

		BovineHD1500001264		rs42595429		15		4,990,897		1,678		intergenic_variant												27		23										1						

		BovineHD1500001269		rs134626671		15		5,011,004		20,108		intergenic_variant												27		23										1						

		BovineHD1500001271		rs133979771		15		5,018,516		7,513		intergenic_variant												27		23										1						

		BovineHD1500001274		rs136921011		15		5,033,188		14,673		intergenic_variant												27		23										1						

		BovineHD1500001296		rs42595668		15		5,114,101		80,914		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001310		rs42803665		15		5,156,658		42,558		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001315		rs42804758		15		5,169,964		13,307		intron_variant		DYNC2H1										27		23										1						

		ARS-BFGL-BAC-35399		rs42804772		15		5,183,069		13,106		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001319		rs42804830		15		5,192,484		9,416		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001323		rs42805773		15		5,196,923		4,440		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001326		rs42806659		15		5,200,832		3,910		intron_variant		DYNC2H1										27		23										1						

		BTB-01870522		rs42978239		15		5,234,380		33,549		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001337		rs43125334		15		5,256,799		22,420		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001341		rs134558957		15		5,268,855		12,057		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001343		rs133718757		15		5,270,661		1,807		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001345		rs132982726		15		5,276,798		6,138		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001347		rs135134392		15		5,278,259		1,462		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001349		rs137196932		15		5,282,257		3,999		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001351		rs136556881		15		5,283,973		1,717		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001354		rs136322839		15		5,288,553		4,581		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001357		rs136299839		15		5,301,581		13,029		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001359		rs137286741		15		5,308,446		6,866		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001361		rs136889990		15		5,310,175		1,730		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001363		rs136025958		15		5,311,845		1,671		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001366		rs109671290		15		5,323,874		12,030		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001372		rs133031390		15		5,343,993		20,120		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001375		rs136350432		15		5,367,165		23,173		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001377		rs42022690		15		5,375,276		8,112		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001381		rs135919312		15		5,397,657		22,382		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001383		rs134685793		15		5,409,220		11,564		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001385		rs110690075		15		5,425,567		16,348		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001389		rs41745620		15		5,437,185		11,619		intron_variant		DYNC2H1										27		23										1						

		BovineHD1500001393		rs109688015		15		5,455,620		18,436		intergenic_variant												27		23										1						

		BovineHD1500001396		rs135675753		15		5,471,133		15,514		intergenic_variant												27		23										1						

		BovineHD1500001400		rs41740670		15		5,481,234		10,102		intron_variant		DCUN1D5										27		23										1						

		BTB-00578376		rs41740668		15		5,487,639		6,406		intron_variant		DCUN1D5										27		23										1						

		BovineHD1500001403		rs41740665		15		5,490,089		2,451		intron_variant		DCUN1D5										27		23										1						

		BovineHD1500001405		rs41740655		15		5,497,435		7,347		intron_variant		DCUN1D5										27		23										1						

		Hapmap40172-BTA-37943		rs41632705		15		5,525,921		28,487		intergenic_variant												27		23										1						

		BovineHD1500001415		rs41740687		15		5,546,478		20,558		intergenic_variant												27		23										1						

		BovineHD1500001418		rs41740708		15		5,561,980		15,503		intergenic_variant												27		23										1						

		BovineHD1500001423		rs137659423		15		5,598,374		36,395		intergenic_variant												27		23										1						

		BovineHD1500001428		rs109507529		15		5,622,899		24,526		intergenic_variant												27		23										1						

		BovineHD1500001434		rs42023581		15		5,640,016		17,118		intergenic_variant												27		23										1						

		BovineHD1500001440		rs110633651		15		5,662,687		22,672		intergenic_variant												27		23										1						

		BovineHD1500001452		rs42024846		15		5,684,582		21,896		intergenic_variant												27		23										1						

		BovineHD1500001454		rs133994420		15		5,686,213		1,632		intergenic_variant												27		23										1						

		BovineHD1500001470		rs110863606		15		5,711,450		25,238		intergenic_variant												27		23										1						

		BovineHD1500001476		rs41740728		15		5,726,508		15,059		intergenic_variant												27		23										1						

		BovineHD1500001481		rs41743132		15		5,738,943		12,436		intergenic_variant												27		23										1						

		BovineHD1500001488		rs134074214		15		5,756,411		17,469		intergenic_variant												27		23										1						

		BovineHD1500001491		rs41743196		15		5,764,493		8,083		intergenic_variant												27		23										1						

		BovineHD1500001494		rs110781038		15		5,771,962		7,470		intergenic_variant												27		23										1						

		BovineHD1500001497		rs41744043		15		5,776,968		5,007		intergenic_variant												27		23										1						

		BovineHD1500001499		rs41744063		15		5,781,184		4,217		intron_variant		MMP3										27		23										1						

		BovineHD1500001510		rs42886083		15		5,824,887		43,704		intergenic_variant												27		23										1						

		Hapmap50884-BTA-120303		rs41621468		15		5,847,288		22,402		intergenic_variant												27		23										1						

		BovineHD1500001515		rs42887049		15		5,852,756		5,469		intergenic_variant												27		23										1						

		BovineHD1500001530		rs42885061		15		5,868,982		16,227		intron_variant		MMP1										27		23										1						

		BovineHD1500001539		rs132940889		15		5,912,126		43,145		intergenic_variant												27		23										1						

		BovineHD1500001547		rs43771045		15		5,936,041		23,916		synonymous_variant		MMP8										27		23										1						

		BovineHD1500001554		rs41745448		15		5,955,102		19,062		intron_variant		MMP27										27		23										1						

		BovineHD1500001556		rs41745470		15		5,966,432		11,331		intergenic_variant												27		23										1						

		BovineHD1500001561		rs109229235		15		5,983,474		17,043		intergenic_variant												27		23										1						

		BovineHD1500001564		rs43135552		15		5,992,326		8,853		intergenic_variant												27		23										1						

		BovineHD1500001566		rs43135533		15		6,001,437		9,112		intergenic_variant												27		23										1						

		BovineHD1500001568		rs137662844		15		6,004,242		2,806		intergenic_variant												27		23										1						

		ARS-BFGL-NGS-113484		rs41746570		15		6,021,999		17,758		intergenic_variant												27		23										1						

		BovineHD1500001572		rs133135439		15		6,033,369		11,371		intron_variant		MMP20										27		23										1						

		BovineHD1500001576		rs41746600		15		6,043,558		10,190		intron_variant		MMP20										27		23										1						

		BovineHD1500001578		rs133799195		15		6,048,975		5,418		intron_variant		MMP20										27		23										1						

		BovineHD1500001579		rs41746594		15		6,050,758		1,784		intron_variant		MMP20										27		23										1						

		BovineHD1500001581		rs41746592		15		6,054,588		3,831		intron_variant		MMP20										27		23										1						

		BovineHD1500001586		rs136749904		15		6,066,153		11,566		intron_variant		MMP20										27		23										1						

		BovineHD1500001588		rs135564212		15		6,074,090		7,938		intron_variant		MMP20										27		23										1						

		BovineHD1500001591		rs41746628		15		6,087,289		13,200		intron_variant		MMP20										27		23										1						

		UA-IFASA-6437		rs41628605		15		6,088,503		1,215		intron_variant		MMP20										27		23										1						

		BovineHD1500001598		rs110765587		15		6,104,661		16,159		intergenic_variant												27		23										1						

		BovineHD1500001599		rs42840396		15		6,117,719		13,059		intergenic_variant												27		23										1						

		BovineHD1500001601		rs42840348		15		6,120,076		2,358		intergenic_variant												27		23										1						

		BovineHD1500001603		rs42840355		15		6,122,355		2,280		intergenic_variant												27		23										1						

		BovineHD1500001605		rs109064000		15		6,132,365		10,011		intergenic_variant												27		23										1						

		BovineHD1500001608		rs42839827		15		6,148,810		16,446		intron_variant		MMP7										27		23										1						

		BovineHD1500001609		rs110937961		15		6,154,069		5,260		intergenic_variant												27		23										1						

		BovineHD1500001611		rs134879418		15		6,156,936		2,868		intergenic_variant												27		23										1						

		BovineHD1500001613		rs110004617		15		6,170,424		13,489		intergenic_variant												27		23										1						

		BovineHD1500001615		rs136517093		15		6,174,390		3,967		intergenic_variant												27		23										1						

		BovineHD1500001617		rs109282924		15		6,185,717		11,328		intergenic_variant												27		23										1						

		BovineHD1500001619		rs42827708		15		6,194,013		8,297		intergenic_variant												27		23										1						

		BovineHD1500001621		rs42827712		15		6,201,713		7,701		intergenic_variant												27		23										1						

		BovineHD1500001624		rs42827723		15		6,209,571		7,859		intergenic_variant												27		23										1						

		BovineHD1500001625		rs134418746		15		6,215,736		6,166		intergenic_variant												27		23										1						

		BovineHD1500001627		rs42828444		15		6,218,953		3,218		intergenic_variant												27		23										1						

		BovineHD1500001632		rs136802073		15		6,241,341		22,389		intron_variant		TMEM123										27		23										1						

		BovineHD1500001637		rs108996513		15		6,262,584		21,244		intron_variant		TMEM123										27		23										1						

		BovineHD1500001641		rs41753673		15		6,281,169		18,586		intron_variant		TMEM123										27		23										1						

		BTB-00580383		rs41753695		15		6,300,942		19,774		intron_variant		TMEM123										27		23										1						

		BovineHD1500001645		rs41753704		15		6,306,797		5,856		intergenic_variant												27		23										1						

		BovineHD1500001647		rs41753712		15		6,308,964		2,168		intergenic_variant												27		23										1						

		BovineHD1500001650		rs132741708		15		6,327,818		18,855		intergenic_variant												27		23										1						

		BovineHD1500001668		rs42541554		15		6,434,913		107,096		intergenic_variant												27		23										1						

		BovineHD1500001671		rs109315387		15		6,451,524		16,612		intergenic_variant												27		23										1						

		BovineHD1500001673		rs137527645		15		6,456,472		4,949		intergenic_variant												27		23										1						

		BovineHD1500001675		rs109013825		15		6,459,849		3,378		intergenic_variant												27		23										1						

		BovineHD1500001680		rs134474683		15		6,504,844		44,996		intron_variant		YAP1										27		23										1						

		BovineHD1500001683		rs43327622		15		6,515,271		10,428		intron_variant		YAP1										27		23										1						

		BovineHD1500001686		rs43327621		15		6,524,003		8,733		intron_variant		YAP1										27		23										1						

		BovineHD1500001710		rs42541611		15		6,588,001		63,999		intron_variant		YAP1										27						1												

		BovineHD1500001712		rs110878926		15		6,597,767		9,767		intron_variant		YAP1										27						1												

		BovineHD1500001718		rs42542447		15		6,606,892		9,126		intron_variant		YAP1										27						1												

		BovineHD1500001720		rs42542464		15		6,610,205		3,314		intron_variant		YAP1										27						1												

		BovineHD1500001722		rs133295169		15		6,612,112		1,908		intron_variant		YAP1										27						1												

		BovineHD1500001724		rs109603709		15		6,613,862		1,751		intron_variant		YAP1										27						1												

		BovineHD1500001728		rs137816332		15		6,622,210		8,349		intron_variant		YAP1										27						1												

		BovineHD1500001730		rs43327745		15		6,628,834		6,625		intron_variant		YAP1										27						1												

		BovineHD1500001731		rs135894722		15		6,630,698		1,865		intron_variant		YAP1										27						1												

		BovineHD1500002495		rs42538615		15		9,301,669		2,670,972		intron_variant		CNTN5												24						1										

		BovineHD1500002497		rs135577757		15		9,303,852		2,184		intron_variant		CNTN5												24						1										

		BovineHD1500002500		rs42538580		15		9,307,388		3,537		intron_variant		CNTN5												24						1										

		BovineHD1500002503		rs134805923		15		9,330,197		22,810		intron_variant		CNTN5												24						1										

		BovineHD1500002505		rs42537328		15		9,346,051		15,855		intron_variant		CNTN5												24						1										

		BovineHD1500002507		rs136026729		15		9,360,609		14,559		intron_variant		CNTN5												24						1										

		BovineHD1500002511		rs42537280		15		9,377,597		16,989		intron_variant		CNTN5												24						1										

		BovineHD1500002514		rs110995154		15		9,380,159		2,563		intron_variant		CNTN5												24						1										

		BovineHD1500002518		rs134350900		15		9,391,901		11,743		intron_variant		CNTN5												24						1										

		BovineHD1500002521		rs133164124		15		9,401,369		9,469		intron_variant		CNTN5												24						1										

		BovineHD4100011786		rs41594773		15		9,403,334		1,966		intron_variant		CNTN5												24						1										

		BovineHD1500002524		rs136862021		15		9,407,763		4,430		intron_variant		CNTN5												24						1										

		BovineHD1500002526		rs137748267		15		9,413,317		5,555		intron_variant		CNTN5												24						1										

		BovineHD1500002529		rs135373235		15		9,414,959		1,643		intron_variant		CNTN5												24						1										

		BovineHD1500002531		rs109339440		15		9,417,091		2,133		intron_variant		CNTN5												24						1										

		BovineHD1500002533		rs132708263		15		9,421,342		4,252		intron_variant		CNTN5												24						1										

		BovineHD1500002538		rs136593885		15		9,428,259		6,918		intron_variant		CNTN5												24						1										

		BovineHD1500002540		rs42537240		15		9,430,089		1,831		intron_variant		CNTN5												24						1										

		BovineHD1500002542		rs134303896		15		9,435,682		5,594		intron_variant		CNTN5												24						1										

		BovineHD1500002544		rs42544329		15		9,437,154		1,473		intron_variant		CNTN5												24						1										

		BovineHD1500002546		rs42544302		15		9,441,837		4,684		intron_variant		CNTN5												24						1										

		BovineHD1500002549		rs42544311		15		9,444,088		2,252		intron_variant		CNTN5												24						1										

		BovineHD1500002554		rs42544289		15		9,454,207		10,120		intron_variant		CNTN5												24						1										

		BovineHD1500002557		rs43766235		15		9,458,146		3,940		intron_variant		CNTN5												24						1										

		BovineHD1500002564		rs42329213		15		9,494,993		36,848		intron_variant		CNTN5												24						1										

		BovineHD1500002567		rs109068111		15		9,505,805		10,813		intron_variant		CNTN5												24						1										

		BovineHD1500002569		rs136176041		15		9,512,998		7,194		intron_variant		CNTN5												24						1										

		BovineHD1500002576		rs42329161		15		9,536,981		23,984		intron_variant		CNTN5												24						1										

		BovineHD1500002578		rs133145744		15		9,553,403		16,423		intron_variant		CNTN5												24						1										

		BovineHD1500002581		rs132664690		15		9,557,633		4,231		intron_variant		CNTN5												24						1										

		BovineHD1500002583		rs136310685		15		9,560,199		2,567		intron_variant		CNTN5												24						1										

		BovineHD1500002585		rs134210403		15		9,561,932		1,734		intron_variant		CNTN5												24						1										

		BovineHD1500002587		rs133537641		15		9,567,166		5,235		intron_variant		CNTN5												24						1										

		BovineHD1500002589		rs135857963		15		9,569,387		2,222		intron_variant		CNTN5												24						1										

		BovineHD1500002592		rs134813821		15		9,575,980		6,594		intron_variant		CNTN5												24						1										

		BovineHD4100011787		rs41610160		15		9,583,445		7,466		intron_variant		CNTN5												24						1										

		BovineHD1500002597		NA		15		9,596,693		13,249		intron_variant		CNTN5												24						1										

		BovineHD1500002599		rs42633189		15		9,603,904		7,212		intron_variant		CNTN5												24						1										

		BovineHD1500002602		rs110189609		15		9,612,733		8,830		intron_variant		CNTN5												24						1										

		BovineHD1500002604		rs42633522		15		9,616,576		3,844		intron_variant		CNTN5												24						1										

		BovineHD1500002605		rs42633465		15		9,623,581		7,006		intron_variant		CNTN5												24						1										

		BovineHD1500002607		rs42633222		15		9,632,507		8,927		intron_variant		CNTN5												24						1										

		BovineHD1500002609		rs42633197		15		9,634,234		1,728		intron_variant		CNTN5												24						1										

		BovineHD1500002616		rs136880931		15		9,658,944		24,711		intron_variant		CNTN5												24						1										

		BovineHD1500002626		rs135412361		15		9,690,073		31,130		intron_variant		CNTN5												24						1										

		BovineHD1500002636		rs134289614		15		9,737,287		47,215		intergenic_variant														24						1										

		BovineHD1500002643		rs135135275		15		9,774,200		36,914		intergenic_variant														24						1										

		BovineHD1500002661		rs135820071		15		9,878,157		103,958		intergenic_variant														24						1										

		BovineHD1500002664		rs109032787		15		9,886,097		7,941		intergenic_variant														24						1										

		BovineHD1500002666		rs110831459		15		9,890,994		4,898		intergenic_variant														24						1										

		BovineHD1500002669		rs134844027		15		9,908,733		17,740		intergenic_variant														24						1										

		ARS-BFGL-NGS-21847		rs109422979		15		10,007,499		98,767		intergenic_variant														24						1										

		BovineHD1500002686		rs110101703		15		10,010,794		3,296		intergenic_variant														24						1										

		BovineHD1500002691		rs110343704		15		10,023,555		12,762		intergenic_variant														24						1										

		BovineHD1500002699		rs137741123		15		10,043,782		20,228		intergenic_variant														24						1										

		BovineHD1500002701		rs137326294		15		10,047,259		3,478		intergenic_variant														24						1										

		BovineHD1500002704		rs110280522		15		10,051,894		4,636		intergenic_variant														24						1										

		BovineHD1500002706		rs109265064		15		10,060,176		8,283		intergenic_variant														24						1										

		BovineHD1500002709		rs108993562		15		10,078,396		18,221		intergenic_variant														24						1										

		BovineHD1500002713		rs41747183		15		10,096,128		17,733		intergenic_variant														24						1										

		BTB-00580768		rs41747177		15		10,117,115		20,988		intergenic_variant														24						1										

		BovineHD4100011788		rs29027399		15		10,197,223		80,109		intergenic_variant														24						1										

		BovineHD1500002729		rs43163752		15		10,223,073		25,851		intergenic_variant														24						1										

		BovineHD1500002732		rs41747139		15		10,238,469		15,397		intergenic_variant														24						1										

		BTB-00580688		rs41746301		15		10,261,098		22,630		intergenic_variant														24						1										

		BovineHD1500002737		rs41746292		15		10,267,413		6,316		intergenic_variant														24						1										

		BovineHD1500002739		rs41746255		15		10,285,342		17,930		intergenic_variant														24						1										

		BovineHD1500002741		rs133233398		15		10,295,834		10,493		intergenic_variant														24						1										

		BovineHD1500002743		rs41746231		15		10,302,783		6,950		intergenic_variant														24						1										

		BovineHD1500002749		rs41745063		15		10,330,998		28,216		intergenic_variant														24						1										

		BovineHD1500002750		rs41745100		15		10,338,094		7,097		intergenic_variant														24						1										

		BovineHD1500002763		rs41754277		15		10,399,426		61,333		intergenic_variant														24						1										

		BovineHD1500002769		rs109184096		15		10,442,769		43,344		intergenic_variant														24						1										

		BovineHD1500002772		rs137712195		15		10,459,328		16,560		intergenic_variant														24						1										

		BovineHD1500002779		rs43116440		15		10,478,083		18,756		intergenic_variant														24						1										

		BovineHD1500002782		rs43116446		15		10,488,817		10,735		intergenic_variant														24						1										

		BovineHD1500002786		rs134653527		15		10,512,383		23,567		intergenic_variant														24						1										

		BovineHD1500002790		rs137298880		15		10,551,893		39,511		intergenic_variant														24						1										

		BovineHD1500002793		rs42587223		15		10,570,914		19,022		intergenic_variant														24						1										

		BovineHD1500002796		rs135721950		15		10,593,691		22,778		intergenic_variant														24						1										

		BovineHD1500002797		rs132662565		15		10,607,182		13,492		intergenic_variant														24						1										

		BovineHD1500002800		rs42658060		15		10,640,900		33,719		intergenic_variant														24						1										

		BovineHD1500002802		rs42657330		15		10,659,042		18,143		intergenic_variant														24						1										

		BovineHD1500002813		rs136406726		15		10,706,274		47,233		intergenic_variant														24		23												1		

		BovineHD1500002816		rs108969363		15		10,735,570		29,297		intergenic_variant														24		23												1		

		BovineHD1500002834		rs42812404		15		10,792,145		56,576		intergenic_variant														24		23												1		

		BovineHD1500002843		rs133544279		15		10,832,215		40,071		intergenic_variant														24		23												1		

		BovineHD1500002850		rs42925348		15		10,880,960		48,746		intergenic_variant														24		23												1		

		BovineHD1500002856		rs43172112		15		10,904,925		23,966		intergenic_variant														24		23												1		

		BovineHD1500002857		rs109518263		15		10,917,574		12,650		intergenic_variant														24		23												1		

		BovineHD1500002859		rs42938804		15		10,922,202		4,629		intergenic_variant														24		23												1		

		BovineHD1500002861		rs110389177		15		10,929,782		7,581		intergenic_variant														24		23												1		

		BTB-01830390		rs42938737		15		10,936,002		6,221		intergenic_variant														24		23												1		

		BovineHD1500002865		rs135155888		15		10,939,327		3,326		intergenic_variant														24		23												1		

		BovineHD1500002868		rs42938313		15		10,951,252		11,926		intergenic_variant														24		23												1		

		BovineHD1500002871		rs41257736		15		10,970,103		18,852		intergenic_variant														24		23												1		

		BovineHD1500002872		rs132679005		15		10,979,969		9,867		intergenic_variant														24		23												1		

		BovineHD1500002070		rs135957833		15		11,004,493		24,525		intergenic_variant														24		23												1		

		BovineHD1000027411		rs133513046		15		11,006,803		2,311		intergenic_variant														24		23												1		

		BovineHD1500002887		rs43141813		15		11,040,241		33,439		intergenic_variant														24		23												1		

		BovineHD1500002889		rs43190771		15		11,069,456		29,216		intergenic_variant														24		23												1		

		BovineHD1500002892		rs42544024		15		11,099,387		29,932		intergenic_variant														24		23												1		

		BovineHD1500002893		rs42544006		15		11,113,534		14,148		intergenic_variant														24		23												1		

		BovineHD1500002895		rs42543995		15		11,125,753		12,220		intergenic_variant														24		23												1		

		BovineHD1500002897		rs109533800		15		11,131,241		5,489		intergenic_variant														24		23												1		

		BovineHD1500002899		rs110351751		15		11,134,982		3,742		intergenic_variant														24		23												1		

		BovineHD1500002901		rs42544673		15		11,139,524		4,543		intergenic_variant														24		23												1		

		BovineHD1500002902		rs42544661		15		11,145,698		6,175		intergenic_variant														24		23												1		

		BovineHD1500002904		rs42544689		15		11,150,175		4,478		intergenic_variant														24		23												1		

		BovineHD1500002907		rs136984658		15		11,155,561		5,387		intergenic_variant														24		23												1		

		BovineHD1500002910		rs42541217		15		11,163,857		8,297		intergenic_variant														24		23												1		

		BovineHD1500002914		rs134202866		15		11,170,797		6,941		intergenic_variant														24		23												1		

		BovineHD1500002916		rs42544694		15		11,176,336		5,540		intergenic_variant														24		23												1		

		BovineHD1500002918		rs136238659		15		11,180,663		4,328		intergenic_variant														24		23												1		

		BovineHD1500002919		rs133217519		15		11,186,497		5,835		intergenic_variant														24		23												1		

		BovineHD1500002921		rs110405074		15		11,190,126		3,630		intergenic_variant														24		23												1		

		BovineHD1500002923		rs110143318		15		11,193,096		2,971		intergenic_variant														24		23												1		

		BovineHD1500002925		rs133937907		15		11,198,726		5,631		intergenic_variant														24		23												1		

		BTB-01421934		rs42545356		15		11,207,429		8,704		intergenic_variant														24		23												1		

		BovineHD1500002928		rs133728826		15		11,210,849		3,421		intergenic_variant														24		23												1		

		BovineHD1500002930		rs110130838		15		11,216,223		5,375		intergenic_variant														24		23												1		

		BovineHD1500002932		rs135067941		15		11,219,753		3,531		intergenic_variant														24		23												1		

		BovineHD1500002934		rs109541409		15		11,223,687		3,935		intergenic_variant														24		23												1		

		BovineHD1500002936		rs42545395		15		11,227,688		4,002		intergenic_variant														24		23												1		

		BovineHD1500002938		rs136162818		15		11,230,825		3,138		intergenic_variant														24		23												1		

		BovineHD1500002941		rs42545410		15		11,234,072		3,248		intergenic_variant														24		23												1		

		BovineHD1500002947		rs137705730		15		11,249,714		15,643		intergenic_variant														24		23												1		

		BovineHD1500002949		rs42546817		15		11,251,937		2,224		intergenic_variant														24		23												1		

		BovineHD1500002952		rs42546736		15		11,255,831		3,895		intergenic_variant														24		23												1		

		BovineHD1500002954		rs42545901		15		11,261,702		5,872		intergenic_variant														24		23												1		

		BovineHD1500002956		rs42545871		15		11,266,808		5,107		intergenic_variant														24		23												1		

		BovineHD1500002958		rs137683850		15		11,277,801		10,994		intergenic_variant														24		23												1		

		BovineHD1500002960		rs108976548		15		11,283,661		5,861		intergenic_variant														24		23												1		

		BovineHD1500002962		rs109725647		15		11,286,936		3,276		intergenic_variant														24		23												1		

		BovineHD1500002967		rs134566806		15		11,305,406		18,471		intergenic_variant														24		23												1		

		BovineHD1500002970		rs135734125		15		11,312,368		6,963		intergenic_variant														24		23												1		

		BovineHD1500002973		rs110687426		15		11,318,252		5,885		intergenic_variant														24		23												1		

		BovineHD1500002976		rs42647202		15		11,322,270		4,019		intergenic_variant														24		23												1		

		BovineHD1500002980		rs42647198		15		11,339,429		17,160		intergenic_variant														24		23												1		

		BovineHD1500002983		rs110759842		15		11,351,762		12,334		intergenic_variant														24		23												1		

		BovineHD1500002989		rs135245073		15		11,381,179		29,418		intergenic_variant														24		23												1		

		BovineHD1500002991		rs109897083		15		11,390,789		9,611		intergenic_variant														24		23												1		

		Hapmap51870-BTA-100797		rs41568714		15		11,413,935		23,147		intergenic_variant														24		23												1		

		BovineHD1500003001		rs42646020		15		11,446,208		32,274		intergenic_variant														24		23												1		

		BovineHD4100011790		rs41596590		15		11,470,737		24,530		intergenic_variant														24		23												1		

		BovineHD1500003007		rs42574912		15		11,492,971		22,235		intergenic_variant														24		23												1		

		BovineHD1500003016		rs42575867		15		11,545,720		52,750		intergenic_variant														24		23												1		

		BovineHD1500003019		rs109768976		15		11,550,118		4,399		intergenic_variant														24		23												1		

		BovineHD1500003021		rs42575887		15		11,553,860		3,743		intergenic_variant														24		23												1		

		ARS-BFGL-NGS-54874		rs109874949		15		11,627,862		74,003		intergenic_variant														24		23												1		

		BovineHD1500003045		rs109369789		15		11,733,003		105,142		intergenic_variant														24		23												1		

		BovineHD1500003048		rs109750881		15		11,737,620		4,618		intergenic_variant														24		23												1		

		BovineHD1500003051		rs135823964		15		11,743,352		5,733		intergenic_variant														24		23												1		

		BovineHD1500003056		rs109152670		15		11,764,042		20,691		intergenic_variant														24		23												1		

		BovineHD1500003063		rs109913242		15		11,772,931		8,890		intergenic_variant														24		23												1		

		ARS-BFGL-NGS-10128		rs109975020		15		11,784,408		11,478		intergenic_variant														24		23												1		

		BovineHD1500003070		rs42509944		15		11,803,071		18,664		intergenic_variant														24		23												1		

		BovineHD1500003074		rs42509940		15		11,811,456		8,386		intergenic_variant														24		23												1		

		BovineHD1500003076		rs135619806		15		11,814,806		3,351		intergenic_variant														24		23												1		

		BovineHD1500003079		rs109575197		15		11,820,292		5,487		intergenic_variant														24		23												1		

		BovineHD1500003084		rs110548520		15		11,834,126		13,835		intergenic_variant														24		23												1		

		BovineHD1500003087		rs109507312		15		11,838,114		3,989		intergenic_variant														24		23												1		

		BovineHD1500003091		rs133187991		15		11,843,824		5,711		intergenic_variant														24		23												1		

		BovineHD1500003100		rs110828364		15		11,857,332		13,509		intergenic_variant														24		23												1		

		BovineHD1500003102		rs109693466		15		11,860,334		3,003		intergenic_variant														24		23												1		

		BovineHD1500003106		rs133801610		15		11,864,741		4,408		intergenic_variant														24		23												1		

		BovineHD1500003110		rs109827749		15		11,869,232		4,492		intergenic_variant														24		23												1		

		BovineHD1500003112		rs133018493		15		11,870,972		1,741		intergenic_variant														24		23												1		

		BovineHD1500003115		rs133685619		15		11,881,007		10,036		intergenic_variant														24		23												1		

		BovineHD1500003117		rs109044787		15		11,886,627		5,621		intergenic_variant														24		23												1		

		BovineHD1500003120		rs110668521		15		11,901,415		14,789		intergenic_variant														24		23												1		

		BovineHD1500003123		rs133842481		15		11,922,022		20,608		intergenic_variant														24		23												1		

		BovineHD1500003126		rs135739631		15		11,945,522		23,501		intergenic_variant														24		23												1		

		BovineHD1500003130		rs136946898		15		11,966,441		20,920		intergenic_variant														24		23												1		

		BovineHD1500003136		rs134371874		15		12,017,253		50,813		intergenic_variant														24		23												1		

		BovineHD1500003138		rs43124788		15		12,031,011		13,759		intergenic_variant														24		23												1		

		BovineHD1500003140		rs110598212		15		12,041,387		10,377		intergenic_variant														24		23												1		

		BovineHD1500003142		rs109502702		15		12,045,885		4,499		intergenic_variant														24		23												1		

		BovineHD1500003144		rs41747942		15		12,055,130		9,246		intergenic_variant														24		23												1		

		BovineHD1500003146		rs41747950		15		12,056,956		1,827		intergenic_variant														24		23												1		

		BovineHD1500003148		rs135691123		15		12,065,640		8,685		intergenic_variant														24		23												1		

		BovineHD1500003151		rs41747988		15		12,075,042		9,403		intergenic_variant														24		23												1		

		BovineHD1500003153		rs133015593		15		12,079,477		4,436		intergenic_variant														24		23												1		

		Hapmap44444-BTA-115434		rs41575014		15		12,113,084		33,608		intergenic_variant														24		23												1		

		BovineHD1500003158		rs42823753		15		12,118,944		5,861		intergenic_variant														24		23												1		

		BovineHD1500003165		rs42894879		15		12,166,565		47,622		intergenic_variant														24		23												1		

		BovineHD1500003187		rs133539132		15		12,230,727		64,163		intergenic_variant																23						1								

		BovineHD1500003206		rs133655116		15		12,286,697		55,971		intergenic_variant																23						1								

		BovineHD1500003195		rs134999634		15		12,315,290		28,594		intergenic_variant																23						1								

		BovineHD1500003198		rs43085615		15		12,324,852		9,563		intergenic_variant																23						1								

		BovineHD1500003208		rs137576189		15		12,369,099		44,248		intergenic_variant																23						1								

		BovineHD1500003210		rs137238897		15		12,393,947		24,849		intergenic_variant																23						1								

		BovineHD1500003217		rs109710560		15		12,446,082		52,136		intergenic_variant																23						1								

		BovineHD1500003219		rs42988293		15		12,455,106		9,025		intergenic_variant																23						1								

		BovineHD1500003223		rs109372787		15		12,467,553		12,448		intergenic_variant																23						1								

		BovineHD1500003225		rs42988244		15		12,471,581		4,029		intergenic_variant																23						1								

		BTB-00581158		rs41750866		15		12,486,367		14,787		intergenic_variant																23						1								

		BovineHD1500003229		rs110153770		15		12,500,285		13,919		intergenic_variant																23						1								

		BovineHD1500003231		rs41751967		15		12,502,516		2,232		intergenic_variant																23						1								

		BovineHD1500003233		rs41751962		15		12,508,964		6,449		intergenic_variant																23						1								

		ARS-BFGL-NGS-108891		rs110408037		15		12,522,704		13,741		intergenic_variant																23						1								

		BovineHD1500023883		rs109301701		15		80,721,985		68,199,282		intron_variant		RTN4RL2														24						1								

		BovineHD4100012242		rs41577640		15		80,869,353		147,369		intergenic_variant																24						1								

		ARS-BFGL-NGS-32140		rs109917496		15		80,879,557		10,205		intergenic_variant																24						1								

		BovineHD1500023972		rs133487482		15		81,006,369		126,813		intron_variant		CTNND1														24						1								

		BovineHD4100012245		rs110934150		15		81,034,701		28,333		intergenic_variant																24						1								

		BovineHD1500024018		rs108998491		15		81,110,903		76,203		intergenic_variant																24						1								

		BovineHD1500024021		rs137010270		15		81,114,943		4,041		intergenic_variant																24						1								

		BovineHD1500024023		rs137735857		15		81,118,881		3,939		intergenic_variant																24						1								

		BovineHD1500024033		rs134322873		15		81,132,109		13,229		intergenic_variant																24						1								

		BovineHD1500024037		rs137586362		15		81,141,690		9,582		intergenic_variant																24						1								

		BovineHD1500024042		rs135290514		15		81,144,733		3,044		intergenic_variant																24						1								

		BovineHD1500024044		rs134275607		15		81,146,337		1,605		intergenic_variant																24						1								

		BovineHD1500024046		rs136596445		15		81,147,661		1,325		intergenic_variant																24						1								

		BovineHD1500024049		rs132712627		15		81,152,076		4,416		intergenic_variant																24						1								

		BovineHD1500024052		rs132905363		15		81,154,223		2,148		intergenic_variant																24						1								

		BovineHD1500024055		rs135571419		15		81,156,427		2,205		intergenic_variant																24						1								

		BovineHD1500024057		rs134283438		15		81,157,498		1,072		intergenic_variant																24						1								

		BovineHD1500024061		rs136427506		15		81,160,679		3,182		intergenic_variant																24						1								

		BovineHD1500024065		rs136937517		15		81,166,782		6,104		intergenic_variant																24						1								

		BovineHD1500024068		rs133947843		15		81,170,157		3,376		intergenic_variant																24						1								

		BovineHD1500024070		rs132786579		15		81,174,122		3,966		intergenic_variant																24						1								

		BovineHD1500024078		rs42804840		15		81,201,189		27,068		intergenic_variant																24						1								

		BovineHD1500024081		rs42803924		15		81,203,607		2,419		intergenic_variant																24						1								

		BovineHD1500024086		rs135813167		15		81,219,916		16,310		intergenic_variant																24						1								

		BovineHD1500024092		rs135051577		15		81,258,528		38,613		intergenic_variant																24						1								

		ARS-BFGL-NGS-82980		rs109623197		15		81,264,923		6,396		intergenic_variant																24						1								

		BovineHD1500024102		rs136796989		15		81,270,094		5,172		intergenic_variant																24						1								

		BovineHD1500024106		rs109124429		15		81,279,733		9,640		intergenic_variant																24						1								

		BovineHD1500024115		rs132688539		15		81,295,713		15,981		intergenic_variant																24						1								

		BovineHD1500024117		rs135694801		15		81,301,028		5,316		intergenic_variant																24						1								

		BovineHD1500024119		rs110360434		15		81,304,864		3,837		intergenic_variant																24						1								

		BovineHD1500024121		rs132851390		15		81,307,478		2,615		intergenic_variant																24						1								

		BovineHD1500024124		rs133437807		15		81,313,324		5,847		intergenic_variant																24						1								

		BovineHD1500024134		rs109312232		15		81,326,971		13,648		intergenic_variant																24						1								

		BovineHD1500024140		rs135446716		15		81,335,731		8,761		intergenic_variant																24						1								

		BovineHD4100012249		rs109877416		15		81,341,986		6,256		intergenic_variant																24						1								

		BovineHD1500024144		rs109832786		15		81,343,666		1,681		intergenic_variant																24						1								

		BovineHD1500024146		rs108993418		15		81,348,331		4,666		intergenic_variant																24						1								

		BovineHD1500024151		rs134992902		15		81,356,668		8,338		intergenic_variant																24						1								

		ARS-BFGL-NGS-28904		rs42329378		15		81,362,069		5,402		intergenic_variant																24						1								

		BovineHD1500024157		rs109294712		15		81,372,214		10,146		intergenic_variant																24						1								

		BovineHD1500024159		rs110212647		15		81,374,282		2,069		intergenic_variant																24						1								

		BovineHD1500024162		rs109131038		15		81,382,521		8,240		intergenic_variant																24						1								

		BovineHD1500024166		rs134020400		15		81,389,424		6,904		intergenic_variant																24						1								

		BovineHD1500024169		rs134831575		15		81,405,698		16,275		intergenic_variant																24						1								

		BovineHD1500024172		rs135288722		15		81,410,184		4,487		intergenic_variant																24						1								

		BovineHD1500024179		rs109216824		15		81,429,611		19,428		intergenic_variant																24						1								

		BovineHD1500024181		rs110204297		15		81,438,153		8,543		intergenic_variant																24						1								

		BovineHD1500024184		rs137416386		15		81,441,300		3,148		intergenic_variant																24						1								

		BovineHD1500024186		rs136999286		15		81,442,597		1,298		intergenic_variant																24						1								

		BovineHD1500024189		rs110278174		15		81,445,162		2,566		intergenic_variant																24						1								

		BovineHD1500024190		rs134797200		15		81,449,115		3,954		intergenic_variant																24						1								

		BovineHD1500024193		rs134028187		15		81,451,804		2,690		intergenic_variant																24						1								

		BovineHD1500024199		rs110678887		15		81,461,975		10,172		intergenic_variant																24						1								

		BovineHD1500024222		rs109754217		15		81,493,234		31,260		intergenic_variant																24						1								

		BovineHD1500024228		rs43032583		15		81,497,673		4,440		intergenic_variant																24						1								

		BovineHD1500024236		rs109024510		15		81,512,612		14,940		intergenic_variant																24						1								

		BovineHD1500024240		rs110698650		15		81,527,918		15,307		intergenic_variant																24						1								

		BovineHD1500024242		rs109972688		15		81,529,684		1,767		intergenic_variant																24						1								

		BovineHD1500024246		rs110271351		15		81,533,659		3,976		intergenic_variant																24						1								

		BovineHD1500024247		rs110709550		15		81,534,392		734		intergenic_variant																24						1								

		BovineHD1500024253		rs135057580		15		81,557,475		23,084		intergenic_variant																24						1								

		BovineHD1500024260		rs109881725		15		81,570,649		13,175		intergenic_variant																24						1								

		BovineHD1500024263		rs42320710		15		81,573,102		2,454		intergenic_variant																24						1								

		BovineHD1500024273		rs42321512		15		81,591,787		18,686		intergenic_variant																24						1								

		BovineHD1500024280		rs42322056		15		81,598,542		6,756		intergenic_variant																24						1								

		BovineHD1500024285		rs42322072		15		81,601,757		3,216		intergenic_variant																24						1								

		BovineHD1500024287		rs42322078		15		81,605,169		3,413		intergenic_variant																24						1								

		BovineHD1500024289		rs42322083		15		81,607,056		1,888		intergenic_variant																24						1								

		BovineHD1500024295		rs133711820		15		81,615,161		8,106		intron_variant		OR5B3														24						1								

		BovineHD1500024302		rs137393465		15		81,626,472		11,312		intergenic_variant																24						1								

		BovineHD1500024307		rs42781631		15		81,648,466		21,995		intergenic_variant																24						1								

		BovineHD1500024313		rs42780822		15		81,675,571		27,106		intergenic_variant																24						1								

		BovineHD1500024324		rs134754840		15		81,712,206		36,636		intergenic_variant																24						1								

		BovineHD1500024331		rs109642249		15		81,725,870		13,665		intergenic_variant																24						1								

		BovineHD1500024337		rs109520979		15		81,730,654		4,785		intergenic_variant																24						1								

		BovineHD1500024339		rs135371899		15		81,732,777		2,124		intergenic_variant																24						1								

		BovineHD1500024341		rs109046423		15		81,734,688		1,912		intergenic_variant																24						1								

		BovineHD1500024343		rs110662083		15		81,744,950		10,263		intergenic_variant																24						1								

		BovineHD1500024345		rs137559342		15		81,746,891		1,942		intergenic_variant																24						1								

		BovineHD1500024348		rs109670281		15		81,750,037		3,147		intergenic_variant																24						1								

		BovineHD1500024354		rs43095256		15		81,769,429		19,393		intergenic_variant																24						1								

		BovineHD1500024358		rs134226555		15		81,778,809		9,381		intergenic_variant																24						1								

		BovineHD1500024364		rs43132129		15		81,789,360		10,552		intergenic_variant																24						1								

		BovineHD1500024368		rs109309003		15		81,796,723		7,364		intergenic_variant																24						1								

		BovineHD1500024371		rs43190164		15		81,802,900		6,178		intergenic_variant																24						1								

		BovineHD1500024375		rs43063821		15		81,809,787		6,888		intergenic_variant																24						1								

		BovineHD1500024378		rs135488398		15		81,814,916		5,130		intergenic_variant																24						1								

		BovineHD1500024384		rs43063791		15		81,823,425		8,510		intergenic_variant																24						1								

		BovineHD1500024392		NA		15		81,836,756		13,332		intergenic_variant																24						1								

		BovineHD1500024395		rs41791017		15		81,841,647		4,892		intergenic_variant																24						1								

		BovineHD1500024398		rs41792155		15		81,844,430		2,784		intergenic_variant																24						1								

		BovineHD1500024414		rs43207975		15		81,891,431		47,002		intergenic_variant																24						1								

		BovineHD1500024418		rs41567632		15		81,909,365		17,935		intergenic_variant																24						1								

		BovineHD1500024423		rs110789285		15		81,925,153		15,789		intron_variant		ZFP91														24						1								

		BovineHD1500024425		rs42719197		15		81,928,445		3,293		intron_variant		ZFP91														24						1								

		BovineHD1500024427		rs132734983		15		81,930,282		1,838		intergenic_variant																24						1								

		BovineHD1500024434		rs134959084		15		81,944,201		13,920		intergenic_variant																24						1								

		BovineHD1500024438		rs42719448		15		81,952,494		8,294		intergenic_variant																24						1								

		BovineHD1500024441		rs42719494		15		81,958,745		6,252		intergenic_variant																24						1								

		BovineHD1500024442		rs42719509		15		81,960,547		1,803		intergenic_variant																24						1								

		BovineHD1500024447		rs137771809		15		81,976,376		15,830		intergenic_variant																24						1								

		BovineHD1500024450		rs42718611		15		81,984,627		8,252		intergenic_variant																24						1								

		BovineHD1500024453		rs42718591		15		81,991,374		6,748		intergenic_variant																24						1								

		BovineHD1500024455		rs42718587		15		81,993,717		2,344		intergenic_variant																24						1								

		BovineHD1500024461		rs133281203		15		82,006,355		12,639		intergenic_variant																24						1								

		BovineHD1500024463		rs137614738		15		82,020,991		14,637		intergenic_variant																24						1								

		BovineHD1500024465		rs43182507		15		82,024,856		3,866		intergenic_variant																24						1								

		BovineHD1500024467		rs43182522		15		82,026,220		1,365		intergenic_variant																24						1								

		BovineHD1500024469		rs41784716		15		82,031,584		5,365		intergenic_variant																24						1								

		BovineHD1500024471		rs108942210		15		82,033,564		1,981		intergenic_variant																24						1								

		BovineHD1500024498		rs41786343		15		82,219,160		185,597		intergenic_variant																24						1								

		BovineHD1500024504		rs41786331		15		82,241,892		22,733		intergenic_variant																24						1								

		BovineHD1500024506		rs41785773		15		82,253,590		11,699		intron_variant		FAM111B														24						1								

		ARS-BFGL-NGS-31313		rs41785763		15		82,261,028		7,439		intergenic_variant																24						1								

		BovineHD1500024512		rs41785751		15		82,277,497		16,470		intergenic_variant																24						1								

		BovineHD1500024514		rs132804310		15		82,280,902		3,406		intergenic_variant																24						1								

		BovineHD1500024519		rs41784910		15		82,286,447		5,546		intergenic_variant																24						1								

		BovineHD1500024521		rs41784898		15		82,288,676		2,230		intergenic_variant																24						1								

		BovineHD1500024531		rs41784865		15		82,314,521		25,846		intron_variant		DTX4														24						1								

		BovineHD1500024542		rs136834594		15		82,350,865		36,345		intergenic_variant																24						1								

		BovineHD1500024549		rs43024798		15		82,376,165		25,301		intergenic_variant																24						1								

		BovineHD1500024557		rs41784086		15		82,420,918		44,754		intergenic_variant																24						1								

		BovineHD1500024591		rs132819422		15		82,623,587		202,670		intergenic_variant																24						1								

		BovineHD1500024594		rs110592237		15		82,626,381		2,795		intergenic_variant																24						1								

		BovineHD1500024599		rs135592256		15		82,632,685		6,305		intergenic_variant																24						1								

		BTB-00622270		rs41785548		15		82,642,732		10,048		intergenic_variant																24						1								

		BovineHD1500024612		rs132895714		15		82,662,387		19,656		intergenic_variant																24						1								

		BovineHD1500024625		rs41785580		15		82,679,741		17,355		intergenic_variant																24						1								

		BovineHD1500024628		rs41785605		15		82,682,556		2,816		intergenic_variant																24						1								

		BovineHD1500024639		rs134891624		15		82,720,016		37,461		intergenic_variant																24						1								

		BovineHD1500024641		rs136625678		15		82,724,941		4,926		intergenic_variant																24						1								

		BovineHD1500024643		rs137612911		15		82,727,047		2,107		intergenic_variant																24						1								

		BovineHD1500024645		rs110714531		15		82,728,736		1,690		intergenic_variant																24						1								

		BovineHD1500024649		rs110773281		15		82,737,185		8,450		intergenic_variant																24						1								

		BovineHD1500024653		rs133923513		15		82,741,257		4,073		intergenic_variant																24						1								

		BovineHD1500024655		rs136447669		15		82,742,624		1,368		intergenic_variant																24						1								

		BovineHD1500024657		rs136031054		15		82,744,302		1,679		intergenic_variant																24						1								

		BovineHD1500024659		rs137036644		15		82,745,798		1,497		intron_variant		OR4D9														24						1								

		BovineHD1500024662		rs109354201		15		82,750,597		4,800		intergenic_variant																24						1								

		BovineHD1500024671		rs136813715		15		82,788,575		37,979		intron_variant		OSBP														24						1								

		BovineHD1500024674		rs109888513		15		82,798,057		9,483		intron_variant		OSBP														24						1								

		BovineHD1500024677		rs110578259		15		82,805,942		7,886		intron_variant		OSBP														24						1								

		BovineHD1500024680		rs41786051		15		82,818,305		12,364		intergenic_variant																24						1								

		BovineHD1500024682		rs41786059		15		82,824,980		6,676		intergenic_variant																24						1								

		BovineHD1500024684		rs41786061		15		82,827,382		2,403		intergenic_variant																24						1								

		BovineHD1500024686		rs41786066		15		82,831,180		3,799		intergenic_variant																24						1								

		BovineHD1500024688		rs41786069		15		82,834,869		3,690		intron_variant		PATL1														24						1								

		BovineHD1500024691		rs136304164		15		82,841,762		6,894		intron_variant		PATL1														24						1								

		ARS-BFGL-NGS-89374		rs110070335		15		82,843,451		1,690		intron_variant		PATL1														24						1								

		BovineHD1500024694		rs109611712		15		82,848,294		4,844		intron_variant		PATL1														24						1								

		BovineHD1500024696		rs109754198		15		82,855,481		7,188		intron_variant		PATL1														24						1								

		BovineHD1500024699		rs41786107		15		82,865,719		10,239		intergenic_variant																24						1								

		BovineHD1500024700		rs41786110		15		82,873,191		7,473		intergenic_variant																24						1								

		BovineHD1500024706		rs41789994		15		82,911,548		38,358		intergenic_variant																24						1								

		BovineHD1500024708		rs41789983		15		82,915,286		3,739		intergenic_variant																24						1								

		BovineHD4100012256		rs29018495		15		82,917,889		2,604		intergenic_variant																24						1								

		BovineHD1500024711		rs134471440		15		82,920,092		2,204		intergenic_variant																24						1								

		BovineHD1500024713		rs133167720		15		82,922,505		2,414		intergenic_variant																24						1								

		BovineHD1500024716		rs43010230		15		82,931,215		8,711		intergenic_variant																24						1								

		BovineHD1500024726		rs135576480		15		82,970,206		38,992		intron_variant		STX3														24						1								

		BovineHD1500024762		rs133783471		15		83,060,113		89,908		intron_variant		TCN1														24						1								

		BovineHD1500024768		rs41786763		15		83,069,753		9,641		intron_variant		TCN1														24						1								

		BovineHD1500024780		rs135009368		15		83,118,732		48,980		intergenic_variant																24						1								

		BovineHD1500024786		rs133535966		15		83,138,204		19,473		intergenic_variant																24						1								

		BovineHD1500024802		rs41782420		15		83,198,588		60,385		intron_variant		MS4A7														24						1								

		BovineHD1500024806		rs137787781		15		83,203,297		4,710		intron_variant		MS4A7														24						1								

		BovineHD1500024808		rs41782414		15		83,205,308		2,012		intron_variant		MS4A7														24						1								

		BovineHD1500024810		rs133861592		15		83,210,168		4,861		intergenic_variant																24						1								

		BovineHD1500024821		rs109351662		15		83,253,904		43,737		intron_variant		MS4A5														24						1								

		BovineHD1500024841		rs42744617		15		83,288,242		34,339		intron_variant		MS4A1														24						1								

		BovineHD1500024846		rs133447761		15		83,323,018		34,777		intergenic_variant																24						1								

		BovineHD1500024850		rs41792186		15		83,339,064		16,047		intron_variant		MS4A13														24						1								

		BovineHD1500024853		rs110299604		15		83,359,609		20,546		intergenic_variant																24						1								

		BovineHD1500024855		rs41792206		15		83,374,919		15,311		intergenic_variant																24						1								

		BovineHD1500024862		rs109566617		15		83,407,272		32,354		intergenic_variant																24						1								

		BovineHD1500024865		rs134466366		15		83,412,881		5,610		intergenic_variant																24						1								

		BovineHD1500024868		rs110519741		15		83,416,710		3,830		intergenic_variant																24						1								

		BovineHD1500024871		rs109548043		15		83,424,684		7,975		intergenic_variant																24						1								

		BovineHD1500024875		rs41783565		15		83,444,941		20,258		intron_variant		NCAPD3														24						1								

		BovineHD1500024882		rs133957823		15		83,473,869		28,929		intron_variant		NCAPD3														24						1								

		BovineHD1500024886		rs41783594		15		83,499,458		25,590		intron_variant		NCAPD3														24						1								

		UA-IFASA-5953		rs41632689		15		83,530,192		30,735		missense_variant		ACAD8														24						1								

		BovineHD1500024894		rs41783624		15		83,534,303		4,112		intron_variant		ACAD8														24						1								

		BovineHD1500024896		rs41783628		15		83,536,063		1,761		intron_variant		ACAD8														24						1								

		BovineHD1500024899		rs41784344		15		83,545,984		9,922		intergenic_variant																24						1								

		BovineHD1500024904		rs132978203		15		83,562,060		16,077		intergenic_variant																24						1								

		BovineHD1500024901		rs111006531		15		83,578,476		16,417		intergenic_variant																24						1								

		BovineHD1500024914		rs133405762		15		83,621,617		43,142		intron_variant		GLB1L3														24						1								

		BovineHD1500024917		rs133060432		15		83,630,039		8,423		intergenic_variant																24						1								

		BovineHD1500024922		rs137765657		15		83,638,657		8,619		intergenic_variant																24						1								

		BovineHD1500024925		rs135820753		15		83,642,770		4,114		intergenic_variant																24						1								

		BovineHD1500024927		rs133826985		15		83,643,802		1,033		intergenic_variant																24						1								

		BovineHD1500024929		rs132962390		15		83,647,275		3,474		intergenic_variant																24						1								

		BovineHD1500024931		rs135579952		15		83,648,357		1,083		intergenic_variant																24						1								

		BovineHD1500024942		rs133778015		15		83,706,766		58,410		intergenic_variant																24						1								

		BovineHD1500024951		rs110906290		15		83,778,969		72,204		intergenic_variant																24						1								

		ARS-BFGL-NGS-77257		rs109571290		15		83,864,395		85,427		intergenic_variant																24						1								

		BovineHD1500000169		rs109640271		15		84,031,569		167,175		intergenic_variant														25						1										

		BovineHD1500000177		rs136017403		15		84,045,423		13,855		intergenic_variant														25						1										

		BovineHD1500000182		rs108978679		15		84,064,573		19,151		intergenic_variant														25						1										

		BovineHD1500000192		rs109784699		15		84,087,570		22,998		intergenic_variant														25						1										

		BovineHD1500000198		rs110290694		15		84,106,677		19,108		intergenic_variant														25						1										

		BovineHD1500000200		rs136021205		15		84,107,974		1,298		intergenic_variant														25						1										

		BovineHD1500000204		rs136637125		15		84,121,140		13,167		intergenic_variant														25						1										

		BovineHD1500000206		rs109879828		15		84,124,500		3,361		intergenic_variant														25						1										

		BovineHD1600008093		rs110107433		16		28,071,735				intron_variant		DNAH14														25						1								

		BovineHD1600008095		rs109926698		16		28,078,654		6,920		intron_variant		DNAH14														25						1								

		BovineHD1600008097		rs109002358		16		28,090,203		11,550		intron_variant		DNAH14														25						1								

		BovineHD1600008099		rs137712655		16		28,106,970		16,768		intron_variant		DNAH14														25						1								

		BovineHD1600008101		rs110455584		16		28,123,691		16,722		intron_variant		DNAH14														25						1								

		BovineHD1600008114		rs110681158		16		28,191,722		68,032		intron_variant		DNAH14														25						1								

		BovineHD1600008120		rs136479135		16		28,200,254		8,533		intron_variant		DNAH14														25						1								

		BovineHD1600008129		rs135276339		16		28,250,800		50,547		intron_variant		DNAH14														25						1								

		BovineHD1600008131		rs134289211		16		28,252,524		1,725		intron_variant		DNAH14														25						1								

		BovineHD1600008133		rs136744614		16		28,262,511		9,988		intron_variant		DNAH14														25						1								

		BovineHD1600008136		rs137614388		16		28,264,816		2,306		intron_variant		DNAH14														25						1								

		BovineHD1600008138		rs134985966		16		28,268,031		3,216		intron_variant		DNAH14														25						1								

		BovineHD1600008140		rs109592638		16		28,270,018		1,988		intron_variant		DNAH14														25						1								

		BovineHD4100012428		NULL		16		28,275,855		5,838		intron_variant		DNAH14														25						1								

		BovineHD1600008142		rs136465599		16		28,279,712		3,858		intron_variant		DNAH14														25						1								

		BovineHD1600008144		rs109037857		16		28,281,926		2,215		intron_variant		DNAH14														25						1								

		BovineHD1600008146		rs133742288		16		28,283,186		1,261		intron_variant		DNAH14														25						1								

		ARS-BFGL-BAC-33348		rs110649047		16		28,294,425		11,240		intron_variant		DNAH14														25						1								

		BovineHD1600008152		rs137048712		16		28,302,449		8,025		intron_variant		DNAH14														25						1								

		BovineHD1600008156		rs134738531		16		28,306,415		3,967		intron_variant		DNAH14														25						1								

		BovineHD1600008158		rs109810163		16		28,311,438		5,024		intron_variant		DNAH14														25						1								

		BovineHD1600008160		rs110194594		16		28,313,313		1,876		intron_variant		DNAH14														25						1								

		BovineHD1600008178		rs109827987		16		28,365,049		51,737		intron_variant		DNAH14														25						1								

		BovineHD1600008195		rs134728503		16		28,447,247		82,199		intron_variant		LBR														25						1								

		BovineHD1600008206		rs137767266		16		28,469,677		22,431		intron_variant		LBR														25						1								

		BovineHD1600008215		rs109666285		16		28,479,797		10,121		intergenic_variant																25						1								

		BovineHD1600008221		rs132747365		16		28,490,197		10,401		intergenic_variant																25						1								

		BovineHD1600008223		rs135720937		16		28,492,633		2,437		intergenic_variant																25						1								

		BovineHD1600008227		rs110300217		16		28,499,543		6,911		intergenic_variant																25						1								

		BovineHD1600008253		rs133551584		16		28,601,786		102,244		intron_variant		ENAH														25						1								

		BovineHD1600008266		rs133537826		16		28,637,865		36,080		intron_variant		ENAH														25						1								

		BovineHD1600008293		rs110713134		16		28,703,053		65,189		intergenic_variant																25						1								

		BovineHD1600008298		rs110140421		16		28,726,675		23,623		intergenic_variant																25						1								

		BovineHD1600008303		rs111024159		16		28,735,792		9,118		intergenic_variant																25						1								

		BovineHD1600008305		rs137784665		16		28,746,251		10,460		intergenic_variant																25						1								

		BovineHD1600008307		rs135742204		16		28,747,596		1,346		intergenic_variant																25						1								

		BovineHD1600008311		rs109955905		16		28,752,101		4,506		intergenic_variant																25						1								

		BovineHD1600008313		rs109054153		16		28,758,987		6,887		intergenic_variant																25						1								

		BovineHD1600008315		rs109309870		16		28,762,191		3,205		intergenic_variant																25						1								

		BovineHD1600008317		rs132749711		16		28,768,872		6,682		intergenic_variant																25						1								

		BovineHD1600008319		rs109724511		16		28,771,479		2,608		intergenic_variant																25						1								

		BovineHD4100012433		rs43708519		16		28,795,208		23,730		intergenic_variant																25						1								

		BovineHD1600008327		rs134832278		16		28,798,764		3,557		intergenic_variant																25						1								

		BovineHD1600008329		rs109265610		16		28,805,268		6,505		intron_variant		SRP9														25						1								

		BovineHD1600008331		rs110043899		16		28,812,348		7,081		intergenic_variant																25						1								

		BovineHD1600008334		rs109551230		16		28,822,304		9,957		intergenic_variant																25						1								

		BovineHD1600008337		rs136694475		16		28,828,635		6,332		intergenic_variant																25						1								

		BovineHD1600008339		rs136299757		16		28,831,139		2,505		intergenic_variant																25						1								

		BovineHD1600008345		rs136022633		16		28,837,786		6,648		intron_variant		EPHX1														25						1								

		BovineHD1600008348		rs110499284		16		28,840,039		2,254		intron_variant		EPHX1														25						1								

		BovineHD1600008351		rs133562083		16		28,847,484		7,446		intron_variant		EPHX1														25						1								

		BovineHD1600008353		rs109007691		16		28,851,182		3,699		intron_variant		EPHX1														25						1								

		BovineHD1600008356		rs109294285		16		28,859,394		8,213		intron_variant		EPHX1														25						1								

		BovineHD1600008361		rs109068288		16		28,873,639		14,246		intron_variant		TMEM63A														25						1								

		BovineHD1600008367		rs109575273		16		28,887,195		13,557		intron_variant		TMEM63A														25						1								

		BovineHD1600008369		rs110202821		16		28,890,525		3,331		intron_variant		TMEM63A														25						1								

		BovineHD1600008371		rs109088395		16		28,892,326		1,802		intron_variant		TMEM63A														25						1								

		BovineHD1600008375		rs109691114		16		28,897,113		4,788		intron_variant		TMEM63A														25						1								

		BovineHD1600008379		rs110922146		16		28,901,422		4,310		intron_variant		TMEM63A														25						1								

		BovineHD1600008383		rs110170310		16		28,915,643		14,222		intergenic_variant																25						1								

		BovineHD1600008385		rs110636629		16		28,918,059		2,417		intergenic_variant																25						1								

		BovineHD1600008389		rs110885517		16		28,931,003		12,945		intergenic_variant																25						1								

		BovineHD1600008393		rs110528133		16		28,934,236		3,234		intergenic_variant																25						1								

		BovineHD1600008395		rs136418144		16		28,936,117		1,882		intergenic_variant																25						1								

		ARS-BFGL-NGS-114862		rs110708115		16		28,938,854		2,738		intergenic_variant																25						1								

		BovineHD1600008399		rs110183025		16		28,940,251		1,398		intergenic_variant																25						1								

		BovineHD1600008401		rs109834699		16		28,941,708		1,458		intergenic_variant																25						1								

		BovineHD1600008403		rs135488962		16		28,943,226		1,519		intergenic_variant																25						1								

		BovineHD1600008407		rs108943091		16		28,948,028		4,803		intron_variant		PYCR2														25						1								

		BovineHD1600008419		rs136979800		16		29,011,041		63,014		intron_variant		SDE2														25						1								

		BovineHD1600008438		rs108980925		16		29,095,796		84,756		intergenic_variant																25						1								

		BovineHD1600008446		rs109163006		16		29,134,590		38,795		intergenic_variant																25						1								

		BovineHD1600008448		rs132797017		16		29,137,053		2,464		intergenic_variant																25						1								

		BovineHD1600008449		rs110639307		16		29,139,233		2,181		intergenic_variant																25						1								

		BovineHD1600008453		rs133726214		16		29,144,797		5,565		intergenic_variant																25						1								

		BovineHD1600008456		rs110808403		16		29,147,604		2,808		intergenic_variant																25						1								

		BovineHD1600008459		rs133356192		16		29,151,626		4,023		intergenic_variant																25						1								

		BovineHD1600008461		rs135787455		16		29,153,690		2,065		intergenic_variant																25						1								

		BovineHD1600008463		rs109189697		16		29,160,507		6,818		intron_variant		ACBD3														25						1								

		BovineHD1600008465		rs110997661		16		29,162,280		1,774		intron_variant		ACBD3														25						1								

		BovineHD1600008467		rs110538681		16		29,163,804		1,525		intron_variant		ACBD3														25						1								

		BovineHD1600008469		rs135773045		16		29,165,291		1,488		intron_variant		ACBD3														25						1								

		BovineHD1600008472		rs110558429		16		29,171,534		6,244		intron_variant		ACBD3														25						1								

		BovineHD1600008474		rs109142824		16		29,172,934		1,401		intron_variant		ACBD3														25						1								

		BovineHD1600008475		rs109558998		16		29,175,663		2,730		intron_variant		ACBD3														25						1								

		BovineHD1600008477		rs134780876		16		29,178,309		2,647		intron_variant		ACBD3														25						1								

		BovineHD1600008479		rs109895714		16		29,181,104		2,796		intron_variant		ACBD3														25						1								

		BovineHD1600008481		rs137788719		16		29,187,065		5,962		intron_variant		ACBD3														25						1								

		BovineHD1600008483		rs109613230		16		29,189,814		2,750		intron_variant		ACBD3														25						1								

		BovineHD1600008485		rs134363059		16		29,193,210		3,397		intron_variant		ACBD3														25						1								

		BovineHD1600008488		rs132779156		16		29,196,851		3,642		intergenic_variant																25						1								

		BovineHD1600008491		rs136696452		16		29,201,135		4,285		intergenic_variant																25						1								

		BovineHD1600008494		rs109415034		16		29,207,511		6,377		intergenic_variant																25						1								

		BovineHD1600008496		rs109944863		16		29,216,437		8,927		intergenic_variant																25						1								

		BovineHD1600008499		rs137263901		16		29,230,416		13,980		intergenic_variant																25						1								

		BovineHD1600008507		rs110565118		16		29,285,054		54,639		intron_variant		LIN9														25						1								

		BovineHD1600008509		rs109550904		16		29,304,499		19,446		intron_variant		LIN9														25						1								

		BovineHD1600008513		rs110526641		16		29,328,401		23,903		intergenic_variant																25						1								

		BovineHD4100012436		rs41578781		16		29,336,480		8,080		intergenic_variant																25						1								

		BovineHD1600008521		rs110196077		16		29,369,327		32,848		intron_variant		PARP1														25						1								

		BovineHD1600008529		rs135281650		16		29,388,858		19,532		intron_variant		PARP1														25						1								

		BovineHD1600008531		rs110229725		16		29,394,329		5,472		intron_variant		PARP1														25						1								

		BovineHD1600008541		rs110361182		16		29,436,972		42,644		intergenic_variant																25						1								

		BovineHD1600008544		rs109845805		16		29,439,470		2,499		intergenic_variant																25						1								

		BovineHD1600008550		rs108974758		16		29,446,286		6,817		intergenic_variant																25						1								

		BovineHD1600008552		rs110913672		16		29,452,727		6,442		intergenic_variant																25						1								

		BovineHD1600008556		rs110883368		16		29,464,031		11,305		intergenic_variant																25						1								

		BovineHD1600008559		NA		16		29,480,554		16,524		intergenic_variant																25						1								

		BovineHD1600008563		rs135390697		16		29,491,171		10,618		intergenic_variant																25						1								

		BovineHD1600008566		rs135425962		16		29,495,684		4,514		intergenic_variant																25						1								

		BovineHD1600008569		rs110620044		16		29,500,793		5,110		intergenic_variant																25						1								

		ARS-BFGL-NGS-87853		rs110144946		16		29,507,842		7,050		intergenic_variant																25						1								

		BovineHD1600008578		rs137380654		16		29,512,469		4,628		intergenic_variant																25						1								

		BovineHD1600008581		rs135421612		16		29,520,719		8,251		intergenic_variant																25						1								

		BovineHD1600008583		rs134408213		16		29,526,410		5,692		intergenic_variant																25						1								

		BovineHD1600008586		rs110853414		16		29,539,987		13,578		intergenic_variant																25						1								

		BovineHD1600008588		rs133474883		16		29,543,052		3,066		intergenic_variant																25						1								

		BovineHD1600008593		rs110062517		16		29,551,703		8,652		intergenic_variant																25						1								

		BovineHD1600008602		rs132828090		16		29,565,758		14,056		intergenic_variant																25						1								

		BovineHD1600008604		rs110150478		16		29,568,018		2,261		intergenic_variant																25						1								

		BovineHD1600008611		rs109533410		16		29,583,172		15,155		intron_variant		STUM														25						1								

		BovineHD1600008613		rs137696263		16		29,587,442		4,271		intron_variant		STUM														25						1								

		BovineHD1600008615		rs110404072		16		29,589,971		2,530		intron_variant		STUM														25						1								

		ARS-BFGL-NGS-102212		rs110950359		16		29,623,372		33,402		intergenic_variant																25						1								

		BovineHD1600008625		rs134456897		16		29,658,454		35,083		intron_variant		ITPKB														25						1								

		BovineHD1600008627		rs110186313		16		29,659,688		1,235		intron_variant		ITPKB														25						1								

		BovineHD1600008632		rs110410606		16		29,680,093		20,406		intron_variant		ITPKB														25						1								

		BovineHD1600008635		rs110781994		16		29,689,220		9,128		intron_variant		ITPKB														25						1								

		BovineHD1600008639		rs110039439		16		29,695,682		6,463		intron_variant		ITPKB														25						1								

		BovineHD1600008641		rs109071663		16		29,704,575		8,894		intron_variant		ITPKB														25						1								

		BovineHD1600008647		rs134093062		16		29,730,687		26,113		intron_variant		ITPKB														25						1								

		BovineHD1600016369		rs135099152		16		57,088,465		27,357,779		intergenic_variant																26						1								

		BovineHD1600016373		rs137714716		16		57,095,828		7,364		intergenic_variant																26						1								

		BovineHD1600016376		rs43720006		16		57,099,260		3,433		intergenic_variant																26						1								

		BovineHD1600016379		rs109884231		16		57,103,240		3,981		intergenic_variant																26						1								

		BovineHD1600016392		rs41814272		16		57,159,702		56,463		intergenic_variant																26						1								

		BovineHD1600016394		rs133403540		16		57,163,137		3,436		intergenic_variant																26						1								

		BovineHD1600016396		rs137717239		16		57,165,767		2,631		intergenic_variant																26						1								

		BovineHD1600016398		rs137462732		16		57,167,908		2,142		intergenic_variant																26						1								

		BovineHD1600016400		rs133798851		16		57,171,436		3,529		intergenic_variant																26						1								

		BovineHD1600016404		rs41814298		16		57,190,203		18,768		intergenic_variant																26						1								

		BovineHD1600016406		rs136562743		16		57,203,203		13,001		intron_variant		COP1														26						1								

		BovineHD1600016409		rs41814302		16		57,221,584		18,382		intron_variant		COP1														26						1								

		BovineHD1600016411		rs41814311		16		57,224,975		3,392		intron_variant		COP1														26						1								

		BovineHD1600016413		rs41814315		16		57,227,958		2,984		intron_variant		COP1														26						1								

		BovineHD1600016416		rs134595350		16		57,243,817		15,860		intron_variant		COP1														26						1								

		BovineHD1600016420		rs41815392		16		57,259,347		15,531		intron_variant		COP1														26						1								

		BovineHD1600016423		rs110196963		16		57,283,896		24,550		intron_variant		COP1														26						1								

		BovineHD1600016425		rs41815348		16		57,291,732		7,837		intron_variant		COP1														26						1								

		BovineHD1600016427		rs41814630		16		57,299,789		8,058		intron_variant		COP1														26						1								

		BovineHD1600016429		rs110057989		16		57,306,324		6,536		intron_variant		COP1														26						1								

		BovineHD1600016430		rs41815238		16		57,308,625		2,302		intron_variant		COP1														26						1								

		BovineHD1600016440		rs41815262		16		57,334,392		25,768		intron_variant		COP1														26						1								

		BovineHD1600016445		rs110650712		16		57,362,264		27,873		intron_variant		COP1														26						1								

		BovineHD1600016453		rs109255385		16		57,408,219		45,956		intron_variant		COP1														26						1								

		ARS-BFGL-NGS-116297		rs109531441		16		57,442,769		34,551		intergenic_variant																26						1								

		BovineHD1600016470		rs42464454		16		57,511,769		69,001		intergenic_variant																26						1								

		BovineHD1600016473		rs42464475		16		57,524,334		12,566		intergenic_variant																26						1								

		BovineHD1600016475		rs42464469		16		57,526,937		2,604		intergenic_variant																26						1								

		BovineHD1600016476		rs133087857		16		57,529,830		2,894		intergenic_variant																26						1								

		BovineHD1600016479		rs42464490		16		57,537,827		7,998		intergenic_variant																26						1								

		BovineHD1600016483		rs42464508		16		57,553,495		15,669		intergenic_variant																26						1								

		BovineHD1600016493		rs42465050		16		57,599,907		46,413		intergenic_variant																26						1								

		BTB-01344103		rs42465073		16		57,608,446		8,540		intergenic_variant																26						1								

		BovineHD1600024050		rs42465087		16		57,625,054		16,609		intergenic_variant																26						1								

		BovineHD1600016497		rs42466135		16		57,637,335		12,282		intergenic_variant																26						1								

		Hapmap36492-SCAFFOLD70736_3033		rs29018908		16		57,643,668		6,334		intergenic_variant																26						1								

		BovineHD1600016502		rs41751119		16		57,665,232		21,565		intergenic_variant																26						1								

		BovineHD1600016505		rs41751091		16		57,682,449		17,218		intergenic_variant																26						1								

		BovineHD4100012619		rs41751096		16		57,686,409		3,961		intergenic_variant																26						1								

		BovineHD1600016510		rs41751081		16		57,711,940		25,532		intergenic_variant																26						1								

		BovineHD1600016517		rs41750229		16		57,735,745		23,806		intron_variant		PAPPA2														26						1								

		BovineHD1600016523		rs41750198		16		57,763,719		27,975		intron_variant		PAPPA2														26						1								

		BovineHD1600016525		rs41750204		16		57,765,278		1,560		intron_variant		PAPPA2														26						1								

		BovineHD1600016528		rs110490898		16		57,773,372		8,095		synonymous_variant		PAPPA2														26						1								

		BovineHD1600016531		rs42300465		16		57,778,222		4,851		intron_variant		PAPPA2														26						1								

		BovineHD1600016534		rs109160879		16		57,785,410		7,189		intron_variant		PAPPA2														26						1								

		BovineHD1600016543		rs132814943		16		57,815,249		29,840		intron_variant		PAPPA2														26						1								

		BovineHD1600016569		rs42301582		16		57,873,582		58,334		intron_variant		PAPPA2														26						1								

		BovineHD1600016591		rs42302742		16		57,949,462		75,881		intron_variant		PAPPA2														26						1								

		BovineHD1700010516		rs109567092		17		37,679,446				intergenic_variant														26						1										

		BovineHD1700010526		rs110127805		17		37,720,923		41,478		intergenic_variant														26						1										

		BovineHD1700010539		rs135747264		17		37,751,658		30,736		intergenic_variant														26						1										

		BovineHD1700010541		rs110137720		17		37,754,991		3,334		intergenic_variant														26						1										

		BovineHD1700010544		rs109439975		17		37,769,838		14,848		intergenic_variant														26						1										

		BovineHD1700010546		rs110299692		17		37,781,504		11,667		intergenic_variant														26						1										

		BovineHD1700010548		rs135468078		17		37,792,565		11,062		intergenic_variant														26						1										

		BovineHD1700010550		rs134511352		17		37,800,770		8,206		intergenic_variant														26						1										

		BovineHD1700010553		rs135157185		17		37,810,090		9,321		intergenic_variant														26						1										

		BovineHD1700010555		rs134296410		17		37,811,928		1,839		intergenic_variant														26						1										

		BovineHD1700010557		rs136196247		17		37,813,551		1,624		intergenic_variant														26						1										

		BovineHD1700010559		rs134902896		17		37,815,485		1,935		intergenic_variant														26						1										

		BovineHD1700010562		rs135135687		17		37,823,476		7,992		intergenic_variant														26						1										

		BovineHD1700010565		rs109888462		17		37,831,471		7,996		intergenic_variant														26						1										

		BovineHD1700010567		rs109503525		17		37,838,959		7,489		intergenic_variant														26						1										

		BovineHD1700010574		rs109552060		17		37,858,092		19,134		intergenic_variant														26						1										

		BovineHD1700010584		rs109782654		17		37,907,051		48,960		intergenic_variant														26						1										

		BovineHD1700010587		rs110485373		17		37,909,996		2,946		intergenic_variant														26						1										

		BovineHD1700010592		rs109254687		17		37,916,674		6,679		intergenic_variant														26						1										

		BovineHD1700010594		rs110095815		17		37,919,460		2,787		intergenic_variant														26						1										

		BovineHD1700010603		rs136080739		17		37,963,308		43,849		intergenic_variant														26						1										

		BovineHD1700010605		rs109379089		17		37,972,857		9,550		intergenic_variant														26						1										

		BovineHD1700010607		rs110405180		17		37,981,262		8,406		intergenic_variant														26						1										

		BovineHD1700010609		rs110530548		17		37,987,815		6,554		intergenic_variant														26						1										

		BovineHD1700010615		rs133306458		17		38,006,322		18,508		intergenic_variant														26						1										

		BovineHD1700010617		rs135619045		17		38,013,858		7,537		intergenic_variant														26						1										

		BovineHD1700010619		rs134663586		17		38,020,487		6,630		intergenic_variant														26						1										

		BovineHD1700010621		rs137017892		17		38,035,595		15,109		intergenic_variant														26						1										

		ARS-BFGL-NGS-70445		rs110654143		17		38,058,826		23,232		intergenic_variant														26						1										

		BovineHD1700010625		rs137363021		17		38,071,378		12,553		intergenic_variant														26						1										

		BovineHD1700010627		rs134181914		17		38,078,663		7,286		intergenic_variant														26						1										

		BovineHD1700010630		rs137056217		17		38,087,721		9,059		intergenic_variant														26						1										

		BovineHD1700010632		rs136638749		17		38,093,620		5,900		intergenic_variant														26						1										

		BovineHD1700010635		rs110614117		17		38,105,912		12,293		intergenic_variant														26						1										

		BovineHD1700010639		rs110574938		17		38,126,603		20,692		intergenic_variant														26						1										

		BovineHD1700010644		rs134302527		17		38,151,538		24,936		intergenic_variant														26						1										

		BovineHD1700010651		rs135134718		17		38,169,117		17,580		intergenic_variant														26						1										

		BovineHD1700010656		rs134210592		17		38,179,672		10,556		intergenic_variant														26						1										

		BovineHD1700010660		rs136485550		17		38,189,006		9,335		intergenic_variant														26						1										

		BovineHD1700010665		rs109465556		17		38,205,049		16,044		intergenic_variant														26						1										

		BovineHD1700010669		rs132874935		17		38,211,410		6,362		intergenic_variant														26						1										

		BovineHD1700010677		rs109214053		17		38,221,780		10,371		intergenic_variant														26						1										

		BovineHD1700010684		rs110532172		17		38,234,667		12,888		intergenic_variant														26						1										

		BovineHD1700010691		rs109444726		17		38,267,597		32,931		intergenic_variant														26						1										

		BovineHD1700010696		rs133164916		17		38,307,163		39,567		intergenic_variant														26						1										

		BovineHD1700010699		rs135656572		17		38,317,471		10,309		intergenic_variant														26						1										

		BovineHD1700010701		rs109982630		17		38,327,590		10,120		intergenic_variant														26						1										

		BovineHD1700010706		rs133478173		17		38,362,188		34,599		intergenic_variant														26						1										

		BovineHD1700010710		rs134907673		17		38,395,551		33,364		intergenic_variant														26						1										

		BovineHD1700010714		rs108938275		17		38,414,157		18,607		intergenic_variant														26						1										

		BovineHD1700010718		rs137113449		17		38,430,328		16,172		intergenic_variant														26						1										

		BovineHD1700010738		rs29025640		17		38,504,513		74,186		intergenic_variant														26						1										

		BovineHD1700010742		rs110666338		17		38,527,339		22,827		intergenic_variant														26						1										

		BovineHD1700010744		rs109073668		17		38,543,524		16,186		intergenic_variant														26						1										

		BovineHD4100013042		rs41572289		17		38,567,765		24,242		intergenic_variant														26						1										

		BovineHD1700010750		rs133873952		17		38,587,238		19,474		intergenic_variant														26						1										

		BovineHD1700010753		rs136891023		17		38,600,368		13,131		intergenic_variant														26						1										

		BovineHD1700010756		rs133640248		17		38,615,653		15,286		intergenic_variant														26						1										

		BovineHD1700010759		rs134312320		17		38,628,578		12,926		intergenic_variant														26						1										

		BovineHD1700010761		rs132800552		17		38,634,464		5,887		intergenic_variant														26						1										

		BovineHD1700010770		rs134848057		17		38,688,449		53,986		intergenic_variant														26						1										

		BovineHD1700010773		rs110138821		17		38,698,052		9,604		intergenic_variant														26						1										

		BovineHD1700010777		rs135133561		17		38,719,059		21,008		intergenic_variant														26						1										

		BovineHD1700010786		rs108955782		17		38,760,200		41,142		intergenic_variant														26						1										

		BovineHD1700010789		rs135857023		17		38,780,696		20,497		intergenic_variant														26						1										

		BovineHD1700010791		rs110687249		17		38,791,161		10,466		intergenic_variant														26						1										

		BovineHD1700010794		rs110838719		17		38,803,570		12,410		intergenic_variant														26						1										

		BovineHD1700010797		rs110152417		17		38,822,189		18,620		intergenic_variant														26						1										

		BovineHD1700010799		rs109829014		17		38,824,306		2,118		intergenic_variant														26						1										

		BovineHD1700010801		rs110706187		17		38,829,435		5,130		intergenic_variant														26						1										

		BovineHD1700010803		rs110060272		17		38,831,866		2,432		intergenic_variant														26						1										

		BovineHD1700010805		rs134216723		17		38,834,691		2,826		intergenic_variant														26						1										

		Hapmap30543-BTA-141219		rs109595378		17		38,838,094		3,404		intergenic_variant														26						1										

		BovineHD1700010808		rs109978308		17		38,841,541		3,448		intergenic_variant														26						1										

		BovineHD1700010810		rs41589472		17		38,843,061		1,521		intergenic_variant														26						1										

		BovineHD1700010812		rs136240695		17		38,848,901		5,841		intergenic_variant														26						1										

		BovineHD1700010815		rs109700977		17		38,867,465		18,565		intergenic_variant														26						1										

		BovineHD1700010819		rs136474317		17		38,886,007		18,543		intergenic_variant														26						1										

		BovineHD4100013043		rs29025899		17		38,893,135		7,129		intergenic_variant														26						1										

		BovineHD1700010826		rs135080925		17		38,915,493		22,359		intergenic_variant														26						1										

		BovineHD1700010828		rs134053906		17		38,919,242		3,750		intergenic_variant														26						1										

		BovineHD1700010830		rs109338277		17		38,927,051		7,810		intergenic_variant														26						1										

		BovineHD4100013044		rs110078453		17		38,932,901		5,851		intergenic_variant														26						1										

		BovineHD1700010832		rs110698216		17		38,937,075		4,175		intergenic_variant														26						1										

		BovineHD1700010835		rs109730802		17		38,940,250		3,176		intergenic_variant														26						1										

		BovineHD1700010837		rs110052626		17		38,945,381		5,132		intergenic_variant														26						1										

		BovineHD1700010839		rs136989029		17		38,951,277		5,897		intergenic_variant														26						1										

		Hapmap43651-BTA-67415		rs43711641		17		38,959,187		7,911		intergenic_variant														26						1										

		BovineHD1700010842		rs109552953		17		38,968,280		9,094		intergenic_variant														26						1										

		BovineHD1700010847		rs133641390		17		38,999,504		31,225		intergenic_variant														26						1										

		BovineHD1700010849		rs133008032		17		39,003,067		3,564		intergenic_variant														26						1										

		BovineHD1700010859		rs110829634		17		39,021,911		18,845		intergenic_variant														26						1										

		BovineHD1700010862		rs134437633		17		39,025,536		3,626		intergenic_variant														26						1										

		BovineHD1700010869		rs135111944		17		39,033,092		7,557		intergenic_variant														26						1										

		BovineHD1700010871		rs133615141		17		39,043,620		10,529		intergenic_variant														26						1										

		BovineHD4100013046		rs41589469		17		39,054,342		10,723		intergenic_variant														26						1										

		BovineHD1700010892		rs110505885		17		39,085,340		30,999		intergenic_variant														26						1										

		BovineHD1700010894		rs110960731		17		39,087,230		1,891		intergenic_variant														26						1										

		BovineHD1700010896		rs134165640		17		39,090,458		3,229		intergenic_variant														26						1										

		BovineHD1700010898		rs110503328		17		39,093,757		3,300		intergenic_variant														26						1										

		BovineHD1700010900		rs135942935		17		39,102,094		8,338		intergenic_variant														26						1										

		BovineHD1700010903		rs137116788		17		39,105,685		3,592		intergenic_variant														26						1										

		BovineHD1700010906		rs109819061		17		39,117,300		11,616		intergenic_variant														26						1										

		BovineHD1700010909		rs109026331		17		39,120,752		3,453		intergenic_variant														26						1										

		BovineHD1700010914		rs136011623		17		39,138,713		17,962		intergenic_variant														26						1										

		BovineHD1700010916		rs109390280		17		39,142,453		3,741		intergenic_variant														26						1										

		BovineHD1700010918		rs133933949		17		39,144,395		1,943		intergenic_variant														26						1										

		BovineHD1700010921		rs136705119		17		39,148,329		3,935		intergenic_variant														26						1										

		BovineHD1700010923		rs110278051		17		39,153,605		5,277		intergenic_variant														26						1										

		BovineHD1700010925		rs134030733		17		39,166,568		12,964		intergenic_variant														26						1										

		BovineHD1700010936		rs136547513		17		39,230,418		63,851		intergenic_variant														26						1										

		BovineHD1700010945		rs110380766		17		39,248,361		17,944		intergenic_variant														26						1										

		BovineHD1700010953		rs110924910		17		39,262,488		14,128		intergenic_variant														26						1										

		BovineHD1700010956		rs110448415		17		39,270,491		8,004		intergenic_variant														26						1										

		Hapmap48749-BTA-40913		rs41585546		17		39,276,948		6,458		intergenic_variant														26						1										

		BovineHD1700010962		rs110877631		17		39,291,118		14,171		intergenic_variant														26						1										

		BovineHD1700010966		rs110540658		17		39,311,377		20,260		intergenic_variant														26						1										

		BovineHD1700010969		rs110258599		17		39,314,770		3,394		intergenic_variant														26						1										

		BovineHD1700010972		rs109917467		17		39,320,412		5,643		intergenic_variant														26						1										

		BovineHD1700010979		rs134651759		17		39,331,921		11,510		intergenic_variant														26						1										

		BovineHD1700010993		rs110185832		17		39,347,949		16,029		intergenic_variant														26						1										

		BovineHD1700011005		rs110021306		17		39,364,846		16,898		intergenic_variant														26						1										

		BovineHD1700011008		rs137713613		17		39,375,701		10,856		intergenic_variant														26						1										

		BovineHD1700011014		rs135612571		17		39,385,257		9,557		intergenic_variant														26						1										

		BovineHD1700011032		rs110669408		17		39,435,586		50,330		intergenic_variant														26						1										

		BovineHD1700011038		rs135028428		17		39,440,998		5,413		intergenic_variant														26						1										

		BovineHD1700011041		rs135770451		17		39,447,952		6,955		intergenic_variant														26						1										

		BovineHD1700011045		rs109453136		17		39,457,848		9,897		intergenic_variant														26						1										

		BovineHD1700011055		rs109842277		17		39,479,640		21,793		intergenic_variant														26						1										

		BovineHD1700011071		rs137681126		17		39,526,149		46,510		intergenic_variant														26						1										

		BovineHD1700011080		rs136919759		17		39,554,203		28,055		intergenic_variant														26						1										

		BovineHD1700011087		rs134371732		17		39,565,766		11,564		intergenic_variant														26						1										

		BovineHD1700011089		rs133021200		17		39,571,380		5,615		intergenic_variant														26						1										

		BovineHD1700011091		rs110158692		17		39,578,675		7,296		intergenic_variant														26						1										

		BovineHD1700011096		rs110223600		17		39,604,254		25,580		intergenic_variant														26						1										

		Hapmap43571-BTA-40888		rs41637585		17		39,618,403		14,150		intergenic_variant														26						1										

		BovineHD1700011101		rs110590655		17		39,623,219		4,817		intergenic_variant														26						1										

		BovineHD1700011103		rs109419116		17		39,625,412		2,194		intergenic_variant														26						1										

		BovineHD1700011105		rs110785553		17		39,631,224		5,813		intergenic_variant														26						1										

		BovineHD1700011109		rs109777567		17		39,636,124		4,901		intron_variant		RAPGEF2												26						1										

		BovineHD1700011111		rs109076788		17		39,638,552		2,429		intron_variant		RAPGEF2												26						1										

		BovineHD1700011112		rs109761287		17		39,640,197		1,646		intron_variant		RAPGEF2												26						1										

		BovineHD1700011114		rs109553685		17		39,641,671		1,475		intron_variant		RAPGEF2												26						1										

		BovineHD1700011123		rs108973043		17		39,656,904		15,234		intron_variant		RAPGEF2												26						1										

		BovineHD1700011128		rs110883110		17		39,675,305		18,402		intron_variant		RAPGEF2												26						1										

		BovineHD1700011133		rs110109378		17		39,679,094		3,790		intron_variant		RAPGEF2												26						1										

		Hapmap51591-BTA-40881		rs41637579		17		39,685,293		6,200		intron_variant		RAPGEF2												26						1										

		BovineHD1700011139		rs109227003		17		39,688,791		3,499		intron_variant		RAPGEF2												26						1										

		BovineHD4100013052		rs41585533		17		39,690,126		1,336		intron_variant		RAPGEF2												26						1										

		BovineHD1700011142		rs109520035		17		39,694,383		4,258		intron_variant		RAPGEF2												26						1										

		BovineHD1700011144		rs109567081		17		39,715,111		20,729		intron_variant		RAPGEF2												26						1										

		BovineHD1700011147		rs133264575		17		39,733,677		18,567		intron_variant		RAPGEF2												26						1										

		BovineHD1700011150		rs133842540		17		39,747,110		13,434		intron_variant		RAPGEF2												26						1										

		BovineHD1700011153		rs135188628		17		39,752,424		5,315		intron_variant		RAPGEF2												26						1										

		BovineHD1700011156		rs135323271		17		39,765,555		13,132		intron_variant		RAPGEF2												26						1										

		BovineHD1700011160		rs133136458		17		39,780,836		15,282		intron_variant		RAPGEF2												26						1										

		BovineHD1700011162		rs136320601		17		39,783,732		2,897		intron_variant		RAPGEF2												26						1										

		BovineHD1700011164		rs137042870		17		39,787,138		3,407		intron_variant		RAPGEF2												26						1										

		BovineHD1700011168		rs137744944		17		39,790,729		3,592		intron_variant		RAPGEF2												26						1										

		BovineHD1700011170		rs134803454		17		39,792,466		1,738		intron_variant		RAPGEF2												26						1										

		BovineHD1700011177		rs133723147		17		39,803,874		11,409		intron_variant		RAPGEF2												26						1										

		BovineHD1700011179		rs136262611		17		39,808,397		4,524		intron_variant		RAPGEF2												26						1										

		BovineHD1700011181		rs135184221		17		39,812,125		3,729		intron_variant		RAPGEF2												26						1										

		BovineHD1700011183		rs133775346		17		39,817,147		5,023		intron_variant		RAPGEF2												26						1										

		ARS-BFGL-NGS-95458		rs108981085		17		39,821,925		4,779		intron_variant		RAPGEF2												26						1										

		BovineHD1700011188		rs137546679		17		39,825,945		4,021		intron_variant		RAPGEF2												26						1										

		Hapmap41532-BTA-40872		rs41637576		17		39,843,444		17,500		intron_variant		RAPGEF2												26						1										

		BovineHD1700011197		rs110705140		17		39,857,225		13,782		intron_variant		RAPGEF2												26						1										

		BovineHD1700011199		rs110758872		17		39,866,390		9,166		intron_variant		RAPGEF2												26						1										

		BovineHD1700011201		rs110385730		17		39,869,027		2,638		intron_variant		RAPGEF2												26						1										

		BovineHD1700011203		rs133115107		17		39,872,310		3,284		intron_variant		RAPGEF2												26						1										

		BovineHD1700011206		rs109812286		17		39,879,965		7,656		intron_variant		RAPGEF2												26						1										

		BovineHD1700011208		rs135702076		17		39,882,804		2,840		intron_variant		RAPGEF2												26						1										

		BovineHD1700011211		rs109847234		17		39,895,791		12,988		intron_variant		RAPGEF2												26						1										

		BovineHD1700011213		rs133174869		17		39,897,894		2,104		intron_variant		RAPGEF2												26						1										

		BovineHD1700011220		rs135136595		17		39,933,386		35,493		intergenic_variant														26						1										

		BovineHD1700011222		rs133592593		17		39,936,288		2,903		intergenic_variant														26						1										

		BovineHD1700011224		rs136226672		17		39,942,814		6,527		intergenic_variant														26						1										

		BovineHD1700011226		rs134999814		17		39,946,981		4,168		intergenic_variant														26						1										

		BovineHD1700011229		rs135193785		17		39,961,030		14,050		intergenic_variant														26						1										

		BovineHD1700011271		rs133800625		17		39,974,858		13,829		intergenic_variant														26						1										

		BovineHD1700011274		rs134584681		17		39,981,016		6,159		intergenic_variant														26						1										

		BovineHD1700011276		rs109923904		17		39,982,286		1,271		intergenic_variant														26						1										

		BovineHD1700011286		rs136889580		17		40,006,402		24,117		intron_variant		C17H4orf45												26						1										

		BovineHD1700011289		rs136501171		17		40,018,517		12,116		intron_variant		C17H4orf45												26						1										

		BovineHD1700011291		rs135587707		17		40,023,853		5,337		intron_variant		C17H4orf45												26						1										

		BovineHD1700011295		rs109022223		17		40,030,343		6,491		intron_variant		C17H4orf45												26						1										

		Hapmap53994-rs29024926		rs29024926		17		40,060,385		30,043		intron_variant		C17H4orf45												26						1										

		BovineHD4100013055		rs41637574		17		40,073,012		12,628		intron_variant		C17H4orf45												26						1										

		BovineHD1700011316		rs134993633		17		40,099,013		26,002		intron_variant		C17H4orf45												26						1										

		BovineHD1700011319		rs110085926		17		40,104,978		5,966		intron_variant		C17H4orf45												26						1										

		BovineHD1700011324		rs110491737		17		40,112,827		7,850		intron_variant		C17H4orf45												26						1										

		BovineHD1700011334		rs111023964		17		40,149,820		36,994		intron_variant		FNIP2												26						1										

		BovineHD1700011341		rs109946369		17		40,168,853		19,034		intron_variant		FNIP2												26						1										

		BovineHD1700011353		rs133181000		17		40,190,024		21,172		intron_variant		FNIP2												26						1										

		BovineHD1700011358		rs109086158		17		40,205,611		15,588		intron_variant		FNIP2												26						1										

		BovineHD1700011359		rs109291624		17		40,209,230		3,620		intron_variant		FNIP2												26						1										

		BovineHD1700011362		rs110173666		17		40,216,185		6,956		intron_variant		FNIP2												26						1										

		BovineHD1700011365		rs136034558		17		40,219,636		3,452		intron_variant		FNIP2												26						1										

		BovineHD1700011366		rs109957216		17		40,229,989		10,354		intron_variant		FNIP2												26						1										

		BovineHD1700011369		rs109959937		17		40,233,205		3,217		intron_variant		FNIP2												26						1										

		BovineHD1700011373		rs109858930		17		40,239,679		6,475		intergenic_variant														26						1										

		BovineHD1700011375		rs134523269		17		40,242,440		2,762		intergenic_variant														26						1										

		BovineHD1700011377		rs133376000		17		40,246,725		4,286		intergenic_variant														26						1										

		BovineHD1700011386		rs135578909		17		40,271,619		24,895		intergenic_variant														26						1										

		BovineHD1700011396		rs110838802		17		40,291,396		19,778		intron_variant		PPID												26						1										

		BovineHD1700011400		rs109477267		17		40,301,840		10,445		intron_variant		ETFDH												26						1										

		BovineHD1700011404		rs41844369		17		40,310,606		8,767		intron_variant		ETFDH												26						1										

		BovineHD1700011406		rs41844364		17		40,313,677		3,072		intron_variant		ETFDH												26						1										

		BovineHD1700011408		rs41844354		17		40,316,114		2,438		intron_variant		ETFDH												26						1										

		BovineHD1700011410		rs41844337		17		40,317,829		1,716		intron_variant		ETFDH												26						1										

		BovineHD1700011414		rs41843679		17		40,325,313		7,485		intron_variant		ETFDH												26						1										

		BovineHD1700011418		rs42756810		17		40,351,791		26,479		intron_variant		RXFP1												26						1										

		BovineHD1700011421		rs135347530		17		40,357,177		5,387		intron_variant		RXFP1												26						1										

		BovineHD1700011423		rs42757969		17		40,362,025		4,849		intron_variant		RXFP1												26						1										

		BovineHD1700011425		rs42757990		17		40,363,593		1,569		intron_variant		RXFP1												26						1										

		BovineHD1700011427		rs137463904		17		40,368,637		5,045		intron_variant		RXFP1												26						1										

		BovineHD1700011430		rs42758437		17		40,379,228		10,592		intron_variant		RXFP1												26						1										

		BovineHD1700011435		rs110926372		17		40,399,552		20,325		intron_variant		RXFP1												26						1										

		BovineHD1700011437		rs109985374		17		40,403,422		3,871		intron_variant		RXFP1												26						1										

		BovineHD1700011439		rs42758522		17		40,405,653		2,232		intron_variant		RXFP1												26						1										

		BovineHD1700011444		rs42758498		17		40,411,796		6,144		intron_variant		RXFP1												26						1										

		BovineHD1700011446		rs42758472		17		40,414,010		2,215		intron_variant		RXFP1												26						1										

		BovineHD1700011451		rs109941829		17		40,427,340		13,331		intron_variant		RXFP1												26						1										

		BTB-01151136		rs42306148		17		40,451,611		24,272		intron_variant		RXFP1												26						1										

		BovineHD1700011461		rs136566643		17		40,456,441		4,831		intron_variant		RXFP1												26						1										

		BovineHD1700011466		rs135672465		17		40,461,433		4,993		intron_variant		RXFP1												26						1										

		BovineHD1700011469		rs136092480		17		40,464,404		2,972		intron_variant		RXFP1												26						1										

		BovineHD1700011472		rs134808324		17		40,467,507		3,104		intron_variant		RXFP1												26						1										

		BovineHD1700011477		rs136534185		17		40,473,047		5,541		intron_variant		RXFP1												26						1										

		BovineHD1700011481		rs137069825		17		40,486,109		13,063		intergenic_variant														26						1										

		BovineHD1700011483		rs136653638		17		40,487,437		1,329		intergenic_variant														26						1										

		BovineHD1700011485		rs135441123		17		40,491,115		3,679		intergenic_variant														26						1										

		BovineHD1700011487		rs134328105		17		40,493,382		2,268		intergenic_variant														26						1										

		BovineHD1700013598		rs110580152		17		47,312,236		6,818,855		intron_variant		TMEM132D														27						1								

		Hapmap50826-BTA-93744		rs41666629		17		47,324,781		12,546		intron_variant		TMEM132D														27						1								

		BovineHD1700013605		rs137785016		17		47,348,999		24,219		intron_variant		TMEM132D														27						1								

		BovineHD1700013607		rs135583765		17		47,355,282		6,284		intron_variant		TMEM132D														27						1								

		BovineHD1700013609		rs109395184		17		47,358,930		3,649		intron_variant		TMEM132D														27						1								

		BovineHD1700013614		rs110606568		17		47,374,048		15,119		intron_variant		TMEM132D														27						1								

		BovineHD1700013617		rs134211036		17		47,378,503		4,456		intron_variant		TMEM132D														27						1								

		BovineHD1700013620		rs110508565		17		47,389,182		10,680		intron_variant		TMEM132D														27						1								

		BovineHD1700013621		rs110777008		17		47,391,881		2,700		intron_variant		TMEM132D														27						1								

		BovineHD1700013623		rs110224026		17		47,400,631		8,751		intron_variant		TMEM132D														27						1								

		BovineHD1700013626		rs135767574		17		47,403,849		3,219		intron_variant		TMEM132D														27						1								

		BovineHD1700013629		rs135956312		17		47,410,255		6,407		intron_variant		TMEM132D														27						1								

		BovineHD1700013632		rs137399391		17		47,418,431		8,177		intron_variant		TMEM132D														27						1								

		BovineHD1700013635		rs135510621		17		47,428,123		9,693		intron_variant		TMEM132D														27						1								

		BovineHD1700013637		rs134052055		17		47,432,799		4,677		intron_variant		TMEM132D														27						1								

		BovineHD1700013640		rs109617172		17		47,443,115		10,317		intron_variant		TMEM132D														27						1								

		BovineHD1700013642		rs109761465		17		47,446,773		3,659		intron_variant		TMEM132D														27						1								

		BovineHD1700013644		rs135409292		17		47,456,363		9,591		intron_variant		TMEM132D														27						1								

		BovineHD1700013647		rs110422113		17		47,470,242		13,880		intron_variant		TMEM132D														27						1								

		BovineHD1700013650		rs109675105		17		47,474,878		4,637		intron_variant		TMEM132D														27						1								

		BovineHD1700013652		rs133585100		17		47,476,667		1,790		intron_variant		TMEM132D														27						1								

		BovineHD1700013654		rs109846142		17		47,478,823		2,157		intron_variant		TMEM132D														27						1								

		BovineHD1700013656		rs137564870		17		47,481,436		2,614		intron_variant		TMEM132D														27						1								

		BovineHD1700013658		rs137166540		17		47,491,002		9,567		intron_variant		TMEM132D														27						1								

		BovineHD4100013124		rs133681580		17		47,498,649		7,648		intron_variant		TMEM132D														27						1								

		BovineHD1700013662		rs135009255		17		47,502,061		3,413		intron_variant		TMEM132D														27						1								

		BovineHD1700013665		rs110741521		17		47,504,123		2,063		intron_variant		TMEM132D														27						1								

		BovineHD1700013667		rs110862545		17		47,505,858		1,736		intron_variant		TMEM132D														27						1								

		BovineHD1700013669		rs137341769		17		47,509,177		3,320		intron_variant		TMEM132D														27						1								

		BovineHD1700013671		rs133710892		17		47,511,156		1,980		intron_variant		TMEM132D														27						1								

		BovineHD1700013673		rs110580683		17		47,524,586		13,431		intron_variant		TMEM132D														27						1								

		BovineHD1700013676		rs110555681		17		47,539,949		15,364		intron_variant		TMEM132D														27						1								

		BovineHD1700013678		rs134018704		17		47,542,545		2,597		intron_variant		TMEM132D														27						1								

		BTA-88333-no-rs		rs41571174		17		47,564,128		21,584		intron_variant		TMEM132D														27						1								

		BovineHD1700013684		rs136166776		17		47,565,928		1,801		intron_variant		TMEM132D														27						1								

		BovineHD1700013687		rs110786273		17		47,569,608		3,681		intron_variant		TMEM132D														27						1								

		BovineHD1700013689		rs136765587		17		47,571,570		1,963		intron_variant		TMEM132D														27						1								

		BovineHD1700013690		rs134544023		17		47,573,362		1,793		intron_variant		TMEM132D														27						1								

		BovineHD1700013698		rs136936095		17		47,588,599		15,238		intron_variant		TMEM132D														27						1								

		BovineHD1700013703		rs132809954		17		47,597,073		8,475		intron_variant		TMEM132D														27						1								

		BovineHD1700013706		rs109543377		17		47,606,108		9,036		intron_variant		TMEM132D														27						1								

		ARS-BFGL-NGS-109873		rs110930942		17		47,616,129		10,022		intron_variant		TMEM132D														27						1								

		BovineHD1700013717		rs109388538		17		47,663,936		47,808		intron_variant		TMEM132D														27						1								

		BovineHD1700013722		rs136938727		17		47,678,534		14,599		intron_variant		TMEM132D														27						1								

		BovineHD1700013725		rs110777537		17		47,686,821		8,288		intron_variant		TMEM132D														27						1								

		BovineHD1700013726		rs135506480		17		47,689,150		2,330		intron_variant		TMEM132D														27						1								

		BovineHD1700013728		rs109967404		17		47,691,286		2,137		intron_variant		TMEM132D														27						1								

		BovineHD1700013730		rs109965297		17		47,695,127		3,842		intron_variant		TMEM132D														27						1								

		BovineHD1700013732		rs110624993		17		47,698,582		3,456		intron_variant		TMEM132D														27						1								

		BovineHD1700013735		rs110860471		17		47,702,201		3,620		intron_variant		TMEM132D														27						1								

		BovineHD1700013738		rs110296363		17		47,705,496		3,296		intron_variant		TMEM132D														27						1								

		BovineHD1700013745		rs134212911		17		47,711,615		6,120		intron_variant		TMEM132D														27						1								

		BovineHD1700013750		rs109007788		17		47,717,362		5,748		intron_variant		TMEM132D														27						1								

		BovineHD1700013753		rs109485737		17		47,720,914		3,553		intron_variant		TMEM132D														27						1								

		BovineHD1700013756		rs136076020		17		47,723,430		2,517		intron_variant		TMEM132D														27						1								

		BovineHD1700013759		rs110147076		17		47,727,509		4,080		intron_variant		TMEM132D														27						1								

		BovineHD1700013761		rs135036062		17		47,730,434		2,926		intron_variant		TMEM132D														27						1								

		BovineHD1700013763		rs109242396		17		47,732,424		1,991		intron_variant		TMEM132D														27						1								

		BovineHD1700013765		rs132790161		17		47,734,706		2,283		intron_variant		TMEM132D														27						1								

		BovineHD1700013767		rs110106691		17		47,736,451		1,746		intron_variant		TMEM132D														27						1								

		BovineHD1700013769		rs134640317		17		47,737,967		1,517		intron_variant		TMEM132D														27						1								

		BovineHD1700013774		rs109641333		17		47,747,735		9,769		intron_variant		TMEM132D														27						1								

		BovineHD1700013776		rs109456984		17		47,750,917		3,183		intron_variant		TMEM132D														27						1								

		BovineHD1700013778		rs110322335		17		47,753,759		2,843		intron_variant		TMEM132D														27						1								

		ARS-BFGL-BAC-32142		rs109863915		17		47,767,292		13,534		intron_variant		TMEM132D														27						1								

		BovineHD1700013783		rs135328885		17		47,776,657		9,366		intron_variant		TMEM132D														27						1								

		BovineHD1700013785		rs133752106		17		47,784,712		8,056		intron_variant		TMEM132D														27						1								

		BovineHD1700013787		rs133161227		17		47,789,296		4,585		intron_variant		TMEM132D														27						1								

		BovineHD1700013788		rs134833418		17		47,794,303		5,008		intron_variant		TMEM132D														27						1								

		BovineHD1700013797		rs110796985		17		47,822,968		28,666		intron_variant		TMEM132D														27						1								

		BovineHD1700013799		rs109464488		17		47,827,586		4,619		intron_variant		TMEM132D														27						1								

		BovineHD1700013801		rs109270753		17		47,833,435		5,850		intron_variant		TMEM132D														27						1								

		BovineHD1700013806		rs135959682		17		47,841,569		8,135		intron_variant		TMEM132D														27						1								

		BovineHD1700013809		rs109044698		17		47,846,178		4,610		intron_variant		TMEM132D														27						1								

		BovineHD1700013812		rs110957598		17		47,850,299		4,122		intron_variant		TMEM132D														27						1								

		BovineHD1700013816		rs136828866		17		47,857,482		7,184		intron_variant		TMEM132D														27						1								

		BovineHD1700013818		rs110927361		17		47,861,494		4,013		intron_variant		TMEM132D														27						1								

		BovineHD1700013820		rs110139338		17		47,864,333		2,840		intron_variant		TMEM132D														27						1								

		BovineHD1700013822		rs109776865		17		47,865,989		1,657		intron_variant		TMEM132D														27						1								

		BovineHD1700013824		rs109465820		17		47,869,890		3,902		intron_variant		TMEM132D														27						1								

		ARS-BFGL-NGS-87412		rs109273103		17		47,884,497		14,608		intron_variant		TMEM132D														27						1								

		BovineHD1700013828		rs110123651		17		47,886,250		1,754		intron_variant		TMEM132D														27						1								

		BovineHD1700013832		rs135399085		17		47,895,280		9,031		intron_variant		TMEM132D														27						1								

		BovineHD1700013835		rs135772543		17		47,903,546		8,267		intron_variant		TMEM132D														27						1								

		BovineHD1700013838		rs136368175		17		47,909,171		5,626		intron_variant		TMEM132D														27						1								

		BovineHD1700013840		rs110918986		17		47,912,285		3,115		intron_variant		TMEM132D														27						1								

		BovineHD1700013844		rs137334270		17		47,916,728		4,444		intron_variant		TMEM132D														27						1								

		BovineHD1700013852		rs136607880		17		47,937,824		21,097		intron_variant		TMEM132D														27						1								

		BovineHD4100013130		rs41572286		17		47,972,231		34,408		intron_variant		TMEM132D														27						1								

		BovineHD1700013866		rs133382353		17		47,992,449		20,219		intron_variant		TMEM132D														27						1								

		BovineHD1700013871		rs109775670		17		47,998,674		6,226		intron_variant		TMEM132D														27						1								

		BovineHD1700013873		rs135004549		17		48,000,208		1,535		intron_variant		TMEM132D														27						1								

		BovineHD1700013876		rs135849461		17		48,006,512		6,305		intron_variant		TMEM132D														27						1								

		BovineHD1700013880		rs110259263		17		48,011,184		4,673		intron_variant		TMEM132D														27						1								

		BovineHD1700013883		rs110354303		17		48,014,025		2,842		intron_variant		TMEM132D														27						1								

		BovineHD1700013892		rs133881253		17		48,042,363		28,339		intron_variant		TMEM132D														27						1								

		BovineHD1700014633		rs135452052		17		50,099,253		2,056,891		intergenic_variant												28						1												

		BovineHD1700014635		rs110132989		17		50,103,530		4,278		intergenic_variant												28						1												

		BovineHD1700014637		rs108956087		17		50,105,014		1,485		intergenic_variant												28						1												

		BovineHD1700014639		rs110706513		17		50,106,946		1,933		intergenic_variant												28						1												

		ARS-BFGL-NGS-17507		rs110411177		17		50,114,545		7,600		intergenic_variant												28						1												

		BovineHD1700014641		rs109442743		17		50,126,240		11,696		intergenic_variant												28						1												

		BovineHD1700014644		rs133891630		17		50,130,313		4,074		intergenic_variant												28						1												

		BovineHD1700014647		rs110843689		17		50,133,951		3,639		intergenic_variant												28						1												

		BovineHD1700014649		rs137415549		17		50,139,154		5,204		intergenic_variant												28						1												

		BovineHD1700014651		rs134372499		17		50,142,483		3,330		intergenic_variant												28						1												

		BovineHD1700014653		rs110905380		17		50,144,898		2,416		intergenic_variant												28						1												

		BovineHD1700014656		rs110680092		17		50,152,369		7,472		intergenic_variant												28						1												

		BovineHD1700014658		rs134746470		17		50,155,518		3,150		intergenic_variant												28						1												

		BovineHD1700014659		rs137592053		17		50,159,516		3,999		intergenic_variant												28						1												

		BovineHD1700014673		rs135322283		17		50,181,094		21,579		intergenic_variant												28						1												

		BovineHD1700014677		rs137586401		17		50,190,069		8,976		intergenic_variant												28						1												

		BovineHD1700014680		rs111009506		17		50,197,001		6,933		intergenic_variant												28						1												

		BovineHD1700014683		rs110418844		17		50,203,444		6,444		intergenic_variant												28						1												

		ARS-BFGL-NGS-96193		rs109133367		17		50,206,433		2,990		intergenic_variant												28						1												

		BovineHD1700014687		rs109010171		17		50,214,381		7,949		intergenic_variant												28						1												

		BovineHD1700014689		rs137354781		17		50,218,332		3,952		intergenic_variant												28						1												

		BovineHD1700014691		rs133749936		17		50,221,455		3,124		intergenic_variant												28						1												

		BovineHD1700014708		rs135822404		17		50,249,290		27,836		intergenic_variant												28						1												

		BovineHD1700014717		rs137525285		17		50,262,075		12,786		intergenic_variant												28						1												

		BovineHD1700014726		rs132871306		17		50,274,476		12,402		intergenic_variant												28						1												

		BovineHD1700014730		rs133034359		17		50,281,166		6,691		intergenic_variant												28						1												

		BovineHD1700014733		rs135465959		17		50,286,783		5,618		intergenic_variant												28						1												

		BovineHD1700014735		rs134889354		17		50,293,140		6,358		intergenic_variant												28						1												

		BovineHD1700014737		rs136796425		17		50,296,664		3,525		intergenic_variant												28						1												

		BovineHD1700014749		rs135053435		17		50,328,133		31,470		intron_variant		TMEM132B										28						1												

		BovineHD1700014752		rs134443464		17		50,332,703		4,571		intron_variant		TMEM132B										28						1												

		BovineHD1700014759		rs137297332		17		50,344,823		12,121		intron_variant		TMEM132B										28						1												

		BovineHD1700014761		rs136736258		17		50,350,973		6,151		intron_variant		TMEM132B										28						1												

		BovineHD1700014763		rs110830558		17		50,353,893		2,921		intron_variant		TMEM132B										28						1												

		BovineHD1700014765		rs135070808		17		50,355,548		1,656		intron_variant		TMEM132B										28						1												

		BovineHD1700014767		rs133947360		17		50,363,632		8,085		intron_variant		TMEM132B										28						1												

		BovineHD1700014769		rs132848181		17		50,365,720		2,089		intron_variant		TMEM132B										28						1												

		BovineHD1700014771		rs110279344		17		50,371,448		5,729		intron_variant		TMEM132B										28						1												

		BovineHD1700014773		rs109161732		17		50,374,167		2,720		intron_variant		TMEM132B										28						1												

		BovineHD1700014775		rs110438175		17		50,379,139		4,973		intron_variant		TMEM132B										28						1												

		BovineHD1700014777		rs109078163		17		50,385,751		6,613		intron_variant		TMEM132B										28						1												

		BovineHD1700014779		rs108982512		17		50,389,847		4,097		intron_variant		TMEM132B										28						1												

		BovineHD1700014781		rs133660888		17		50,392,819		2,973		intron_variant		TMEM132B										28						1												

		BovineHD1700014783		rs109846043		17		50,396,443		3,625		intron_variant		TMEM132B										28						1												

		BovineHD1700014785		rs109137707		17		50,399,854		3,412		intron_variant		TMEM132B										28						1												

		BovineHD1700014787		rs110222720		17		50,401,414		1,561		intron_variant		TMEM132B										28						1												

		BovineHD1700014789		rs135759157		17		50,403,284		1,871		intron_variant		TMEM132B										28						1												

		BovineHD1700014791		rs137470845		17		50,405,232		1,949		intron_variant		TMEM132B										28						1												

		BovineHD1700014795		rs110179467		17		50,410,791		5,560		intron_variant		TMEM132B										28						1												

		BovineHD1700014797		rs110060249		17		50,420,372		9,582		intron_variant		TMEM132B										28						1												

		BovineHD1700014799		rs109528703		17		50,423,535		3,164		intron_variant		TMEM132B										28						1												

		BovineHD1700014801		rs137645726		17		50,425,399		1,865		intron_variant		TMEM132B										28						1												

		BovineHD1700014803		rs109084799		17		50,426,889		1,491		intron_variant		TMEM132B										28						1												

		BovineHD1700014806		rs109089576		17		50,436,026		9,138		intron_variant		TMEM132B										28						1												

		BovineHD1700014809		rs109540119		17		50,443,488		7,463		intron_variant		TMEM132B										28						1												

		BovineHD1700014814		rs132664834		17		50,458,243		14,756		intron_variant		TMEM132B										28						1												

		BovineHD1700014816		rs109707445		17		50,461,324		3,082		intron_variant		TMEM132B										28						1												

		BovineHD1700014818		rs109059248		17		50,464,230		2,907		intron_variant		TMEM132B										28						1												

		BovineHD1700014822		rs109329381		17		50,468,610		4,381		intron_variant		TMEM132B										28						1												

		BovineHD1700014825		rs133113665		17		50,471,861		3,252		intron_variant		TMEM132B										28						1												

		BovineHD1700014827		rs110170808		17		50,473,709		1,849		intron_variant		TMEM132B										28						1												

		BovineHD1700014829		rs137247289		17		50,475,644		1,936		intron_variant		TMEM132B										28						1												

		BovineHD1700014831		rs109436886		17		50,478,446		2,803		intron_variant		TMEM132B										28						1												

		ARS-BFGL-NGS-99210		rs110578763		17		50,485,602		7,157		intron_variant		TMEM132B										28						1												

		BovineHD1700014838		rs110771077		17		50,489,589		3,988		intron_variant		TMEM132B										28						1												

		BovineHD1700014843		rs132854106		17		50,494,468		4,880		intron_variant		TMEM132B										28						1												

		BovineHD1700014848		rs134741721		17		50,500,087		5,620		intron_variant		TMEM132B										28						1												

		BovineHD1700014850		rs133206084		17		50,502,717		2,631		intron_variant		TMEM132B										28						1												

		BovineHD1700014857		rs135247751		17		50,513,337		10,621		intron_variant		TMEM132B										28						1												

		ARS-BFGL-NGS-13988		rs110814995		17		50,522,879		9,543		intron_variant		TMEM132B										28						1												

		BovineHD1700014862		rs132960863		17		50,530,342		7,464		intron_variant		TMEM132B										28						1												

		BovineHD1700014865		rs110168237		17		50,536,174		5,833		intron_variant		TMEM132B										28						1												

		BovineHD1700014867		rs110376261		17		50,539,700		3,527		intron_variant		TMEM132B										28						1												

		BovineHD1700022331		rs133476176		17		50,549,733		10,034		intron_variant		TMEM132B										28						1												

		BovineHD1700014873		rs135289000		17		50,556,809		7,077		intron_variant		TMEM132B										28						1												

		BovineHD1700014875		rs110833982		17		50,563,978		7,170		intron_variant		TMEM132B										28						1												

		BovineHD1700014878		rs109923782		17		50,587,322		23,345		intron_variant		TMEM132B										28						1												

		BovineHD1700014883		rs136620374		17		50,600,943		13,622		intron_variant		TMEM132B										28						1												

		BovineHD1700014885		rs137371645		17		50,604,225		3,283		intron_variant		TMEM132B										28						1												

		BovineHD1700014887		rs110403394		17		50,611,171		6,947		intron_variant		TMEM132B										28						1												

		BovineHD1700014889		rs110870133		17		50,615,834		4,664		intron_variant		TMEM132B										28						1												

		BovineHD1700014891		rs110593836		17		50,620,884		5,051		intron_variant		TMEM132B										28						1												

		BovineHD1700014894		rs109750270		17		50,633,327		12,444		intron_variant		TMEM132B										28						1												

		BovineHD1700014896		rs109880760		17		50,639,136		5,810		intron_variant		TMEM132B										28						1												

		BovineHD1700014901		rs109441974		17		50,651,396		12,261		intron_variant		TMEM132B										28						1												

		BovineHD1700014903		rs109602038		17		50,659,531		8,136		intron_variant		TMEM132B										28						1												

		BovineHD1700014905		rs136571742		17		50,661,735		2,205		intron_variant		TMEM132B										28						1												

		BovineHD1700014907		rs135900266		17		50,664,030		2,296		intron_variant		TMEM132B										28						1												

		BovineHD1700014910		rs134503796		17		50,670,207		6,178		intron_variant		TMEM132B										28						1												

		BovineHD1700014912		rs110698200		17		50,674,626		4,420		intron_variant		TMEM132B										28						1												

		Hapmap52863-rs29024498		rs29024498		17		50,707,074		32,449		intergenic_variant												28						1												

		BovineHD1700014919		rs110381819		17		50,716,855		9,782		intergenic_variant												28						1												

		BovineHD1700014921		rs109507026		17		50,720,459		3,605		intron_variant		AACS										28						1												

		BovineHD1700014924		rs109498877		17		50,722,838		2,380		intron_variant		AACS										28						1												

		BovineHD1700014926		rs109063928		17		50,724,716		1,879		intron_variant		AACS										28						1												

		BovineHD1700014928		rs109115990		17		50,726,549		1,834		intron_variant		AACS										28						1												

		BovineHD1700014930		rs110792212		17		50,728,698		2,150		intron_variant		AACS										28						1												

		BovineHD1700014932		rs110855206		17		50,731,825		3,128		intron_variant		AACS										28						1												

		BovineHD1700014934		rs134129679		17		50,737,936		6,112		intron_variant		AACS										28						1												

		BovineHD1700014938		rs110126328		17		50,746,254		8,319		intron_variant		AACS										28						1												

		BovineHD1700014941		rs108993375		17		50,754,476		8,223		intron_variant		AACS										28						1												

		BovineHD1700014944		rs110594229		17		50,762,187		7,712		intron_variant		AACS										28						1												

		BovineHD1700014947		rs133942135		17		50,769,132		6,946		intron_variant		AACS										28						1												

		BovineHD1700014950		rs110375397		17		50,774,229		5,098		intergenic_variant												28						1												

		BovineHD1700014952		rs110890660		17		50,780,361		6,133		intergenic_variant												28						1												

		BovineHD1700014955		rs109005671		17		50,790,408		10,048		intergenic_variant												28						1												

		BovineHD1700014958		rs109390088		17		50,797,339		6,932		intergenic_variant												28						1												

		BovineHD1700014960		rs133371797		17		50,802,847		5,509		intergenic_variant												28						1												

		BovineHD1700014962		rs136095551		17		50,814,457		11,611		intron_variant		BRI3BP										28						1												

		BovineHD1700014964		rs109504321		17		50,817,880		3,424		intron_variant		BRI3BP										28						1												

		BovineHD1700014966		rs109370346		17		50,819,836		1,957		intron_variant		BRI3BP										28						1												

		BovineHD1700014973		rs109834676		17		50,833,744		13,909		intron_variant		BRI3BP										28						1												

		BovineHD1700014976		rs134921532		17		50,840,594		6,851		intron_variant		DHX37										28						1												

		BovineHD1700014978		rs109525800		17		50,845,408		4,815		intron_variant		DHX37										28						1												

		BovineHD1700014981		rs134909706		17		50,850,186		4,779		missense_variant		DHX37		Gtc/Atc		Val/Ile		Hydrophobic		Hydrophobic		28						1												

		BovineHD1700014986		rs109941441		17		50,858,698		8,513		missense_variant		DHX37		Cgc/Tgc		Arg/Cys		Positive		Hydrophobic		28						1												

		BovineHD1700011346		rs43749997		17		68,088,263		17,229,566		intergenic_variant														27						1										

		BovineHD1700011256		rs133357519		17		68,105,110		16,848		intergenic_variant														27						1										

		BovineHD1700011258		rs137688153		17		68,109,304		4,195		intergenic_variant														27						1										

		BovineHD1700011261		rs43753943		17		68,118,253		8,950		intergenic_variant														27						1										

		BovineHD1700011263		rs43753941		17		68,124,410		6,158		intergenic_variant														27						1										

		BovineHD1700011265		rs133717292		17		68,129,097		4,688		intergenic_variant														27						1										

		BovineHD1700011231		rs134006902		17		68,145,307		16,211		intron_variant		TNIP3												27						1										

		BovineHD1700011235		rs43769070		17		68,154,035		8,729		intron_variant		TNIP3												27						1										

		BovineHD1700011237		rs43770374		17		68,160,629		6,595		intron_variant		TNIP3												27						1										

		BovineHD1700011242		rs109708381		17		68,178,965		18,337		intron_variant		TNIP3												27						1										

		BovineHD1700011248		rs108984805		17		68,180,831		1,867		intron_variant		TNIP3												27						1										

		BovineHD1700011252		rs41657835		17		68,198,848		18,018		intergenic_variant														27						1										

		BovineHD1500023928		rs137837860		18		9,308,342				intron_variant		CDH13														28						1								

		BovineHD1500023929		rs42216822		18		9,312,800		4,459		intron_variant		CDH13														28						1								

		BovineHD4100012243		rs109777230		18		9,348,714		35,915		intron_variant		CDH13														28						1								

		BovineHD1500023954		rs109545276		18		9,355,337		6,624		intron_variant		CDH13														28						1								

		BovineHD1900006564		rs136656294		19		22,249,834				intron_variant		VPS53												28						1										

		ARS-BFGL-NGS-10318		rs109045211		19		22,270,800		20,967		missense_variant		RFLNB		aCg/aTg		Thr/Met		Polar uncharged		Hydrophobic				28						1										

		BovineHD1900006571		rs137066686		19		22,278,659		7,860		intergenic_variant														28						1										

		BovineHD1900006573		rs136769146		19		22,282,216		3,558		intergenic_variant														28						1										

		BovineHD4100014050		rs29018788		19		22,296,981		14,766		intergenic_variant														28						1										

		BovineHD1900006581		rs135993248		19		22,334,961		37,981		intron_variant		RPH3AL												28						1										

		BovineHD1900006584		rs110891786		19		22,340,988		6,028		intron_variant		RPH3AL												28						1										

		BovineHD1900006591		rs108940549		19		22,349,654		8,667		intron_variant		RPH3AL												28						1										

		BovineHD1900006599		rs137817526		19		22,361,011		11,358		intron_variant		RPH3AL												28						1										

		BovineHD1900006602		rs109251434		19		22,369,955		8,945		intron_variant		RPH3AL												28						1										

		BovineHD1900006605		rs132680954		19		22,380,007		10,053		intron_variant		RPH3AL												28						1										

		BovineHD1900006607		rs110981625		19		22,381,815		1,809		intron_variant		RPH3AL												28						1										

		BovineHD1900006610		rs109528568		19		22,387,919		6,105		intron_variant		RPH3AL												28						1										

		Hapmap59273-rs29027283		rs29027283		19		22,392,438		4,520		intron_variant		RPH3AL												28						1										

		BovineHD1900006613		rs135629188		19		22,398,537		6,100		intron_variant		RPH3AL												28						1										

		BovineHD1900006615		rs110292170		19		22,400,020		1,484		intergenic_variant														28						1										

		BovineHD1900006622		rs42898292		19		22,435,693		35,674		intergenic_variant														28						1										

		BovineHD1900006628		rs110200512		19		22,458,500		22,808		intergenic_variant														28						1										

		BovineHD1900006631		rs135701541		19		22,468,534		10,035		intergenic_variant														28						1										

		BovineHD1900006632		rs136706338		19		22,476,147		7,614		intron_variant		DOC2B												28						1										

		BovineHD1900006639		rs41913491		19		22,513,217		37,071		intergenic_variant														28						1										

		BovineHD1900006641		rs110551718		19		22,521,304		8,088		intron_variant		YWHAE												28						1										

		BTB-00742910		rs41913494		19		22,525,998		4,695		intron_variant		YWHAE												28						1										

		BovineHD1900006650		rs110211346		19		22,580,315		54,318		intron_variant		CRK												28						1										

		BovineHD1900006665		rs41903236		19		22,668,548		88,234		intron_variant		PITPNA												28						1										

		BovineHD1900006667		rs109992655		19		22,671,625		3,078		intron_variant		PITPNA												28						1										

		BovineHD1900006673		rs133176534		19		22,689,133		17,509		intergenic_variant														28						1										

		BovineHD1900006676		rs41903288		19		22,695,145		6,013		intron_variant		SLC43A2												28						1										

		BovineHD1900006680		rs110227359		19		22,707,579		12,435		intron_variant		SLC43A2												28						1										

		BovineHD1900006682		rs110158273		19		22,711,418		3,840		intron_variant		SLC43A2												28						1										

		BovineHD1900006685		rs110928692		19		22,715,216		3,799		intron_variant		SLC43A2												28						1										

		BovineHD1900006689		rs109908342		19		22,719,655		4,440		intron_variant		SLC43A2												28						1										

		BovineHD1900006691		rs109305697		19		22,721,621		1,967		intron_variant		SLC43A2												28						1										

		BovineHD1900006704		rs110481161		19		22,763,053		41,433		intron_variant		PRPF8												28						1										

		BovineHD1900006707		rs110292546		19		22,768,447		5,395		intron_variant		PRPF8												28						1										

		BovineHD1900006709		rs109332309		19		22,770,718		2,272		intron_variant		PRPF8												28						1										

		BovineHD1900006713		rs109598982		19		22,775,000		4,283		intron_variant		PRPF8												28						1										

		BovineHD1900006716		rs135272165		19		22,778,202		3,203		intron_variant		PRPF8												28						1										

		BovineHD1900006717		rs111007035		19		22,780,135		1,934		intron_variant		PRPF8												28						1										

		BovineHD1900006728		rs110111864		19		22,797,859		17,725		intergenic_variant														28						1										

		BovineHD1900006740		rs132653867		19		22,824,988		27,130		missense_variant		WDR81		Agc/Ggc		Ser/Gly		Polar uncharged		Hydrophobic				28						1										

		BovineHD1900006742		rs136341823		19		22,829,259		4,272		intron_variant		WDR81												28						1										

		BovineHD1900006745		rs109142671		19		22,832,135		2,877		intergenic_variant														28						1										

		BovineHD1900006747		rs134719686		19		22,841,754		9,620		intergenic_variant														28						1										

		BovineHD1900006750		rs110406059		19		22,849,008		7,255		intron_variant		SERPINF1												28						1										

		BovineHD1900006755		rs109191960		19		22,870,149		21,142		intron_variant		SMYD4												28						1										

		BovineHD1900006757		rs110828446		19		22,874,553		4,405		intron_variant		SMYD4												28						1										

		BovineHD1900006761		rs132983096		19		22,878,187		3,635		missense_variant		SMYD4		aTa/aCa		Ile/Thr		Hydrophobic		Polar uncharged				28						1										

		BovineHD1900006767		rs135824418		19		22,882,902		4,716		intron_variant		SMYD4												28						1										

		BovineHD1900006769		rs134497935		19		22,884,757		1,856		intron_variant		SMYD4												28						1										

		BovineHD1900006771		rs109683090		19		22,887,552		2,796		intron_variant		SMYD4												28						1										

		BovineHD1900006774		rs133688154		19		22,891,233		3,682		intron_variant		SMYD4												28						1										

		BovineHD4100014056		rs41584907		19		22,899,273		8,041		intron_variant		SMYD4												28						1										

		ARS-BFGL-NGS-118070		rs110009994		19		22,901,056		1,784		intron_variant		RPA1												28						1										

		BovineHD1900006781		rs135280166		19		22,905,028		3,973		intron_variant		RPA1												28						1										

		BovineHD1900006783		rs134076243		19		22,906,727		1,700		intron_variant		RPA1												28						1										

		BovineHD1900006786		rs110539430		19		22,908,868		2,142		intron_variant		RPA1												28						1										

		BovineHD1900006789		rs133050045		19		22,917,654		8,787		intron_variant		RPA1												28						1										

		BovineHD1900006791		rs135812701		19		22,919,648		1,995		intron_variant		RPA1												28						1										

		BovineHD1900006793		rs134530095		19		22,920,808		1,161		intron_variant		RPA1												28						1										

		BovineHD1900006795		rs133955781		19		22,924,557		3,750		intron_variant		RPA1												28						1										

		BovineHD1900006797		rs136546639		19		22,926,035		1,479		intron_variant		RPA1												28						1										

		BovineHD1900006799		rs137431742		19		22,928,089		2,055		intron_variant		RPA1												28						1										

		BovineHD1900006801		rs136975529		19		22,929,464		1,376		intron_variant		RPA1												28						1										

		BovineHD1900006803		rs132653199		19		22,931,764		2,301		intron_variant		RPA1												28						1										

		BovineHD1900006804		rs109156476		19		22,933,091		1,328		intron_variant		RPA1												28						1										

		BovineHD1900006806		rs133024214		19		22,934,235		1,145		synonymous_variant		RPA1												28						1										

		BovineHD4100014058		rs29010769		19		22,935,514		1,280		intron_variant		RPA1												28						1										

		BovineHD1900006810		rs109085261		19		22,938,297		2,784		intron_variant		RPA1												28						1										

		BovineHD1900006815		rs136495235		19		22,949,529		11,233		intergenic_variant														28						1										

		BovineHD1900006817		rs134853148		19		22,966,351		16,823		intergenic_variant														28						1										

		BovineHD1900006820		rs109807462		19		22,972,923		6,573		intergenic_variant														28						1										

		BovineHD1900006841		rs41904150		19		23,062,944		90,022		intron_variant		DPH1												28						1										

		BovineHD1900006860		rs41904205		19		23,116,264		53,321		intron_variant		SMG6												28						1										

		BovineHD1900006882		rs41905256		19		23,207,484		91,221		intron_variant		SMG6												28						1										

		BovineHD1900006889		rs109494342		19		23,235,432		27,949		intron_variant		SMG6												28						1										

		BovineHD1900006897		rs109698482		19		23,251,871		16,440		intron_variant		SMG6												28						1										

		BovineHD1900006931		rs134650234		19		23,367,066		115,196		intron_variant		MNT												28						1										

		BovineHD1900006933		rs41905318		19		23,370,829		3,764		intergenic_variant														28						1										

		BovineHD1900006936		rs110961170		19		23,404,933		34,105		intron_variant		METTL16												28						1										

		Hapmap51234-BTA-44811		rs41641986		19		23,459,811		54,879		intergenic_variant														28						1										

		BovineHD1900006949		rs110904010		19		23,487,315		27,505		intergenic_variant														28						1										

		BovineHD1900006950		rs41906347		19		23,494,579		7,265		intergenic_variant														28						1										

		BovineHD1900006955		rs110197955		19		23,517,073		22,495		intron_variant		PAFAH1B1												28						1										

		BovineHD1900006958		rs41906354		19		23,530,855		13,783		intron_variant		PAFAH1B1												28						1										

		Hapmap51451-BTA-44812		rs41641987		19		23,537,949		7,095		intron_variant		PAFAH1B1												28						1										

		BovineHD1900006963		rs41906376		19		23,575,055		37,107		intron_variant		PAFAH1B1												28						1										

		UA-IFASA-8819		rs41584909		19		23,589,581		14,527		synonymous_variant		CLUH												28						1										

		BovineHD1900006970		rs41906393		19		23,606,220		16,640		intron_variant		CLUH												28						1										

		BovineHD1900006973		rs109145383		19		23,616,703		10,484		intron_variant		CCDC92B												28						1										

		BovineHD1900006980		rs41907473		19		23,637,244		20,542		intergenic_variant														28						1										

		BovineHD1900006983		rs41907461		19		23,652,038		14,795		intron_variant		RAP1GAP2												28						1										

		BovineHD1900006984		rs136096652		19		23,655,236		3,199		intron_variant		RAP1GAP2												28						1										

		BovineHD4100014063		rs29012538		19		23,657,234		1,999		intron_variant		RAP1GAP2												28						1										

		BovineHD1900006987		rs41907435		19		23,659,274		2,041		intron_variant		RAP1GAP2												28						1										

		BovineHD1900006989		rs41906422		19		23,661,297		2,024		intron_variant		RAP1GAP2												28						1										

		BovineHD1900006991		rs41906404		19		23,664,183		2,887		intron_variant		RAP1GAP2												28						1										

		BovineHD1900006994		rs41907527		19		23,668,771		4,589		intron_variant		RAP1GAP2												28						1										

		BovineHD1900006996		rs41907523		19		23,670,599		1,829		intron_variant		RAP1GAP2												28						1										

		BovineHD1900006998		rs41907510		19		23,672,053		1,455		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007000		rs41907487		19		23,674,286		2,234		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007002		rs41907479		19		23,677,875		3,590		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007004		rs41909431		19		23,688,412		10,538		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007006		rs41908824		19		23,692,202		3,791		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007009		rs41908810		19		23,699,635		7,434		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007012		rs41908784		19		23,708,504		8,870		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007017		rs41908755		19		23,717,851		9,348		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007019		rs41909438		19		23,722,873		5,023		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007024		rs133816542		19		23,741,798		18,926		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007027		rs109422360		19		23,753,752		11,955		intron_variant		RAP1GAP2												28						1										

		ARS-BFGL-NGS-68648		rs110374014		19		23,765,194		11,443		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007040		rs109368831		19		23,803,735		38,542		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007041		rs109821633		19		23,805,593		1,859		intron_variant		RAP1GAP2												28						1										

		ARS-BFGL-NGS-4418		rs110163394		19		23,810,308		4,716		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007061		rs109431194		19		23,844,069		33,762		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007063		rs110500350		19		23,847,987		3,919		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007065		rs133523258		19		23,849,524		1,538		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007067		rs110278168		19		23,851,682		2,159		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007069		rs110451232		19		23,854,166		2,485		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007071		rs109997140		19		23,856,107		1,942		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007073		rs110182229		19		23,859,519		3,413		intron_variant		RAP1GAP2												28						1										

		BovineHD1900007077		rs132631642		19		23,864,200		4,682		intergenic_variant														28						1										

		BovineHD1900007080		rs109358910		19		23,872,886		8,687		intergenic_variant														28						1										

		BovineHD1900007087		rs133297578		19		23,886,913		14,028		intergenic_variant														28						1										

		BovineHD1900007089		rs109955037		19		23,896,797		9,885		intergenic_variant														28						1										

		BovineHD1900007091		rs110160178		19		23,902,719		5,923		intergenic_variant														28						1										

		BovineHD1900007093		rs110584930		19		23,904,908		2,190		intergenic_variant														28						1										

		BovineHD1900007098		rs135114580		19		23,910,258		5,351		intergenic_variant														28						1										

		BovineHD1900007100		rs110726467		19		23,913,048		2,791		intergenic_variant														28						1										

		BovineHD1900007102		rs110072415		19		23,914,809		1,762		intron_variant		OR1G1												28						1										

		BovineHD4100014066		rs41584911		19		23,916,714		1,906		intergenic_variant														28						1										

		BovineHD1900007105		rs109428516		19		23,919,149		2,436		intergenic_variant														28						1										

		BovineHD1900007108		rs109486238		19		23,923,516		4,368		intergenic_variant														28						1										

		BovineHD1900007110		rs111005653		19		23,927,209		3,694		intergenic_variant														28						1										

		BovineHD1900007113		rs110696501		19		23,932,063		4,855		intergenic_variant														28						1										

		BovineHD1900007117		rs109845180		19		23,938,808		6,746		intergenic_variant														28						1										

		BovineHD2000009188		rs109811883		20		31,890,580				intron_variant		GHR														29						1								

		UA-IFASA-7069		rs41639261		20		31,912,365		21,786		intron_variant		GHR														29						1								

		BovineHD2000009205		rs110732212		20		31,966,219		53,855		intron_variant		GHR														29						1								

		BovineHD2000009208		rs137611541		20		31,976,691		10,473		intron_variant		GHR														29						1								

		BovineHD2000009215		rs109180721		20		31,980,359		3,669		intron_variant		GHR														29						1								

		BovineHD2000009213		rs109146676		20		31,981,452		1,094		intron_variant		GHR														29						1								

		BovineHD2000009210		rs108998059		20		31,986,574		5,123		intron_variant		GHR														29						1								

		BovineHD2000009218		rs133867496		20		31,990,124		3,551		intron_variant		GHR														29						1								

		BovineHD2000009226		rs132896414		20		32,025,240		35,117		intron_variant		GHR														29						1								

		BovineHD2000009232		rs134172690		20		32,031,955		6,716		intron_variant		GHR														29						1								

		ARS-BFGL-NGS-97963		rs109331238		20		32,053,510		21,556		intron_variant		GHR														29						1								

		BovineHD2000009254		rs110362252		20		32,092,895		39,386		intergenic_variant																29						1								

		BovineHD2000009271		rs135613010		20		32,159,836		66,942		intergenic_variant																29						1								

		BovineHD2000009279		rs110120969		20		32,200,377		40,542		intergenic_variant																29						1								

		BovineHD2000009282		rs109523228		20		32,208,795		8,419		intergenic_variant																29						1								

		BovineHD2000009290		rs136017165		20		32,265,708		56,914		intergenic_variant																29						1								

		BovineHD2000009293		rs134741591		20		32,273,406		7,699		intergenic_variant																29						1								

		BovineHD2000009302		rs135714458		20		32,335,715		62,310		intergenic_variant																29						1								

		BTA-50232-no-rs		rs109264348		20		32,338,522		2,808		intergenic_variant																29						1								

		BovineHD2000009314		rs109464643		20		32,414,337		75,816		intergenic_variant																29						1								

		BovineHD2000009316		rs135213818		20		32,429,732		15,396		intergenic_variant																29						1								

		BovineHD2000009320		rs109867995		20		32,448,250		18,519		intergenic_variant																29						1								

		BovineHD2000009327		rs109614768		20		32,488,122		39,873		intergenic_variant																29						1								

		BovineHD2000009332		rs133060388		20		32,517,526		29,405		intergenic_variant																29						1								

		BovineHD2000009335		rs109906024		20		32,573,339		55,814		intergenic_variant																29						1								

		BovineHD2000009338		rs133970219		20		32,614,975		41,637		intron_variant		C20H5orf51														29						1								

		BovineHD2000009340		rs110185217		20		32,616,657		1,683		intron_variant		C20H5orf51														29						1								

		BovineHD2000009342		rs137399677		20		32,620,213		3,557		intron_variant		C20H5orf51														29						1								

		BovineHD2000009369		rs109857634		20		32,756,893		136,681		intron_variant		OXCT1														29						1								

		BovineHD2000009376		rs136294840		20		32,782,367		25,475		intron_variant		OXCT1														29						1								

		BovineHD2000009380		rs110785393		20		32,808,057		25,691		intron_variant		OXCT1														29						1								

		BovineHD2000009382		rs108991006		20		32,810,648		2,592		intron_variant		OXCT1														29						1								

		BovineHD2000009384		rs110651338		20		32,817,945		7,298		intron_variant		OXCT1														29						1								

		BovineHD2000009386		rs133826473		20		32,825,121		7,177		intron_variant		OXCT1														29						1								

		BovineHD2000009389		rs109469532		20		32,836,424		11,304		intergenic_variant																29						1								

		BovineHD2000009392		rs134933283		20		32,840,142		3,719		intergenic_variant																29						1								

		BovineHD2000009394		rs110114421		20		32,842,545		2,404		intergenic_variant																29						1								

		BovineHD2000009395		rs135240463		20		32,845,037		2,493		intergenic_variant																29						1								

		BovineHD2000009397		rs110283379		20		32,849,415		4,379		intergenic_variant																29						1								

		BovineHD2000009399		rs137764869		20		32,852,280		2,866		intergenic_variant																29						1								

		BovineHD4100014649		rs41611761		20		32,857,815		5,536		intergenic_variant																29						1								

		BovineHD2000009404		rs109430952		20		32,859,296		1,482		intergenic_variant																29						1								

		BovineHD2000009410		rs109529236		20		32,866,191		6,896		intergenic_variant																29						1								

		BovineHD2000009412		rs109212344		20		32,870,158		3,968		intergenic_variant																29						1								

		BovineHD2000009416		rs110864508		20		32,876,274		6,117		intergenic_variant																29						1								

		BovineHD2000009418		rs109609580		20		32,886,138		9,865		intergenic_variant																29						1								

		BovineHD2000009422		rs110348802		20		32,891,204		5,067		intergenic_variant																29						1								

		BovineHD2000009424		rs110939647		20		32,894,074		2,871		intergenic_variant																29						1								

		BovineHD2000009429		rs110645454		20		32,917,495		23,422		intergenic_variant																29						1								

		ARS-BFGL-NGS-18037		rs109621511		20		32,956,533		39,039		intergenic_variant																29						1								

		BTB-01175381		rs42329877		20		32,994,167		37,635		intergenic_variant																29						1								

		BovineHD2000009468		rs110346089		20		33,053,266		59,100		intron_variant		PLCXD3														29						1								

		BovineHD2000009470		rs109610233		20		33,055,176		1,911		intron_variant		PLCXD3														29						1								

		BovineHD2000009472		rs137817215		20		33,067,478		12,303		intron_variant		PLCXD3														29						1								

		BovineHD2000009504		rs110536957		20		33,158,106		90,629		intron_variant		PLCXD3														29						1								

		BovineHD2000009512		rs109411384		20		33,179,002		20,897		intron_variant		PLCXD3														29						1								

		ARS-BFGL-BAC-27946		rs110963760		20		33,212,005		33,004		intron_variant		PLCXD3														29						1								

		BovineHD2000009526		rs136549759		20		33,237,155		25,151		intergenic_variant																29						1								

		BovineHD2000009533		rs137300246		20		33,275,529		38,375		intergenic_variant														29		29												1		

		BovineHD2000009536		rs42376189		20		33,289,433		13,905		intergenic_variant														29		29												1		

		BovineHD2000009540		rs136564227		20		33,296,246		6,814		intergenic_variant														29		29												1		

		BovineHD2000009543		rs109181879		20		33,297,983		1,738		intergenic_variant														29		29												1		

		BovineHD2000009548		rs43001907		20		33,308,465		10,483		intron_variant		C6												29		29												1		

		BovineHD4100014654		rs41579549		20		33,315,350		6,886		intron_variant		C6												29		29												1		

		BovineHD2000009554		rs43001863		20		33,322,979		7,630		intron_variant		C6												29		29												1		

		BovineHD2000009557		rs109998022		20		33,326,348		3,370		intron_variant		C6												29		29												1		

		BovineHD2000009560		rs41938433		20		33,336,379		10,032		intron_variant		C6												29		29												1		

		BovineHD2000009562		rs41938445		20		33,339,110		2,732		intron_variant		C6												29		29												1		

		BovineHD2000009564		rs110110069		20		33,340,444		1,335		intron_variant		C6												29		29												1		

		BovineHD2000009571		rs41938457		20		33,356,242		15,799		intron_variant		C6												29		29												1		

		BovineHD2000009573		rs109109127		20		33,357,867		1,626		intron_variant		C6												29		29												1		

		BovineHD2000009578		rs110768161		20		33,365,707		7,841		intron_variant		C6												29		29												1		

		BovineHD2000009580		rs41937591		20		33,368,313		2,607		intron_variant		C6												29		29												1		

		BovineHD2000009583		rs41937621		20		33,373,894		5,582		intron_variant		C6												29		29												1		

		BovineHD2000009587		rs110600376		20		33,381,855		7,962		intron_variant		C6												29		29												1		

		BovineHD2000009590		rs41938115		20		33,392,509		10,655		synonymous_variant		C6												29		29												1		

		Hapmap40070-BTA-50239		rs41639270		20		33,397,022		4,514		intergenic_variant														29		29												1		

		BovineHD2000009593		rs41937543		20		33,399,108		2,087		intergenic_variant														29		29												1		

		BovineHD2000009595		rs41937551		20		33,402,804		3,697		intergenic_variant														29		29												1		

		BovineHD2000009597		rs135926688		20		33,407,125		4,322		intergenic_variant														29		29												1		

		BovineHD2000009605		rs41948992		20		33,430,851		23,727		intergenic_variant														29		29												1		

		BovineHD2000009608		rs110670299		20		33,433,039		2,189		intergenic_variant														29		29												1		

		BovineHD2000009611		rs134131980		20		33,446,244		13,206		intron_variant		MROH2B												29		29												1		

		BovineHD2000009614		rs109777155		20		33,456,079		9,836		intron_variant		MROH2B												29		29												1		

		ARS-BFGL-NGS-76756		rs109151731		20		33,477,656		21,578		synonymous_variant		MROH2B												29		29												1		

		BovineHD2000009630		rs41949020		20		33,484,424		6,769		intron_variant		MROH2B												29		29												1		

		BovineHD2000009635		rs41948981		20		33,497,507		13,084		intron_variant		MROH2B												29		29												1		

		BovineHD2000009640		rs110043250		20		33,503,454		5,948		intron_variant		MROH2B												29		29												1		

		BovineHD2000009642		rs41948953		20		33,505,926		2,473		synonymous_variant		MROH2B												29		29												1		

		BovineHD2000009646		rs41948935		20		33,509,216		3,291		intron_variant		MROH2B												29		29												1		

		BovineHD2000009647		rs41947830		20		33,511,542		2,327		intron_variant		MROH2B												29		29												1		

		BovineHD2000009649		rs109677202		20		33,514,342		2,801		missense_variant		MROH2B		cGa/cAa		Arg/Gln		Positive		Polar uncharged				29		29												1		

		BovineHD2000009655		rs109443767		20		33,524,218		9,877		intergenic_variant														29		29												1		

		BovineHD2000009660		rs41947784		20		33,529,256		5,039		intergenic_variant														29		29												1		

		BovineHD2000009664		rs110581527		20		33,534,593		5,338		intergenic_variant														29		29												1		

		BovineHD2000009685		rs109091625		20		33,578,911		44,319		intron_variant		C7												29		29												1		

		ARS-BFGL-NGS-44343		rs110050142		20		33,627,475		48,565		synonymous_variant		CARD6												29		29												1		

		BovineHD2000009712		rs135935818		20		33,680,997		53,523		intron_variant		PRKAA1												29		29												1		

		BTA-50235-no-rs		rs41580306		20		33,717,400		36,404		intron_variant		TTC33												29		29												1		

		BovineHD2000009722		rs41946294		20		33,725,464		8,065		intron_variant		TTC33												29		29												1		

		BovineHD2000009724		rs41946271		20		33,728,194		2,731		intron_variant		TTC33												29		29												1		

		BovineHD2000009727		rs41946252		20		33,731,362		3,169		intron_variant		TTC33												29		29												1		

		ARS-BFGL-NGS-19878		rs109660996		20		33,758,109		26,748		intron_variant		PTGER4												29		29												1		

		BovineHD2000009752		rs135004319		20		33,868,662		110,554		intergenic_variant														29		29												1		

		BovineHD2000009756		rs42860434		20		33,878,814		10,153		intergenic_variant														29		29												1		

		BovineHD2000009766		rs136021774		20		33,938,397		59,584		intergenic_variant														29		29												1		

		BovineHD2000009768		rs134996619		20		33,957,231		18,835		intergenic_variant														29		29												1		

		BovineHD2000009770		rs134241745		20		33,965,414		8,184		intergenic_variant														29		29												1		

		BovineHD2000009778		rs41938476		20		34,006,508		41,095		intergenic_variant														29		29												1		

		BovineHD2000009781		rs41938485		20		34,025,353		18,846		intergenic_variant														29		29												1		

		BovineHD2000009785		rs41939335		20		34,053,525		28,173		intergenic_variant														29		29												1		

		BovineHD2000009794		rs41939376		20		34,092,999		39,475		intergenic_variant														29		29												1		

		BovineHD2000009795		rs109462355		20		34,104,841		11,843		intergenic_variant														29		29												1		

		BovineHD2000009802		rs41939397		20		34,137,210		32,370		intergenic_variant														29		29												1		

		BovineHD2000009805		rs41939410		20		34,146,560		9,351		intergenic_variant														29		29												1		

		BovineHD2000009809		rs41939418		20		34,153,852		7,293		intergenic_variant														29		29												1		

		BovineHD2000009811		rs41939631		20		34,158,183		4,332		intergenic_variant														29		29												1		

		BovineHD2000009823		rs110305572		20		34,208,159		49,977		intergenic_variant														29		29												1		

		BovineHD2000009827		rs41939690		20		34,224,609		16,451		intergenic_variant														29		29												1		

		BovineHD2000009831		rs41939673		20		34,238,971		14,363		intergenic_variant														29		29												1		

		BovineHD2000009832		rs41939656		20		34,256,033		17,063		intergenic_variant														29		29												1		

		BovineHD2000009836		rs41939708		20		34,272,037		16,005		intergenic_variant														29		29												1		

		BovineHD2000009842		rs42543150		20		34,324,615		52,579		intergenic_variant														29		29												1		

		BovineHD2000009845		rs137400648		20		34,329,142		4,528		intergenic_variant														29		29												1		

		BovineHD2000009847		rs42542218		20		34,331,486		2,345		intergenic_variant														29		29												1		

		BovineHD2000009849		rs42542208		20		34,333,123		1,638		intergenic_variant														29		29												1		

		BovineHD2000009853		rs136669158		20		34,338,690		5,568		intergenic_variant														29		29												1		

		BovineHD2000009855		rs109685960		20		34,340,391		1,702		intergenic_variant														29		29												1		

		BovineHD2000009865		rs41939724		20		34,369,240		28,850		intergenic_variant														29		29												1		

		BovineHD2000009881		rs41945929		20		34,438,220		68,981		intergenic_variant														29		29												1		

		BovineHD2000009885		rs109152980		20		34,449,216		10,997		intergenic_variant														29		29												1		

		BTA-50400-no-rs		rs41640156		20		34,460,986		11,771		intergenic_variant														29		29												1		

		BovineHD2000009912		rs137294331		20		34,515,738		54,753		intergenic_variant														29		29												1		

		BovineHD2000009916		rs136458394		20		34,533,911		18,174		intergenic_variant														29		29												1		

		BovineHD2000009925		rs132769375		20		34,565,477		31,567		intergenic_variant														29		29												1		

		BovineHD2000009938		rs41942100		20		34,592,776		27,300		intergenic_variant														29		29												1		

		BovineHD2000009945		rs110919026		20		34,616,260		23,485		intergenic_variant														29		29												1		

		BovineHD2000009948		rs41943247		20		34,627,399		11,140		intergenic_variant														29		29												1		

		BovineHD2000009951		rs134271825		20		34,635,478		8,080		intergenic_variant														29		29												1		

		BovineHD2000009954		rs109131709		20		34,639,776		4,299		intergenic_variant														29		29												1		

		BovineHD2000009961		rs110006711		20		34,647,049		7,274		intergenic_variant														29		29												1		

		Hapmap44088-BTA-50383		rs41640140		20		34,725,923		78,875		intergenic_variant														29		29												1		

		BovineHD2000009978		rs109447934		20		34,752,546		26,624		intergenic_variant														29		29												1		

		BovineHD2000009980		rs43198202		20		34,754,371		1,826		intergenic_variant														29		29												1		

		BovineHD2000009982		rs41940408		20		34,758,731		4,361		intergenic_variant														29		29												1		

		BovineHD2000009983		rs133772109		20		34,762,533		3,803		intergenic_variant														29		29												1		

		BovineHD2000009989		rs41939103		20		34,770,069		7,537		intergenic_variant														29		29												1		

		BovineHD2000009991		rs109579477		20		34,781,170		11,102		intergenic_variant														29		29												1		

		BovineHD2000009993		rs41939093		20		34,782,966		1,797		intergenic_variant														29		29												1		

		BovineHD2000009996		rs137061988		20		34,793,642		10,677		intergenic_variant														29		29												1		

		BovineHD2000009998		rs109670287		20		34,796,805		3,164		intergenic_variant														29		29												1		

		BovineHD2000010020		rs109889996		20		34,927,836		131,032		intergenic_variant														29		29												1		

		ARS-BFGL-BAC-31754		rs43016366		20		34,965,270		37,435		intergenic_variant														29		29												1		

		BovineHD2000010031		rs43016382		20		34,979,896		14,627		intergenic_variant														29		29												1		

		BTB-00778209		rs41941699		20		34,997,471		17,576		intergenic_variant														29		29												1		

		BovineHD2000010042		rs41941704		20		35,009,277		11,807		intron_variant		DAB2												29		29												1		

		BovineHD2000010060		rs109441698		20		35,086,727		77,451		intron_variant		C9												29		29												1		

		BovineHD2000010071		rs41941653		20		35,136,374		49,648		intron_variant		C9												29		29												1		

		BovineHD2000010076		rs41941643		20		35,162,926		26,553		intron_variant		FYB1												29		29												1		

		BovineHD4100014661		rs41639294		20		35,223,745		60,820		intron_variant		FYB1												29		29												1		

		BovineHD2000010089		rs134344382		20		35,231,987		8,243		intron_variant		FYB1												29		29												1		

		BovineHD2000010094		rs109253897		20		35,257,052		25,066		intron_variant		FYB1												29		29												1		

		BovineHD2000010099		rs136399725		20		35,272,665		15,614		intron_variant		FYB1												29		29												1		

		BovineHD2000010103		rs109329455		20		35,292,156		19,492		intron_variant		FYB1												29		29												1		

		BovineHD2000010106		rs110860173		20		35,304,566		12,411		intron_variant		FYB1												29		29												1		

		BovineHD2000010114		rs137324478		20		35,358,730		54,165		intergenic_variant														29		29												1		

		ARS-BFGL-NGS-38482		rs110679619		20		35,463,200		104,471		intron_variant		RICTOR												29		29												1		

		BovineHD2000010136		rs110903896		20		35,514,098		50,899		intron_variant		OSMR												29		29												1		

		BovineHD4100014662		rs41580312		20		35,528,569		14,472		missense_variant		OSMR		aTg/aGg		Met/Thr		Hydrophobic		Polar uncharged				29		29												1		

		BovineHD2000010158		rs109281644		20		35,553,348		24,780		intron_variant		OSMR												29		29												1		

		BovineHD2000010172		rs41947095		20		35,585,029		31,682		intergenic_variant														29		29												1		

		BovineHD2000010176		rs41947080		20		35,601,079		16,051		intergenic_variant														29		29												1		

		BovineHD2000010179		rs41947048		20		35,614,856		13,778		intergenic_variant														29		29												1		

		Hapmap39660-BTA-50453		rs41581059		20		35,621,776		6,921		intergenic_variant														29		29												1		

		BovineHD2000010184		rs137810182		20		35,627,830		6,055		intergenic_variant														29		29												1		

		BovineHD2000010204		rs41948635		20		35,706,836		79,007		intergenic_variant														29		29												1		

		BovineHD2000010209		rs41945978		20		35,731,693		24,858		intergenic_variant														29		29												1		

		BovineHD2000021318		rs137319595		20		35,771,479		39,787		intergenic_variant														29		29												1		

		BovineHD2000010251		rs41944020		20		35,862,659		91,181		intergenic_variant														29		29												1		

		BovineHD2000010255		rs41943971		20		35,884,504		21,846		intergenic_variant														29		29												1		

		BTB-00779848		rs41943140		20		35,924,145		39,642		intron_variant		LIFR												29		29												1		

		BovineHD2000010274		rs110997900		20		35,952,331		28,187		intron_variant		LIFR												29		29												1		

		BovineHD2000010276		rs110257510		20		35,953,844		1,514		intron_variant		LIFR												29		29												1		

		BovineHD2000010279		rs110481812		20		35,964,860		11,017		intergenic_variant														29		29												1		

		BovineHD4100014666		rs41640181		20		35,986,143		21,284		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010299		rs133849799		20		36,010,027		23,885		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010303		rs41941592		20		36,022,867		12,841		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010306		rs109478036		20		36,025,901		3,035		intron_variant		EGFLAM												29		29												1		

		BovineHD4100014667		rs41640179		20		36,030,284		4,384		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010310		rs110048369		20		36,032,363		2,080		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010311		rs41940824		20		36,036,116		3,754		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010313		rs41940814		20		36,038,250		2,135		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010315		rs41940794		20		36,040,627		2,378		intron_variant		EGFLAM												29		29												1		

		BTA-50420-no-rs		rs41581047		20		36,050,725		10,099		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010326		rs41939980		20		36,062,971		12,247		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010329		rs41939329		20		36,067,803		4,833		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010337		rs41939293		20		36,082,558		14,756		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010339		rs109052919		20		36,086,566		4,009		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010345		rs110971445		20		36,097,865		11,300		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010365		rs135742732		20		36,136,732		38,868		intron_variant		EGFLAM												29		29												1		

		BovineHD2000010375		rs41951149		20		36,168,903		32,172		intergenic_variant														29		29												1		

		BovineHD2000021075		rs110903979		20		36,228,064		59,162		intergenic_variant														29		29												1		

		ARS-BFGL-NGS-13317		rs109679319		20		36,274,138		46,075		intergenic_variant														29		29												1		

		BovineHD2000010402		rs134097780		20		36,278,126		3,989		intergenic_variant														29		29												1		

		BovineHD2000010404		rs133298184		20		36,279,695		1,570		intergenic_variant														29		29												1		

		BovineHD2000010407		rs137540053		20		36,286,663		6,969		intergenic_variant														29		29												1		

		BovineHD2000010409		rs137265322		20		36,290,830		4,168		intergenic_variant														29		29												1		

		BovineHD4100014669		rs41640208		20		36,292,151		1,322		intergenic_variant														29		29												1		

		BovineHD2000010425		rs41945717		20		36,321,352		29,202		intergenic_variant														29		29												1		

		BovineHD2000010437		rs136397275		20		36,362,402		41,051		intergenic_variant														29		29												1		

		BovineHD2000010443		rs134928816		20		36,380,932		18,531		intergenic_variant														29		29												1		

		BovineHD2000010446		rs133794351		20		36,385,737		4,806		intergenic_variant														29		29												1		

		BovineHD2000010448		rs41565341		20		36,387,165		1,429		intergenic_variant														29		29												1		

		BovineHD2000010450		rs137434122		20		36,391,940		4,776		intergenic_variant														29		29												1		

		BovineHD2000010451		rs132892028		20		36,399,405		7,466		intergenic_variant														29		29												1		

		BovineHD2000010454		rs110021355		20		36,403,461		4,057		intergenic_variant														29		29												1		

		BovineHD2000010457		rs109244593		20		36,408,383		4,923		intergenic_variant														29		29												1		

		BovineHD2000010459		rs137733163		20		36,411,942		3,560		intergenic_variant														29		29												1		

		BovineHD2000010461		rs134826534		20		36,415,679		3,738		intergenic_variant														29		29												1		

		BovineHD2000010464		rs135159358		20		36,421,376		5,698		intergenic_variant														29		29												1		

		BovineHD2000010466		rs137001354		20		36,425,709		4,334		intergenic_variant														29		29												1		

		BovineHD2000010472		rs110965395		20		36,437,121		11,413		intergenic_variant														29		29												1		

		BovineHD2000010474		rs109545937		20		36,446,515		9,395		intergenic_variant														29		29												1		

		BovineHD2000010477		rs137177298		20		36,453,680		7,166		intergenic_variant														29		29												1		

		ARS-BFGL-NGS-2860		rs41944171		20		36,496,636		42,957		intergenic_variant														29		29												1		

		BovineHD2000010506		rs136737177		20		36,551,650		55,015		intergenic_variant														29		29												1		

		BovineHD2000010508		rs110383373		20		36,556,396		4,747		intergenic_variant														29		29												1		

		BovineHD4100014672		rs29018530		20		36,570,575		14,180		intergenic_variant														29		29												1		

		BovineHD2000010517		rs132873920		20		36,588,704		18,130		intergenic_variant														29		29												1		

		BovineHD2000010544		rs41941864		20		36,689,645		100,942		intergenic_variant														29		29												1		

		BovineHD4100014674		rs41640224		20		36,899,105		209,461		intron_variant		WDR70												29		29												1		

		BovineHD2000010588		rs41947331		20		36,900,514		1,410		intron_variant		WDR70												29		29												1		

		BovineHD2000010608		rs41947366		20		37,005,039		104,526		intron_variant		NUP155												29		29												1		

		BovineHD2000010618		rs41946513		20		37,052,070		47,032		intron_variant		CPLANE1												29		29												1		

		BovineHD2000010623		rs41946468		20		37,071,740		19,671		intron_variant		CPLANE1												29		29												1		

		BovineHD2000010625		rs41946460		20		37,075,398		3,659		intron_variant		CPLANE1												29		29												1		

		BovineHD2000010628		rs41946451		20		37,085,370		9,973		missense_variant		CPLANE1		cGa/cAa		Arg/Gln		Positive		Polar uncharged				29		29												1		

		BovineHD2000010634		rs41945619		20		37,112,232		26,863		intron_variant		CPLANE1												29		29												1		

		BovineHD2000010637		rs41945567		20		37,120,878		8,647		intron_variant		CPLANE1												29		29												1		

		BovineHD2000010641		rs41944518		20		37,127,118		6,241		intron_variant		CPLANE1												29		29												1		

		BovineHD2000010647		rs41944454		20		37,135,257		8,140		intron_variant		CPLANE1												29		29												1		

		BovineHD2000010652		rs41943527		20		37,143,397		8,141		intron_variant		CPLANE1												29		29												1		

		BovineHD2000010656		rs41943514		20		37,163,846		20,450		intergenic_variant														29		29												1		

		Hapmap50011-BTA-50535		rs41640228		20		37,213,229		49,384		intron_variant		NIPBL												29						1										

		BovineHD2000010667		rs136914291		20		37,235,902		22,674		intron_variant		NIPBL												29						1										

		BovineHD2000010669		rs132938468		20		37,255,934		20,033		synonymous_variant		NIPBL												29						1										

		BovineHD2000010673		rs41949323		20		37,272,840		16,907		intron_variant		NIPBL												29						1										

		BovineHD2000010675		rs110537844		20		37,287,376		14,537		intron_variant		NIPBL												29						1										

		BovineHD2000010679		rs41949299		20		37,312,151		24,776		intron_variant		NIPBL												29						1										

		BovineHD2000010684		rs110556299		20		37,337,694		25,544		intron_variant		NIPBL												29						1										

		BovineHD2000010686		rs41949251		20		37,341,795		4,102		intron_variant		NIPBL												29						1										

		BTB-01842107		rs42954630		20		37,350,898		9,104		intron_variant		NIPBL												29						1										

		BovineHD2000010691		rs42954592		20		37,375,380		24,483		intergenic_variant														29						1										

		INRA-620		rs41941124		20		37,416,706		41,327		intergenic_variant														29						1										

		BovineHD2000010713		rs136077395		20		37,431,940		15,235		intergenic_variant														29						1										

		BovineHD2000010716		rs109317389		20		37,439,422		7,483		intergenic_variant														29						1										

		BovineHD2000010726		rs109652120		20		37,464,514		25,093		intergenic_variant														29						1										

		BovineHD2000010729		rs110348099		20		37,479,797		15,284		intergenic_variant														29						1										

		BovineHD2000010734		rs41942787		20		37,501,236		21,440		intergenic_variant														29						1										

		BovineHD2000010741		rs133178250		20		37,514,982		13,747		intergenic_variant														29						1										

		BovineHD2100015363		rs43023550		21		53,194,795				intergenic_variant														30						1										

		BovineHD2100015365		rs110705710		21		53,202,184		7,390		intergenic_variant														30						1										

		BovineHD2100015367		rs43023578		21		53,214,985		12,802		intergenic_variant														30						1										

		BovineHD2100015370		rs109895847		21		53,228,907		13,923		intergenic_variant														30						1										

		BovineHD2100015375		rs109132683		21		53,248,851		19,945		intergenic_variant														30						1										

		BovineHD2100015381		rs109755693		21		53,285,603		36,753		intergenic_variant														30						1										

		BovineHD2100015383		rs137217678		21		53,287,915		2,313		intergenic_variant														30						1										

		BovineHD2100015386		rs135227627		21		53,305,847		17,933		intergenic_variant														30						1										

		BovineHD2100015390		rs42896144		21		53,322,768		16,922		intergenic_variant														30						1										

		BovineHD2100015392		rs109102206		21		53,334,251		11,484		intergenic_variant														30						1										

		BovineHD2100015396		rs136335750		21		53,347,464		13,214		intergenic_variant														30						1										

		BovineHD2100015400		rs136266894		21		53,356,766		9,303		intergenic_variant														30						1										

		BovineHD2100015403		rs41988927		21		53,360,528		3,763		intergenic_variant														30						1										

		BovineHD2100015407		rs41989772		21		53,374,542		14,015		intergenic_variant														30						1										

		BovineHD2100015419		rs109219434		21		53,437,135		62,594		intergenic_variant														30						1										

		BovineHD2100015421		rs136842194		21		53,454,097		16,963		intergenic_variant														30						1										

		BovineHD2100015423		rs135825941		21		53,464,247		10,151		intergenic_variant														30						1										

		BovineHD2100015425		rs41983158		21		53,467,625		3,379		intergenic_variant														30						1										

		BovineHD2100015427		rs133678848		21		53,472,033		4,409		intergenic_variant														30						1										

		ARS-BFGL-NGS-110093		rs109659210		21		53,493,333		21,301		intergenic_variant														30						1										

		BovineHD2100015434		rs135913385		21		53,528,490		35,158		intergenic_variant														30						1										

		BovineHD2100015443		rs41984379		21		53,562,716		34,227		intergenic_variant														30						1										

		BovineHD2100015445		rs41984396		21		53,564,685		1,970		intergenic_variant														30						1										

		BovineHD2100015447		rs41984424		21		53,566,395		1,711		intergenic_variant														30						1										

		BovineHD2100015449		rs41985358		21		53,569,367		2,973		intergenic_variant														30						1										

		BovineHD2100015452		rs41985370		21		53,581,832		12,466		intergenic_variant														30						1										

		BovineHD2100015455		rs41985384		21		53,586,937		5,106		intergenic_variant														30						1										

		BovineHD2100015458		rs109842315		21		53,607,255		20,319		intergenic_variant														30						1										

		BovineHD2100015460		rs132957441		21		53,613,001		5,747		intergenic_variant														30						1										

		BovineHD2100015463		rs42209753		21		53,623,462		10,462		intergenic_variant														30						1										

		BovineHD2100017667		rs135194388		21		59,302,243		5,678,782		intergenic_variant																30						1								

		BovineHD2100017664		rs135603032		21		59,309,517		7,275		intergenic_variant																30						1								

		BovineHD2100017658		rs109170314		21		59,331,288		21,772		intergenic_variant																30						1								

		BovineHD2100017653		rs133415199		21		59,375,264		43,977		intergenic_variant																30						1								

		BovineHD2100017342		rs132845322		21		59,448,397		73,134		intergenic_variant																30						1								

		BovineHD2100017340		rs110750232		21		59,450,926		2,530		intergenic_variant																30						1								

		BovineHD2100017671		rs110008580		21		59,472,411		21,486		intergenic_variant																30						1								

		BovineHD2100017674		rs132929887		21		59,474,987		2,577		intergenic_variant																30						1								

		BovineHD2100017676		rs109715956		21		59,478,510		3,524		intergenic_variant																30						1								

		BovineHD2100017678		rs109983985		21		59,483,778		5,269		intergenic_variant																30						1								

		BovineHD2100017681		rs110992709		21		59,487,583		3,806		intergenic_variant																30						1								

		BovineHD2100017683		rs136455164		21		59,491,255		3,673		intergenic_variant																30						1								

		BovineHD2100017685		rs111011868		21		59,494,200		2,946		intergenic_variant																30						1								

		BovineHD4100015308		rs109114095		21		59,498,370		4,171		intergenic_variant																30						1								

		BovineHD2100017688		rs137407915		21		59,499,849		1,480		intergenic_variant																30						1								

		BovineHD2100017690		rs133978784		21		59,501,669		1,821		intergenic_variant																30						1								

		BovineHD2100017696		rs133997392		21		59,515,746		14,078		intergenic_variant																30						1								

		BovineHD2100017697		rs137600267		21		59,520,949		5,204		intergenic_variant																30						1								

		BovineHD2100017699		rs110560531		21		59,527,664		6,716		intergenic_variant																30						1								

		BovineHD2100017702		rs135083788		21		59,533,552		5,889		intergenic_variant																30						1								

		BovineHD2100017705		rs109032971		21		59,537,795		4,244		intergenic_variant																30						1								

		BovineHD2100017708		rs109694633		21		59,540,176		2,382		intergenic_variant																30						1								

		ARS-BFGL-NGS-69497		rs110086529		21		59,541,766		1,591		intergenic_variant																30						1								

		BovineHD2100017712		rs110301575		21		59,543,842		2,077		intergenic_variant																30						1								

		BovineHD2100017714		rs134955310		21		59,547,632		3,791		intergenic_variant																30						1								

		BovineHD2100017717		rs134557676		21		59,554,195		6,564		intergenic_variant																30						1								

		BovineHD2100017720		rs134499853		21		59,557,017		2,823		intergenic_variant																30						1								

		BovineHD2100017725		rs135898204		21		59,564,198		7,182		intergenic_variant																30						1								

		BovineHD2100017731		rs134542729		21		59,591,227		27,030		intergenic_variant																30						1								

		BovineHD2100017753		rs109794581		21		59,675,189		83,963		intergenic_variant																30						1								

		BovineHD2100017758		rs110200824		21		59,687,863		12,675		intergenic_variant																30						1								

		BovineHD2100017772		rs136277281		21		59,719,430		31,568		intergenic_variant																30						1								

		BovineHD2100017777		rs136518731		21		59,736,169		16,740		intergenic_variant																30						1								

		BovineHD2100017780		rs137808283		21		59,745,114		8,946		intergenic_variant																30						1								

		BovineHD2100017782		rs134997314		21		59,749,847		4,734		intergenic_variant																30						1								

		BovineHD2100017784		rs133661341		21		59,752,288		2,442		intergenic_variant																30						1								

		BovineHD2100017786		rs109432078		21		59,753,361		1,074		intergenic_variant																30						1								

		BovineHD2100017790		rs135679497		21		59,757,696		4,336		intergenic_variant																30						1								

		BovineHD2100017793		rs110740160		21		59,762,735		5,040		intergenic_variant																30						1								

		BovineHD2100017797		rs109056842		21		59,767,251		4,517		intergenic_variant																30						1								

		BovineHD2100017800		rs109061083		21		59,769,438		2,188		intergenic_variant																30						1								

		BovineHD2100017803		rs136097549		21		59,771,392		1,955		intergenic_variant																30						1								

		BovineHD2100017806		rs135157458		21		59,774,880		3,489		intergenic_variant																30						1								

		BovineHD2100017808		rs41585240		21		59,776,852		1,973		intergenic_variant																30						1								

		BovineHD2100017811		rs110116905		21		59,780,883		4,032		intergenic_variant																30						1								

		BovineHD2100017817		rs109633093		21		59,786,294		5,412		intergenic_variant																30						1								

		BovineHD2100017823		rs109677363		21		59,797,823		11,530		intergenic_variant																30						1								

		BovineHD2100017826		rs110112665		21		59,802,334		4,512		intergenic_variant																30						1								

		BovineHD2100017830		rs110350461		21		59,807,638		5,305		intergenic_variant																30						1								

		BovineHD2100017832		rs109822171		21		59,809,010		1,373		intergenic_variant																30						1								

		BovineHD2100017835		rs110812613		21		59,812,855		3,846		intergenic_variant																30						1								

		BovineHD2100017838		rs133528754		21		59,820,722		7,868		intergenic_variant																30						1								

		BovineHD2100017841		rs109410685		21		59,824,615		3,894		intergenic_variant																30						1								

		BovineHD2100017843		rs110584452		21		59,826,588		1,974		intergenic_variant																30						1								

		BovineHD2100017857		rs110875395		21		59,874,840		48,253		intergenic_variant																30						1								

		BovineHD2100017862		rs110329333		21		59,893,739		18,900		intergenic_variant																30						1								

		BovineHD2100017866		rs135257188		21		59,897,161		3,423		intergenic_variant																30						1								

		BovineHD2100017870		rs136223666		21		59,901,075		3,915		intergenic_variant																30						1								

		BovineHD2100017876		rs135179891		21		59,907,521		6,447		intergenic_variant																30						1								

		BovineHD2100017881		rs132986479		21		59,910,585		3,065		intergenic_variant																30						1								

		BovineHD2100017883		rs136362541		21		59,921,682		11,098		intergenic_variant																30						1								

		BovineHD2100017892		rs134694102		21		59,939,029		17,348		intergenic_variant																30						1								

		BovineHD2100017895		rs133544202		21		59,941,425		2,397		intergenic_variant																30						1								

		BovineHD2100017897		rs133005719		21		59,943,508		2,084		intergenic_variant																30						1								

		BovineHD2100017903		rs135805330		21		59,950,580		7,073		intergenic_variant																30						1								

		BovineHD2100017932		rs136250819		21		60,042,647		92,068		intergenic_variant																30						1								

		BovineHD2100017935		rs110919854		21		60,051,929		9,283		intergenic_variant																30						1								

		BovineHD2100017938		rs109616131		21		60,061,105		9,177		intron_variant		CLMN														30						1								

		BovineHD2100017939		rs110111160		21		60,066,050		4,946		intron_variant		CLMN														30						1								

		BovineHD2100017953		rs41645558		21		60,092,008		25,959		intron_variant		CLMN														30						1								

		BovineHD2100017956		rs110919991		21		60,096,655		4,648		intron_variant		CLMN														30						1								

		BovineHD2100017964		rs109546165		21		60,111,012		14,358		intron_variant		CLMN														30						1								

		BovineHD2100017967		rs132955686		21		60,114,684		3,673		intron_variant		CLMN														30						1								

		BovineHD2100017972		rs110561235		21		60,122,051		7,368		intron_variant		CLMN														30						1								

		BovineHD2100017977		rs136339824		21		60,128,082		6,032		intron_variant		CLMN														30						1								

		BovineHD2100017979		rs137229672		21		60,132,570		4,489		intron_variant		CLMN														30						1								

		BovineHD2100017984		rs133538723		21		60,138,290		5,721		intron_variant		CLMN														30						1								

		BovineHD2100017987		rs133943178		21		60,146,551		8,262		intron_variant		CLMN														30						1								

		BovineHD2100017991		rs135795383		21		60,159,682		13,132		intron_variant		CLMN														30						1								

		BovineHD2100017995		rs136282351		21		60,172,152		12,471		intron_variant		CLMN														30						1								

		BovineHD2100017999		rs133166372		21		60,180,105		7,954		intergenic_variant																30						1								

		BovineHD2100018001		rs136062167		21		60,185,121		5,017		intergenic_variant																30						1								

		BovineHD2100018004		rs135754785		21		60,187,515		2,395		intergenic_variant																30						1								

		BovineHD2100018013		rs109670932		21		60,212,023		24,509		intergenic_variant																30						1								

		BovineHD2100018022		rs133220453		21		60,248,079		36,057		intergenic_variant																30						1								

		BovineHD2100018027		rs110209653		21		60,262,829		14,751		intergenic_variant																30						1								

		BovineHD2100018029		rs135006132		21		60,264,885		2,057		intergenic_variant																30						1								

		BovineHD2100018032		rs135827168		21		60,268,368		3,484		intron_variant		SYNE3														30						1								

		BovineHD2100018034		rs109487043		21		60,270,572		2,205		intron_variant		SYNE3														30						1								

		BovineHD2100018037		rs134274185		21		60,275,307		4,736		intron_variant		SYNE3														30						1								

		BovineHD2100018039		rs132657138		21		60,276,515		1,209		intron_variant		SYNE3														30						1								

		BovineHD2100018043		rs134537301		21		60,279,834		3,320		intron_variant		SYNE3														30						1								

		BovineHD2100018053		rs110575804		21		60,293,003		13,170		intron_variant		SYNE3														30						1								

		BovineHD2100018058		rs110318902		21		60,296,500		3,498		intron_variant		SYNE3														30						1								

		BovineHD2100018063		rs110473292		21		60,306,227		9,728		intron_variant		SYNE3														30						1								

		BovineHD2100018066		rs109606473		21		60,310,236		4,010		intron_variant		SYNE3														30						1								

		BovineHD2100018070		rs136076741		21		60,314,514		4,279		intron_variant		SYNE3														30						1								

		BovineHD2100018076		rs110983376		21		60,330,658		16,145		intron_variant		SYNE3														30						1								

		ARS-BFGL-NGS-69222		rs109280744		21		60,335,611		4,954		intron_variant		SYNE3														30						1								

		BovineHD2100018079		rs109949177		21		60,342,733		7,123		intron_variant		SYNE3														30						1								

		BovineHD2100018084		rs110790232		21		60,363,498		20,766		intron_variant		SYNE3														30						1								

		BovineHD2100018086		rs109139259		21		60,365,146		1,649		intron_variant		SYNE3														30						1								

		BovineHD2100018088		rs136033723		21		60,366,662		1,517		intron_variant		SYNE3														30						1								

		BovineHD2100018090		rs109646524		21		60,369,620		2,959		intron_variant		SYNE3														30						1								

		BovineHD2100018093		rs109542438		21		60,371,759		2,140		intron_variant		SYNE3														30						1								

		BovineHD2100018096		rs110280086		21		60,373,966		2,208		intron_variant		SYNE3														30						1								

		BovineHD2100018098		rs110968291		21		60,375,832		1,867		intron_variant		SYNE3														30						1								

		BovineHD2100018101		rs110939607		21		60,382,305		6,474		intergenic_variant																30						1								

		BovineHD2100018104		rs110426289		21		60,386,100		3,796		intergenic_variant																30						1								

		BovineHD2100018107		rs133220087		21		60,396,951		10,852		intergenic_variant																30						1								

		BovineHD2100018109		rs135623011		21		60,403,630		6,680		intron_variant		GLRX5														30						1								

		BovineHD2100018111		rs134694373		21		60,404,580		951		intron_variant		GLRX5														30						1								

		BovineHD2100018113		rs133962923		21		60,407,049		2,470		intron_variant		GLRX5														30						1								

		BovineHD2100018115		rs136404079		21		60,409,119		2,071		intron_variant		GLRX5														30						1								

		BovineHD4100015312		rs41645613		21		60,418,714		9,596		intergenic_variant																30						1								

		BovineHD2100018120		rs135803603		21		60,434,080		15,367		intergenic_variant																30						1								

		BovineHD2100018122		rs136904505		21		60,440,325		6,246		intergenic_variant																30						1								

		BovineHD2100018124		rs109899627		21		60,442,319		1,995		intergenic_variant																30						1								

		Hapmap31098-BTA-136127		rs109479519		21		60,444,453		2,135		intergenic_variant																30						1								

		BovineHD2100018127		rs132668974		21		60,447,093		2,641		intergenic_variant																30						1								

		BovineHD4100015313		rs41585259		21		60,448,682		1,590		intergenic_variant																30						1								

		BovineHD4100015314		rs41645590		21		60,452,911		4,230		intergenic_variant																30						1								

		BovineHD2100018131		rs137227509		21		60,457,551		4,641		intergenic_variant																30						1								

		BovineHD2100018134		rs136769785		21		60,461,823		4,273		intergenic_variant																30						1								

		BovineHD2100018136		rs110325213		21		60,464,096		2,274		intergenic_variant																30						1								

		BovineHD2100018139		rs109393494		21		60,466,731		2,636		intergenic_variant																30						1								

		Hapmap58004-rs29023371		rs29023371		21		60,485,342		18,612		intergenic_variant																30						1								

		BovineHD4100015316		rs41585262		21		60,490,330		4,989		intergenic_variant																30						1								

		BovineHD2100018148		rs110596159		21		60,495,102		4,773		intergenic_variant																30						1								

		BovineHD2100018150		rs137661847		21		60,504,216		9,115		intergenic_variant																30						1								

		BovineHD2100018151		rs133187919		21		60,506,980		2,765		intergenic_variant																30						1								

		BovineHD2100018153		rs136336675		21		60,511,234		4,255		intergenic_variant																30						1								

		BovineHD2100018155		rs134997158		21		60,517,359		6,126		intron_variant		TCL1B														30						1								

		BovineHD2100018157		rs108980328		21		60,521,686		4,328		intergenic_variant																30						1								

		BovineHD2100018160		rs109727285		21		60,532,566		10,881		intergenic_variant																30						1								

		BovineHD2100018166		rs137078895		21		60,565,906		33,341		intergenic_variant																30						1								

		BovineHD2100018168		rs133153290		21		60,570,504		4,599		intergenic_variant																30						1								

		BovineHD2100018178		rs110800283		21		60,633,377		62,874		intergenic_variant																30						1								

		ARS-BFGL-BAC-34585		rs110659835		21		60,659,885		26,509		intergenic_variant																30						1								

		BovineHD2100018187		rs134702710		21		60,671,655		11,771		intergenic_variant																30						1								

		BovineHD2100018189		rs132644138		21		60,675,991		4,337		intergenic_variant																30						1								

		BovineHD2100018191		rs109193804		21		60,679,292		3,302		intergenic_variant																30						1								

		BovineHD2100018193		rs134076202		21		60,682,505		3,214		intergenic_variant																30						1								

		BovineHD2100018195		rs133226661		21		60,687,951		5,447		intergenic_variant																30						1								

		BovineHD2100018197		rs135622549		21		60,695,939		7,989		intergenic_variant																30						1								

		BovineHD2100021411		rs134946745		21		60,707,130		11,192		intergenic_variant																30						1								

		BovineHD2100018202		rs134842279		21		60,712,326		5,197		intergenic_variant																30						1								

		BovineHD2100018204		rs133940315		21		60,715,853		3,528		intergenic_variant																30						1								

		BovineHD2100018206		rs133180437		21		60,721,499		5,647		intergenic_variant																30						1								

		BovineHD2100018211		rs110344093		21		60,738,808		17,310		intergenic_variant																30						1								

		BovineHD2100018215		rs110650333		21		60,745,388		6,581		intergenic_variant																30						1								

		BovineHD2100018217		rs110617398		21		60,747,991		2,604		intergenic_variant																30						1								

		BovineHD2100018223		rs109506307		21		60,760,946		12,956		intergenic_variant																30						1								

		BovineHD2100018225		rs110160237		21		60,762,576		1,631		intergenic_variant																30						1								

		BovineHD2100018227		rs137702092		21		60,764,858		2,283		intergenic_variant																30						1								

		BovineHD2100018229		rs135166776		21		60,766,394		1,537		intergenic_variant																30						1								

		BovineHD2100018231		rs134085444		21		60,767,607		1,214		intergenic_variant																30						1								

		BovineHD2100018234		rs137130533		21		60,769,702		2,096		intergenic_variant																30						1								

		BovineHD2100018236		rs136712103		21		60,773,422		3,721		intergenic_variant																30						1								

		BovineHD2100018239		rs133724055		21		60,782,642		9,221		intergenic_variant																30						1								

		BovineHD2100018248		rs133801611		21		60,802,332		19,691		intergenic_variant																30						1								

		BovineHD2100018254		rs109463222		21		60,809,324		6,993		intergenic_variant																30						1								

		BovineHD2100018259		rs110229981		21		60,819,501		10,178		intergenic_variant																30						1								

		BovineHD2100018275		rs110701184		21		60,878,620		59,120		intergenic_variant																30						1								

		BovineHD2100018280		rs110597856		21		60,883,664		5,045		intergenic_variant																30						1								

		BovineHD2100018284		rs134678126		21		60,887,760		4,097		intergenic_variant																30						1								

		BovineHD2100018296		rs133180501		21		60,907,932		20,173		intron_variant		C21H14orf132														30						1								

		BovineHD2100018297		rs136908055		21		60,911,192		3,261		intron_variant		C21H14orf132														30						1								

		BovineHD2100018300		rs136603829		21		60,913,413		2,222		intron_variant		C21H14orf132														30						1								

		BovineHD2100018303		rs132638260		21		60,916,142		2,730		intron_variant		C21H14orf132														30						1								

		BovineHD2100018313		rs136764390		21		60,933,139		16,998		intron_variant		C21H14orf132														30						1								

		BovineHD2100018316		rs133320911		21		60,937,123		3,985		intron_variant		C21H14orf132														30						1								

		ARS-BFGL-NGS-15298		rs109249369		21		60,968,178		31,056		intergenic_variant																30						1								

		BovineHD2100018323		rs136914782		21		60,975,162		6,985		intergenic_variant																30						1								

		BovineHD2100018325		rs133030393		21		60,978,575		3,414		intergenic_variant																30						1								

		BovineHD2100018326		rs109801905		21		60,980,611		2,037		intergenic_variant																30						1								

		BovineHD2100018329		rs109332422		21		60,986,781		6,171		intergenic_variant																30						1								

		BovineHD2100018331		rs137655770		21		60,991,072		4,292		intergenic_variant																30						1								

		BovineHD2100018333		rs137117437		21		60,993,863		2,792		intergenic_variant																30						1								

		BovineHD2100018334		rs110486843		21		60,995,826		1,964		intergenic_variant																30						1								

		BovineHD2100018356		rs110922297		21		61,038,620		42,795		intergenic_variant																30						1								

		BovineHD2100018358		rs137272700		21		61,044,951		6,332		intergenic_variant																30						1								

		BovineHD2100018360		rs109207967		21		61,050,851		5,901		intergenic_variant																30						1								

		BovineHD2100018367		rs137432864		21		61,057,403		6,553		intergenic_variant																30						1								

		BovineHD2100018370		rs110344540		21		61,062,108		4,706		intergenic_variant																30						1								

		BovineHD2100018376		rs136697697		21		61,070,655		8,548		intergenic_variant																30						1								

		BovineHD2100018378		rs108985752		21		61,073,794		3,140		intergenic_variant																30						1								

		BovineHD2100018380		rs109355169		21		61,076,066		2,273		intergenic_variant																30						1								

		BovineHD2100018386		rs110846839		21		61,084,567		8,502		intron_variant		BDKRB2														30						1								

		BovineHD2100018389		rs111024983		21		61,086,175		1,609		intron_variant		BDKRB2														30						1								

		BovineHD2100018391		rs133923737		21		61,088,073		1,899		intron_variant		BDKRB2														30						1								

		ARS-BFGL-NGS-115598		rs110842067		21		61,089,459		1,387		intron_variant		BDKRB2														30						1								

		BovineHD2100018401		rs135578584		21		61,128,857		39,399		intron_variant		BDKRB2														30						1								

		BovineHD2100018405		rs137545390		21		61,138,772		9,916		intron_variant		BDKRB2														30						1								

		BovineHD2100018407		rs137281936		21		61,141,919		3,148		intron_variant		BDKRB2														30						1								

		BovineHD2100018409		rs110741703		21		61,156,001		14,083		intergenic_variant																30						1								

		BovineHD2100018431		rs136397020		21		61,233,772		77,772		intron_variant		ATG2B														30						1								

		BovineHD2100018436		rs109004237		21		61,253,118		19,347		intron_variant		GSKIP														30						1								

		BovineHD2100018439		rs109564988		21		61,257,257		4,140		intron_variant		GSKIP														30						1								

		ARS-BFGL-BAC-6368		rs109761326		21		61,332,759		75,503		intron_variant		AK7														30						1								

		Hapmap40048-BTA-119906		rs41619857		21		61,392,623		59,865		intron_variant		PAPOLA														30						1								

		BovineHD2100018490		rs133156742		21		61,430,834		38,212		intergenic_variant																30						1								

		BovineHD2100018497		rs137494726		21		61,451,971		21,138		intergenic_variant																30						1								

		BovineHD2100018505		rs109279276		21		61,485,869		33,899		intergenic_variant																30						1								

		BovineHD2100018508		rs109658274		21		61,500,414		14,546		intergenic_variant																30						1								

		BovineHD2100018510		rs134140399		21		61,512,399		11,986		intergenic_variant																30						1								

		ARS-BFGL-NGS-44115		rs109731183		21		61,556,185		43,787		intergenic_variant																30						1								

		BovineHD2100018531		rs137851576		21		61,590,254		34,070		intergenic_variant																30						1								

		BovineHD2100018537		rs135259909		21		61,611,715		21,462		intergenic_variant																30						1								

		BovineHD2100018542		rs136698282		21		61,630,777		19,063		intergenic_variant																30						1								

		BovineHD2100018546		rs134678535		21		61,640,498		9,722		intergenic_variant																30						1								

		BovineHD2100018549		rs133323906		21		61,651,180		10,683		intron_variant		VRK1														30						1								

		BovineHD2100018551		rs135774291		21		61,656,594		5,415		intron_variant		VRK1														30						1								

		BovineHD2100018553		rs134828392		21		61,665,276		8,683		intron_variant		VRK1														30						1								

		BovineHD2100018555		rs133637248		21		61,671,485		6,210		intron_variant		VRK1														30						1								

		BovineHD2100018568		rs134399165		21		61,727,128		55,644		intergenic_variant																30						1								

		BovineHD2100018570		rs133264807		21		61,731,704		4,577		intergenic_variant																30						1								

		BovineHD2100018573		rs133132206		21		61,736,655		4,952		intergenic_variant																30						1								

		BovineHD2100018575		rs136006580		21		61,738,348		1,694		intergenic_variant																30						1								

		BovineHD2100018578		rs137697554		21		61,746,140		7,793		intergenic_variant																30						1								

		BovineHD2100018580		rs41657092		21		61,748,762		2,623		intergenic_variant																30						1								

		BovineHD2100018586		rs109086478		21		61,762,223		13,462		intergenic_variant																30						1								

		Hapmap47724-BTA-75446		rs41595048		21		61,792,038		29,816		intergenic_variant																30						1								

		BovineHD2100018592		rs109410131		21		61,804,326		12,289		intergenic_variant																30						1								

		BovineHD2100018594		rs109667907		21		61,808,413		4,088		intergenic_variant																30						1								

		BovineHD2100018600		rs110557686		21		61,829,445		21,033		intergenic_variant																30						1								

		BovineHD2100018605		rs133787222		21		61,850,323		20,879		intergenic_variant																30						1								

		BovineHD2100018609		rs109107572		21		61,871,422		21,100		intergenic_variant																30						1								

		BovineHD2100018610		rs132800254		21		61,875,386		3,965		intergenic_variant																30						1								

		BovineHD2100018612		rs110281219		21		61,879,496		4,111		intergenic_variant																30						1								

		BovineHD2100018616		rs109405547		21		61,893,233		13,738		intergenic_variant																30						1								

		BovineHD2100018617		rs133513543		21		61,894,088		856		intergenic_variant																30						1								

		BovineHD2100018619		rs109696852		21		61,897,361		3,274		intergenic_variant																30						1								

		BovineHD2100018622		rs110198951		21		61,902,386		5,026		intergenic_variant																30						1								

		BovineHD2100018624		rs134635941		21		61,906,394		4,009		intergenic_variant																30						1								

		BovineHD2100018626		rs133792480		21		61,910,486		4,093		intergenic_variant																30						1								

		BovineHD2100018628		rs109583276		21		61,912,789		2,304		intergenic_variant																30						1								

		BovineHD2100018630		rs109981627		21		61,916,509		3,721		intergenic_variant																30						1								

		BovineHD2100018631		rs110496404		21		61,923,846		7,338		intergenic_variant																30						1								

		BovineHD2100018636		rs109075055		21		61,930,949		7,104		intergenic_variant																30						1								

		BovineHD2100018640		rs110020568		21		61,935,645		4,697		intergenic_variant																30						1								

		ARS-BFGL-NGS-99716		rs110873008		21		61,938,330		2,686		intergenic_variant																30						1								

		BovineHD2100018644		rs110966155		21		61,943,803		5,474		intergenic_variant																30						1								

		BovineHD2100018646		rs109443302		21		61,950,353		6,551		intergenic_variant																30						1								

		BovineHD2100018650		rs109420560		21		61,953,829		3,477		intergenic_variant																30						1								

		BovineHD2100018652		rs110395366		21		61,959,900		6,072		intergenic_variant																30						1								

		BovineHD2100018660		rs108951794		21		61,967,477		7,578		intergenic_variant																30						1								

		BovineHD2100018664		rs110779960		21		61,979,067		11,591		intergenic_variant																30						1								

		BovineHD2100018669		rs135980864		21		61,990,250		11,184		intergenic_variant																30						1								

		BovineHD2100018671		rs135915062		21		61,994,234		3,985		intergenic_variant																30						1								

		BovineHD2100018673		rs110471935		21		61,999,419		5,186		intergenic_variant																30						1								

		BovineHD2100018675		rs109154059		21		62,008,418		9,000		intergenic_variant																30						1								

		BovineHD2100018676		rs134228532		21		62,012,666		4,249		intergenic_variant																30						1								

		BovineHD2100018679		rs137114312		21		62,022,091		9,426		intergenic_variant																30						1								

		BovineHD2100018682		rs110691587		21		62,025,836		3,746		intergenic_variant																30						1								

		BovineHD2100018684		rs136760921		21		62,029,861		4,026		intergenic_variant																30						1								

		ARS-BFGL-NGS-110315		rs110412099		21		62,035,242		5,382		intergenic_variant																30						1								

		BovineHD2100018691		rs135927872		21		62,044,515		9,274		intergenic_variant																30						1								

		BovineHD2100018700		rs135704431		21		62,061,165		16,651		intergenic_variant																30						1								

		ARS-BFGL-NGS-107424		rs111020323		21		62,084,333		23,169		intergenic_variant																30						1								

		BovineHD2100018710		rs109768101		21		62,093,599		9,267		intergenic_variant																30						1								

		BovineHD2100018713		rs133801770		21		62,103,816		10,218		intergenic_variant																30						1								

		ARS-BFGL-NGS-63007		rs110125698		21		62,110,646		6,831		intergenic_variant																30						1								

		BovineHD2100018718		rs136698700		21		62,117,253		6,608		intergenic_variant																30						1								

		BovineHD2100018725		rs133306310		21		62,131,101		13,849		intergenic_variant																30						1								

		BovineHD2100018727		rs135796261		21		62,137,063		5,963		intergenic_variant																30						1								

		BovineHD2100018730		rs110328934		21		62,141,688		4,626		intergenic_variant																30						1								

		BovineHD2100018733		rs133727404		21		62,156,105		14,418		intergenic_variant																30						1								

		BovineHD2100018738		rs132797539		21		62,166,432		10,328		intergenic_variant																30						1								

		BovineHD2100018750		rs110178861		21		62,188,347		21,916		intergenic_variant																30						1								

		ARS-BFGL-NGS-53487		rs110243485		21		62,224,560		36,214		intergenic_variant																30						1								

		BovineHD2100018760		rs137697071		21		62,228,596		4,037		intergenic_variant																30						1								

		BovineHD2100018762		rs109048825		21		62,233,496		4,901		intergenic_variant																30						1								

		BovineHD2100018764		rs109033177		21		62,240,499		7,004		intergenic_variant																30						1								

		BovineHD2100018769		rs137118131		21		62,259,809		19,311		intergenic_variant																30						1								

		BovineHD2100018776		rs110656306		21		62,286,322		26,514		intergenic_variant																30						1								

		BovineHD2100018795		rs136584838		21		62,329,685		43,364		intergenic_variant																30						1								

		BovineHD2100018796		rs134181668		21		62,332,433		2,749		intergenic_variant																30						1								

		BovineHD2100018800		rs136060820		21		62,344,274		11,842		intergenic_variant																30						1								

		BovineHD2100018802		rs135308503		21		62,346,092		1,819		intergenic_variant																30						1								

		BovineHD2100018804		rs110804962		21		62,350,567		4,476		intergenic_variant																30						1								

		BovineHD2100018806		rs110643603		21		62,354,096		3,530		intergenic_variant																30						1								

		BovineHD2100018807		rs133803345		21		62,356,299		2,204		intergenic_variant																30						1								

		BovineHD2100018810		rs132734214		21		62,359,707		3,409		intergenic_variant																30						1								

		BovineHD2100018811		rs109929238		21		62,361,991		2,285		intergenic_variant																30						1								

		BovineHD2100018814		rs133111364		21		62,365,203		3,213		intergenic_variant																30						1								

		BovineHD2100018816		rs135521324		21		62,367,268		2,066		intergenic_variant																30						1								

		BovineHD2100018818		rs110066385		21		62,373,872		6,605		intergenic_variant																30						1								

		BovineHD2100018822		rs137581730		21		62,390,233		16,362		intergenic_variant																30						1								

		BovineHD2100018825		rs135978877		21		62,398,701		8,469		intergenic_variant																30						1								

		BovineHD2100018829		rs133600344		21		62,418,522		19,822		intergenic_variant																30						1								

		BovineHD2100018831		rs137746592		21		62,423,078		4,557		intergenic_variant																30						1								

		BovineHD2100018834		rs137491012		21		62,428,290		5,213		intergenic_variant																30						1								

		BovineHD2100018836		rs134627064		21		62,434,410		6,121		intergenic_variant																30						1								

		BovineHD2100018839		rs132957174		21		62,441,361		6,952		intergenic_variant																30						1								

		BovineHD2100018842		rs136759589		21		62,452,234		10,874		intergenic_variant																30						1								

		BovineHD2100018844		rs137686548		21		62,456,620		4,387		intergenic_variant																30						1								

		BovineHD2100018847		rs110849108		21		62,463,787		7,168		intergenic_variant																30						1								

		BovineHD2100018851		rs135972048		21		62,477,785		13,999		intergenic_variant																30						1								

		BovineHD2100018854		rs137832334		21		62,496,018		18,234		intergenic_variant																30						1								

		BovineHD2100018856		rs135566530		21		62,499,018		3,001		intergenic_variant																30						1								

		BovineHD2100018859		rs110136335		21		62,514,915		15,898		intergenic_variant																30						1								

		BovineHD2100018861		rs109667517		21		62,516,737		1,823		intergenic_variant																30						1								

		BovineHD2100018863		rs109094842		21		62,518,581		1,845		intergenic_variant																30						1								

		BovineHD2100018865		rs109987322		21		62,520,774		2,194		intergenic_variant																30						1								

		BovineHD2100018870		rs133193822		21		62,526,381		5,608		intergenic_variant																30						1								

		BovineHD2100018874		rs135381450		21		62,532,101		5,721		intergenic_variant																30						1								

		BovineHD2100018876		rs136953031		21		62,537,180		5,080		intergenic_variant																30						1								

		BovineHD2100018879		rs110980174		21		62,542,351		5,172		intergenic_variant																30						1								

		BovineHD2100018884		rs109359386		21		62,584,158		41,808		intergenic_variant																30						1								

		BovineHD2100018886		rs110808202		21		62,585,858		1,701		intergenic_variant																30						1								

		BovineHD2100018888		rs110039135		21		62,588,350		2,493		intergenic_variant																30						1								

		BovineHD2100018890		rs109015952		21		62,590,821		2,472		intergenic_variant																30						1								

		BovineHD2100018891		rs135339250		21		62,593,779		2,959		intergenic_variant																30						1								

		BovineHD2100018893		rs109377393		21		62,599,535		5,757		intergenic_variant																30						1								

		BovineHD2100018895		rs110855070		21		62,601,939		2,405		intergenic_variant																30						1								

		BovineHD2100018897		rs109119056		21		62,604,354		2,416		intergenic_variant																30						1								

		BovineHD2100018899		rs133728660		21		62,606,571		2,218		intergenic_variant																30						1								

		BovineHD2100018908		rs109091762		21		62,654,108		47,538		intergenic_variant																30						1								

		BovineHD2100018911		rs109649223		21		62,667,737		13,630		intergenic_variant																30						1								

		BovineHD2100018912		rs109169371		21		62,669,530		1,794		intergenic_variant																30						1								

		BovineHD2100018914		rs134777257		21		62,671,665		2,136		intergenic_variant																30						1								

		BovineHD2100018916		rs133598371		21		62,674,785		3,121		intergenic_variant																30						1								

		BovineHD2100018918		rs136064404		21		62,682,914		8,130		intergenic_variant																30						1								

		BovineHD2100018920		rs135427431		21		62,685,178		2,265		intergenic_variant																30						1								

		BovineHD2100018922		rs109225958		21		62,695,068		9,891		intergenic_variant																30						1								

		BovineHD2100018924		rs132952946		21		62,701,226		6,159		intergenic_variant																30						1								

		BovineHD2100018926		rs110789450		21		62,706,914		5,689		intergenic_variant																30						1								

		BovineHD2100018928		rs109511829		21		62,711,524		4,611		intergenic_variant																30						1								

		BovineHD2100018930		rs110740708		21		62,713,087		1,564		intergenic_variant																30						1								

		BovineHD2100018932		rs135827086		21		62,719,824		6,738		intergenic_variant																30						1								

		BovineHD2100018934		rs134815738		21		62,729,025		9,202		intergenic_variant																30						1								

		BovineHD2100018937		rs137467567		21		62,733,070		4,046		intergenic_variant																30						1								

		BovineHD2100018941		rs109388689		21		62,736,439		3,370		intergenic_variant																30						1								

		BovineHD2100018946		rs109290173		21		62,748,292		11,854		intergenic_variant																30						1								

		BovineHD2100018958		rs136418190		21		62,760,761		12,470		intergenic_variant																30						1								

		BovineHD2100018962		rs137007062		21		62,764,573		3,813		intergenic_variant																30						1								

		BovineHD2100018964		rs132786387		21		62,766,792		2,220		intergenic_variant																30						1								

		BovineHD2100018967		rs132707860		21		62,771,698		4,907		intergenic_variant																30						1								

		BovineHD2100018970		rs133407161		21		62,776,160		4,463		intergenic_variant																30						1								

		BovineHD2100018972		rs136081249		21		62,793,135		16,976		intergenic_variant																30						1								

		BovineHD2100018974		rs135333537		21		62,798,644		5,510		intergenic_variant																30						1								

		BovineHD2100018989		rs136596586		21		62,874,887		76,244		intergenic_variant																30						1								

		BovineHD2100019010		rs135873290		21		62,942,584		67,698		intergenic_variant																30						1								

		BovineHD2200003246		rs135949363		22		10,968,793				intron_variant		ITGA9												31						1										

		BovineHD2200003258		rs42339841		22		10,979,932		11,140		intron_variant		ITGA9												31						1										

		BovineHD2200003261		rs109241342		22		10,981,902		1,971		intron_variant		ITGA9												31						1										

		BovineHD2200003265		rs134277221		22		10,998,315		16,414		intron_variant		ITGA9												31						1										

		BovineHD2200003269		rs135954401		22		11,004,020		5,706		intron_variant		ITGA9												31						1										

		BovineHD2200003273		rs108977089		22		11,012,537		8,518		intron_variant		ITGA9												31						1										

		BovineHD2200003275		rs136428137		22		11,023,526		10,990		intron_variant		ITGA9												31						1										

		BovineHD2200003280		rs110817619		22		11,047,499		23,974		intron_variant		ITGA9												31						1										

		BovineHD2200003282		rs110818956		22		11,049,695		2,197		intron_variant		ITGA9												31						1										

		BovineHD2200003291		rs110954326		22		11,075,973		26,279		intron_variant		ITGA9												31						1										

		BovineHD2200003293		rs109420358		22		11,082,216		6,244		intron_variant		ITGA9												31						1										

		BovineHD2200003296		rs134630092		22		11,091,684		9,469		intron_variant		ITGA9												31						1										

		BovineHD2200003300		rs135179746		22		11,103,779		12,096		intron_variant		ITGA9												31						1										

		BovineHD2200003304		rs41997079		22		11,119,662		15,884		intron_variant		ITGA9												31						1										

		BovineHD2200003306		rs41997070		22		11,129,107		9,446		intron_variant		ITGA9												31						1										

		BovineHD2200003308		rs110492068		22		11,131,632		2,526		intron_variant		ITGA9												31						1										

		BovineHD2200003310		rs133575953		22		11,133,772		2,141		intron_variant		ITGA9												31						1										

		BovineHD2200003312		rs41997038		22		11,140,928		7,157		intron_variant		ITGA9												31						1										

		BovineHD2200003314		rs41997032		22		11,143,148		2,221		intron_variant		ITGA9												31						1										

		BovineHD2200003316		rs109637567		22		11,145,065		1,918		intron_variant		ITGA9												31						1										

		Hapmap47989-BTA-55279		rs41586679		22		11,163,176		18,112		intron_variant		ITGA9												31						1										

		BovineHD2200003330		rs41997859		22		11,170,790		7,615		intron_variant		ITGA9												31						1										

		BovineHD2200003333		rs110981910		22		11,176,064		5,275		intron_variant		ITGA9												31						1										

		BovineHD2200003336		rs135382006		22		11,179,017		2,954		intron_variant		ITGA9												31						1										

		BovineHD2200003337		rs133467994		22		11,180,591		1,575		intron_variant		ITGA9												31						1										

		BovineHD2200003340		rs109930686		22		11,182,970		2,380		intron_variant		ITGA9												31						1										

		BovineHD2200003348		rs137448375		22		11,192,000		9,031		intron_variant		ITGA9												31						1										

		BovineHD4100015470		rs41613729		22		11,194,972		2,973		intron_variant		ITGA9												31						1										

		ARS-BFGL-NGS-66628		rs42339899		22		11,209,744		14,773		intron_variant		ITGA9												31						1										

		BovineHD2200003356		rs42339888		22		11,221,292		11,549		intron_variant		ITGA9												31						1										

		BovineHD2200003365		rs42340457		22		11,240,370		19,079		intron_variant		ITGA9												31						1										

		BovineHD2200003367		rs42340462		22		11,242,327		1,958		intron_variant		ITGA9												31						1										

		BovineHD2200003374		rs42000966		22		11,269,563		27,237		intron_variant		ITGA9												31						1										

		BovineHD2200003388		rs42000935		22		11,362,389		92,827		intron_variant		CTDSPL												31						1										

		BovineHD2200003393		rs41999795		22		11,389,799		27,411		intron_variant		CTDSPL												31						1										

		BovineHD2200003398		rs41999773		22		11,393,901		4,103		intron_variant		CTDSPL												31						1										

		BovineHD2200003400		rs110530374		22		11,396,938		3,038		intron_variant		CTDSPL												31						1										

		BovineHD2200003410		rs41998547		22		11,510,115		113,178		intron_variant		CTDSPL												31						1										

		BovineHD2200003412		rs41998569		22		11,525,290		15,176		intron_variant		DLEC1												31						1										

		BovineHD2200003414		rs41998574		22		11,533,698		8,409		intron_variant		DLEC1												31						1										

		BovineHD2200003417		rs110788837		22		11,542,914		9,217		intron_variant		DLEC1												31						1										

		BovineHD2200003419		rs41998584		22		11,546,294		3,381		intron_variant		DLEC1												31						1										

		BovineHD2200003422		rs41998587		22		11,550,831		4,538		intron_variant		DLEC1												31						1										

		BovineHD2200003433		rs41995876		22		11,611,882		61,052		intron_variant		MYD88												31						1										

		BovineHD2200003435		rs41995881		22		11,616,383		4,502		intergenic_variant														31						1										

		BovineHD2200003439		rs41995889		22		11,623,400		7,018		intergenic_variant														31						1										

		BovineHD2200003440		rs134259296		22		11,630,552		7,153		intergenic_variant														31						1										

		BovineHD2200003443		rs133051344		22		11,634,474		3,923		intergenic_variant														31						1										

		BovineHD2200003447		rs136820695		22		11,653,657		19,184		intron_variant		OXSR1												31						1										

		BovineHD2200003449		rs41995845		22		11,663,734		10,078		intron_variant		OXSR1												31						1										

		BTB-00836196		rs42002420		22		11,681,181		17,448		intron_variant		OXSR1												31						1										

		BovineHD2200003456		rs42002369		22		11,696,145		14,965		intron_variant		OXSR1												31						1										

		BovineHD2200003458		rs42002374		22		11,702,677		6,533		intron_variant		OXSR1												31						1										

		ARS-BFGL-NGS-24419		rs42002380		22		11,718,954		16,278		intron_variant		OXSR1												31						1										

		BovineHD4100015472		rs41639160		22		11,725,410		6,457		intergenic_variant														31						1										

		BovineHD2200003463		rs134187284		22		11,729,652		4,243		intergenic_variant														31						1										

		ARS-BFGL-NGS-71723		rs109688960		22		11,752,658		23,007		intron_variant		SLC22A14												31						1										

		BovineHD2200003469		rs42002357		22		11,761,321		8,664		intron_variant		SLC22A14												31						1										

		BovineHD2200003471		rs42002349		22		11,767,244		5,924		intergenic_variant														31						1										

		BovineHD2200003474		rs109649040		22		11,774,211		6,968		intergenic_variant														31						1										

		BovineHD2200003476		rs42001720		22		11,776,576		2,366		intergenic_variant														31						1										

		BovineHD2200003477		NA		22		11,786,931		10,356		intergenic_variant														31						1										

		BovineHD2200003483		rs136557102		22		11,811,003		24,073		intron_variant		XYLB												31						1										

		BovineHD2200003485		rs110019024		22		11,825,461		14,459		intergenic_variant														31						1										

		ARS-BFGL-NGS-65384		rs110991499		22		11,862,971		37,511		intron_variant		ACVR2B												31						1										

		BovineHD2200003496		rs110208097		22		11,875,431		12,461		intron_variant		EXOG												31						1										

		BovineHD2200003499		rs135743584		22		11,886,468		11,038		intron_variant		EXOG												31						1										

		BovineHD2200003503		rs133018122		22		11,891,263		4,796		intron_variant		EXOG												31						1										

		BovineHD2200003507		rs134684692		22		11,895,196		3,934		intron_variant		EXOG												31						1										

		BovineHD2200003509		rs132635574		22		11,896,563		1,368		intergenic_variant														31						1										

		BovineHD2200003510		rs134103078		22		11,898,474		1,912		intergenic_variant														31						1										

		BovineHD2200003512		rs42001001		22		11,904,544		6,071		intergenic_variant														31						1										

		BovineHD2200003517		rs42002236		22		11,931,724		27,181		intergenic_variant														31						1										

		BovineHD2200003530		rs108944036		22		11,950,012		18,289		intergenic_variant														31						1										

		BovineHD2200003536		rs42002314		22		11,962,987		12,976		intergenic_variant														31						1										

		BovineHD2200003539		rs110084678		22		11,978,558		15,572		synonymous_variant		SCN5A												31						1										

		BovineHD2200003542		rs110353111		22		11,982,543		3,986		intron_variant		SCN5A												31						1										

		BovineHD2200003545		rs137833310		22		11,990,338		7,796		intron_variant		SCN5A												31						1										

		BovineHD2200003548		rs132662027		22		11,992,558		2,221		intron_variant		SCN5A												31						1										

		BovineHD2200003550		rs110255391		22		11,994,203		1,646		intron_variant		SCN5A												31						1										

		BovineHD2200003552		rs109391258		22		11,995,882		1,680		intron_variant		SCN5A												31						1										

		BovineHD2200003554		rs110610218		22		11,997,049		1,168		intron_variant		SCN5A												31						1										

		BovineHD2200003556		rs110639239		22		11,998,865		1,817		intron_variant		SCN5A												31						1										

		BovineHD2200003560		rs111013795		22		12,006,070		7,206		intron_variant		SCN5A												31						1										

		ARS-BFGL-NGS-118910		rs108952647		22		12,008,710		2,641		intron_variant		SCN5A												31						1										

		BovineHD2200003563		rs109621807		22		12,012,483		3,774		intron_variant		SCN5A												31						1										

		BovineHD2200003565		rs109694246		22		12,017,122		4,640		intron_variant		SCN5A												31						1										

		BovineHD2200003567		rs109897608		22		12,020,539		3,418		intron_variant		SCN5A												31						1										

		BovineHD2200003590		rs135433206		22		12,147,150		126,612		intron_variant		SCN10A												31						1										

		BovineHD2200003618		rs133083216		22		12,287,226		140,077		intron_variant		SCN11A												31						1										

		ARS-BFGL-NGS-104806		rs111009715		22		12,291,232		4,007		intron_variant		SCN11A												31						1										

		BovineHD2200003622		rs110123416		22		12,294,166		2,935		intron_variant		SCN11A												31						1										

		BovineHD2200003624		rs135682509		22		12,300,296		6,131		intron_variant		SCN11A												31						1										

		BovineHD2200003626		rs134614874		22		12,305,690		5,395		intron_variant		SCN11A												31						1										

		BovineHD2200003629		rs109636408		22		12,310,690		5,001		intron_variant		SCN11A												31						1										

		BovineHD2200003632		rs135601199		22		12,325,148		14,459		intron_variant		SCN11A												31						1										

		BovineHD2200003635		rs135064132		22		12,333,731		8,584		intron_variant		SCN11A												31						1										

		BovineHD2200003646		rs135605779		22		12,401,102		67,372		intron_variant		WDR48												31						1										

		BovineHD2200003650		rs133553426		22		12,421,012		19,911		intron_variant		WDR48												31						1										

		BovineHD2200003652		rs137703903		22		12,428,755		7,744		intron_variant		WDR48												31						1										

		Hapmap54042-ss46526396		rs41256861		22		12,430,483		1,729		intergenic_variant														31						1										

		BovineHD2200003655		rs136221821		22		12,435,876		5,394		intron_variant		GORASP1												31						1										

		BovineHD2200003656		rs133703464		22		12,437,222		1,347		intron_variant		GORASP1												31						1										

		BovineHD4100015476		rs41586685		22		12,444,089		6,868		intron_variant		TTC21A												31						1										

		BovineHD2200003659		rs134256920		22		12,459,488		15,400		intron_variant		TTC21A												31						1										

		BovineHD2200003661		rs136549316		22		12,461,000		1,513		intron_variant		TTC21A												31						1										

		BovineHD2200003663		rs137681453		22		12,464,177		3,178		intron_variant		TTC21A												31						1										

		BovineHD2200003672		rs136782356		22		12,493,857		29,681		intergenic_variant														31						1										

		BovineHD2200003675		rs109025845		22		12,504,794		10,938		5_prime_UTR_variant		CCR8												31						1										

		BovineHD2200003678		rs135732579		22		12,517,207		12,414		intron_variant		CCR8												31						1										

		BovineHD2200003684		rs109969963		22		12,525,790		8,584		intron_variant		CCR8												31						1										

		BovineHD2200003686		rs110821673		22		12,532,653		6,864		intron_variant		CCR8												31						1										

		Hapmap7772-BTA-53630		rs41640317		22		12,557,991		25,339		intron_variant		CCR8												31						1										

		BovineHD2200003692		rs109392952		22		12,560,608		2,618		intron_variant		CCR8												31						1										

		BovineHD2200003694		rs109350897		22		12,562,200		1,593		intron_variant		CCR8												31						1										

		BovineHD2200003697		rs109614313		22		12,565,880		3,681		intron_variant		CCR8												31						1										

		BovineHD2200003699		rs109142183		22		12,570,370		4,491		intron_variant		CCR8												31						1										

		BovineHD2200003718		rs110223392		22		12,603,939		33,570		intron_variant		CCR8												31						1										

		BovineHD2200003720		rs134708184		22		12,608,737		4,799		intron_variant		CCR8												31						1										

		BovineHD2200003722		rs110440214		22		12,616,530		7,794		intron_variant		CCR8												31						1										

		BovineHD2200003724		rs136523581		22		12,620,021		3,492		intron_variant		CCR8												31						1										

		BovineHD2200003726		rs137410065		22		12,622,994		2,974		intron_variant		CCR8												31						1										

		BovineHD2200003728		rs137074256		22		12,630,965		7,972		intron_variant		CCR8												31						1										

		BovineHD2200003730		rs132923208		22		12,633,231		2,267		intron_variant		CCR8												31						1										

		BovineHD2200003735		rs137571005		22		12,648,989		15,759		intron_variant		SLC25A38												31						1										

		ARS-BFGL-NGS-18001		rs109082233		22		12,655,771		6,783		intron_variant		SLC25A38												31						1										

		BovineHD4100015480		rs41640263		22		12,677,212		21,442		intergenic_variant														31						1										

		BovineHD2200003740		rs135087322		22		12,683,919		6,708		intergenic_variant														31						1										

		BovineHD2200003743		rs136997377		22		12,702,390		18,472		intergenic_variant														31						1										

		BovineHD2200003745		rs110834281		22		12,710,100		7,711		intergenic_variant														31						1										

		BovineHD2200003748		rs132987143		22		12,723,446		13,347		intergenic_variant														31						1										

		BovineHD2200003760		rs133333284		22		12,734,647		11,202		intron_variant		MOBP												31						1										

		BovineHD2200003767		rs133892984		22		12,749,994		15,348		intron_variant		MOBP												31						1										

		BovineHD4100015482		rs29012112		22		12,764,028		14,035		intron_variant		MOBP												31						1										

		ARS-BFGL-NGS-7642		rs109430308		22		12,784,839		20,812		intergenic_variant														31						1										

		BovineHD2200003775		rs132885730		22		12,789,511		4,673		intergenic_variant														31						1										

		BovineHD2200003779		rs134619549		22		12,798,276		8,766		intergenic_variant														31						1										

		BovineHD2200003781		rs133418872		22		12,800,294		2,019		intergenic_variant														31						1										

		BovineHD2200003785		rs134486183		22		12,819,022		18,729		intergenic_variant														31						1										

		BovineHD2200003787		rs136975427		22		12,822,632		3,611		intergenic_variant														31						1										

		BovineHD2200003788		rs109812427		22		12,826,566		3,935		intergenic_variant														31						1										

		BovineHD2200003789		rs109736992		22		12,828,474		1,909		intergenic_variant														31						1										

		BovineHD2200003794		rs137375222		22		12,846,248		17,775		intergenic_variant														31						1										

		BovineHD2200003802		rs109497793		22		12,885,764		39,517		intergenic_variant														31						1										

		BovineHD2200003804		rs109659323		22		12,889,066		3,303		intergenic_variant														31						1										

		BovineHD2200003806		rs137356602		22		12,891,198		2,133		intergenic_variant														31						1										

		BovineHD2200003810		rs110696549		22		12,897,093		5,896		intergenic_variant														31						1										

		BovineHD2200003812		rs135019489		22		12,906,822		9,730		intergenic_variant														31						1										

		BovineHD2200003816		rs137521396		22		12,914,973		8,152		intergenic_variant														31						1										

		BovineHD2200003818		rs110974062		22		12,919,205		4,233		intergenic_variant														31						1										

		BovineHD2200003822		rs135830351		22		12,924,879		5,675		intron_variant		MYRIP												31						1										

		BovineHD2200003824		rs110339614		22		12,926,255		1,377		intron_variant		MYRIP												31						1										

		BovineHD2200003825		rs109209032		22		12,927,664		1,410		intron_variant		MYRIP												31						1										

		BovineHD2200003827		rs135113729		22		12,931,111		3,448		intron_variant		MYRIP												31						1										

		BovineHD2200003829		rs109325297		22		12,935,563		4,453		intron_variant		MYRIP												31						1										

		BovineHD2200003831		rs109058036		22		12,945,497		9,935		intron_variant		MYRIP												31						1										

		BovineHD2200003836		rs109093699		22		12,960,638		15,142		intron_variant		MYRIP												31						1										

		BovineHD2200003840		rs110694490		22		12,966,957		6,320		intron_variant		MYRIP												31						1										

		ARS-BFGL-NGS-88519		rs110424058		22		12,968,942		1,986		intron_variant		MYRIP												31						1										

		BovineHD2200003844		rs137090579		22		12,978,616		9,675		intron_variant		MYRIP												31						1										

		BovineHD2200003846		rs109800854		22		12,982,281		3,666		intron_variant		MYRIP												31						1										

		BovineHD2200003848		rs136335504		22		12,986,899		4,619		intron_variant		MYRIP												31						1										

		BovineHD2200003852		rs133823018		22		12,995,840		8,942		intron_variant		MYRIP												31						1										

		BovineHD2200003856		rs133615666		22		13,004,280		8,441		intron_variant		MYRIP												31						1										

		BovineHD2200003860		rs134928610		22		13,012,844		8,565		intron_variant		MYRIP												31						1										

		BovineHD2200003865		rs109520044		22		13,018,309		5,466		intron_variant		MYRIP												31						1										

		BovineHD2200003869		rs109018173		22		13,032,250		13,942		intron_variant		MYRIP												31						1										

		BovineHD2200003871		rs134897175		22		13,039,764		7,515		intron_variant		MYRIP												31						1										

		BovineHD2200003874		rs134513304		22		13,044,898		5,135		intron_variant		MYRIP												31						1										

		BovineHD2200003876		rs133845483		22		13,051,386		6,489		intron_variant		MYRIP												31						1										

		BovineHD2200003896		rs109064770		22		13,113,239		61,854		intron_variant		MYRIP												31						1										

		BovineHD2200003903		rs137403869		22		13,149,187		35,949		intergenic_variant														31						1										

		Hapmap58214-rs29015775		rs29015775		22		13,159,539		10,353		intergenic_variant														31						1										

		BovineHD2200003907		rs135382414		22		13,166,495		6,957		intergenic_variant														31						1										

		ARS-BFGL-NGS-102131		rs109286373		22		13,179,776		13,282		intergenic_variant														31						1										

		BovineHD2200003912		rs109795184		22		13,188,898		9,123		intergenic_variant														31						1										

		BovineHD2200003926		rs41997390		22		13,260,639		71,742		synonymous_variant		ENTPD3												31						1										

		BovineHD2200003931		rs109926238		22		13,288,221		27,583		intergenic_variant														31						1										

		BTB-01573599		rs42692282		22		13,427,322		139,102		intergenic_variant														31						1										

		BovineHD2200003960		rs42692268		22		13,471,931		44,610		intergenic_variant														31						1										

		BovineHD2200003961		rs135668770		22		13,475,890		3,960		intergenic_variant														31						1										

		BovineHD2200003963		rs41998024		22		13,488,141		12,252		intergenic_variant														31						1										

		BovineHD2200003967		rs41997611		22		13,496,071		7,931		intergenic_variant														31						1										

		BovineHD2200004001		rs133479901		22		13,696,963		200,893		intergenic_variant														31						1										

		BovineHD2200004013		rs135677166		22		13,752,286		55,324		intergenic_variant														31						1										

		BovineHD2200004015		rs109636488		22		13,781,757		29,472		intergenic_variant														31						1										

		BovineHD2200004019		rs132979990		22		13,803,432		21,676		intron_variant		CTNNB1												31						1										

		BovineHD2200004024		rs134236627		22		13,818,453		15,022		intron_variant		CTNNB1												31						1										

		BovineHD2200004026		rs136787536		22		13,829,955		11,503		intron_variant		CTNNB1												31						1										

		BovineHD2200004029		rs109617449		22		13,846,191		16,237		intergenic_variant														31						1										

		ARS-BFGL-NGS-1133		rs110753494		22		13,850,458		4,268		intergenic_variant														31						1										

		BovineHD2200004032		rs109295389		22		13,862,029		11,572		intron_variant		ULK4												31						1										

		BovineHD2200004037		rs43038391		22		13,887,031		25,003		intron_variant		ULK4												31						1										

		ARS-BFGL-BAC-30368		rs41998164		22		13,907,734		20,704		intron_variant		ULK4												31						1										

		BovineHD2200004045		rs41998213		22		13,911,253		3,520		intron_variant		ULK4												31						1										

		BovineHD2200004049		rs41998204		22		13,918,864		7,612		intron_variant		ULK4												31						1										

		BovineHD2200004053		rs109634369		22		13,931,511		12,648		intron_variant		ULK4												31						1										

		BovineHD2200004058		rs41998224		22		13,941,246		9,736		intron_variant		ULK4												31						1										

		BovineHD2200004063		rs110032170		22		13,945,209		3,964		intron_variant		ULK4												31						1										

		BovineHD2200004068		rs41999062		22		13,951,987		6,779		intron_variant		ULK4												31						1										

		BovineHD2200004071		rs41999127		22		13,959,303		7,317		intron_variant		ULK4												31						1										

		BovineHD2200004076		rs41999086		22		13,965,189		5,887		intron_variant		ULK4												31						1										

		BovineHD2200004083		rs41999858		22		13,993,373		28,185		intron_variant		ULK4												31						1										

		BovineHD2200004086		rs135460547		22		13,996,338		2,966		intron_variant		ULK4												31						1										

		BovineHD2200004090		rs133235736		22		14,019,110		22,773		intron_variant		ULK4												31						1										

		BovineHD4100015487		rs41620020		22		14,025,747		6,638		intron_variant		ULK4												31						1										

		BovineHD2200004098		rs133005048		22		14,047,222		21,476		intron_variant		ULK4												31						1										

		BovineHD2200004102		rs41998123		22		14,066,429		19,208		intron_variant		ULK4												31						1										

		BovineHD2200004106		rs41998101		22		14,079,118		12,690		intron_variant		ULK4												31						1										

		Hapmap42249-BTA-55197		rs41586645		22		14,090,230		11,113		intron_variant		ULK4												31						1										

		BovineHD2200004110		rs41998650		22		14,091,605		1,376		intron_variant		ULK4												31						1										

		BovineHD2200004112		rs41998656		22		14,093,380		1,776		intron_variant		ULK4												31						1										

		BovineHD2200004114		rs109429551		22		14,096,032		2,653		intron_variant		ULK4												31						1										

		BovineHD2200004116		rs41998671		22		14,098,608		2,577		intron_variant		ULK4												31						1										

		BovineHD2200004119		rs132844410		22		14,123,659		25,052		intron_variant		ULK4												31						1										

		BovineHD2200004121		rs135370037		22		14,129,907		6,249		intron_variant		ULK4												31						1										

		BovineHD2200004123		rs134156327		22		14,136,912		7,006		intron_variant		ULK4												31						1										

		BovineHD2200004126		rs109938481		22		14,145,371		8,460		intron_variant		ULK4												31						1										

		BovineHD2200004132		rs109779660		22		14,153,306		7,936		intron_variant		ULK4												31						1										

		BovineHD2200004137		rs110070894		22		14,161,857		8,552		intron_variant		ULK4												31						1										

		BovineHD2200004143		rs109951294		22		14,178,230		16,374		intron_variant		ULK4												31						1										

		BovineHD2200004146		rs110275367		22		14,179,988		1,759		intron_variant		ULK4												31						1										

		BovineHD2200004148		rs109070728		22		14,181,288		1,301		intron_variant		ULK4												31						1										

		BovineHD2200004149		rs109406200		22		14,182,233		946		intron_variant		ULK4												31						1										

		BovineHD2200004150		rs136341693		22		14,191,005		8,773		intron_variant		ULK4												31						1										

		BovineHD2200004158		rs41998678		22		14,206,823		15,819		intron_variant		ULK4												31						1										

		BovineHD2200004162		rs137381623		22		14,215,107		8,285		intron_variant		ULK4												31						1										

		BovineHD2200004165		rs135258225		22		14,226,073		10,967		intron_variant		ULK4												31						1										

		BovineHD2200004170		rs134167990		22		14,236,928		10,856		intron_variant		ULK4												31						1										

		BovineHD2200004174		rs137362401		22		14,244,527		7,600		intron_variant		ULK4												31						1										

		BovineHD2200004177		rs134469148		22		14,248,018		3,492		intron_variant		ULK4												31						1										

		BovineHD2200004185		rs137507614		22		14,257,652		9,635		intron_variant		ULK4												31						1										

		BovineHD2200004191		rs110504910		22		14,291,584		33,933		intron_variant		ULK4												31						1										

		BovineHD2200004194		rs110574606		22		14,301,407		9,824		intron_variant		ULK4												31						1										

		BovineHD2200004197		rs134569758		22		14,303,817		2,411		intron_variant		ULK4												31						1										

		BovineHD2200004200		rs110406123		22		14,312,375		8,559		intron_variant		ULK4												31						1										

		BovineHD2200004202		rs136211808		22		14,314,887		2,513		intron_variant		ULK4												31						1										

		BovineHD2200004204		rs134506463		22		14,317,337		2,451		intron_variant		ULK4												31						1										

		BovineHD2200004207		rs134068340		22		14,326,174		8,838		intron_variant		ULK4												31						1										

		BovineHD2200004211		rs109610592		22		14,339,855		13,682		intron_variant		ULK4												31						1										

		BovineHD2200004213		rs132928190		22		14,342,721		2,867		intron_variant		ULK4												31						1										

		BovineHD1500000154		rs110808534		23		21,532,793				intergenic_variant														32						1										

		BovineHD1500000143		rs110565834		23		21,554,310		21,518		intergenic_variant														32						1										

		BovineHD4100011765		rs41662578		23		21,592,388		38,079		intergenic_variant														32						1										

		BovineHD2300005776		rs137305043		23		22,140,098		547,711		intergenic_variant												29						1												

		BovineHD2300005778		rs137009145		23		22,147,723		7,626		intergenic_variant												29						1												

		BovineHD2300005781		rs109586730		23		22,152,393		4,671		intergenic_variant												29						1												

		BovineHD2300005783		rs135323757		23		22,156,787		4,395		intergenic_variant												29						1												

		BovineHD2300005785		rs133762863		23		22,163,325		6,539		intergenic_variant												29						1												

		BovineHD2300005787		rs110141826		23		22,166,650		3,326		intergenic_variant												29						1												

		BovineHD2300005790		rs109759662		23		22,182,586		15,937		intergenic_variant												29						1												

		BovineHD2300005793		rs110821063		23		22,190,525		7,940		intergenic_variant												29						1												

		BovineHD2300005796		rs133379319		23		22,201,446		10,922		intergenic_variant												29						1												

		BovineHD2300005804		rs137738793		23		22,216,091		14,646		intergenic_variant												29						1												

		BovineHD2300005808		rs109648192		23		22,233,886		17,796		intron_variant		MUT										29						1												

		BovineHD2300005810		rs110499896		23		22,247,068		13,183		intron_variant		MUT										29						1												

		BovineHD2300005813		rs136789080		23		22,263,974		16,907		intron_variant		CENPQ										29						1												

		Hapmap44684-BTA-55791		rs41604175		23		22,275,114		11,141		intron_variant		CENPQ										29						1												

		BovineHD2300005817		rs134474684		23		22,289,737		14,624		intergenic_variant												29						1												

		BovineHD2300005820		rs137357669		23		22,298,896		9,160		intron_variant		GLYATL3										29						1												

		BovineHD2300005822		rs134002912		23		22,310,386		11,491		intergenic_variant												29						1												

		BovineHD2300005823		rs135300677		23		22,317,370		6,985		intergenic_variant												29						1												

		BovineHD2300005827		rs110209789		23		22,344,293		26,924		intergenic_variant												29						1												

		BovineHD2300005829		rs137507381		23		22,348,967		4,675		intergenic_variant												29						1												

		BovineHD2300005832		rs135449759		23		22,360,832		11,866		intergenic_variant												29						1												

		Hapmap39064-BTA-55787		rs41587222		23		22,362,944		2,113		intergenic_variant												29						1												

		BovineHD2300005835		rs41587220		23		22,365,620		2,677		intergenic_variant												29						1												

		BovineHD2300005841		rs41641232		23		22,381,615		15,996		intron_variant		RHAG										29						1												

		BovineHD2300005844		rs136009360		23		22,387,128		5,514		intron_variant		RHAG										29						1												

		BovineHD2300005847		rs135051454		23		22,391,209		4,082		intron_variant		RHAG										29						1												

		BovineHD2300005849		rs133881439		23		22,396,746		5,538		intergenic_variant												29						1												

		BovineHD2300005855		rs110909491		23		22,416,677		19,932		intron_variant		CRISP2										29						1												

		BovineHD2300005863		rs109936716		23		22,460,805		44,129		intron_variant		CRISP3										29						1												

		BovineHD2300005867		rs135328277		23		22,472,770		11,966		intergenic_variant												29						1												

		BovineHD2300005870		rs109101809		23		22,477,625		4,856		intergenic_variant												29						1												

		BovineHD2300005872		rs110720380		23		22,495,058		17,434		intergenic_variant												29						1												

		BovineHD2300005876		rs134723686		23		22,505,580		10,523		intergenic_variant												29						1												

		BovineHD2300005878		rs109200530		23		22,509,399		3,820		intergenic_variant												29						1												

		BovineHD2300005882		rs110637172		23		22,520,278		10,880		intergenic_variant												29						1												

		BovineHD2300005884		rs110729363		23		22,525,498		5,221		intergenic_variant												29						1												

		BovineHD2300005888		rs137366286		23		22,534,104		8,607		intron_variant		CRISP1										29						1												

		BovineHD2300005890		rs110962755		23		22,536,254		2,151		intron_variant		CRISP1										29						1												

		BovineHD2300005892		rs109103984		23		22,538,968		2,715		intron_variant		CRISP1										29						1												

		BovineHD2300005899		rs133349884		23		22,572,630		33,663		intergenic_variant												29						1												

		BovineHD2300005901		rs135693610		23		22,578,788		6,159		intergenic_variant												29						1												

		BovineHD2300005903		rs134477895		23		22,589,067		10,280		intergenic_variant												29						1												

		BovineHD2300005906		rs134884434		23		22,594,847		5,781		intergenic_variant												29						1												

		BovineHD2300005908		rs110328558		23		22,600,906		6,060		intergenic_variant												29						1												

		BovineHD2300005910		rs136484333		23		22,603,839		2,934		intergenic_variant												29						1												

		BovineHD2300005912		rs109713333		23		22,606,475		2,637		intergenic_variant												29						1												

		BovineHD2300005914		rs109009054		23		22,614,075		7,601		intron_variant		DEFB114										29						1												

		BovineHD2300005916		rs136576784		23		22,620,168		6,094		intergenic_variant												29						1												

		BovineHD2300005921		rs109324429		23		22,648,781		28,614		intron_variant		DEFB110										29						1												

		BovineHD2300005923		rs110700161		23		22,667,223		18,443		intron_variant		DEFB112										29						1												

		BovineHD2300005925		rs133682372		23		22,681,744		14,522		intron_variant		DEFB112										29						1												

		BovineHD2300005930		rs137713479		23		22,713,870		32,127		intergenic_variant												29						1												

		BovineHD2300005932		rs137418433		23		22,720,181		6,312		intergenic_variant												29						1												

		BovineHD2300005934		rs133888783		23		22,723,111		2,931		intergenic_variant												29						1												

		BovineHD2300005940		rs110876736		23		22,764,867		41,757		intergenic_variant												29						1												

		BovineHD2300005942		rs110564809		23		22,770,390		5,524		intergenic_variant												29						1												

		BovineHD2300005948		rs110118230		23		22,811,611		41,222		intergenic_variant												29						1												

		BovineHD2300005953		rs135328009		23		22,837,302		25,692		intergenic_variant												29						1												

		BovineHD2300005959		rs110799839		23		22,874,563		37,262		intergenic_variant												29						1												

		BovineHD2300005961		rs134721680		23		22,887,200		12,638		intergenic_variant												29						1												

		BovineHD2300005964		rs133670887		23		22,896,915		9,716		intergenic_variant												29						1												

		BovineHD2300005966		rs137571494		23		22,903,462		6,548		intergenic_variant												29						1												

		BovineHD2300005971		rs110637420		23		22,929,453		25,992		intergenic_variant												29						1												

		BovineHD2300005976		rs137760543		23		22,943,516		14,064		intergenic_variant												29						1												

		Hapmap23007-BTA-137198		rs110953944		23		22,963,662		20,147		intergenic_variant												29						1												

		BovineHD2300005981		rs135717701		23		22,985,879		22,218		intergenic_variant												29						1												

		BovineHD2300015615		rs108938444		23		22,993,955		8,077		intergenic_variant												29						1												

		BovineHD2300005984		rs109315276		23		23,007,795		13,841		intergenic_variant												29						1												

		BovineHD2300005988		rs110807605		23		23,019,495		11,701		intergenic_variant												29						1												

		BovineHD2300005992		rs110236986		23		23,025,220		5,726		intergenic_variant												29						1												

		BovineHD2300005995		rs136941414		23		23,028,549		3,330		intergenic_variant												29						1												

		BovineHD2300005998		rs134231158		23		23,035,089		6,541		intergenic_variant												29						1												

		BovineHD2300006000		rs136623514		23		23,037,358		2,270		intergenic_variant												29						1												

		BovineHD2300006005		rs137052898		23		23,065,885		28,528		intergenic_variant												29						1												

		BovineHD2300006010		rs136773574		23		23,091,995		26,111		intergenic_variant												29						1												

		BovineHD2300006013		rs133514979		23		23,105,070		13,076		intergenic_variant												29						1												

		BovineHD2300006016		rs110972721		23		23,114,460		9,391		intergenic_variant												29						1												

		BovineHD2300006018		rs109008543		23		23,131,484		17,025		intergenic_variant												29						1												

		BovineHD2300006020		rs135066940		23		23,136,419		4,936		intergenic_variant												29						1												

		BovineHD2300006024		rs109815477		23		23,151,433		15,015		intergenic_variant												29						1												

		BovineHD2300006027		rs109472205		23		23,156,811		5,379		intergenic_variant												29						1												

		BovineHD2300006034		rs109000056		23		23,185,268		28,458		intergenic_variant												29						1												

		BovineHD2300006036		rs137784846		23		23,204,895		19,628		intergenic_variant												29						1												

		BovineHD2300006038		rs109210689		23		23,207,400		2,506		intergenic_variant												29						1												

		BovineHD2300006040		rs133859705		23		23,218,584		11,185		intergenic_variant												29						1												

		BovineHD2300006044		rs109330454		23		23,241,658		23,075		intergenic_variant												29						1												

		BovineHD2300006048		rs132890942		23		23,253,748		12,091		intergenic_variant												29						1												

		BovineHD2300006050		rs109362456		23		23,262,647		8,900		intergenic_variant												29						1												

		BovineHD2300006053		rs109241856		23		23,273,545		10,899		intergenic_variant												29						1												

		BTA-55939-no-rs		rs41566363		23		23,277,585		4,041		intergenic_variant												29						1												

		BovineHD2300006057		rs110198940		23		23,286,010		8,426		intron_variant		TFAP2D										29						1												

		BovineHD2300006059		rs109922278		23		23,295,051		9,042		intron_variant		TFAP2D										29						1												

		BovineHD2300006064		rs136993534		23		23,303,010		7,960		intron_variant		TFAP2D										29						1												

		BovineHD2300006066		rs132706819		23		23,306,959		3,950		intron_variant		TFAP2D										29						1												

		BovineHD4100016044		rs110932205		23		23,313,657		6,699		intron_variant		TFAP2D										29						1												

		BovineHD2300006071		rs132920997		23		23,319,089		5,433		intron_variant		TFAP2D										29						1												

		BovineHD2300006073		rs110514047		23		23,321,722		2,634		intron_variant		TFAP2D										29						1												

		BovineHD2300006075		rs41587556		23		23,323,257		1,536		intron_variant		TFAP2D										29						1												

		BovineHD2300006077		rs109994302		23		23,325,769		2,513		intron_variant		TFAP2D										29						1												

		BovineHD2300006081		rs134896643		23		23,342,696		16,928		intergenic_variant												29						1												

		BovineHD2300006087		rs108958778		23		23,351,798		9,103		intergenic_variant												29						1												

		BovineHD2300006091		rs109786126		23		23,357,662		5,865		intergenic_variant												29						1												

		BovineHD2300006094		rs110259741		23		23,366,234		8,573		intergenic_variant												29						1												

		BovineHD2300006096		rs110386421		23		23,369,505		3,272		intergenic_variant												29						1												

		BovineHD2300006098		rs109841704		23		23,371,836		2,332		intergenic_variant												29						1												

		BovineHD2300006101		rs111018154		23		23,387,374		15,539		intron_variant		TFAP2B										29						1												

		BovineHD2300006103		rs135752655		23		23,390,492		3,119		intron_variant		TFAP2B										29						1												

		BovineHD2300006105		rs110903715		23		23,397,599		7,108		intron_variant		TFAP2B										29						1												

		BovineHD2300006110		rs109421998		23		23,422,980		25,382		intergenic_variant												29						1												

		BovineHD2300006113		rs137002626		23		23,436,672		13,693		intergenic_variant												29						1												

		BovineHD2300006115		rs110867873		23		23,440,898		4,227		intergenic_variant												29						1												

		BovineHD2300006119		rs110774760		23		23,472,010		31,113		intergenic_variant												29						1												

		BovineHD2300006122		rs110351070		23		23,480,390		8,381		intergenic_variant												29						1												

		BovineHD2300006126		rs135091666		23		23,489,626		9,237		intergenic_variant												29						1												

		BovineHD2300006138		rs109413801		23		23,518,187		28,562		intergenic_variant												29						1												

		BovineHD2300006146		rs109756280		23		23,556,277		38,091		intergenic_variant												29						1												

		ARS-BFGL-NGS-27191		rs109654307		23		23,563,209		6,933		intergenic_variant												29						1												

		BovineHD2300006156		rs109454165		23		23,585,031		21,823		intergenic_variant												29						1												

		BovineHD2300006158		rs135654833		23		23,590,050		5,020		intergenic_variant												29						1												

		BovineHD2300006169		rs43562639		23		23,627,801		37,752		intergenic_variant												29						1												

		BovineHD2300006171		rs110438196		23		23,633,631		5,831		intergenic_variant												29						1												

		BovineHD2300006173		rs134613001		23		23,636,138		2,508		intergenic_variant												29						1												

		BovineHD2300006175		rs134246283		23		23,644,024		7,887		intergenic_variant												29						1												

		BovineHD2300006177		rs43561791		23		23,647,288		3,265		intergenic_variant												29						1												

		BovineHD2300006180		rs133056989		23		23,654,053		6,766		intergenic_variant												29						1												

		BovineHD2300006183		rs132883854		23		23,658,371		4,319		intergenic_variant												29						1												

		BovineHD2300006187		rs134149183		23		23,663,060		4,690		intergenic_variant												29						1												

		BovineHD2300006189		rs133467561		23		23,668,394		5,335		intergenic_variant												29						1												

		BovineHD2300006191		rs136459021		23		23,670,447		2,054		intergenic_variant												29						1												

		BovineHD2300006193		rs110718476		23		23,676,507		6,061		intergenic_variant												29						1												

		BovineHD2300006199		rs110236885		23		23,694,147		17,641		intergenic_variant												29						1												

		BovineHD2300006201		rs134294270		23		23,698,687		4,541		intergenic_variant												29						1												

		BovineHD2300006204		rs110556135		23		23,704,336		5,650		intergenic_variant												29						1												

		BovineHD2300006206		rs110707710		23		23,710,195		5,860		intergenic_variant												29						1												

		BovineHD2300006209		rs110526676		23		23,716,491		6,297		intergenic_variant												29						1												

		BovineHD2300006212		rs109231126		23		23,733,408		16,918		intergenic_variant												29						1												

		BovineHD2300006214		rs136158219		23		23,737,106		3,699		intergenic_variant												29						1												

		BovineHD2300006216		rs43561755		23		23,750,046		12,941		intergenic_variant												29						1												

		BTB-00354572		rs43561770		23		23,757,091		7,046		intergenic_variant												29						1												

		BovineHD2300006221		rs43561752		23		23,775,474		18,384		intergenic_variant												29						1												

		ARS-BFGL-NGS-114061		rs43561026		23		23,786,806		11,333		intergenic_variant												29						1												

		BovineHD2300006225		rs110609308		23		23,789,982		3,177		intergenic_variant												29						1												

		BovineHD2300006227		rs43561746		23		23,792,529		2,548		intergenic_variant												29						1												

		BovineHD4100016047		rs41657254		23		23,797,472		4,944		intergenic_variant												29						1												

		BovineHD2300006230		rs134899415		23		23,802,510		5,039		intergenic_variant												29						1												

		BovineHD2300006232		rs43560971		23		23,808,715		6,206		intergenic_variant												29						1												

		BovineHD2300006234		rs43560988		23		23,811,232		2,518		intergenic_variant												29						1												

		BovineHD2300006236		rs110527820		23		23,820,652		9,421		intergenic_variant												29						1												

		BovineHD2300006238		rs43560993		23		23,824,845		4,194		intergenic_variant												29						1												

		BovineHD2300006240		rs136682927		23		23,827,052		2,208		intergenic_variant												29						1												

		BovineHD2300006242		rs135660935		23		23,832,462		5,411		intergenic_variant												29						1												

		BovineHD2300006244		rs134920039		23		23,836,047		3,586		intergenic_variant												29						1												

		BovineHD2300006248		rs43561012		23		23,846,546		10,500		intergenic_variant												29						1												

		BovineHD2300006251		rs110110866		23		23,855,349		8,804		intergenic_variant												29						1												

		BovineHD2300006256		rs137257981		23		23,862,536		7,188		intergenic_variant												29						1												

		BovineHD2300006259		rs110168270		23		23,868,119		5,584		intergenic_variant												29						1												

		BovineHD2300006261		rs43560122		23		23,870,281		2,163		intergenic_variant												29						1												

		BovineHD2300006263		rs43560090		23		23,873,423		3,143		intergenic_variant												29						1												

		BovineHD2300006265		rs43560082		23		23,878,090		4,668		intergenic_variant												29						1												

		BovineHD2300006267		rs43560074		23		23,882,730		4,641		intergenic_variant												29						1												

		BovineHD4100016049		rs41657245		23		23,885,928		3,199		intergenic_variant												29						1												

		BovineHD2300006270		rs43560053		23		23,888,245		2,318		intergenic_variant												29						1												

		BovineHD2300006272		rs43560043		23		23,891,504		3,260		intergenic_variant												29						1												

		BovineHD2300006275		rs43559311		23		23,898,308		6,805		intergenic_variant												29						1												

		BovineHD2300006277		rs43559276		23		23,912,632		14,325		intergenic_variant												29						1												

		BovineHD2300006279		rs110282615		23		23,917,570		4,939		intergenic_variant												29						1												

		BovineHD2300006281		rs109940265		23		23,920,481		2,912		intergenic_variant												29						1												

		BovineHD2300006283		rs132817793		23		23,922,258		1,778		intergenic_variant												29						1												

		BovineHD4100016051		rs41657238		23		23,925,623		3,366		intergenic_variant												29						1												

		BovineHD2300006286		rs43559263		23		23,930,661		5,039		intergenic_variant												29						1												

		BovineHD2300006289		rs109968445		23		23,949,931		19,271		intergenic_variant												29						1												

		BovineHD2300006293		rs109553058		23		23,964,343		14,413		intergenic_variant												29						1												

		BovineHD2300006296		rs43559248		23		23,968,151		3,809		intergenic_variant												29						1												

		BovineHD2300006298		rs133852553		23		23,971,003		2,853		intergenic_variant												29						1												

		BovineHD2300006299		rs137512158		23		23,973,636		2,634		intergenic_variant												29						1												

		BovineHD2300006300		rs136105984		23		23,977,969		4,334		intergenic_variant												29						1												

		BovineHD2300006302		rs109561854		23		23,991,829		13,861		intergenic_variant												29						1												

		BovineHD2300006304		rs110887161		23		23,994,723		2,895		intergenic_variant												29						1												

		BovineHD4100016056		rs110409768		23		24,006,319		11,597		intergenic_variant												29						1												

		BovineHD2300006314		rs135555121		23		24,018,088		11,770		intergenic_variant												29						1												

		ARS-BFGL-NGS-69490		rs110665802		23		24,025,634		7,547		intergenic_variant												29						1												

		BovineHD2300006319		rs43557362		23		24,038,873		13,240		intergenic_variant												29						1												

		BovineHD2300006321		rs135923408		23		24,044,945		6,073		intergenic_variant												29						1												

		BovineHD2300006325		rs43560867		23		24,053,636		8,692		intergenic_variant												29						1												

		BTA-81631-no-rs		rs41670209		23		24,060,064		6,429		intergenic_variant												29						1												

		BovineHD2300006329		rs136135955		23		24,065,194		5,131		intergenic_variant												29						1												

		BovineHD2300006331		rs110940649		23		24,067,925		2,732		intergenic_variant												29						1												

		BovineHD2300006333		rs108977765		23		24,073,805		5,881		intergenic_variant												29						1												

		BovineHD2300006343		rs43246086		23		24,100,087		26,283		intron_variant		PKHD1										29						1												

		BovineHD2300006350		rs110005199		23		24,115,740		15,654		intron_variant		PKHD1										29						1												

		BovineHD2300006352		rs135382666		23		24,117,509		1,770		intron_variant		PKHD1										29						1												

		BovineHD2300006354		rs134143054		23		24,128,297		10,789		intron_variant		PKHD1										29						1												

		BovineHD2300006361		rs136518960		23		24,155,213		26,917		intron_variant		PKHD1										29						1												

		BovineHD2300006363		rs110335686		23		24,157,621		2,409		intron_variant		PKHD1										29						1												

		BovineHD2300006365		rs108965854		23		24,161,748		4,128		intron_variant		PKHD1										29						1												

		BovineHD2300006368		rs109588017		23		24,167,736		5,989		intron_variant		PKHD1										29						1												

		BovineHD2300006370		rs110445044		23		24,170,158		2,423		intron_variant		PKHD1										29						1												

		BovineHD2300006371		rs109896616		23		24,176,997		6,840		intron_variant		PKHD1										29						1												

		BovineHD2300006373		rs136817221		23		24,181,824		4,828		intron_variant		PKHD1										29						1												

		UA-IFASA-8890		rs41634501		23		24,187,660		5,837		missense_variant		PKHD1		cAa/cCa		Gln/Pro		Polar uncharged		Hydrophobic		29						1												

		BovineHD2300006379		rs43246783		23		24,194,217		6,558		intron_variant		PKHD1										29						1												

		BovineHD2300006382		rs43246820		23		24,197,667		3,451		intron_variant		PKHD1										29						1												

		BovineHD2300006384		rs43247559		23		24,200,934		3,268		intron_variant		PKHD1										29						1												

		BovineHD2300006386		rs133533536		23		24,202,826		1,893		intron_variant		PKHD1										29						1												

		BovineHD2300006388		rs43247575		23		24,207,969		5,144		intron_variant		PKHD1										29						1												

		BovineHD2300006391		rs43247588		23		24,220,571		12,603		intron_variant		PKHD1										29						1												

		BovineHD2300006393		rs43247603		23		24,222,788		2,218		intron_variant		PKHD1										29						1												

		BovineHD2300006395		rs133107846		23		24,224,688		1,901		intron_variant		PKHD1										29						1												

		BovineHD2300006397		rs136279827		23		24,227,832		3,145		intron_variant		PKHD1										29						1												

		BovineHD2300006399		rs43248476		23		24,229,407		1,576		intron_variant		PKHD1										29						1												

		BovineHD2300006401		rs43248463		23		24,231,501		2,095		intron_variant		PKHD1										29						1												

		BovineHD2300006403		rs43248449		23		24,234,626		3,126		intron_variant		PKHD1										29						1												

		BovineHD2300006406		rs43248439		23		24,237,440		2,815		intron_variant		PKHD1										29						1												

		BovineHD2300006409		rs136673532		23		24,242,149		4,710		intron_variant		PKHD1										29						1												

		BovineHD2300006411		rs43248512		23		24,245,297		3,149		intron_variant		PKHD1										29						1												

		BovineHD2300006413		rs133003175		23		24,248,703		3,407		intron_variant		PKHD1										29						1												

		BovineHD2300006415		rs136181786		23		24,252,119		3,417		intron_variant		PKHD1										29						1												

		BovineHD2300006417		rs42182547		23		24,256,876		4,758		intron_variant		PKHD1										29						1												

		BovineHD2300006419		rs110510067		23		24,261,268		4,393		intron_variant		PKHD1										29						1												

		BovineHD2300006421		rs135469264		23		24,263,939		2,672		intron_variant		PKHD1										29						1												

		BovineHD2300006423		rs42181524		23		24,266,984		3,046		intron_variant		PKHD1										29						1												

		BovineHD2300006426		rs42181511		23		24,270,138		3,155		intron_variant		PKHD1										29						1												

		ARS-BFGL-NGS-4505		rs109133415		23		24,273,540		3,403		intron_variant		PKHD1										29						1												

		BovineHD2300006431		rs42181484		23		24,278,390		4,851		intron_variant		PKHD1										29						1												

		BovineHD2300006435		rs110986114		23		24,289,892		11,503		intron_variant		PKHD1										29						1												

		BovineHD2300006439		rs42180392		23		24,294,028		4,137		intron_variant		PKHD1										29						1												

		BovineHD2300006441		rs42180380		23		24,295,872		1,845		intron_variant		PKHD1										29						1												

		BovineHD2300006445		rs136846645		23		24,300,414		4,543		intron_variant		PKHD1										29						1												

		BovineHD2300006447		rs42180353		23		24,303,099		2,686		intron_variant		PKHD1										29						1												

		BovineHD2300006452		rs108967923		23		24,313,441		10,343		intron_variant		PKHD1										29						1												

		BTA-55907-no-rs		rs41641303		23		24,315,857		2,417		intron_variant		PKHD1										29						1												

		BovineHD2300006456		rs42026069		23		24,318,027		2,171		intron_variant		PKHD1										29						1												

		BovineHD2300006461		rs137595427		23		24,328,911		10,885		intron_variant		PKHD1										29						1												

		BovineHD2300006463		rs137196769		23		24,334,789		5,879		intron_variant		PKHD1										29						1												

		BovineHD2300006466		rs42025267		23		24,345,237		10,449		intron_variant		PKHD1										29						1												

		BovineHD2300006468		rs133656796		23		24,353,787		8,551		intron_variant		PKHD1										29						1												

		BovineHD2300006470		rs42024336		23		24,359,511		5,725		intron_variant		PKHD1										29						1												

		BovineHD2300006475		rs42023069		23		24,378,533		19,023		intron_variant		PKHD1										29						1												

		BovineHD2300006482		rs42023039		23		24,403,593		25,061		intron_variant		PKHD1										29						1												

		BovineHD2300006485		rs42031711		23		24,407,595		4,003		intron_variant		PKHD1										29						1												

		BovineHD2300006487		rs42031700		23		24,409,973		2,379		intron_variant		PKHD1										29						1												

		BovineHD2300006489		rs42031697		23		24,415,019		5,047		intron_variant		PKHD1										29						1												

		BovineHD2300006492		rs42031676		23		24,427,860		12,842		intron_variant		PKHD1										29						1												

		BovineHD2300006494		rs42031668		23		24,436,699		8,840		intron_variant		PKHD1										29						1												

		Hapmap50029-BTA-55899		rs41641297		23		24,439,671		2,973		intron_variant		PKHD1										29						1												

		BovineHD2300006497		rs136890219		23		24,442,120		2,450		intron_variant		PKHD1										29						1												

		BovineHD2300006499		rs109321408		23		24,444,511		2,392		missense_variant		PKHD1		aCg/aTg		Thr/Met		Polar uncharged		Hydrophobic		29						1												

		BovineHD2300006501		rs136176883		23		24,446,921		2,411		intron_variant		PKHD1										29						1												

		BovineHD2300006503		rs42029297		23		24,449,190		2,270		intron_variant		PKHD1										29						1												

		BovineHD2300006505		rs42029321		23		24,456,963		7,774		intron_variant		PKHD1										29						1												

		BovineHD2300006507		rs42030649		23		24,463,879		6,917		intron_variant		PKHD1										29						1												

		BovineHD2300006508		rs109598801		23		24,469,098		5,220		intron_variant		PKHD1										29						1												

		BovineHD2300006510		rs136096090		23		24,471,226		2,129		missense_variant		PKHD1		aTg/aCg		Met/Thr		Hydrophobic		Polar uncharged		29						1												

		BovineHD2300006512		rs110493343		23		24,475,407		4,182		intron_variant		PKHD1										29						1												

		BovineHD2300006514		rs110049085		23		24,477,724		2,318		intron_variant		PKHD1										29						1												

		BovineHD2300006518		rs134180008		23		24,483,520		5,797		intron_variant		PKHD1										29						1												

		BovineHD2300006523		rs135096618		23		24,494,668		11,149		intron_variant		PKHD1										29						1												

		BovineHD2300006525		rs42027030		23		24,497,207		2,540		intron_variant		PKHD1										29						1												

		BovineHD2300006527		rs42028241		23		24,499,907		2,701		intron_variant		PKHD1										29						1												

		BovineHD2300006530		rs133492246		23		24,509,188		9,282		intron_variant		PKHD1										29						1												

		BovineHD2300006531		rs109850164		23		24,512,820		3,633		intron_variant		PKHD1										29						1												

		BovineHD2300006533		rs42026942		23		24,516,324		3,505		intergenic_variant												29						1												

		BovineHD2300006536		rs42026962		23		24,520,753		4,430		intergenic_variant												29						1												

		BovineHD2300006538		rs42026126		23		24,526,787		6,035		intergenic_variant												29						1												

		BovineHD2300006540		rs42706432		23		24,539,852		13,066		intergenic_variant												29						1												

		BovineHD2300006544		rs132983940		23		24,547,145		7,294		intergenic_variant												29						1												

		BovineHD2300006546		rs109516601		23		24,553,905		6,761		intergenic_variant												29						1												

		ARS-BFGL-NGS-117576		rs42705227		23		24,561,615		7,711		intergenic_variant												29						1												

		BovineHD2300006549		rs109023188		23		24,566,528		4,914		intergenic_variant												29						1												

		BovineHD2300006551		rs109550233		23		24,571,616		5,089		intergenic_variant												29						1												

		BovineHD2300006553		rs109654219		23		24,575,792		4,177		intergenic_variant												29						1												

		BovineHD2300006555		rs136172502		23		24,584,133		8,342		intergenic_variant												29						1												

		BovineHD2300006557		rs134718331		23		24,597,471		13,339		intergenic_variant												29						1												

		BovineHD2300006560		rs133577579		23		24,607,520		10,050		intron_variant		IL17A										29						1												

		BovineHD2300006562		rs132922562		23		24,609,341		1,822		3_prime_UTR_variant		IL17A										29						1												

		BovineHD2300006564		rs135033107		23		24,611,865		2,525		intergenic_variant												29						1												

		BovineHD2300006566		rs109783488		23		24,616,274		4,410		intergenic_variant												29						1												

		BovineHD2300006568		rs136684090		23		24,622,681		6,408		intergenic_variant												29						1												

		BovineHD2300006572		rs135470574		23		24,630,675		7,995		intergenic_variant												29						1												

		BovineHD4100016063		rs41611947		23		24,633,237		2,563		intergenic_variant												29						1												

		BovineHD2300006575		rs109533546		23		24,635,981		2,745		intergenic_variant												29						1												

		BovineHD2300006577		rs110511981		23		24,642,125		6,145		intergenic_variant												29						1												

		BovineHD2300006579		rs135915026		23		24,644,130		2,006		intergenic_variant												29						1												

		BovineHD2300006581		rs109076938		23		24,647,873		3,744		synonymous_variant		IL17F										29						1												

		BovineHD4100016064		rs41630121		23		24,650,926		3,054		intron_variant		IL17F										29						1												

		BovineHD2300006583		rs110992283		23		24,655,836		4,911		intron_variant		IL17F										29						1												

		BovineHD2300006586		rs134940118		23		24,663,935		8,100		intergenic_variant												29						1												

		BovineHD2300006590		rs109495530		23		24,686,739		22,805		intergenic_variant												29						1												

		ARS-BFGL-NGS-40502		rs110117552		23		24,697,169		10,431		intron_variant		MCM3										29						1												

		BovineHD2300006596		rs110466810		23		24,699,153		1,985		synonymous_variant		MCM3										29						1												

		BovineHD2300006598		rs42028306		23		24,701,041		1,889		intron_variant		MCM3										29						1												

		BovineHD2300006601		rs109054198		23		24,703,647		2,607		intron_variant		MCM3										29						1												

		BovineHD2300006603		rs110550551		23		24,705,116		1,470		synonymous_variant		MCM3										29						1												

		BovineHD2300006605		rs110245650		23		24,707,082		1,967		intron_variant		MCM3										29						1												

		BovineHD4100016066		rs41642038		23		24,713,874		6,793		intron_variant		PAQR8										29						1												

		BovineHD4100016067		rs41642041		23		24,718,990		5,117		intron_variant		PAQR8										29						1												

		BovineHD2300006617		rs110770106		23		24,733,786		14,797		intron_variant		PAQR8										29						1												

		BovineHD2300006623		rs136510060		23		24,746,583		12,798		intron_variant		PAQR8										29						1												

		BovineHD2300006627		rs137017736		23		24,758,501		11,919		intron_variant		PAQR8										29						1												

		BovineHD2300006629		rs136620449		23		24,763,374		4,874		intron_variant		PAQR8										29						1												

		BovineHD2300006633		rs110548307		23		24,768,246		4,873		intron_variant		PAQR8										29						1												

		BovineHD2300006636		rs109041179		23		24,779,302		11,057		intron_variant		PAQR8										29						1												

		BovineHD2300006644		rs110282961		23		24,794,179		14,878		intron_variant		PAQR8										29		33										1						

		BovineHD2300006650		rs135084802		23		24,802,086		7,908		intron_variant		PAQR8										29		33										1						

		BovineHD2300006653		rs109039001		23		24,809,314		7,229		intron_variant		PAQR8										29		33										1						

		BovineHD2300006655		rs109719272		23		24,815,054		5,741		intron_variant		PAQR8										29		33										1						

		BovineHD2300006659		rs136272966		23		24,820,138		5,085		intron_variant		PAQR8										29		33										1						

		BovineHD2300006661		rs110480087		23		24,822,939		2,802		intron_variant		PAQR8										29		33										1						

		BovineHD2300006663		rs136710542		23		24,825,970		3,032		3_prime_UTR_variant		PAQR8										29		33										1						

		BovineHD2300006665		rs137781532		23		24,829,426		3,457		intergenic_variant												29		33										1						

		BovineHD2300006670		rs135169103		23		24,836,032		6,607		intergenic_variant												29		33										1						

		BovineHD2300006672		rs136886589		23		24,838,284		2,253		intergenic_variant												29		33										1						

		BovineHD2300006674		rs136652803		23		24,840,917		2,634		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-63551		rs109493269		23		24,863,032		22,116		intron_variant		EFHC1										29		33										1						

		BovineHD2300006693		rs110185106		23		24,867,478		4,447		intron_variant		EFHC1										29		33										1						

		BovineHD2300006697		rs134398608		23		24,872,580		5,103		intron_variant		EFHC1										29		33										1						

		BovineHD2300006699		rs136650332		23		24,880,628		8,049		intron_variant		EFHC1										29		33										1						

		BovineHD2300006703		rs137657608		23		24,885,120		4,493		intergenic_variant												29		33										1						

		BovineHD2300006704		rs133060203		23		24,888,954		3,835		intergenic_variant												29		33										1						

		BovineHD4100016072		rs41642054		23		24,892,466		3,513		intergenic_variant												29		33										1						

		BovineHD2300006708		rs137223181		23		24,894,800		2,335		intron_variant		TRAM2										29		33										1						

		BovineHD2300006710		rs110106836		23		24,898,004		3,205		intron_variant		TRAM2										29		33										1						

		BovineHD2300006712		rs109540393		23		24,899,816		1,813		intron_variant		TRAM2										29		33										1						

		BovineHD2300006715		rs109769612		23		24,902,945		3,130		intron_variant		TRAM2										29		33										1						

		BovineHD2300006717		rs137399464		23		24,904,607		1,663		intron_variant		TRAM2										29		33										1						

		BovineHD2300006721		rs42028326		23		24,910,551		5,945		intron_variant		TRAM2										29		33										1						

		BovineHD4100016073		rs41587577		23		24,917,092		6,542		intron_variant		TRAM2										29		33										1						

		BovineHD2300006729		rs109225518		23		24,919,921		2,830		intron_variant		TRAM2										29		33										1						

		ARS-BFGL-NGS-16284		rs110883586		23		24,922,231		2,311		intron_variant		TRAM2										29		33										1						

		BovineHD2300006733		rs133711553		23		24,924,800		2,570		intron_variant		TRAM2										29		33										1						

		BovineHD2300006734		rs110869874		23		24,928,148		3,349		intron_variant		TRAM2										29		33										1						

		BovineHD2300006741		rs109200910		23		24,940,727		12,580		intron_variant		TRAM2										29		33										1						

		BovineHD2300006743		rs110260384		23		24,947,532		6,806		intron_variant		TRAM2										29		33										1						

		BovineHD2300006746		rs137079191		23		24,951,652		4,121		intron_variant		TRAM2										29		33										1						

		BovineHD2300006748		rs136682271		23		24,955,272		3,621		intron_variant		TRAM2										29		33										1						

		BovineHD2300006750		rs136272036		23		24,957,120		1,849		intron_variant		TRAM2										29		33										1						

		BovineHD2300006753		rs110312303		23		24,964,930		7,811		intergenic_variant												29		33										1						

		BovineHD2300006755		rs137255004		23		24,969,415		4,486		intergenic_variant												29		33										1						

		BovineHD2300006757		rs109739576		23		24,974,206		4,792		intergenic_variant												29		33										1						

		BovineHD2300006759		rs135907548		23		24,976,644		2,439		intergenic_variant												29		33										1						

		BovineHD2300006762		rs135161567		23		24,981,615		4,972		intergenic_variant												29		33										1						

		BovineHD2300006764		rs133611300		23		24,987,352		5,738		intergenic_variant												29		33										1						

		BovineHD2300006766		rs109277369		23		24,990,203		2,852		intergenic_variant												29		33										1						

		BovineHD2300006769		rs135614226		23		24,993,986		3,784		intergenic_variant												29		33										1						

		BovineHD2300006771		rs109807966		23		24,997,337		3,352		intergenic_variant												29		33										1						

		BovineHD2300006773		rs136860779		23		25,007,552		10,216		intergenic_variant												29		33										1						

		BovineHD2300006777		rs134688009		23		25,013,356		5,805		intergenic_variant												29		33										1						

		BovineHD2300006780		rs134593757		23		25,018,873		5,518		intergenic_variant												29		33										1						

		BovineHD2300006782		rs137018541		23		25,021,629		2,757		intergenic_variant												29		33										1						

		BovineHD2300006784		rs137762108		23		25,024,407		2,779		intergenic_variant												29		33										1						

		BovineHD2300006786		rs135853491		23		25,027,623		3,217		intergenic_variant												29		33										1						

		BovineHD2300006788		rs134460300		23		25,030,535		2,913		intergenic_variant												29		33										1						

		BovineHD2300006790		rs109517632		23		25,034,851		4,317		intergenic_variant												29		33										1						

		BovineHD2300006792		rs110036562		23		25,042,149		7,299		intergenic_variant												29		33										1						

		BovineHD2300006794		rs134146337		23		25,043,862		1,714		intergenic_variant												29		33										1						

		BovineHD2300006797		rs134494611		23		25,049,054		5,193		intergenic_variant												29		33										1						

		BovineHD2300006803		rs135144178		23		25,061,099		12,046		intron_variant		TMEM14A										29		33										1						

		BovineHD2300006806		rs109207603		23		25,071,230		10,132		intron_variant		TMEM14A										29		33										1						

		BovineHD2300006808		rs110655791		23		25,075,453		4,224		intergenic_variant												29		33										1						

		BovineHD2300006811		rs110658871		23		25,078,868		3,416		intergenic_variant												29		33										1						

		BovineHD2300006813		rs109492462		23		25,081,207		2,340		intergenic_variant												29		33										1						

		BovineHD2300006815		rs110768794		23		25,082,779		1,573		intergenic_variant												29		33										1						

		BovineHD2300006817		rs109512429		23		25,085,299		2,521		intergenic_variant												29		33										1						

		BovineHD2300006820		rs133703366		23		25,089,919		4,621		intergenic_variant												29		33										1						

		BovineHD2300006823		rs133950265		23		25,103,938		14,020		intergenic_variant												29		33										1						

		BovineHD2300006825		rs110724132		23		25,106,818		2,881		intergenic_variant												29		33										1						

		BovineHD2300006827		rs135087153		23		25,112,300		5,483		intergenic_variant												29		33										1						

		BovineHD2300006829		rs134003936		23		25,115,213		2,914		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-17549		rs109090067		23		25,120,522		5,310		intergenic_variant												29		33										1						

		BovineHD2300006834		rs137458016		23		25,125,666		5,145		intergenic_variant												29		33										1						

		BovineHD2300006837		rs137060087		23		25,130,486		4,821		intergenic_variant												29		33										1						

		BovineHD2300006842		rs133593959		23		25,141,234		10,749		intergenic_variant												29		33										1						

		BovineHD2300006844		rs109348470		23		25,143,923		2,690		intergenic_variant												29		33										1						

		BovineHD2300006846		rs134602978		23		25,146,146		2,224		intergenic_variant												29		33										1						

		BovineHD2300006850		rs109179639		23		25,164,433		18,288		intergenic_variant												29		33										1						

		BovineHD2300006853		rs110872862		23		25,168,540		4,108		intergenic_variant												29		33										1						

		BovineHD2300006855		rs109906835		23		25,171,897		3,358		intergenic_variant												29		33										1						

		BovineHD2300006857		rs110043199		23		25,175,265		3,369		intergenic_variant												29		33										1						

		BovineHD2300006864		rs110464523		23		25,197,026		21,762		intron_variant		GSTA3										29		33										1						

		BovineHD2300006866		rs110686017		23		25,199,834		2,809		intron_variant		GSTA3										29		33										1						

		BovineHD2300006868		rs137057304		23		25,201,563		1,730		intron_variant		GSTA3										29		33										1						

		BovineHD2300006870		rs110484476		23		25,204,747		3,185		intron_variant		GSTA3										29		33										1						

		ARS-BFGL-NGS-96246		rs110020451		23		25,207,610		2,864		intron_variant		GSTA3										29		33										1						

		BovineHD2300006873		rs133085990		23		25,212,525		4,916		intron_variant		GSTA4										29		33										1						

		BovineHD2300006875		rs110300548		23		25,214,766		2,242		intron_variant		GSTA4										29		33										1						

		BovineHD2300006877		rs137396245		23		25,216,685		1,920		intron_variant		GSTA4										29		33										1						

		BovineHD2300006879		rs109478640		23		25,219,418		2,734		intron_variant		GSTA4										29		33										1						

		BovineHD2300006882		rs110531764		23		25,222,382		2,965		intron_variant		GSTA4										29		33										1						

		BovineHD2300006884		rs135724025		23		25,229,133		6,752		intron_variant		ICK										29		33										1						

		BovineHD2300006887		rs134447547		23		25,235,072		5,940		intron_variant		ICK										29		33										1						

		BovineHD2300006888		rs110430423		23		25,236,647		1,576		intron_variant		ICK										29		33										1						

		BovineHD2300006891		rs109663409		23		25,239,271		2,625		intron_variant		ICK										29		33										1						

		BovineHD2300006894		rs109081083		23		25,245,926		6,656		intron_variant		ICK										29		33										1						

		BovineHD2300006895		rs109977799		23		25,249,725		3,800		intron_variant		ICK										29		33										1						

		BovineHD2300006897		rs110924612		23		25,251,705		1,981		intron_variant		ICK										29		33										1						

		BovineHD2300006900		rs109445723		23		25,255,669		3,965		intron_variant		ICK										29		33										1						

		BovineHD2300006902		rs110927671		23		25,258,962		3,294		intron_variant		ICK										29		33										1						

		BovineHD2300006905		rs132660036		23		25,264,180		5,219		intron_variant		ICK										29		33										1						

		BovineHD2300006906		rs109365846		23		25,267,644		3,465		intron_variant		ICK										29		33										1						

		BovineHD2300006908		rs109024276		23		25,269,310		1,667		intron_variant		ICK										29		33										1						

		BovineHD2300006910		rs135498395		23		25,271,502		2,193		intron_variant		ICK										29		33										1						

		BovineHD2300006912		rs134245103		23		25,274,871		3,370		intergenic_variant												29		33										1						

		BovineHD2300006914		rs110202137		23		25,278,275		3,405		intron_variant		FBXO9										29		33										1						

		BovineHD2300006916		rs135808481		23		25,281,282		3,008		intron_variant		FBXO9										29		33										1						

		BovineHD2300006918		rs109394946		23		25,287,624		6,343		intron_variant		FBXO9										29		33										1						

		BovineHD4100016078		rs41642059		23		25,289,713		2,090		intron_variant		FBXO9										29		33										1						

		BovineHD2300006921		rs110183275		23		25,291,760		2,048		intron_variant		FBXO9										29		33										1						

		BovineHD2300006923		rs109484253		23		25,294,792		3,033		missense_variant		FBXO9		Gca/Aca		Ala/Thr		Hydrophobic		Polar uncharged		29		33										1						

		BovineHD2300006927		rs135261286		23		25,302,633		7,842		intergenic_variant												29		33										1						

		BovineHD2300006929		rs134157895		23		25,305,153		2,521		intergenic_variant												29		33										1						

		BovineHD2300006931		rs110288158		23		25,308,832		3,680		intergenic_variant												29		33										1						

		BovineHD2300006933		rs137603137		23		25,313,007		4,176		synonymous_variant		GCM1										29		33										1						

		BovineHD2300006935		rs109046094		23		25,315,275		2,269		synonymous_variant		GCM1										29		33										1						

		BovineHD2300006937		rs133247520		23		25,319,197		3,923		intron_variant		GCM1										29		33										1						

		BovineHD4100016079		rs41620879		23		25,325,817		6,621		intron_variant		GCM1										29		33										1						

		BovineHD2300006942		rs134555809		23		25,329,783		3,967		intron_variant		GCM1										29		33										1						

		BovineHD2300006947		rs133603511		23		25,335,013		5,231		intergenic_variant												29		33										1						

		BovineHD2300006949		rs110010585		23		25,341,929		6,917		intergenic_variant												29		33										1						

		BovineHD2300006951		rs109558096		23		25,344,672		2,744		intergenic_variant												29		33										1						

		BovineHD2300006953		rs134569303		23		25,347,363		2,692		intergenic_variant												29		33										1						

		BovineHD2300006955		rs110541786		23		25,350,840		3,478		intergenic_variant												29		33										1						

		BovineHD2300006957		rs109936627		23		25,355,995		5,156		intergenic_variant												29		33										1						

		BovineHD2300006959		rs133270448		23		25,359,256		3,262		intergenic_variant												29		33										1						

		BovineHD2300006961		rs109986726		23		25,362,526		3,271		intergenic_variant												29		33										1						

		BovineHD2300006963		rs110014930		23		25,364,990		2,465		intergenic_variant												29		33										1						

		BovineHD2300006966		rs134547015		23		25,370,228		5,239		intergenic_variant												29		33										1						

		BovineHD2300006972		rs135727720		23		25,381,511		11,284		intergenic_variant												29		33										1						

		BovineHD2300006974		rs137125894		23		25,389,334		7,824		intergenic_variant												29		33										1						

		BovineHD2300006977		rs134163202		23		25,399,136		9,803		intergenic_variant												29		33										1						

		BovineHD2300006980		rs134554592		23		25,401,682		2,547		intron_variant		ELOVL5										29		33										1						

		BovineHD2300006982		rs133261423		23		25,403,605		1,924		intron_variant		ELOVL5										29		33										1						

		BovineHD2300006984		rs136254317		23		25,405,397		1,793		intron_variant		ELOVL5										29		33										1						

		BovineHD2300006986		rs135137826		23		25,407,628		2,232		intron_variant		ELOVL5										29		33										1						

		BovineHD2300006989		rs134353632		23		25,410,080		2,453		intron_variant		ELOVL5										29		33										1						

		BovineHD2300006992		rs133743765		23		25,412,742		2,663		intron_variant		ELOVL5										29		33										1						

		BovineHD2300006998		rs134237994		23		25,422,711		9,970		intron_variant		ELOVL5										29		33										1						

		BovineHD2300007000		rs136726731		23		25,425,822		3,112		intron_variant		ELOVL5										29		33										1						

		BovineHD2300007003		rs133525536		23		25,430,473		4,652		intron_variant		ELOVL5										29		33										1						

		BovineHD2300007006		rs109109903		23		25,434,905		4,433		intron_variant		ELOVL5										29		33										1						

		BovineHD2300007007		rs135264235		23		25,447,560		12,656		intron_variant		ELOVL5										29		33										1						

		BovineHD2300007009		rs136903208		23		25,453,245		5,686		intron_variant		ELOVL5										29		33										1						

		BovineHD2300007011		rs137810965		23		25,460,418		7,174		intron_variant		ELOVL5										29		33										1						

		BovineHD2300007013		rs109289782		23		25,463,373		2,956		intron_variant		ELOVL5										29		33										1						

		BovineHD2300007017		rs110865070		23		25,469,472		6,100		intron_variant		ELOVL5										29		33										1						

		BovineHD2300007019		rs135686953		23		25,474,130		4,659		intergenic_variant												29		33										1						

		BovineHD2300007021		rs109894685		23		25,481,219		7,090		intergenic_variant												29		33										1						

		BovineHD2300007022		rs136362632		23		25,486,229		5,011		intergenic_variant												29		33										1						

		BovineHD2300007025		rs135146076		23		25,491,332		5,104		intergenic_variant												29		33										1						

		BovineHD2300007028		rs109328589		23		25,500,546		9,215		intergenic_variant												29		33										1						

		BovineHD2300007030		rs109066321		23		25,508,598		8,053		intergenic_variant												29		33										1						

		BovineHD2300007032		rs109782022		23		25,560,755		52,158		intergenic_variant												29		33										1						

		BovineHD2300007037		rs110364215		23		25,574,900		14,146		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-54047		rs110525467		23		25,692,139		117,240		intergenic_variant												29		33										1						

		BovineHD2300007069		rs137652883		23		25,710,418		18,280		intergenic_variant												29		33										1						

		BovineHD2300007071		rs109478968		23		25,713,077		2,660		intergenic_variant												29		33										1						

		BovineHD2300007077		rs108963203		23		25,733,054		19,978		intron_variant		BOLA-DRB3										29		33										1						

		BovineHD2300007080		rs110714355		23		25,736,571		3,518		intergenic_variant												29		33										1						

		BovineHD2300007082		rs136506418		23		25,739,802		3,232		intergenic_variant												29		33										1						

		BovineHD2300007088		rs135177773		23		25,753,182		13,381		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-4203		rs110579760		23		25,758,656		5,475		intergenic_variant												29		33										1						

		BovineHD2300007103		rs110579177		23		25,792,666		34,011		intergenic_variant												29		33										1						

		BovineHD2300007116		rs42029366		23		25,817,103		24,438		intron_variant		BOLA-DRB2										29		33										1						

		BovineHD2300007119		rs133221397		23		25,820,875		3,773		intron_variant		BOLA-DRB2										29		33										1						

		BovineHD2300007121		rs136208658		23		25,822,698		1,824		intron_variant		BOLA-DRB2										29		33										1						

		BovineHD2300007124		rs109982158		23		25,827,861		5,164		intron_variant		BOLA-DRB2										29		33										1						

		BovineHD2300007127		rs133701311		23		25,830,803		2,943		intergenic_variant												29		33										1						

		BovineHD2300007129		rs109665645		23		25,838,636		7,834		intron_variant		BOLA-DRA										29		33										1						

		BovineHD2300007131		rs135156403		23		25,840,572		1,937		intron_variant		BOLA-DRA										29		33										1						

		BovineHD2300007133		rs136964514		23		25,844,971		4,400		intergenic_variant												29		33										1						

		BovineHD2300007135		rs110129745		23		25,883,487		38,517		intron_variant		BTNL2										29		33										1						

		BovineHD2300007136		rs134561458		23		25,920,242		36,756		intergenic_variant												29		33										1						

		BovineHD2300007202		rs134669948		23		26,556,968		636,727		intergenic_variant												29		33										1						

		BovineHD2300007219		rs43020616		23		26,863,188		306,221		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007231		rs137457305		23		26,926,436		63,249		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007234		rs135101869		23		26,933,044		6,609		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007236		rs134227091		23		26,938,031		4,988		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007238		rs110502864		23		26,940,151		2,121		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007240		rs137632655		23		26,943,744		3,594		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007242		rs137234318		23		26,947,314		3,571		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007244		rs110915869		23		26,950,713		3,400		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007247		rs136520665		23		26,957,499		6,787		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007251		rs110559631		23		26,968,889		11,391		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007253		rs109917510		23		26,976,976		8,088		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007256		rs135212990		23		26,983,640		6,665		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007258		rs137077158		23		26,986,992		3,353		intron_variant		C23H6orf10										29		33										1						

		BovineHD2300007261		rs108990012		23		26,997,454		10,463		intergenic_variant												29		33										1						

		BovineHD2300007263		rs110025395		23		27,003,102		5,649		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-85480		rs109630261		23		27,009,758		6,657		intergenic_variant												29		33										1						

		BovineHD2300007268		rs133552171		23		27,019,526		9,769		intergenic_variant												29		33										1						

		BovineHD2300007270		rs110831086		23		27,024,879		5,354		intergenic_variant												29		33										1						

		BovineHD2300007273		rs136134408		23		27,036,429		11,551		intergenic_variant												29		33										1						

		BovineHD2300007277		rs136663923		23		27,042,804		6,376		intergenic_variant												29		33										1						

		BovineHD2300007279		rs110298374		23		27,048,086		5,283		intergenic_variant												29		33										1						

		BovineHD2300007282		rs136331927		23		27,053,921		5,836		intergenic_variant												29		33										1						

		BovineHD2300007284		rs134475968		23		27,063,095		9,175		intergenic_variant												29		33										1						

		BovineHD2300007287		rs134738176		23		27,071,261		8,167		intergenic_variant												29		33										1						

		BovineHD2300007291		rs110590154		23		27,088,448		17,188		intergenic_variant												29		33										1						

		BovineHD2300007293		rs42545226		23		27,090,662		2,215		intergenic_variant												29		33										1						

		BovineHD2300007295		rs135969917		23		27,093,689		3,028		intergenic_variant												29		33										1						

		BovineHD2300007298		rs135190137		23		27,097,840		4,152		intergenic_variant												29		33										1						

		BovineHD2300007301		rs109395037		23		27,101,425		3,586		intergenic_variant												29		33										1						

		BovineHD2300007304		rs109899718		23		27,110,058		8,634		intergenic_variant												29		33										1						

		BovineHD2300007310		rs135774022		23		27,116,848		6,791		intergenic_variant												29		33										1						

		BovineHD2300007314		rs134537834		23		27,121,252		4,405		intergenic_variant												29		33										1						

		BovineHD2300007316		rs133177329		23		27,122,907		1,656		intergenic_variant												29		33										1						

		BovineHD2300007318		rs137825017		23		27,124,998		2,092		intergenic_variant												29		33										1						

		BovineHD2300007343		rs109094215		23		27,152,211		27,214		intergenic_variant												29		33										1						

		BovineHD2300007346		rs132788551		23		27,155,577		3,367		intergenic_variant												29		33										1						

		BovineHD2300007348		rs135657688		23		27,157,945		2,369		intergenic_variant												29		33										1						

		BovineHD2300007350		rs110640974		23		27,160,675		2,731		intergenic_variant												29		33										1						

		BovineHD2300007352		rs136870766		23		27,166,740		6,066		intergenic_variant												29		33										1						

		BovineHD2300007354		rs137690856		23		27,168,978		2,239		intergenic_variant												29		33										1						

		BovineHD2300007356		rs109800146		23		27,172,078		3,101		intron_variant		NOTCH4										29		33										1						

		BovineHD2300007358		rs133843540		23		27,173,912		1,835		intron_variant		NOTCH4										29		33										1						

		BovineHD2300007360		rs109668769		23		27,176,362		2,451		intron_variant		NOTCH4										29		33										1						

		BovineHD2300007362		rs110008687		23		27,180,160		3,799		intron_variant		NOTCH4										29		33										1						

		BovineHD2300007366		rs135219550		23		27,187,213		7,054		intron_variant		NOTCH4										29		33										1						

		BovineHD2300007368		rs134103430		23		27,190,955		3,743		intron_variant		NOTCH4										29		33										1						

		BovineHD2300007372		rs137135818		23		27,200,885		9,931		intron_variant		PBX2										29		33										1						

		BovineHD2300007374		rs133275826		23		27,202,748		1,864		intron_variant		PBX2										29		33										1						

		BovineHD2300007376		rs110073295		23		27,205,062		2,315		3_prime_UTR_variant		PBX2										29		33										1						

		BovineHD2300007378		rs109208306		23		27,208,139		3,078		intron_variant		AGER										29		33										1						

		BovineHD2300007381		rs109733359		23		27,212,032		3,894		intergenic_variant												29		33										1						

		BovineHD2300007382		rs110882751		23		27,219,166		7,135		intron_variant		AGPAT1										29		33										1						

		BovineHD2300007384		rs109212550		23		27,227,888		8,723		intergenic_variant												29		33										1						

		BovineHD2300007387		rs109092438		23		27,232,833		4,946		intergenic_variant												29		33										1						

		BovineHD2300007390		rs109223327		23		27,248,055		15,223		intergenic_variant												29		33										1						

		BovineHD2300007392		rs109510052		23		27,254,543		6,489		intergenic_variant												29		33										1						

		BovineHD2300007393		rs109327409		23		27,256,718		2,176		missense_variant		ATF6B										29		33										1						

		BovineHD2300007396		rs137301104		23		27,262,401		5,684		intron_variant		ATF6B										29		33										1						

		BovineHD2300007398		rs136740060		23		27,264,560		2,160		3_prime_UTR_variant		ATF6B										29		33										1						

		BovineHD2300007400		rs109909428		23		27,268,607		4,048		intergenic_variant												29		33										1						

		BovineHD2300007401		rs42023987		23		27,272,290		3,684		intergenic_variant												29		33										1						

		BovineHD4100016084		rs41642111		23		27,273,927		1,638		intergenic_variant												29		33										1						

		BovineHD2300007427		rs136732275		23		27,287,154		13,228		intron_variant		TNXB										29		33										1						

		BovineHD2300007423		rs133173177		23		27,292,833		5,680		intron_variant		TNXB										29		33										1						

		BovineHD2300007419		rs133566352		23		27,298,861		6,029		intron_variant		TNXB										29		33										1						

		BovineHD2300007417		rs134195953		23		27,303,100		4,240		intron_variant		TNXB										29		33										1						

		BovineHD2300007415		rs136364449		23		27,307,395		4,296		intron_variant		TNXB										29		33										1						

		BovineHD2300007411		rs109397224		23		27,312,590		5,196		intron_variant		TNXB										29		33										1						

		BovineHD2300007408		rs133089064		23		27,316,853		4,264		intron_variant		TNXB										29		33										1						

		BovineHD2300007405		rs110866308		23		27,320,625		3,773		intron_variant		TNXB										29		33										1						

		BovineHD2300007404		rs109486282		23		27,325,180		4,556		intron_variant		TNXB										29		33										1						

		BovineHD2300007430		rs134086871		23		27,348,931		23,752		intergenic_variant												29		33										1						

		BovineHD2300007436		rs42023955		23		27,360,333		11,403		intergenic_variant												29		33										1						

		BovineHD2300007442		rs135635140		23		27,387,736		27,404		intron_variant		STK19										29		33										1						

		BovineHD2300007444		rs134164464		23		27,395,680		7,945		intron_variant		STK19										29		33										1						

		Hapmap47328-BTA-56087		rs41566364		23		27,405,086		9,407		intron_variant		DXO										29		33										1						

		BovineHD2300007450		rs110882211		23		27,410,296		5,211		intron_variant		NELFE										29		33										1						

		BovineHD2300007452		rs109677730		23		27,413,426		3,131		intron_variant		NELFE										29		33										1						

		BovineHD2300007454		rs135129143		23		27,416,633		3,208		intron_variant		CFB										29		33										1						

		BovineHD2300007458		rs137488533		23		27,423,932		7,300		intron_variant		C2										29		33										1						

		BovineHD2300007460		rs134178964		23		27,426,589		2,658		intron_variant		C2										29		33										1						

		BovineHD2300007462		rs133042880		23		27,428,614		2,026		intron_variant		C2										29		33										1						

		BovineHD2300007464		rs110044267		23		27,430,660		2,047		intron_variant		C2										29		33										1						

		BovineHD2300007466		rs109138055		23		27,435,156		4,497		intergenic_variant												29		33										1						

		BovineHD2300007468		rs110665854		23		27,442,523		7,368		intergenic_variant												29		33										1						

		BovineHD2300007472		rs137329669		23		27,454,523		12,001		intergenic_variant												29		33										1						

		BovineHD2300007475		rs134762603		23		27,461,012		6,490		intergenic_variant												29		33										1						

		BovineHD2300007477		rs133622606		23		27,463,527		2,516		intron_variant		ZBTB12										29		33										1						

		BovineHD2300007480		rs110617852		23		27,469,211		5,685		intron_variant		EHMT2										29		33										1						

		BovineHD2300007483		rs137106792		23		27,476,816		7,606		intron_variant		EHMT2										29		33										1						

		BovineHD2300007485		rs133183983		23		27,484,913		8,098		synonymous_variant		SLC44A4										29		33										1						

		BovineHD2300007487		rs41255513		23		27,492,193		7,281		synonymous_variant		SLC44A4										29		33										1						

		BovineHD2300007489		rs134744501		23		27,495,035		2,843		intron_variant		NEU1										29		33										1						

		BovineHD2300007490		rs41255867		23		27,496,020		986		intron_variant		NEU1										29		33										1						

		BovineHD4100016085		rs41257176		23		27,498,320		2,301		3_prime_UTR_variant		NEU1										29		33										1						

		BovineHD2300007493		rs109533671		23		27,501,531		3,212		intergenic_variant												29		33										1						

		BovineHD2300007495		rs134794442		23		27,504,283		2,753		intergenic_variant												29		33										1						

		BovineHD2300007497		rs136925854		23		27,507,964		3,682		intergenic_variant												29		33										1						

		BovineHD2300007499		rs137835527		23		27,510,292		2,329		intergenic_variant												29		33										1						

		BovineHD2300007501		rs135775113		23		27,512,504		2,213		intergenic_variant												29		33										1						

		BovineHD2300007503		rs109228042		23		27,514,878		2,375		intergenic_variant												29		33										1						

		BovineHD2300007506		rs110850310		23		27,520,600		5,723		5_prime_UTR_variant		HSPA1L										29		33										1						

		BovineHD2300007508		rs136865486		23		27,524,509		3,910		intron_variant		HSPA1L										29		33										1						

		BovineHD2300007510		rs110490018		23		27,531,899		7,391		intron_variant		HSPA1L										29		33										1						

		BovineHD2300007512		rs109118525		23		27,533,998		2,100		5_prime_UTR_variant		VARS1										29		33										1						

		BovineHD2300007526		rs134268741		23		27,539,220		5,223		intron_variant		VARS1										29		33										1						

		BovineHD2300007524		rs137370357		23		27,542,835		3,616		intron_variant		VARS1										29		33										1						

		BovineHD2300007522		rs109798093		23		27,546,817		3,983		intron_variant		VWA7										29		33										1						

		BovineHD2300007520		rs133965139		23		27,549,212		2,396		intron_variant		VWA7										29		33										1						

		BovineHD2300007518		rs110513814		23		27,551,720		2,509		intron_variant		VWA7										29		33										1						

		BovineHD2300007516		NA		23		27,554,945		3,226														29		33										1						

		BovineHD2300007528		rs133115579		23		27,559,651		4,707		intron_variant		MSH5										29		33										1						

		BovineHD2300007530		rs109610690		23		27,562,665		3,015		intron_variant		MSH5										29		33										1						

		BovineHD2300007531		rs136867888		23		27,566,694		4,030		intron_variant		MSH5										29		33										1						

		BovineHD2300007533		rs110272633		23		27,575,300		8,607		intron_variant		MSH5										29		33										1						

		BovineHD2300007536		rs136536639		23		27,586,094		10,795		intron_variant		MPIG6B										29		33										1						

		BovineHD2300007538		rs109189663		23		27,590,261		4,168		intron_variant		LY6G6C										29		33										1						

		BovineHD2300007540		rs136957735		23		27,595,626		5,366		intergenic_variant												29		33										1						

		BovineHD2300007542		rs109596246		23		27,598,589		2,964		intergenic_variant												29		33										1						

		BovineHD2300007544		rs109329466		23		27,600,440		1,852		intron_variant		ABHD16A										29		33										1						

		Hapmap57616-rs29026690		rs29026690		23		27,603,651		3,212		intron_variant		ABHD16A										29		33										1						

		BovineHD2300007547		rs109291169		23		27,609,257		5,607		intron_variant		ABHD16A										29		33										1						

		BovineHD2300007549		rs137135936		23		27,610,828		1,572		intron_variant		ABHD16A										29		33										1						

		BovineHD2300007551		rs109090598		23		27,613,404		2,577		intron_variant		ABHD16A										29		33										1						

		BovineHD2300007553		rs136335561		23		27,615,741		2,338		intron_variant		ABHD16A										29		33										1						

		BovineHD2300007555		rs110333219		23		27,617,747		2,007		missense_variant		ABHD16A		Acc/Gcc		Thr/Ala		Polar uncharged		Hydrophobic		29		33										1						

		BovineHD2300007558		rs110500032		23		27,622,984		5,238		intron_variant		LY6G5C										29		33										1						

		ARS-BFGL-NGS-104658		rs110861313		23		27,626,367		3,384		intergenic_variant												29		33										1						

		BovineHD2300007562		rs133619611		23		27,630,499		4,133		intron_variant		CSNK2B										29		33										1						

		BovineHD2300007565		rs110889596		23		27,636,196		5,698		missense_variant		GPANK1		aAt/aGt		Asn/Ser		Polar uncharged		Polar uncharged		29		33										1						

		BovineHD2300007567		rs109369533		23		27,639,515		3,320		intergenic_variant												29		33										1						

		BovineHD2300007569		rs110721287		23		27,643,343		3,829		intron_variant		APOM										29		33										1						

		BovineHD2300007571		rs109634094		23		27,649,082		5,740		intron_variant		BAG6										29		33										1						

		BovineHD2300007573		rs109051509		23		27,651,046		1,965		intron_variant		BAG6										29		33										1						

		BovineHD2300007575		rs110515060		23		27,656,154		5,109		intron_variant		BAG6										29		33										1						

		BovineHD2300007578		rs109204924		23		27,660,630		4,477		intron_variant		PRRC2A										29		33										1						

		BovineHD2300007580		rs133318407		23		27,665,264		4,635		intron_variant		PRRC2A										29		33										1						

		BovineHD2300007581		rs110035793		23		27,671,637		6,374		intergenic_variant												29		33										1						

		BovineHD2300007583		rs108988435		23		27,685,119		13,483		intron_variant		NCR3										29		33										1						

		BovineHD2300007586		rs110455583		23		27,694,046		8,928		intron_variant		NCR3										29		33										1						

		BovineHD2300007589		rs134707507		23		27,698,509		4,464		intron_variant		NCR3										29		33										1						

		BovineHD2300007591		rs109067787		23		27,703,981		5,473		intron_variant		NCR3										29		33										1						

		BovineHD2300007594		rs133548891		23		27,707,229		3,249		intron_variant		NCR3										29		33										1						

		BovineHD2300007598		rs17871898		23		27,713,307		6,079		intron_variant		NCR3										29		33										1						

		BovineHD2300007607		rs110163206		23		27,729,614		16,308		intergenic_variant												29		33										1						

		BovineHD2300007610		rs134920397		23		27,733,741		4,128		intron_variant		NFKBIL1										29		33										1						

		BovineHD2300007613		rs109825947		23		27,741,046		7,306		intron_variant		NFKBIL1										29		33										1						

		BovineHD2300007615		rs109185942		23		27,743,611		2,566		intergenic_variant												29		33										1						

		BovineHD2300007618		rs109268323		23		27,747,582		3,972		intergenic_variant												29		33										1						

		BovineHD2300007622		rs110181169		23		27,752,301		4,720		intron_variant		DDX39B										29		33										1						

		BovineHD4100016088		rs41257361		23		27,758,120		5,820		synonymous_variant		DDX39B										29		33										1						

		BovineHD2300007625		rs109223751		23		27,760,654		2,535		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-43021		rs110930105		23		27,765,742		5,089		intergenic_variant												29		33										1						

		BovineHD2300007637		rs136604072		23		27,801,348		35,607		intergenic_variant												29		33										1						

		BovineHD2300007640		rs133197588		23		27,815,800		14,453		intergenic_variant												29		33										1						

		BovineHD2300007646		rs136000192		23		27,824,468		8,669		intergenic_variant												29		33										1						

		BovineHD2300007648		rs134764462		23		27,829,761		5,294		intergenic_variant												29		33										1						

		BovineHD2300007662		rs110231701		23		27,868,370		38,610		intergenic_variant												29		33										1						

		BovineHD2300007685		rs109435581		23		27,976,925		108,556		intergenic_variant												29		33										1						

		BovineHD2300007687		rs110227765		23		27,980,936		4,012		intergenic_variant												29		33										1						

		BovineHD2300007691		rs134832791		23		27,987,130		6,195		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-11887		rs109258111		23		27,988,980		1,851		intron_variant		TCF19										29		33										1						

		BovineHD4100016090		rs43705563		23		27,990,828		1,849		intron_variant		TCF19										29		33										1						

		BovineHD2300007695		rs109657389		23		27,993,476		2,649		intron_variant		CCHCR1										29		33										1						

		BovineHD4100016091		rs17871039		23		27,998,654		5,179		intron_variant		CCHCR1										29		33										1						

		BovineHD2300007704		rs109617554		23		28,003,650		4,997		intron_variant		CCHCR1										29		33										1						

		BovineHD2300007706		rs110168422		23		28,006,596		2,947		intron_variant		PSORS1C2										29		33										1						

		BovineHD2300007709		rs134743306		23		28,012,745		6,150		intergenic_variant												29		33										1						

		BovineHD2300007712		rs137273261		23		28,015,716		2,972		intergenic_variant												29		33										1						

		BovineHD2300007713		rs136070962		23		28,017,671		1,956		intergenic_variant												29		33										1						

		BovineHD2300007715		rs135354265		23		28,019,435		1,765		intergenic_variant												29		33										1						

		BovineHD2300007718		rs134024659		23		28,023,132		3,698		intron_variant		CDSN										29		33										1						

		BovineHD2300007722		rs134090213		23		28,030,223		7,092		intergenic_variant												29		33										1						

		BovineHD2300007726		rs135684073		23		28,034,392		4,170		intergenic_variant												29		33										1						

		BovineHD2300007729		rs109761464		23		28,038,673		4,282		intergenic_variant												29		33										1						

		BovineHD2300007733		rs110941023		23		28,043,084		4,412		intergenic_variant												29		33										1						

		BovineHD2300007735		rs108940258		23		28,047,375		4,292		intergenic_variant												29		33										1						

		BovineHD2300007738		rs108993901		23		28,052,268		4,894		intergenic_variant												29		33										1						

		BovineHD2300007742		rs136959594		23		28,059,704		7,437		intergenic_variant												29		33										1						

		BovineHD2300007744		rs110642272		23		28,063,795		4,092		intergenic_variant												29		33										1						

		BovineHD2300007750		rs109161248		23		28,077,790		13,996		intergenic_variant												29		33										1						

		BovineHD2300007752		rs135335192		23		28,080,573		2,784		intergenic_variant												29		33										1						

		BovineHD2300007754		rs137129803		23		28,088,721		8,149		intergenic_variant												29		33										1						

		BovineHD2300007756		rs110161626		23		28,093,136		4,416		intergenic_variant												29		33										1						

		BovineHD2300007758		rs136337086		23		28,095,963		2,828		intergenic_variant												29		33										1						

		BovineHD2300007760		rs109503783		23		28,104,868		8,906		intergenic_variant												29		33										1						

		Hapmap46836-BTA-55820		rs41587536		23		28,120,282		15,415		intergenic_variant												29		33										1						

		BovineHD2300007765		rs137302614		23		28,127,755		7,474		intron_variant		MUCL3										29		33										1						

		BovineHD2300007767		rs136904709		23		28,130,267		2,513		intron_variant		MUCL3										29		33										1						

		BovineHD2300007772		rs110714504		23		28,138,391		8,125		intergenic_variant												29		33										1						

		BovineHD2300007774		rs110359063		23		28,142,880		4,490		intron_variant		SFTA2										29		33										1						

		BovineHD4100016092		rs41641247		23		28,144,870		1,991		intergenic_variant												29		33										1						

		BovineHD2300007777		rs136075558		23		28,147,906		3,037		intergenic_variant												29		33										1						

		BovineHD4100016093		rs41641251		23		28,154,567		6,662		intron_variant		VARS2										29		33										1						

		BovineHD2300007781		rs109299570		23		28,160,790		6,224		intron_variant		GTF2H4										29		33										1						

		BovineHD2300007782		rs109537552		23		28,169,587		8,798		intergenic_variant												29		33										1						

		BovineHD2300007784		rs109970530		23		28,172,662		3,076		intergenic_variant												29		33										1						

		BovineHD2300007787		rs133705609		23		28,177,862		5,201		intron_variant		DDR1										29		33										1						

		BovineHD2300007788		rs135207199		23		28,180,286		2,425		intron_variant		DDR1										29		33										1						

		BovineHD2300007791		rs108987623		23		28,187,589		7,304		intergenic_variant												29		33										1						

		BovineHD2300007793		rs109166170		23		28,193,443		5,855		intergenic_variant												29		33										1						

		BovineHD2300007795		rs110899993		23		28,196,673		3,231		intergenic_variant												29		33										1						

		BovineHD2300007797		rs109471233		23		28,198,896		2,224		intergenic_variant												29		33										1						

		BovineHD2300007799		rs110409742		23		28,200,955		2,060		intergenic_variant												29		33										1						

		BovineHD2300007805		rs109864653		23		28,211,402		10,448		intergenic_variant												29		33										1						

		BovineHD2300007807		rs133805466		23		28,214,057		2,656		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-90570		rs109756967		23		28,217,498		3,442		intergenic_variant												29		33										1						

		BovineHD2300007811		rs109412830		23		28,221,054		3,557		intergenic_variant												29		33										1						

		BovineHD4100016098		rs41641276		23		28,223,085		2,032		intergenic_variant												29		33										1						

		BovineHD2300007814		rs110755717		23		28,226,442		3,358		intergenic_variant												29		33										1						

		BovineHD2300007816		rs136605372		23		28,231,800		5,359		intergenic_variant												29		33										1						

		BTA-55867-no-rs		rs41641284		23		28,242,781		10,982		intergenic_variant												29		33										1						

		BovineHD2300007822		rs134220165		23		28,248,208		5,428		intergenic_variant												29		33										1						

		BovineHD2300007824		rs109916764		23		28,250,895		2,688		intergenic_variant												29		33										1						

		BovineHD2300007827		rs110348002		23		28,257,450		6,556		intergenic_variant												29		33										1						

		BovineHD2300007829		rs110622081		23		28,260,136		2,687		intergenic_variant												29		33										1						

		BovineHD2300007832		rs109060709		23		28,267,015		6,880		intergenic_variant												29		33										1						

		BovineHD2300007834		rs109651664		23		28,272,487		5,473		intergenic_variant												29		33										1						

		BovineHD2300007836		rs110860815		23		28,277,976		5,490		intron_variant		IER3										29		33										1						

		BovineHD2300007838		rs133033809		23		28,281,616		3,641		intron_variant		IER3										29		33										1						

		BovineHD2300007839		rs109780087		23		28,287,617		6,002		intergenic_variant												29		33										1						

		BovineHD2300007842		rs109548103		23		28,293,193		5,577		intron_variant		FLOT1										29		33										1						

		BovineHD2300007845		rs110276194		23		28,299,819		6,627		intergenic_variant												29		33										1						

		BovineHD2300007855		rs110547795		23		28,311,041		11,223		intron_variant		MDC1										29		33										1						

		BovineHD2300007853		rs110924443		23		28,313,098		2,058		synonymous_variant		MDC1										29		33										1						

		BovineHD2300007851		rs110358955		23		28,315,367		2,270		intron_variant		MDC1										29		33										1						

		BovineHD2300007849		rs108940411		23		28,318,567		3,201		intergenic_variant												29		33										1						

		BovineHD2300007847		rs133464899		23		28,321,444		2,878		intron_variant		NRM										29		33										1						

		BovineHD2300007857		rs108977449		23		28,326,761		5,318		intron_variant		PPP1R18										29		33										1						

		BovineHD2300007859		rs110172894		23		28,328,650		1,890		intron_variant		PPP1R18										29		33										1						

		BovineHD2300007861		rs110765575		23		28,330,223		1,574		intron_variant		PPP1R18										29		33										1						

		BovineHD2300007865		rs110286599		23		28,336,904		6,682		intergenic_variant												29		33										1						

		BovineHD2300007869		rs110522801		23		28,344,384		7,481		intron_variant		DHX16										29		33										1						

		BovineHD2300007870		rs136072126		23		28,350,722		6,339		intron_variant		C23H6orf136										29		33										1						

		BovineHD2300007872		rs109338593		23		28,354,213		3,492		intergenic_variant												29		33										1						

		BovineHD2300007874		rs133711684		23		28,360,110		5,898		intron_variant		PPP1R10										29		33										1						

		BovineHD2300007876		rs137851633		23		28,367,574		7,465		intron_variant		PPP1R10										29		33										1						

		BovineHD2300007879		rs132793351		23		28,377,719		10,146		intron_variant		PPP1R10										29		33										1						

		BovineHD2300007881		rs41641288		23		28,382,194		4,476		intron_variant		PPP1R10										29		33										1						

		BovineHD2300007882		rs132680130		23		28,385,509		3,316		intron_variant		PPP1R10										29		33										1						

		BovineHD2300007884		rs136336084		23		28,389,212		3,704		3_prime_UTR_variant		PPP1R10										29		33										1						

		BovineHD2300007886		rs110667946		23		28,394,715		5,504		intergenic_variant												29		33										1						

		BovineHD2300007888		rs108972010		23		28,398,875		4,161		intergenic_variant												29		33										1						

		BovineHD2300007891		rs110149893		23		28,403,741		4,867		intron_variant		ABCF1										29		33										1						

		BovineHD2300007894		rs136970868		23		28,406,991		3,251		intron_variant		ABCF1										29		33										1						

		BovineHD2300007896		rs109493792		23		28,409,735		2,745		intergenic_variant												29		33										1						

		BovineHD2300007898		rs110942981		23		28,413,406		3,672		intergenic_variant												29		33										1						

		BovineHD2300007900		rs109591165		23		28,417,545		4,140		intron_variant		PRR3										29		33										1						

		BovineHD2300007901		rs110243923		23		28,420,531		2,987		intron_variant		PRR3										29		33										1						

		BovineHD2300007903		rs132797790		23		28,424,581		4,051		intron_variant		GNL1										29		33										1						

		BovineHD2300007905		rs110839066		23		28,426,949		2,369		intron_variant		GNL1										29		33										1						

		BovineHD2300007912		rs110354120		23		28,431,648		4,700		intergenic_variant												29		33										1						

		BovineHD2300007910		rs110689905		23		28,435,447		3,800		intergenic_variant												29		33										1						

		BovineHD2300007908		rs109507276		23		28,440,244		4,798		intergenic_variant												29		33										1						

		BovineHD2300007915		rs110041615		23		28,444,963		4,720		intergenic_variant												29		33										1						

		BovineHD2300007918		rs109140495		23		28,451,722		6,760		missense_variant		RPP21										29		33										1						

		BovineHD2300007920		rs136575851		23		28,453,204		1,483		intron_variant		RPP21										29		33										1						

		BovineHD2300007923		rs133037896		23		28,456,556		3,353		intergenic_variant												29		33										1						

		BovineHD2300007928		rs110377572		23		28,464,976		8,421		intergenic_variant												29		33										1						

		BovineHD2300007930		rs134202951		23		28,468,351		3,376		intergenic_variant												29		33										1						

		BovineHD2300007935		rs133419490		23		28,482,119		13,769		intergenic_variant												29		33										1						

		BovineHD2300007937		rs110849318		23		28,486,206		4,088		intergenic_variant												29		33										1						

		BovineHD2300007939		rs134921559		23		28,490,402		4,197		intergenic_variant												29		33										1						

		BovineHD2300007941		rs42029266		23		28,494,965		4,564		intergenic_variant												29		33										1						

		BovineHD2300007943		rs132695771		23		28,498,107		3,143		intergenic_variant												29		33										1						

		BovineHD2300007945		rs110486636		23		28,500,788		2,682		intergenic_variant												29		33										1						

		UA-IFASA-7712		rs41587547		23		28,504,980		4,193		intergenic_variant												29		33										1						

		BovineHD4100016103		rs41658345		23		28,511,663		6,684		intergenic_variant												29		33										1						

		BovineHD2300007952		rs109992327		23		28,524,226		12,564		intergenic_variant												29		33										1						

		BovineHD2300007965		rs110855962		23		28,560,191		35,966		intergenic_variant												29		33										1						

		BovineHD2300007979		rs110040505		23		28,590,793		30,603		intergenic_variant												29		33										1						

		BovineHD2300007981		rs110150532		23		28,594,065		3,273		intergenic_variant												29		33										1						

		BovineHD2300007983		rs132909165		23		28,596,845		2,781		intergenic_variant												29		33										1						

		BovineHD2300007987		rs110525295		23		28,604,149		7,305		intergenic_variant												29		33										1						

		BovineHD2300007989		rs133131161		23		28,606,173		2,025		intergenic_variant												29		33										1						

		BovineHD2300007993		rs134448932		23		28,614,214		8,042		intergenic_variant												29		33										1						

		BovineHD2300007999		rs136024691		23		28,629,291		15,078		intergenic_variant												29		33										1						

		BovineHD2300008043		rs134754344		23		28,768,059		138,769		intergenic_variant												29		33										1						

		BovineHD2300008045		rs133683877		23		28,772,663		4,605		intergenic_variant												29		33										1						

		BovineHD2300008047		rs136430611		23		28,774,482		1,820		intergenic_variant												29		33										1						

		BovineHD2300008049		rs136007552		23		28,776,526		2,045		intergenic_variant												29		33										1						

		BovineHD2300008051		rs136950824		23		28,778,612		2,087		intergenic_variant												29		33										1						

		BovineHD2300008056		rs134975091		23		28,785,343		6,732		intergenic_variant												29		33										1						

		BovineHD2300008058		rs134298108		23		28,788,200		2,858		intergenic_variant												29		33										1						

		BovineHD2300008061		rs110523668		23		28,798,733		10,534		intergenic_variant												29		33										1						

		BovineHD2300008062		rs137111435		23		28,801,726		2,994		intergenic_variant												29		33										1						

		BovineHD2300008064		rs110184942		23		28,804,972		3,247		intron_variant		TRIM15										29		33										1						

		BovineHD4100016104		rs41642115		23		28,806,779		1,808		intron_variant		TRIM15										29		33										1						

		BovineHD2300008067		rs110439483		23		28,808,892		2,114		intron_variant		TRIM15										29		33										1						

		BovineHD2300008069		rs110548644		23		28,811,333		2,442		intron_variant		TRIM15										29		33										1						

		BovineHD2300008072		rs136092545		23		28,814,399		3,067		intergenic_variant												29		33										1						

		BovineHD2300008074		rs135301495		23		28,816,953		2,555		intergenic_variant												29		33										1						

		BovineHD2300008076		rs110316340		23		28,818,791		1,839		intron_variant		TRIM10										29		33										1						

		BovineHD2300008078		rs109476334		23		28,822,289		3,499		intron_variant		TRIM10										29		33										1						

		BovineHD2300008079		rs109905817		23		28,824,263		1,975		synonymous_variant		TRIM10										29		33										1						

		BovineHD2300008081		rs109284993		23		28,825,626		1,364		intron_variant		TRIM10										29		33										1						

		BovineHD2300008083		rs134718228		23		28,829,534		3,909		missense_variant		TRIM40		Ggt/Agt		Gly/Ser		Hydrophobic		Polar uncharged		29		33										1						

		BovineHD2300008086		rs110125762		23		28,833,553		4,020		intron_variant		TRIM40										29		33										1						

		BovineHD2300008089		rs136805566		23		28,836,068		2,516		intron_variant		TRIM40										29		33										1						

		BovineHD2300008091		rs108939431		23		28,839,035		2,968		intron_variant		TRIM40										29		33										1						

		BovineHD2300008095		rs136161835		23		28,845,193		6,159		intergenic_variant												29		33										1						

		BovineHD2300008098		rs132780685		23		28,849,871		4,679		intergenic_variant												29		33										1						

		BovineHD2300008099		rs110086760		23		28,853,095		3,225		intergenic_variant												29		33										1						

		BovineHD2300008101		rs132726538		23		28,855,995		2,901		intron_variant		TRIM31										29		33										1						

		BovineHD2300008106		rs110861610		23		28,863,952		7,958		intron_variant		TRIM31										29		33										1						

		BovineHD2300008109		rs133312583		23		28,868,872		4,921		missense_variant		TRIM31		Gat/Aat		Asp/Asn		Negative		Polar uncharged		29		33										1						

		BovineHD2300008113		rs133148387		23		28,874,534		5,663		intron_variant		TRIM31										29		33										1						

		UA-IFASA-9236		rs41642753		23		28,877,219		2,686		missense_variant		TRIM31		cGg/cAg		Arg/Gln		Positive		Polar uncharged		29		33										1						

		BovineHD4100016108		rs41642755		23		28,879,365		2,147		3_prime_UTR_variant		TRIM31										29		33										1						

		BovineHD2300008120		rs137709537		23		28,935,375		56,011		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-31638		rs109572712		23		28,938,903		3,529		missense_variant		ZFP57		Ggg/Tgg		Gly/Trp		Hydrophobic		Hydrophobic		29		33										1						

		BovineHD2300008124		rs132915159		23		28,940,387		1,485		intron_variant		ZFP57										29		33										1						

		BovineHD2300008126		rs108960359		23		28,942,331		1,945		intron_variant		ZFP57										29		33										1						

		BovineHD2300008128		rs137141519		23		28,944,939		2,609		missense_variant		MOG		aAt/aGt		Asn/Ser		Polar uncharged		Polar uncharged		29		33										1						

		BovineHD2300008131		rs136580117		23		28,947,418		2,480		intron_variant		MOG										29		33										1						

		BovineHD2300008134		rs109505412		23		28,951,102		3,685		intron_variant		MOG										29		33										1						

		BovineHD2300008136		rs109716980		23		28,953,077		1,976		intron_variant		MOG										29		33										1						

		BovineHD2300008140		rs110240383		23		28,958,054		4,978		intergenic_variant												29		33										1						

		BovineHD2300008142		rs109389951		23		28,961,253		3,200		intergenic_variant												29		33										1						

		BovineHD2300008147		rs136001741		23		28,969,445		8,193		intergenic_variant												29		33										1						

		BovineHD2300008153		rs109528441		23		28,980,855		11,411		intron_variant		GABBR1										29		33										1						

		BovineHD2300008155		rs109180004		23		28,985,719		4,865		intron_variant		GABBR1										29		33										1						

		BovineHD2300008157		rs109934304		23		28,987,920		2,202		intron_variant		GABBR1										29		33										1						

		ARS-BFGL-NGS-80691		rs110312070		23		28,991,960		4,041		intron_variant		GABBR1										29		33										1						

		BovineHD2300008162		rs110873309		23		28,995,203		3,244		intron_variant		GABBR1										29		33										1						

		BovineHD2300008164		rs110042420		23		28,997,121		1,919		intron_variant		GABBR1										29		33										1						

		BovineHD2300008166		rs110204572		23		28,999,043		1,923		intron_variant		GABBR1										29		33										1						

		BovineHD2300008168		rs109601524		23		29,001,677		2,635		intron_variant		GABBR1										29		33										1						

		BovineHD2300008170		rs111020283		23		29,003,973		2,297		intergenic_variant												29		33										1						

		BovineHD2300008175		rs134916245		23		29,009,070		5,098		intergenic_variant												29		33										1						

		BovineHD2300008177		rs41257015		23		29,013,635		4,566		intergenic_variant												29		33										1						

		BovineHD2300008179		rs110706866		23		29,017,749		4,115		intergenic_variant												29		33										1						

		BovineHD2300008185		rs132909057		23		29,037,560		19,812		intergenic_variant												29		33										1						

		BovineHD2300008192		rs111010240		23		29,059,011		21,452		intergenic_variant												29		33										1						

		BovineHD2300008194		rs110595913		23		29,063,225		4,215		intergenic_variant												29		33										1						

		BovineHD2300008196		rs137338167		23		29,067,029		3,805		intergenic_variant												29		33										1						

		BovineHD4100016110		rs41255518		23		29,072,880		5,852		intergenic_variant												29		33										1						

		BovineHD2300008200		rs41604211		23		29,075,438		2,559		intergenic_variant												29		33										1						

		BovineHD2300008202		rs134930702		23		29,080,059		4,622		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-105966		rs110812229		23		29,101,822		21,764		intergenic_variant												29		33										1						

		BovineHD2300008210		rs132718863		23		29,108,839		7,018		intergenic_variant												29		33										1						

		BovineHD2300008212		rs134636909		23		29,114,346		5,508		intergenic_variant												29		33										1						

		BovineHD2300008215		rs137170297		23		29,118,801		4,456		intron_variant		UBD										29		33										1						

		BovineHD2300008220		rs137678796		23		29,133,485		14,685		intergenic_variant												29		33										1						

		BovineHD2300008222		rs134459332		23		29,149,925		16,441		intergenic_variant												29		33										1						

		BovineHD2300008224		rs133813403		23		29,155,048		5,124		intergenic_variant												29		33										1						

		BovineHD2300008227		rs136948539		23		29,158,610		3,563		intergenic_variant												29		33										1						

		BovineHD2300008232		rs134244325		23		29,180,205		21,596		intergenic_variant												29		33										1						

		BovineHD2300008236		rs134285170		23		29,191,050		10,846		intergenic_variant												29		33										1						

		BovineHD2300008239		rs137113406		23		29,198,023		6,974		intergenic_variant												29		33										1						

		BovineHD2300008244		rs134839191		23		29,210,103		12,081		intergenic_variant												29		33										1						

		BovineHD2300008269		rs132824156		23		29,319,430		109,328		intergenic_variant												29		33										1						

		BovineHD2300008271		rs135702077		23		29,325,564		6,135		intergenic_variant												29		33										1						

		BovineHD2300008273		rs137039386		23		29,330,133		4,570		intron_variant		OR12D2E										29		33										1						

		BovineHD2300008275		rs136804274		23		29,343,294		13,162		intergenic_variant												29		33										1						

		BovineHD2300008277		rs136407254		23		29,349,616		6,323		intergenic_variant												29		33										1						

		BovineHD2300008278		rs133413969		23		29,352,852		3,237		intergenic_variant												29		33										1						

		BovineHD2300008280		rs136543202		23		29,354,639		1,788		intergenic_variant												29		33										1						

		BovineHD2300008282		rs137377445		23		29,356,328		1,690		intergenic_variant												29		33										1						

		BovineHD2300008285		rs109244662		23		29,360,073		3,746		intergenic_variant												29		33										1						

		BovineHD4100016114		rs41642779		23		29,369,069		8,997		intergenic_variant												29		33										1						

		BovineHD2300008288		rs134220182		23		29,371,832		2,764		intergenic_variant												29		33										1						

		BovineHD2300008290		rs136636779		23		29,374,525		2,694		intergenic_variant												29		33										1						

		BovineHD2300008292		rs109296598		23		29,378,499		3,975		intergenic_variant												29		33										1						

		BovineHD2300008294		rs110408984		23		29,381,796		3,298		intergenic_variant												29		33										1						

		BovineHD2300008296		rs133305224		23		29,387,809		6,014		intron_variant		OR5V1										29		33										1						

		ARS-BFGL-NGS-96241		rs109621402		23		29,392,824		5,016		intergenic_variant												29		33										1						

		BovineHD2300008300		rs109247305		23		29,397,552		4,729		intergenic_variant												29		33										1						

		BovineHD2300008303		rs110343544		23		29,405,131		7,580		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-95687		rs110915730		23		29,414,179		9,049		intergenic_variant												29		33										1						

		BovineHD2300008308		rs136978308		23		29,419,829		5,651		intergenic_variant												29		33										1						

		BovineHD2300008310		rs136579505		23		29,424,629		4,801		intergenic_variant												29		33										1						

		BovineHD2300008312		rs136187101		23		29,427,631		3,003		intergenic_variant												29		33										1						

		BovineHD2300008314		rs134863318		23		29,430,911		3,281		intergenic_variant												29		33										1						

		BovineHD2300008317		rs110617074		23		29,435,629		4,719		intergenic_variant												29		33										1						

		BovineHD2300008319		rs133421150		23		29,439,878		4,250		intergenic_variant												29		33										1						

		BovineHD2300008322		rs133806140		23		29,453,754		13,877		intergenic_variant												29		33										1						

		BovineHD2300008329		rs134240841		23		29,467,571		13,818		intergenic_variant												29		33										1						

		BovineHD2300008334		rs134752170		23		29,484,394		16,824		intergenic_variant												29		33										1						

		BovineHD2300008345		rs110373794		23		29,507,416		23,023		intergenic_variant												29		33										1						

		BovineHD2300008349		rs134493368		23		29,516,215		8,800		intergenic_variant												29		33										1						

		BovineHD2300008360		rs132818848		23		29,538,955		22,741		intergenic_variant												29		33										1						

		BovineHD2300008369		rs110536813		23		29,569,522		30,568		intergenic_variant												29		33										1						

		BovineHD2300008374		rs137748736		23		29,586,411		16,890		intergenic_variant												29		33										1						

		BovineHD2300008385		rs134332679		23		29,629,555		43,145		intergenic_variant												29		33										1						

		BTA-94041-no-rs		rs41668394		23		29,663,663		34,109		intergenic_variant												29		33										1						

		BovineHD2300008390		rs133407247		23		29,672,380		8,718		intergenic_variant												29		33										1						

		BovineHD2300008395		rs110347497		23		29,680,667		8,288		intergenic_variant												29		33										1						

		BovineHD2300008398		rs133898569		23		29,702,543		21,877		intron_variant		OR2J3										29		33										1						

		BovineHD2300008401		rs133851220		23		29,709,370		6,828		intergenic_variant												29		33										1						

		BovineHD2300008404		rs109246185		23		29,714,253		4,884		intergenic_variant												29		33										1						

		BovineHD2300008408		rs136144770		23		29,721,976		7,724		intergenic_variant												29		33										1						

		BovineHD2300008413		rs110454861		23		29,733,528		11,553		intergenic_variant												29		33										1						

		BovineHD2300008415		rs133470904		23		29,736,420		2,893		intergenic_variant												29		33										1						

		BovineHD2300008417		rs135827022		23		29,738,533		2,114		intergenic_variant												29		33										1						

		BovineHD2300008419		rs109641746		23		29,741,706		3,174		intergenic_variant												29		33										1						

		BovineHD2300008421		rs110284287		23		29,743,673		1,968		intergenic_variant												29		33										1						

		BovineHD2300008424		rs137780653		23		29,747,298		3,626		intergenic_variant												29		33										1						

		BovineHD2300008429		rs108970266		23		29,763,442		16,145		intergenic_variant												29		33										1						

		BovineHD2300008432		rs137038690		23		29,771,487		8,046		intergenic_variant												29		33										1						

		BovineHD2300008436		rs135376843		23		29,780,854		9,368		intergenic_variant												29		33										1						

		BovineHD2300008438		rs134788339		23		29,791,727		10,874		intergenic_variant												29		33										1						

		BovineHD2300008445		rs136017924		23		29,817,580		25,854		intergenic_variant												29		33										1						

		BovineHD2300008448		rs41598839		23		29,823,228		5,649		intergenic_variant												29		33										1						

		BovineHD2300008451		rs109012651		23		29,827,635		4,408		intergenic_variant												29		33										1						

		BovineHD2300008460		rs110930987		23		29,860,009		32,375		intergenic_variant												29		33										1						

		BovineHD2300008466		rs109788172		23		29,874,986		14,978		intergenic_variant												29		33										1						

		BovineHD2300008471		rs108944506		23		29,883,846		8,861		intergenic_variant												29		33										1						

		BovineHD2300008476		rs137549134		23		29,896,428		12,583		intergenic_variant												29		33										1						

		BovineHD2300008512		rs109670963		23		29,973,210		76,783		intergenic_variant												29		33										1						

		BovineHD2300008514		rs109609843		23		29,978,908		5,699		intergenic_variant												29		33										1						

		BovineHD2300008517		rs109318937		23		29,993,120		14,213		intergenic_variant												29		33										1						

		BovineHD2300008520		rs109546793		23		30,001,140		8,021		intron_variant		ZNF311										29		33										1						

		BovineHD2300008523		rs137312372		23		30,004,610		3,471		intron_variant		ZNF311										29		33										1						

		BovineHD2300008526		rs134470798		23		30,007,679		3,070		3_prime_UTR_variant		ZNF311										29		33										1						

		BovineHD2300008528		rs109987575		23		30,010,876		3,198		intergenic_variant												29		33										1						

		BovineHD2300008534		rs137007928		23		30,022,813		11,938		intergenic_variant												29		33										1						

		BovineHD2300008536		rs132825953		23		30,026,474		3,662		intergenic_variant												29		33										1						

		BovineHD2300008539		rs109337614		23		30,029,518		3,045		intergenic_variant												29		33										1						

		BovineHD2300008545		rs133269373		23		30,049,148		19,631		intron_variant		TRIM27										29		33										1						

		BovineHD2300008547		rs110886923		23		30,052,715		3,568		intron_variant		TRIM27										29		33										1						

		BovineHD2300008550		rs110422620		23		30,061,689		8,975		intergenic_variant												29		33										1						

		BovineHD2300008552		rs136015613		23		30,070,931		9,243		intergenic_variant												29		33										1						

		BovineHD2300008554		rs109798944		23		30,073,569		2,639		intergenic_variant												29		33										1						

		BovineHD2300008556		rs41572757		23		30,078,877		5,309		intergenic_variant												29		33										1						

		BovineHD2300008559		rs134954356		23		30,084,882		6,006		intergenic_variant												29		33										1						

		BovineHD2300008567		rs137342679		23		30,096,108		11,227		intergenic_variant												29		33										1						

		BovineHD2300008569		rs133435468		23		30,103,590		7,483		intergenic_variant												29		33										1						

		BovineHD2300008571		rs136468442		23		30,105,708		2,119		intergenic_variant												29		33										1						

		BovineHD2300008573		rs134522926		23		30,107,350		1,643		intergenic_variant												29		33										1						

		BovineHD2300008575		rs43744395		23		30,110,928		3,579		intergenic_variant												29		33										1						

		BovineHD2300008577		rs132755870		23		30,112,485		1,558		intergenic_variant												29		33										1						

		BovineHD2300008579		rs29018239		23		30,114,477		1,993		intergenic_variant												29		33										1						

		BovineHD2300008581		rs134360038		23		30,118,991		4,515		intergenic_variant												29		33										1						

		BovineHD2300008583		rs136613479		23		30,120,665		1,675		intergenic_variant												29		33										1						

		BovineHD2300008585		rs137685836		23		30,124,320		3,656		intergenic_variant												29		33										1						

		BovineHD2300008587		rs134963807		23		30,126,927		2,608		intergenic_variant												29		33										1						

		BovineHD2300008589		rs133549395		23		30,132,240		5,314		intergenic_variant												29		33										1						

		BovineHD2300008591		rs109400296		23		30,138,938		6,699		intergenic_variant												29		33										1						

		BovineHD2300008594		rs135958308		23		30,148,662		9,725		intergenic_variant												29		33										1						

		BovineHD2300008597		rs132817453		23		30,153,623		4,962		intergenic_variant												29		33										1						

		BovineHD2300008599		rs109710816		23		30,160,304		6,682		intergenic_variant												29		33										1						

		BovineHD2300008603		rs136210328		23		30,169,708		9,405		intergenic_variant												29		33										1						

		BovineHD2300008608		rs109869412		23		30,184,122		14,415		intergenic_variant												29		33										1						

		BovineHD2300008613		rs108978228		23		30,195,426		11,305		intergenic_variant												29		33										1						

		BovineHD2300008618		rs109083733		23		30,205,302		9,877		intergenic_variant												29		33										1						

		BovineHD2300008623		rs135583667		23		30,340,852		135,551		intron_variant		ZSCAN12										29		33										1						

		BovineHD2300008628		rs133029544		23		30,355,178		14,327		intron_variant		ZSCAN12										29		33										1						

		BovineHD2300008630		rs135631597		23		30,362,402		7,225		intergenic_variant												29		33										1						

		BovineHD2300008633		rs135387068		23		30,374,314		11,913		intron_variant		ZSCAN31										29		33										1						

		BovineHD2300008644		rs136034715		23		30,387,415		13,102		intergenic_variant												29		33										1						

		BovineHD2300008647		rs133779448		23		30,392,703		5,289		intron_variant		PGBD1										29		33										1						

		BovineHD2300008649		rs109300123		23		30,394,473		1,771		intron_variant		PGBD1										29		33										1						

		BovineHD2300008652		rs132822933		23		30,404,637		10,165		intron_variant		PGBD1										29		33										1						

		BovineHD2300008654		rs110871700		23		30,407,639		3,003		intron_variant		PGBD1										29		33										1						

		BovineHD2300008656		rs134035884		23		30,411,228		3,590		intron_variant		PGBD1										29		33										1						

		BTA-06687-no-rs		rs29021044		23		30,419,716		8,489		intron_variant		ZSCAN26										29		33										1						

		BovineHD2300008660		rs109429653		23		30,421,554		1,839		missense_variant		ZSCAN26		Aag/Gag		Lys/Glu		Positive		Negative		29		33										1						

		BovineHD2300008663		rs136476545		23		30,424,756		3,203		intron_variant		ZSCAN26										29		33										1						

		BovineHD2300008666		rs136120561		23		30,435,831		11,076		intergenic_variant												29		33										1						

		BovineHD2300008670		rs136582772		23		30,443,268		7,438		missense_variant		ZKSCAN4		Aaa/Gaa		Lys/Glu		Positive		Negative		29		33										1						

		BovineHD2300008673		rs132890915		23		30,446,673		3,406		intron_variant		ZKSCAN4										29		33										1						

		BovineHD2300008675		rs137547950		23		30,449,137		2,465		intron_variant		ZKSCAN4										29		33										1						

		BovineHD2300008677		rs137157215		23		30,451,086		1,950		intergenic_variant												29		33										1						

		BTA-93796-no-rs		rs41667354		23		30,453,819		2,734		intergenic_variant												29		33										1						

		BovineHD2300008680		rs134984833		23		30,455,904		2,086		intergenic_variant												29		33										1						

		BovineHD2300008682		rs133553231		23		30,458,694		2,791		intergenic_variant												29		33										1						

		BovineHD2300008684		rs110270661		23		30,462,805		4,112		intergenic_variant												29		33										1						

		BovineHD2300008686		rs109853959		23		30,465,233		2,429		intron_variant		ZSCAN9										29		33										1						

		BovineHD2300008689		rs134972936		23		30,468,333		3,101		intergenic_variant												29		33										1						

		BovineHD2300008692		rs109457983		23		30,472,164		3,832		intergenic_variant												29		33										1						

		ARS-BFGL-NGS-78313		rs109862194		23		30,478,885		6,722		intergenic_variant												29		33										1						

		BovineHD2300008696		rs109432256		23		30,485,070		6,186		intergenic_variant												29		33										1						

		BovineHD2300008698		rs134881155		23		30,488,039		2,970		intergenic_variant												29		33										1						

		BovineHD2300008703		rs137154819		23		30,498,684		10,646		intergenic_variant												29		33										1						

		BovineHD2300008705		rs109635091		23		30,508,000		9,317		intergenic_variant												29		33										1						

		BovineHD2300008709		rs133358160		23		30,512,980		4,981		intergenic_variant												29		33										1						

		BovineHD2300008711		rs110029135		23		30,515,642		2,663		intergenic_variant												29		33										1						

		BovineHD2300008713		rs137411359		23		30,521,221		5,580		intron_variant		ZNF389										29		33										1						

		BovineHD2300008716		rs137015987		23		30,530,717		9,497		intron_variant		ZNF389										29		33										1						

		BovineHD2300008718		rs110092161		23		30,536,101		5,385		intron_variant		ZKSCAN8										29		33										1						

		BovineHD2300008721		rs136044453		23		30,543,845		7,745		intron_variant		ZKSCAN8										29		33										1						

		BovineHD2300008723		rs110355022		23		30,546,106		2,262		intron_variant		ZKSCAN8										29		33										1						

		BovineHD2300008725		rs41642761		23		30,547,558		1,453		intron_variant		ZKSCAN8										29		33										1						

		BovineHD2300008727		rs135388371		23		30,553,234		5,677		intergenic_variant												29		33										1						

		BovineHD2300008730		rs134569850		23		30,560,198		6,965		intergenic_variant												29		33										1						

		BovineHD2300008732		rs109531953		23		30,562,385		2,188		intron_variant		ZSCAN16										29		33										1						

		BovineHD2300008735		rs137755062		23		30,565,977		3,593		missense_variant		ZSCAN16		Aca/Gca		Thr/Ala		Polar uncharged		Hydrophobic		29		33										1						

		BovineHD2300008737		rs110700244		23		30,567,458		1,482		intron_variant		ZSCAN16										29		33										1						

		BovineHD2300008739		rs133769522		23		30,570,566		3,109		intergenic_variant												29		33										1						

		BovineHD2300008742		rs109907716		23		30,573,541		2,976		intergenic_variant												29		33										1						

		BTA-56199-no-rs		rs41587619		23		30,578,676		5,136		intergenic_variant												29		33										1						

		BovineHD2300008746		rs134325739		23		30,584,796		6,121		intergenic_variant												29		33										1						

		BovineHD2300008749		rs110117619		23		30,588,438		3,643		intron_variant		ZNF165										29		33										1						

		BovineHD2300008751		rs110812141		23		30,591,041		2,604		intron_variant		ZNF165										29		33										1						

		BovineHD2300008754		rs110636765		23		30,595,357		4,317		intron_variant		ZNF165										29		33										1						

		BovineHD2300008756		rs136473029		23		30,599,115		3,759		intron_variant		ZNF165										29		33										1						

		BovineHD2300008757		rs110502732		23		30,602,343		3,229		intergenic_variant												29		33										1						

		BovineHD2300008759		rs137751651		23		30,605,885		3,543		missense_variant		OR1F12		cGt/cAt		Arg/His		Positive		Positive		29		33										1						

		BovineHD2300008761		rs137517659		23		30,608,550		2,666		intergenic_variant												29		33										1						

		BovineHD2300008763		rs136881192		23		30,610,344		1,795		intergenic_variant												29		33										1						

		BovineHD2300008768		rs135393338		23		30,617,871		7,528		intergenic_variant												29		33										1						

		BovineHD2300008770		NA		23		30,620,350		2,480														29		33										1						

		ARS-BFGL-NGS-2400		rs110594281		23		30,626,306		5,957		intergenic_variant												29		33										1						

		BovineHD2300008778		rs110161573		23		30,639,910		13,605		intergenic_variant												29		33										1						

		BovineHD2300008780		rs136952155		23		30,649,506		9,597		intergenic_variant												29		33										1						

		BovineHD2300008791		rs109291894		23		30,694,120		44,615		intergenic_variant														33						1										

		BovineHD2300008795		rs136644722		23		30,699,636		5,517		intergenic_variant														33						1										

		BovineHD2300008797		rs110597979		23		30,705,933		6,298		intergenic_variant														33						1										

		BovineHD4100016128		rs109859434		23		30,713,027		7,095		intergenic_variant														33						1										

		BovineHD2300008801		rs133497163		23		30,721,765		8,739		intergenic_variant														33						1										

		BovineHD2300008807		rs133375989		23		30,724,725		2,961		intergenic_variant														33						1										

		BovineHD2300008811		rs133544259		23		30,730,623		5,899		intergenic_variant														33						1										

		BovineHD2300008813		rs137780738		23		30,735,048		4,426		intergenic_variant														33						1										

		BovineHD2300008815		rs137383999		23		30,742,674		7,627		intergenic_variant														33						1										

		BovineHD2300008819		rs136049518		23		30,751,916		9,243		intergenic_variant														33						1										

		BovineHD2300008822		rs110570732		23		30,757,097		5,182		intergenic_variant														33						1										

		BovineHD2300008826		rs134443576		23		30,768,630		11,534		intergenic_variant														33						1										

		BovineHD2300008828		rs109914469		23		30,771,112		2,483		intergenic_variant														33						1										

		BovineHD2300008830		rs109198710		23		30,775,123		4,012		intergenic_variant														33						1										

		BovineHD2300008832		rs137214873		23		30,780,074		4,952		intergenic_variant														33						1										

		BovineHD2300008835		rs136982424		23		30,783,850		3,777		intergenic_variant														33						1										

		BovineHD2300008839		rs136423324		23		30,793,286		9,437		intergenic_variant														33						1										

		BovineHD2300008841		rs110847993		23		30,798,236		4,951		intergenic_variant														33						1										

		BovineHD2300008847		rs110604924		23		30,811,901		13,666		intergenic_variant														33						1										

		BovineHD2300008849		rs132969461		23		30,814,677		2,777		intergenic_variant														33						1										

		BovineHD2300008852		rs135448523		23		30,817,848		3,172		intergenic_variant														33						1										

		BovineHD2300008857		rs133344065		23		30,837,255		19,408		intergenic_variant														33						1										

		BovineHD2300008861		rs135002082		23		30,845,343		8,089		intergenic_variant														33						1										

		BovineHD2300008863		rs136989457		23		30,848,562		3,220		intergenic_variant														33						1										

		BovineHD2300008865		rs136673785		23		30,854,848		6,287		intergenic_variant														33						1										

		BovineHD4100016129		rs137552764		23		30,856,662		1,815		intergenic_variant														33						1										

		BovineHD4100016131		rs41592601		23		30,867,398		10,737		intergenic_variant														33						1										

		BovineHD2300008870		rs134372826		23		30,881,325		13,928		intergenic_variant														33						1										

		BovineHD2300008873		rs132841176		23		30,886,827		5,503		intergenic_variant														33						1										

		BovineHD2300008876		rs135704981		23		30,893,256		6,430		intergenic_variant														33						1										

		BovineHD2300008883		rs135472190		23		30,912,124		18,869		intergenic_variant														33						1										

		BovineHD2300008885		rs109482583		23		30,926,052		13,929		intergenic_variant														33						1										

		BovineHD2300008888		rs109047995		23		30,933,294		7,243		intergenic_variant														33						1										

		BovineHD2300008890		rs134987458		23		30,942,660		9,367		intergenic_variant														33						1										

		BovineHD2300008891		rs135879821		23		30,950,676		8,017		intergenic_variant														33						1										

		BovineHD2300008895		rs136671193		23		30,961,810		11,135		intergenic_variant														33						1										

		BovineHD2300008897		rs109607653		23		30,973,583		11,774		intergenic_variant														33						1										

		BovineHD2300008899		rs134894532		23		30,976,528		2,946		intergenic_variant														33						1										

		BovineHD2300008903		rs135731036		23		30,992,726		16,199		intergenic_variant														33						1										

		BovineHD2300008905		rs134525806		23		30,996,451		3,726		intergenic_variant														33						1										

		BovineHD2300008907		rs133430676		23		31,003,590		7,140		intergenic_variant														33						1										

		BovineHD2300008909		rs109183391		23		31,007,073		3,484		intergenic_variant														33						1										

		BovineHD2300008910		rs133534601		23		31,010,377		3,305		intergenic_variant														33						1										

		BovineHD2300008912		rs136198609		23		31,012,185		1,809		intergenic_variant														33						1										

		BovineHD2300008916		rs136621887		23		31,029,173		16,989		intergenic_variant														33						1										

		BovineHD2300008926		rs133275344		23		31,053,744		24,572		intergenic_variant														33						1										

		BovineHD2300008928		rs135514811		23		31,055,991		2,248		intergenic_variant														33						1										

		BovineHD2300008931		rs137757967		23		31,063,056		7,066		intergenic_variant														33						1										

		BovineHD2300008933		rs137361098		23		31,066,008		2,953		intergenic_variant														33						1										

		BovineHD2300008935		rs133798984		23		31,076,078		10,071		intergenic_variant														33						1										

		BovineHD2300008942		rs137608705		23		31,107,555		31,478		intergenic_variant														33						1										

		BovineHD2300008948		rs135592236		23		31,123,096		15,542		intergenic_variant														33						1										

		BovineHD2400012081		rs42309861		24		43,293,164				missense_variant		CEP192		gAt/gCt		Asp/Ala		Negative		Hydrophobic						31						1								

		BovineHD2400012086		rs110040080		24		43,312,620		19,457		intron_variant		LDLRAD4														31						1								

		BovineHD2400012090		rs136771028		24		43,323,379		10,760		intron_variant		LDLRAD4														31						1								

		BovineHD2400012096		rs133494725		24		43,347,382		24,004		intron_variant		LDLRAD4														31						1								

		BovineHD2400012099		rs136402805		24		43,354,302		6,921		intron_variant		LDLRAD4														31						1								

		BovineHD2400012102		rs110429060		24		43,366,984		12,683		intron_variant		LDLRAD4														31						1								

		BovineHD4100016656		rs41646685		24		43,399,336		32,353		intron_variant		LDLRAD4														31						1								

		BovineHD2400012116		rs109994606		24		43,430,219		30,884		intron_variant		LDLRAD4														31						1								

		BovineHD2400012118		rs133550236		24		43,436,188		5,970		intron_variant		LDLRAD4														31						1								

		BovineHD2400012129		rs110504157		24		43,477,538		41,351		missense_variant		LDLRAD4														31						1								

		BovineHD2400012132		rs110020417		24		43,486,844		9,307		intron_variant		FAM210A		aAc/aGc		Asn/Ser		Polar uncharged		Polar uncharged						31						1								

		BovineHD2400012136		rs134808678		24		43,505,827		18,984		intron_variant		RNMT														31						1								

		BovineHD2400012140		rs109387365		24		43,524,424		18,598		intron_variant		RNMT														31						1								

		BovineHD2400012146		rs136968674		24		43,548,799		24,376		intergenic_variant																31						1								

		BovineHD2400012149		rs133866606		24		43,567,082		18,284		intergenic_variant																31						1								

		BovineHD2400012154		rs137531830		24		43,583,609		16,528		intron_variant		MC2R														31						1								

		BovineHD2400012165		rs133196754		24		43,631,065		47,457		intergenic_variant																31						1								

		BovineHD2400012168		rs110717135		24		43,633,995		2,931		intergenic_variant																31						1								

		BovineHD2400012170		rs110663178		24		43,636,172		2,178		intergenic_variant																31						1								

		BovineHD2400012175		rs109832000		24		43,653,762		17,591		intergenic_variant																31						1								

		BovineHD2400012179		rs134090066		24		43,675,875		22,114		intergenic_variant																31						1								

		BovineHD2400012184		rs133226308		24		43,714,528		38,654		intergenic_variant																31						1								

		BovineHD2400012192		rs110626217		24		43,786,580		72,053		intergenic_variant																31						1								

		BovineHD2400012197		rs109732488		24		43,814,735		28,156		intergenic_variant																31						1								

		BovineHD2400012199		rs109438903		24		43,824,044		9,310		intergenic_variant																31						1								

		BovineHD2400012203		rs133012355		24		43,846,638		22,595		intergenic_variant																31						1								

		BovineHD2400012213		rs110255532		24		43,924,798		78,161		intergenic_variant																31						1								

		BovineHD2400012227		rs109344210		24		44,062,571		137,774		intergenic_variant																31						1								

		BovineHD2400012230		rs134499906		24		44,068,866		6,296		intergenic_variant																31						1								

		BovineHD4100016657		rs41624998		24		44,081,969		13,104		intergenic_variant																31						1								

		BovineHD2400012236		rs110436927		24		44,110,849		28,881		intergenic_variant																31						1								

		BovineHD2400012238		rs110181633		24		44,123,071		12,223		intergenic_variant																31						1								

		BovineHD4100016659		rs41662839		24		44,154,358		31,288		intergenic_variant																31						1								

		ARS-BFGL-NGS-67897		rs110229858		24		44,173,880		19,523		intergenic_variant																31						1								

		BovineHD2400012252		rs134931467		24		44,175,436		1,557		intergenic_variant																31						1								

		BovineHD2400012254		rs134184423		24		44,189,731		14,296		intergenic_variant																31						1								

		BovineHD2400012256		rs109208321		24		44,192,409		2,679		intergenic_variant																31						1								

		BovineHD2400012258		rs109803672		24		44,195,277		2,869		intergenic_variant																31						1								

		BovineHD2400012260		rs134821938		24		44,205,321		10,045		intergenic_variant																31						1								

		BovineHD2400012262		rs136730789		24		44,210,505		5,185		intergenic_variant																31						1								

		BovineHD2400012269		rs137467372		24		44,249,526		39,022		intergenic_variant																31						1								

		ARS-BFGL-NGS-117885		rs109160584		24		44,274,218		24,693		intergenic_variant																31						1								

		BovineHD2400012274		rs109891602		24		44,280,470		6,253		intron_variant		SETBP1														31						1								

		BovineHD2400012281		rs109537957		24		44,298,375		17,906		intron_variant		SETBP1														31						1								

		BovineHD2400012291		rs133807826		24		44,347,484		49,110		intron_variant		SETBP1														31						1								

		BovineHD2400012293		rs133003832		24		44,352,491		5,008		intron_variant		SETBP1														31						1								

		BovineHD2400012296		rs136638055		24		44,356,459		3,969		intron_variant		SETBP1														31						1								

		BovineHD2400012300		rs133270855		24		44,370,346		13,888		intron_variant		SETBP1														31						1								

		ARS-BFGL-NGS-32328		rs109890815		24		44,375,642		5,297		intron_variant		SETBP1														31						1								

		BovineHD2400012306		rs109955874		24		44,398,950		23,309		intron_variant		SETBP1														31						1								

		BovineHD2400012309		rs136124124		24		44,405,309		6,360		intron_variant		SETBP1														31						1								

		BovineHD2400012314		rs133913267		24		44,419,673		14,365		intron_variant		SETBP1														31						1								

		BovineHD2400012321		rs136194146		24		44,443,437		23,765		intron_variant		SETBP1														31						1								

		BovineHD2400012327		rs109113342		24		44,468,335		24,899		intron_variant		SETBP1														31						1								

		BovineHD2400012335		rs133682521		24		44,501,286		32,952		intron_variant		SETBP1														31						1								

		BovineHD2600000005		rs133225398		26		109,933				intergenic_variant												30						1												

		BovineHD2600000026		rs110415716		26		635,940		526,008		intergenic_variant												30						1												

		BovineHD4100017606		rs41646490		26		726,355		90,416		intergenic_variant												30						1												

		BovineHD2600000039		rs134871812		26		736,380		10,026		intergenic_variant												30						1												

		BovineHD2600000065		rs134677234		26		994,310		257,931		intergenic_variant												30						1												

		BovineHD2600000071		rs133772925		26		1,005,422		11,113		intergenic_variant												30						1												

		BovineHD2600000075		rs135838483		26		1,027,746		22,325		intergenic_variant												30						1												

		BovineHD2600000079		rs42898093		26		1,038,562		10,817		intergenic_variant												30						1												

		BovineHD2600000088		rs136834796		26		1,062,916		24,355		intergenic_variant												30						1												

		Hapmap45824-BTA-21209		rs41580820		26		1,067,267		4,352		intergenic_variant												30						1												

		BovineHD2600000090		rs136437744		26		1,078,070		10,804		intergenic_variant												30						1												

		BovineHD2600000099		rs110880949		26		1,108,155		30,086		intergenic_variant												30						1												

		BovineHD2600000104		rs109816587		26		1,124,481		16,327		intergenic_variant												30						1												

		BovineHD2600000106		rs134890477		26		1,132,316		7,836		intergenic_variant												30						1												

		BovineHD2600000109		rs133458451		26		1,150,472		18,157		intergenic_variant												30						1												

		BovineHD2600000112		rs136835784		26		1,159,797		9,326		intergenic_variant												30						1												

		BovineHD2600000113		rs109787924		26		1,170,978		11,182		intergenic_variant												30						1												

		BovineHD2600000115		rs109010227		26		1,173,067		2,090		intergenic_variant												30						1												

		BovineHD2600000117		rs109472338		26		1,176,671		3,605		intergenic_variant												30						1												

		BovineHD2600000123		rs132833226		26		1,206,710		30,040		intergenic_variant												30						1												

		BovineHD2600000125		rs110303943		26		1,210,210		3,501		intergenic_variant												30						1												

		BovineHD2600000127		rs109041471		26		1,212,319		2,110		intergenic_variant												30						1												

		BovineHD2600000142		rs42954647		26		1,243,676		31,358		intergenic_variant												30						1												

		BovineHD2600000144		rs132667677		26		1,246,057		2,382		intergenic_variant												30						1												

		BovineHD2600000146		rs42954682		26		1,249,129		3,073		intergenic_variant												30						1												

		BovineHD2600000148		rs134078139		26		1,252,616		3,488		intergenic_variant												30						1												

		BovineHD2600000150		rs133418083		26		1,254,907		2,292		intergenic_variant												30						1												

		BovineHD2600000153		rs42954729		26		1,259,966		5,060		intergenic_variant												30						1												

		BovineHD2600000155		rs42954707		26		1,263,173		3,208		intergenic_variant												30						1												

		BovineHD2600000157		rs42955365		26		1,268,732		5,560		intergenic_variant												30						1												

		ARS-BFGL-NGS-36475		rs110978706		26		1,272,311		3,580		intergenic_variant												30						1												

		BovineHD2600000160		rs42955392		26		1,274,253		1,943		intergenic_variant												30						1												

		BovineHD2600000163		rs110551058		26		1,280,149		5,897		intergenic_variant												30						1												

		BovineHD2600000166		rs42906836		26		1,285,609		5,461		intergenic_variant												30						1												

		ARS-BFGL-NGS-29458		rs109694905		26		1,292,511		6,903		intergenic_variant												30						1												

		BovineHD2600000174		rs42906887		26		1,296,892		4,382		intergenic_variant												30						1												

		BovineHD2600000176		rs42906867		26		1,298,899		2,008		intergenic_variant												30						1												

		BovineHD2600000178		rs42906928		26		1,300,725		1,827		intergenic_variant												30						1												

		BovineHD2600000181		rs42907767		26		1,319,121		18,397		intergenic_variant												30						1												

		BovineHD2600000183		rs42907762		26		1,326,699		7,579		intergenic_variant												30						1												

		BovineHD2600001309		rs134789280		26		5,826,495		4,499,797		intergenic_variant														34						1										

		BovineHD2600001311		rs133721339		26		5,828,260		1,766		intergenic_variant														34						1										

		BovineHD2600001313		rs136128209		26		5,831,579		3,320		intergenic_variant														34						1										

		BovineHD2600001316		rs132745470		26		5,841,794		10,216		intergenic_variant														34						1										

		BovineHD2600001318		rs109961736		26		5,847,320		5,527		intergenic_variant														34						1										

		BovineHD2600001320		rs110763610		26		5,853,224		5,905		intergenic_variant														34						1										

		BovineHD2600001322		rs110029800		26		5,856,889		3,666		intergenic_variant														34						1										

		BovineHD2600001324		rs109566691		26		5,868,830		11,942		intergenic_variant														34						1										

		BovineHD2600001325		rs109243956		26		5,878,712		9,883		intergenic_variant														34						1										

		BovineHD2600001328		rs135900835		26		5,893,198		14,487		intergenic_variant														34						1										

		BovineHD2600001330		rs110266829		26		5,902,327		9,130		intergenic_variant														34						1										

		BovineHD2600001332		rs133996116		26		5,908,367		6,041		intergenic_variant														34						1										

		BovineHD2600001334		rs109440574		26		5,931,222		22,856		intergenic_variant														34						1										

		BovineHD2600001337		rs109589326		26		5,943,850		12,629		intergenic_variant														34						1										

		BovineHD2600001345		rs110467913		26		5,978,513		34,664		intergenic_variant														34						1										

		BovineHD2600001347		rs110464340		26		6,014,961		36,449		intergenic_variant														34						1										

		BovineHD2600001349		rs109583886		26		6,017,436		2,476		intergenic_variant														34						1										

		BovineHD2600001351		rs110143553		26		6,021,991		4,556		intergenic_variant														34						1										

		BovineHD2600001353		rs134660878		26		6,026,124		4,134		intergenic_variant														34						1										

		BovineHD2600001355		rs109479632		26		6,033,364		7,241		intergenic_variant														34						1										

		BovineHD2600001357		rs136474483		26		6,038,501		5,138		intergenic_variant														34						1										

		BovineHD2600001359		rs109162550		26		6,042,165		3,665		intergenic_variant														34						1										

		BovineHD2600001361		rs110698522		26		6,044,100		1,936		intergenic_variant														34						1										

		BovineHD2600001368		rs109345255		26		6,066,919		22,820		intergenic_variant														34						1										

		BovineHD2600001370		rs109442289		26		6,073,283		6,365		intergenic_variant														34						1										

		BovineHD2600001372		rs136469797		26		6,078,596		5,314		intergenic_variant														34						1										

		BovineHD2600001374		rs109425785		26		6,088,515		9,920		intergenic_variant														34						1										

		BovineHD2600001376		rs110889271		26		6,092,179		3,665		intergenic_variant														34						1										

		BovineHD2600001379		rs137726853		26		6,096,258		4,080		intergenic_variant														34						1										

		BovineHD2600001382		rs132886886		26		6,101,721		5,464		intergenic_variant														34						1										

		BovineHD2600001384		rs134989301		26		6,104,179		2,459		intergenic_variant														34						1										

		BovineHD2600001386		rs137152529		26		6,110,415		6,237		intergenic_variant														34						1										

		BovineHD2600001388		rs109938932		26		6,117,648		7,234		intergenic_variant														34						1										

		BovineHD2600001390		rs136357359		26		6,119,373		1,726		intergenic_variant														34						1										

		BovineHD2600015102		rs109450186		26		6,130,062		10,690		intergenic_variant														34						1										

		BovineHD2600001393		rs136169812		26		6,145,361		15,300		intergenic_variant														34						1										

		BovineHD2600001395		rs137323856		26		6,148,577		3,217		intergenic_variant														34						1										

		BovineHD2600001398		rs109693742		26		6,164,692		16,116		intergenic_variant														34						1										

		BovineHD2600001400		rs108992257		26		6,171,437		6,746		intergenic_variant														34						1										

		BovineHD4100017635		rs109620658		26		6,184,173		12,737		intergenic_variant														34						1										

		BovineHD2600001408		rs136142843		26		6,190,177		6,005		intergenic_variant														34						1										

		BovineHD2600001414		rs109930728		26		6,200,542		10,366		intergenic_variant														34						1										

		BovineHD2600001416		rs110296154		26		6,209,170		8,629		intergenic_variant														34						1										

		BovineHD2600001420		rs109599197		26		6,232,020		22,851		intergenic_variant														34						1										

		BovineHD2600001422		rs110055682		26		6,236,775		4,756		intergenic_variant														34						1										

		BovineHD2600001425		rs110142742		26		6,246,598		9,824		intergenic_variant														34						1										

		BovineHD4100017636		rs134520860		26		6,251,519		4,922		intergenic_variant														34						1										

		BovineHD2600001429		rs135949145		26		6,261,809		10,291		intergenic_variant														34						1										

		BovineHD2600001431		rs137098592		26		6,267,513		5,705		intergenic_variant														34						1										

		Hapmap42273-BTA-61984		rs41584097		26		6,276,888		9,376		intergenic_variant														34						1										

		BovineHD2600001439		rs133420781		26		6,320,467		43,580		intergenic_variant														34						1										

		BovineHD2600001441		rs109280776		26		6,328,364		7,898		intergenic_variant														34						1										

		BovineHD2600001445		rs133970220		26		6,342,599		14,236		intergenic_variant														34						1										

		BovineHD2600001449		rs137443042		26		6,356,910		14,312		intergenic_variant														34						1										

		BovineHD2600001452		rs135643906		26		6,359,532		2,623		intergenic_variant														34						1										

		BovineHD2600001455		rs134166538		26		6,362,935		3,404		intergenic_variant														34						1										

		BovineHD2600001458		rs136866714		26		6,369,976		7,042		intergenic_variant														34						1										

		BovineHD2600001464		rs43181717		26		6,392,136		22,161		intergenic_variant														34						1										

		BovineHD2600001471		rs109356612		26		6,423,714		31,579		intergenic_variant														34						1										

		Hapmap49077-BTA-19819		rs41627218		26		6,425,789		2,076		intergenic_variant														34						1										

		BovineHD2600001474		rs43689069		26		6,438,946		13,158		intergenic_variant														34						1										

		BovineHD2600001476		rs43689071		26		6,442,237		3,292		intergenic_variant														34						1										

		BovineHD2600001478		rs110337055		26		6,445,284		3,048		intergenic_variant														34						1										

		BovineHD2600001481		rs43689092		26		6,467,923		22,640		intergenic_variant														34						1										

		BovineHD2600001483		rs137779985		26		6,486,703		18,781		intergenic_variant														34						1										

		BovineHD2600001485		rs137219668		26		6,503,115		16,413		intergenic_variant														34						1										

		BovineHD2600001491		rs43689653		26		6,531,677		28,563		intergenic_variant														34						1										

		BovineHD2600001493		rs43689635		26		6,542,797		11,121		intergenic_variant														34						1										

		BovineHD2600001495		rs109635274		26		6,551,580		8,784		intergenic_variant														34						1										

		BovineHD2600001498		rs136307578		26		6,570,231		18,652		intergenic_variant														34						1										

		BovineHD2600001503		rs42085375		26		6,623,147		52,917		intergenic_variant														34						1										

		BovineHD2600001507		rs134808090		26		6,638,856		15,710		intergenic_variant														34						1										

		BovineHD2600001511		rs136264712		26		6,650,438		11,583		intergenic_variant														34						1										

		BovineHD2600001513		rs42084752		26		6,656,002		5,565		intergenic_variant														34						1										

		BovineHD2600001517		rs43689709		26		6,662,116		6,115		intergenic_variant														34						1										

		BovineHD2600001520		rs133554382		26		6,687,990		25,875		intergenic_variant														34						1										

		BovineHD2600001524		rs43690236		26		6,715,750		27,761		intergenic_variant														34						1										

		BovineHD2600001527		rs134674589		26		6,728,824		13,075		intergenic_variant														34						1										

		BovineHD2600001529		rs133580901		26		6,736,101		7,278		intergenic_variant														34						1										

		BovineHD2600001530		rs135944505		26		6,742,626		6,526		intergenic_variant														34						1										

		BovineHD2600001532		rs133982490		26		6,752,231		9,606		intergenic_variant														34						1										

		BovineHD2600001537		rs43015814		26		6,765,352		13,122		intergenic_variant														34						1										

		BovineHD2600001540		rs43015826		26		6,782,792		17,441		intergenic_variant														34						1										

		BovineHD2600001542		rs42081767		26		6,790,956		8,165		intergenic_variant														34						1										

		BovineHD2600001544		rs137323498		26		6,795,324		4,369		intergenic_variant														34						1										

		BovineHD2600001546		rs42081816		26		6,799,247		3,924		intergenic_variant														34						1										

		BovineHD2600001548		rs110913876		26		6,801,994		2,748		intergenic_variant														34						1										

		BovineHD2600001551		rs42081825		26		6,807,584		5,591		intergenic_variant														34						1										

		BovineHD2600001553		rs42081828		26		6,812,051		4,468		intergenic_variant														34						1										

		BovineHD2600001559		rs135011715		26		6,848,137		36,087		intron_variant		DKK1												34						1										

		BovineHD2600001561		rs134321153		26		6,852,662		4,526		intergenic_variant														34						1										

		BovineHD2600001569		rs110815777		26		6,912,530		59,869		intron_variant		PRKG1												34						1										

		BovineHD2600001574		rs110522974		26		6,929,000		16,471		intron_variant		PRKG1												34						1										

		BovineHD2600001577		rs133842639		26		6,939,639		10,640		intron_variant		PRKG1												34						1										

		BovineHD2600001579		rs132762899		26		6,944,017		4,379		intron_variant		PRKG1												34						1										

		BovineHD2600001583		rs111018219		26		6,948,555		4,539		intron_variant		PRKG1												34						1										

		BovineHD2600001586		rs134797277		26		6,963,134		14,580		intron_variant		PRKG1												34						1										

		BovineHD2600001591		rs133431022		26		6,974,739		11,606		intron_variant		PRKG1												34						1										

		BovineHD2600001593		rs109685836		26		6,986,245		11,507		intron_variant		PRKG1												34						1										

		BovineHD2600001596		rs134810843		26		6,996,136		9,892		intron_variant		PRKG1												34						1										

		BovineHD2600001598		rs110897994		26		7,006,687		10,552		intron_variant		PRKG1												34						1										

		BovineHD2600001599		rs134955015		26		7,012,237		5,551		intron_variant		PRKG1												34						1										

		BovineHD2600001604		rs109999676		26		7,019,239		7,003		intron_variant		PRKG1												34						1										

		BovineHD2600001606		rs110094300		26		7,021,736		2,498		intron_variant		PRKG1												34						1										

		BovineHD2600001608		rs137103468		26		7,024,149		2,414		intron_variant		PRKG1												34						1										

		BovineHD2600001611		rs134365842		26		7,033,704		9,556		intron_variant		PRKG1												34						1										

		ARS-BFGL-NGS-106308		rs110926929		26		7,054,175		20,472		intron_variant		PRKG1												34						1										

		BovineHD2600001619		rs109399100		26		7,064,485		10,311		intron_variant		PRKG1												34						1										

		BovineHD2600001622		rs133986684		26		7,100,881		36,397		intergenic_variant														34						1										

		BovineHD2600001626		rs43067873		26		7,115,275		14,395		intergenic_variant														34						1										

		BovineHD2600001636		rs137617692		26		7,158,520		43,246		intergenic_variant														34						1										

		BovineHD2600001638		rs134994914		26		7,160,790		2,271		intergenic_variant														34						1										

		BovineHD2600001640		rs134182230		26		7,172,818		12,029		intergenic_variant														34						1										

		BovineHD2600001644		rs135338295		26		7,182,836		10,019		intergenic_variant														34						1										

		BovineHD2600001651		rs42777604		26		7,192,618		9,783		intergenic_variant														34						1										

		BovineHD2600001653		rs137051521		26		7,201,233		8,616		intergenic_variant														34						1										

		BovineHD2600001656		rs42775515		26		7,213,594		12,362		intergenic_variant														34						1										

		BovineHD2600001658		rs133184121		26		7,214,822		1,229		intergenic_variant														34						1										

		BovineHD2600001661		rs42775488		26		7,217,675		2,854		intergenic_variant														34						1										

		BovineHD2600001666		rs42774626		26		7,227,074		9,400		intergenic_variant														34						1										

		BovineHD2600001670		rs43201091		26		7,231,549		4,476		intergenic_variant														34						1										

		BovineHD2600001672		rs110674698		26		7,235,940		4,392		intergenic_variant														34						1										

		BovineHD2600001674		rs42084229		26		7,239,827		3,888		intergenic_variant														34						1										

		BovineHD2600001676		rs134421755		26		7,245,144		5,318		intergenic_variant														34						1										

		BovineHD2600001680		rs137728138		26		7,259,088		13,945		intergenic_variant														34						1										

		BovineHD2600001683		rs42083610		26		7,267,793		8,706		intergenic_variant														34						1										

		BovineHD2600001686		rs42083599		26		7,278,205		10,413		intergenic_variant														34						1										

		BovineHD2600001688		rs42083581		26		7,285,085		6,881		intergenic_variant														34						1										

		BovineHD2600001691		rs42083558		26		7,303,437		18,353		intergenic_variant														34						1										

		BovineHD2600001694		rs42083569		26		7,309,056		5,620		intergenic_variant														34						1										

		BovineHD2600001698		rs42083122		26		7,319,224		10,169		intergenic_variant														34						1										

		Hapmap38617-BTA-61974		rs41650536		26		7,323,964		4,741		intergenic_variant														34						1										

		BovineHD2600001704		rs109592965		26		7,350,174		26,211		intergenic_variant														34						1										

		BTB-00922910		rs42083098		26		7,363,890		13,717		intergenic_variant														34						1										

		BovineHD2600001710		rs42083082		26		7,382,935		19,046		intergenic_variant														34						1										

		BovineHD2600001717		rs109971209		26		7,417,879		34,945		intergenic_variant														34						1										

		BovineHD2600001719		rs110371360		26		7,420,638		2,760		intergenic_variant														34						1										

		BovineHD2600001759		rs42082986		26		7,474,132		53,495		intergenic_variant														34						1										

		BovineHD2600001743		rs109180522		26		7,521,666		47,535		intergenic_variant														34						1										

		BovineHD2600001779		rs137446165		26		7,525,288		3,623		intergenic_variant														34						1										

		BovineHD2600001785		rs42082264		26		7,553,993		28,706		intergenic_variant														34						1										

		BovineHD2600001790		rs137618238		26		7,581,457		27,465		intergenic_variant														34						1										

		BovineHD2600001799		rs136484796		26		7,607,830		26,374		intergenic_variant														34						1										

		BovineHD2600001801		rs135602920		26		7,611,223		3,394		intergenic_variant														34						1										

		BovineHD2600001804		rs134219663		26		7,614,710		3,488		intergenic_variant														34						1										

		BovineHD2600001806		rs132779234		26		7,616,223		1,514		intergenic_variant														34						1										

		BovineHD2600001808		rs42780371		26		7,618,762		2,540		intergenic_variant														34						1										

		BovineHD2600001810		rs134196381		26		7,623,563		4,802		intergenic_variant														34						1										

		BovineHD2600001813		rs110666983		26		7,626,206		2,644		intergenic_variant														34						1										

		BovineHD2600001815		rs133298497		26		7,629,172		2,967		intergenic_variant														34						1										

		BovineHD2600001817		rs110836628		26		7,631,468		2,297		intergenic_variant														34						1										

		BovineHD2600001819		rs135187261		26		7,632,971		1,504		intergenic_variant														34						1										

		BovineHD2600001822		rs136883440		26		7,638,624		5,654		intergenic_variant														34						1										

		BovineHD2600001825		rs110430778		26		7,642,129		3,506		intergenic_variant														34						1										

		BovineHD2600001827		rs109529679		26		7,643,959		1,831		intergenic_variant														34						1										

		BovineHD2600001829		rs110309077		26		7,646,795		2,837		intergenic_variant														34						1										

		BovineHD2600001832		rs109332829		26		7,656,057		9,263		intergenic_variant														34						1										

		BovineHD2600001844		rs109197464		26		7,674,515		18,459		intergenic_variant														34						1										

		BovineHD2600001847		rs42241621		26		7,677,268		2,754		intergenic_variant														34						1										

		BovineHD2600001849		rs110342098		26		7,681,597		4,330		intergenic_variant														34						1										

		BovineHD2600001853		rs42241594		26		7,687,959		6,363		intergenic_variant														34						1										

		BovineHD4100017643		rs41619667		26		7,700,656		12,698		intergenic_variant														34						1										

		BovineHD2600001862		rs111010860		26		7,705,237		4,582		intergenic_variant														34						1										

		BovineHD2600001866		rs136994550		26		7,713,102		7,866		intergenic_variant														34						1										

		BovineHD2600001868		rs42233377		26		7,719,171		6,070		intergenic_variant														34						1										

		BovineHD2600001870		rs42233362		26		7,724,051		4,881		intergenic_variant														34						1										

		BovineHD2600001872		rs42233358		26		7,727,559		3,509		intergenic_variant														34						1										

		BovineHD2600001874		rs42233349		26		7,730,383		2,825		intergenic_variant														34						1										

		BovineHD2600001876		rs42233341		26		7,736,938		6,556		intergenic_variant														34						1										

		BovineHD2600001878		rs42242717		26		7,740,131		3,194		intergenic_variant														34						1										

		BovineHD2600001880		rs133390289		26		7,751,190		11,060		intergenic_variant														34						1										

		BovineHD2600001887		rs42242652		26		7,760,511		9,322		intergenic_variant														34						1										

		BovineHD2600001889		rs133169000		26		7,762,540		2,030		intergenic_variant														34						1										

		BovineHD2600001894		rs134032082		26		7,783,090		20,551		intergenic_variant														34						1										

		BovineHD2600001900		rs110655421		26		7,793,102		10,013		intergenic_variant														34						1										

		BovineHD2600001902		rs109523331		26		7,801,613		8,512		intergenic_variant														34						1										

		BovineHD2600001904		rs134536064		26		7,804,372		2,760		intergenic_variant														34						1										

		BovineHD2600001908		rs42233424		26		7,815,925		11,554		intergenic_variant														34						1										

		BovineHD2600001912		rs109155489		26		7,822,607		6,683		intergenic_variant														34						1										

		BovineHD2600001915		rs43003099		26		7,830,101		7,495		intergenic_variant														34						1										

		BovineHD2600001917		rs43003116		26		7,832,034		1,934		intergenic_variant														34						1										

		BovineHD2600001919		rs132918931		26		7,833,632		1,599		intergenic_variant														34						1										

		BTB-01078331		rs42234268		26		7,875,261		41,630		intergenic_variant														34						1										

		BovineHD2600001933		rs42234256		26		7,897,858		22,598		intergenic_variant														34						1										

		BTA-113588-no-rs		rs41572003		26		7,907,227		9,370		intergenic_variant														34						1										

		BovineHD2600001938		rs42234283		26		7,913,979		6,753		intergenic_variant														34						1										

		BovineHD2600001940		rs110178265		26		7,922,713		8,735		intergenic_variant														34						1										

		BovineHD2600001942		rs110344100		26		7,925,569		2,857		intergenic_variant														34						1										

		BovineHD2600001950		rs42234304		26		7,966,937		41,369		intergenic_variant														34						1										

		BovineHD2600001954		rs133801873		26		7,989,387		22,451		intergenic_variant														34						1										

		BovineHD2600001956		rs135728239		26		7,991,893		2,507		intergenic_variant														34						1										

		BovineHD2600001960		rs109431521		26		7,995,728		3,836		intergenic_variant														34						1										

		BovineHD2600001968		rs137593616		26		8,023,594		27,867		intergenic_variant														34						1										

		BovineHD2600001981		rs42235601		26		8,041,679		18,086		intergenic_variant														34						1										

		BovineHD2600001983		rs42235578		26		8,048,518		6,840		intergenic_variant														34						1										

		BovineHD2600001986		rs42235124		26		8,054,437		5,920		intergenic_variant														34						1										

		BovineHD2600001989		rs42235109		26		8,060,779		6,343		intergenic_variant														34						1										

		BovineHD2600001991		rs42235092		26		8,062,907		2,129		intergenic_variant														34						1										

		BovineHD4100017646		rs41572007		26		8,070,619		7,713		intergenic_variant														34						1										

		BovineHD2600001994		rs109550338		26		8,080,072		9,454		intergenic_variant														34						1										

		BovineHD4100017647		rs41619664		26		8,085,926		5,855		intergenic_variant														34						1										

		BovineHD2600001997		rs135977832		26		8,088,819		2,894		intergenic_variant														34						1										

		BovineHD2600001999		rs135180229		26		8,093,821		5,003		intergenic_variant														34						1										

		BovineHD2600006639		rs42094935		26		25,201,152		17,107,332		intergenic_variant														35						1										

		BovineHD2600006641		rs42102303		26		25,213,026		11,875		intron_variant		SORCS3												35						1										

		BovineHD2600006643		rs42102319		26		25,217,727		4,702		intron_variant		SORCS3												35						1										

		BovineHD2600006645		rs109455423		26		25,223,909		6,183		intron_variant		SORCS3												35						1										

		BovineHD2600006654		rs42102238		26		25,297,708		73,800		intron_variant		SORCS3												35						1										

		BovineHD2600006657		rs42101225		26		25,306,680		8,973		intron_variant		SORCS3												35						1										

		BovineHD2600006661		rs42101221		26		25,310,578		3,899		intron_variant		SORCS3												35						1										

		BovineHD4100017796		rs41606734		26		25,328,814		18,237		intron_variant		SORCS3												35						1										

		BovineHD2600006674		rs42101166		26		25,354,119		25,306		intron_variant		SORCS3												35						1										

		BovineHD2600006676		rs134532155		26		25,358,261		4,143		intron_variant		SORCS3												35						1										

		BovineHD2600006678		rs42101151		26		25,364,812		6,552		intron_variant		SORCS3												35						1										

		BovineHD2600006681		rs42100223		26		25,369,026		4,215		intron_variant		SORCS3												35						1										

		BovineHD2600006683		rs42100211		26		25,371,117		2,092		intron_variant		SORCS3												35						1										

		BovineHD2600006685		rs42100196		26		25,372,687		1,571		intron_variant		SORCS3												35						1										

		BovineHD2600006688		rs135651983		26		25,374,909		2,223		intron_variant		SORCS3												35						1										

		BovineHD2600006690		rs134069588		26		25,376,361		1,453		intron_variant		SORCS3												35						1										

		BovineHD2600006692		rs110671716		26		25,379,488		3,128		intron_variant		SORCS3												35						1										

		BovineHD2600006694		rs110817409		26		25,382,307		2,820		intron_variant		SORCS3												35						1										

		BovineHD2600006697		rs42100141		26		25,389,540		7,234		intron_variant		SORCS3												35						1										

		BovineHD2600006699		rs42100131		26		25,391,547		2,008		intron_variant		SORCS3												35						1										

		BovineHD2600006702		rs110437823		26		25,397,092		5,546		intron_variant		SORCS3												35						1										

		BovineHD2600006704		rs42099007		26		25,399,239		2,148		intron_variant		SORCS3												35						1										

		BovineHD2600006706		rs42098998		26		25,406,560		7,322		intron_variant		SORCS3												35						1										

		BovineHD2600006708		rs110136845		26		25,407,755		1,196		intron_variant		SORCS3												35						1										

		BovineHD2600006710		rs109119298		26		25,408,794		1,040		intron_variant		SORCS3												35						1										

		BovineHD2600006712		rs133235097		26		25,412,732		3,939		intron_variant		SORCS3												35						1										

		BovineHD2600006715		rs133577892		26		25,415,277		2,546		intron_variant		SORCS3												35						1										

		BovineHD2600006721		rs42097930		26		25,421,932		6,656		intron_variant		SORCS3												35						1										

		BovineHD2600006723		rs42097918		26		25,423,803		1,872		intron_variant		SORCS3												35						1										

		BovineHD2600006725		rs42097897		26		25,425,139		1,337		intron_variant		SORCS3												35						1										

		BovineHD2600006727		rs109580517		26		25,427,026		1,888		intron_variant		SORCS3												35						1										

		BovineHD2600006729		rs109093757		26		25,428,651		1,626		intron_variant		SORCS3												35						1										

		BovineHD2600006732		rs136077663		26		25,431,114		2,464		intron_variant		SORCS3												35						1										

		BovineHD2600006738		rs42097879		26		25,437,702		6,589		intron_variant		SORCS3												35						1										

		BovineHD2600006743		rs42097857		26		25,441,604		3,903		intron_variant		SORCS3												35						1										

		BovineHD2600006744		rs136932995		26		25,442,921		1,318		intron_variant		SORCS3												35						1										

		BovineHD2600006746		rs136657999		26		25,444,927		2,007		intron_variant		SORCS3												35						1										

		BovineHD2600006748		rs135644841		26		25,455,997		11,071		intron_variant		SORCS3												35						1										

		BovineHD2600007075		rs133763950		26		25,473,322		17,326		intron_variant		SORCS3												35						1										

		BovineHD2600006757		rs135346276		26		25,487,367		14,046		intron_variant		SORCS3												35						1										

		BovineHD2600006772		rs132774633		26		25,532,406		45,040		intron_variant		SORCS3												35						1										

		BovineHD2600006781		rs43745288		26		25,556,783		24,378		intron_variant		SORCS3												35						1										

		BovineHD2600006785		rs43739393		26		25,568,919		12,137		intron_variant		SORCS3												35						1										

		BovineHD2600006796		rs42109884		26		25,599,482		30,564		intron_variant		SORCS3												35						1										

		BovineHD2600006803		rs133581604		26		25,624,158		24,677		intron_variant		SORCS3												35						1										

		BovineHD2600006818		rs109770625		26		25,674,327		50,170		intron_variant		SORCS3												35						1										

		ARS-BFGL-NGS-58121		rs42108937		26		25,700,527		26,201		intron_variant		SORCS3												35						1										

		BovineHD2600006828		rs133856704		26		25,711,231		10,705		intron_variant		SORCS3												35						1										

		BovineHD2600006830		rs110665162		26		25,712,922		1,692		intron_variant		SORCS3												35						1										

		BovineHD2600006832		rs42108412		26		25,715,215		2,294		intron_variant		SORCS3												35						1										

		BovineHD2600006835		rs42108408		26		25,718,278		3,064		intron_variant		SORCS3												35						1										

		BovineHD2600006838		rs136362206		26		25,722,328		4,051		intron_variant		SORCS3												35						1										

		BovineHD2600006840		rs134073064		26		25,739,689		17,362		intron_variant		SORCS3												35						1										

		BovineHD2600006843		rs109392069		26		25,754,434		14,746		intron_variant		SORCS3												35						1										

		BovineHD2600006844		rs42108347		26		25,757,202		2,769		intron_variant		SORCS3												35						1										

		BovineHD2600006855		rs133960513		26		25,787,064		29,863		intron_variant		SORCS3												35						1										

		BovineHD2600006858		rs42096266		26		25,809,196		22,133		intron_variant		SORCS3												35						1										

		BovineHD2600006869		rs137325399		26		25,852,584		43,389		intron_variant		SORCS3												35						1										

		BovineHD2600006873		rs109420242		26		25,856,081		3,498		intron_variant		SORCS3												35						1										

		BovineHD2600006876		rs42094321		26		25,858,079		1,999		intron_variant		SORCS3												35						1										

		BovineHD2600006878		rs110130285		26		25,862,074		3,996		intron_variant		SORCS3												35						1										

		BovineHD2600006881		rs135137805		26		25,865,001		2,928		intron_variant		SORCS3												35						1										

		BovineHD2600006883		rs134424973		26		25,867,199		2,199		intron_variant		SORCS3												35						1										

		BovineHD2600006888		rs42094261		26		25,879,827		12,629		intron_variant		SORCS3												35						1										

		BovineHD2600006890		rs110202354		26		25,884,432		4,606		intron_variant		SORCS3												35						1										

		BovineHD2600006892		rs42094252		26		25,886,660		2,229		intron_variant		SORCS3												35						1										

		ARS-BFGL-NGS-1970		rs110103155		26		25,905,314		18,655		intron_variant		SORCS3												35						1										

		BovineHD2600006907		rs42093413		26		25,923,458		18,145		intron_variant		SORCS3												35						1										

		BovineHD2600006912		rs42094232		26		25,933,151		9,694		intron_variant		SORCS3												35						1										

		BovineHD2600006914		rs42094237		26		25,935,015		1,865		intron_variant		SORCS3												35						1										

		BovineHD2600006919		rs135080698		26		25,959,979		24,965		intron_variant		SORCS3												35						1										

		BovineHD2600006931		rs134374012		26		25,995,398		35,420		intron_variant		SORCS3												35						1										

		BovineHD2600006936		rs133541857		26		26,002,253		6,856		intron_variant		SORCS3												35						1										

		BovineHD2600006941		rs42100083		26		26,019,623		17,371		intron_variant		SORCS3												35						1										

		BovineHD2600006943		rs42100080		26		26,022,373		2,751		intron_variant		SORCS3												35						1										

		BovineHD2600006946		rs137366905		26		26,032,629		10,257		intron_variant		SORCS3												35						1										

		BovineHD2600006950		rs42100058		26		26,037,318		4,690		intron_variant		SORCS3												35						1										

		BovineHD2600006953		rs134087360		26		26,049,163		11,846		intron_variant		SORCS3												35						1										

		BovineHD2600006955		rs109246735		26		26,055,039		5,877		intron_variant		SORCS3												35						1										

		BovineHD2600006959		rs42099393		26		26,066,278		11,240		intron_variant		SORCS3												35						1										

		BovineHD2600006962		rs42099383		26		26,070,370		4,093		intron_variant		SORCS3												35						1										

		BovineHD2600006965		rs42098826		26		26,075,223		4,854		intron_variant		SORCS3												35						1										

		BovineHD2600006970		rs110505437		26		26,082,911		7,689		intron_variant		SORCS3												35						1										

		BovineHD2600006974		rs42098206		26		26,093,482		10,572		intron_variant		SORCS3												35						1										

		BovineHD2600006977		rs136303306		26		26,102,739		9,258		intron_variant		SORCS3												35						1										

		BovineHD4100017807		rs41646861		26		26,107,858		5,120		intron_variant		SORCS3												35						1										

		BovineHD4100017809		rs29025946		26		26,117,025		9,168		intron_variant		SORCS3												35						1										

		BovineHD2600006989		rs42097273		26		26,122,286		5,262		intron_variant		SORCS3												35						1										

		BovineHD4100017810		rs109230830		26		26,131,515		9,230		intron_variant		SORCS3												35						1										

		BovineHD2600006997		rs109462487		26		26,138,672		7,158		intron_variant		SORCS3												35						1										

		BovineHD2600007001		rs109924988		26		26,146,223		7,552		intron_variant		SORCS3												35						1										

		BovineHD2600007005		rs42280708		26		26,154,025		7,803		intron_variant		SORCS3												35						1										

		BovineHD2600007008		rs137424607		26		26,157,930		3,906		intron_variant		SORCS3												35						1										

		BovineHD2600007011		rs110097840		26		26,169,541		11,612		intron_variant		SORCS3												35						1										

		BovineHD2600010873		rs135276288		26		39,245,239		13,075,699		intron_variant		EIF3A												36						1										

		BovineHD2600010875		rs134084634		26		39,263,779		18,541		intron_variant		EIF3A												36						1										

		BovineHD2600010877		rs132807752		26		39,275,377		11,599		intergenic_variant														36						1										

		BovineHD2600010879		rs109884337		26		39,281,814		6,438		intergenic_variant														36						1										

		BovineHD2600010881		rs110342805		26		39,286,541		4,728		intergenic_variant														36						1										

		ARS-BFGL-NGS-5121		rs110948651		26		39,297,675		11,135		intron_variant		FAM45A												36						1										

		BovineHD2600010888		rs136404163		26		39,304,397		6,723		synonymous_variant		DENND10												36						1										

		BovineHD2600010890		rs111024941		26		39,305,962		1,566		intron_variant		DENND10												36						1										

		BovineHD2600010892		rs111028780		26		39,309,866		3,905		intergenic_variant														36						1										

		BovineHD2600010894		rs132780804		26		39,319,604		9,739		intron_variant		SFXN4												36						1										

		BovineHD2600010897		rs132652836		26		39,323,607		4,004		intron_variant		SFXN4												36						1										

		BovineHD2600010899		rs109358595		26		39,333,397		9,791		intron_variant		PRDX3												36						1										

		BovineHD2600010901		rs109893915		26		39,336,591		3,195		intron_variant		PRDX3												36						1										

		BovineHD2600010906		NA		26		39,357,729		21,139																36						1										

		BovineHD4100017951		rs135745955		26		39,375,323		17,595		intron_variant		GRK5												36						1										

		BovineHD2600010910		rs136216432		26		39,388,489		13,167		intron_variant		GRK5												36						1										

		BovineHD2600010912		rs109070276		26		39,390,335		1,847		intron_variant		GRK5												36						1										

		BovineHD2600010914		rs109778543		26		39,392,174		1,840		intron_variant		GRK5												36						1										

		BovineHD2600010916		rs110131337		26		39,394,195		2,022		intron_variant		GRK5												36						1										

		BovineHD2600010918		rs110093512		26		39,398,486		4,292		intron_variant		GRK5												36						1										

		BovineHD2600010920		rs109379195		26		39,403,349		4,864		intron_variant		GRK5												36						1										

		BovineHD2600010922		rs109032890		26		39,405,573		2,225		intron_variant		GRK5												36						1										

		BovineHD2600010924		rs110031938		26		39,408,931		3,359		intron_variant		GRK5												36						1										

		BovineHD2600010928		rs108957234		26		39,417,446		8,516		intron_variant		GRK5												36						1										

		BovineHD2600010932		rs134635058		26		39,426,993		9,548		intron_variant		GRK5												36						1										

		BovineHD4100017952		rs41648222		26		39,429,884		2,892		intron_variant		GRK5												36						1										

		BovineHD2600010936		rs137692668		26		39,438,847		8,964		intron_variant		GRK5												36						1										

		BovineHD2600010939		rs133119079		26		39,441,575		2,729		intron_variant		GRK5												36						1										

		BovineHD2600010942		rs132814005		26		39,449,940		8,366		intron_variant		GRK5												36						1										

		BovineHD2600010946		rs136577869		26		39,454,438		4,499		intron_variant		GRK5												36						1										

		BovineHD2600010949		rs135556723		26		39,457,389		2,952		intron_variant		GRK5												36						1										

		BovineHD2600010952		rs135373662		26		39,459,891		2,503		intron_variant		GRK5												36						1										

		BovineHD2600010954		rs137289800		26		39,461,596		1,706		intron_variant		GRK5												36						1										

		BovineHD2600010957		rs135140111		26		39,466,162		4,567		intron_variant		GRK5												36						1										

		BovineHD2600010961		rs109025076		26		39,474,918		8,757		intron_variant		GRK5												36						1										

		BovineHD2600010963		rs110043249		26		39,479,727		4,810		intron_variant		GRK5												36						1										

		BovineHD2600010965		rs111029547		26		39,482,286		2,560		intron_variant		GRK5												36						1										

		BovineHD2600010967		rs132813691		26		39,485,208		2,923		intron_variant		GRK5												36						1										

		BovineHD2600010969		rs110531113		26		39,488,321		3,114		intron_variant		GRK5												36						1										

		BovineHD2600010973		rs110451919		26		39,494,226		5,906		intron_variant		GRK5												36						1										

		BovineHD2600010979		rs110156067		26		39,521,258		27,033		intron_variant		GRK5												36						1										

		BovineHD2600010981		rs110139427		26		39,534,389		13,132		intron_variant		GRK5												36						1										

		Hapmap8756-BTA-61552		rs41648224		26		39,555,231		20,843		intron_variant		GRK5												36						1										

		BovineHD2600010988		rs110761372		26		39,578,526		23,296		intron_variant		GRK5												36						1										

		BovineHD2600010990		rs135519157		26		39,586,831		8,306		intron_variant		GRK5												36						1										

		BovineHD2600010998		rs110956716		26		39,625,475		38,645		intergenic_variant														36						1										

		BovineHD2600011000		rs135970758		26		39,627,672		2,198		intergenic_variant														36						1										

		BovineHD2600011002		rs135230148		26		39,632,303		4,632		intergenic_variant														36						1										

		BovineHD2600011004		rs109791252		26		39,636,013		3,711		intron_variant		RGS10												36						1										

		BovineHD2600011006		rs110941241		26		39,637,867		1,855		intron_variant		RGS10												36						1										

		BovineHD4100017953		rs110476698		26		39,639,803		1,937		intron_variant		RGS10												36						1										

		BovineHD2600011009		rs110973154		26		39,641,501		1,699		intron_variant		RGS10												36						1										

		BovineHD2600011013		rs134844213		26		39,646,358		4,858		intron_variant		RGS10												36						1										

		BovineHD2600011017		rs134723902		26		39,658,180		11,823		intron_variant		RGS10												36						1										

		BovineHD2600011019		rs133152320		26		39,659,515		1,336		intron_variant		RGS10												36						1										

		BovineHD2600012041		rs137616210		26		42,978,887		3,319,373		intergenic_variant														37						1										

		BovineHD2600012043		rs137054942		26		42,980,488		1,602		intergenic_variant														37						1										

		BovineHD4100018003		rs41584032		26		42,984,455		3,968		intergenic_variant														37						1										

		BovineHD2600012046		rs109698567		26		42,986,547		2,093		intergenic_variant														37						1										

		BovineHD2600012048		rs136785765		26		42,990,086		3,540		intergenic_variant														37						1										

		BovineHD2600012050		rs110951062		26		42,995,440		5,355		intergenic_variant														37						1										

		BovineHD2600012052		rs109224756		26		43,002,473		7,034		intergenic_variant														37						1										

		BovineHD2600012054		rs134150530		26		43,005,559		3,087		intergenic_variant														37						1										

		BovineHD2600012056		rs136417554		26		43,008,998		3,440		intergenic_variant														37						1										

		BovineHD2600012059		rs109499252		26		43,013,118		4,121		intergenic_variant														37						1										

		BovineHD2600012061		rs135003557		26		43,015,588		2,471		intergenic_variant														37						1										

		BovineHD2600012063		rs109909470		26		43,018,451		2,864		intergenic_variant														37						1										

		BovineHD2600012065		rs110598587		26		43,021,682		3,232		intergenic_variant														37						1										

		BovineHD2600012067		rs135623289		26		43,024,388		2,707		intergenic_variant														37						1										

		BovineHD2600012069		rs135428281		26		43,026,728		2,341		intergenic_variant														37						1										

		BovineHD2600012071		rs133433878		26		43,035,818		9,091		intergenic_variant														37						1										

		BovineHD2600012074		rs110958397		26		43,040,097		4,280		intergenic_variant														37						1										

		Hapmap39279-BTA-61630		rs41648647		26		43,042,725		2,629		intergenic_variant														37						1										

		BovineHD2600012077		rs136995749		26		43,045,733		3,009		intergenic_variant														37						1										

		BovineHD2600012091		rs109740189		26		43,127,225		81,493		intergenic_variant														37						1										

		BovineHD2600012102		rs109416452		26		43,173,133		45,909		intergenic_variant														37						1										

		BovineHD2600012104		rs108997163		26		43,182,887		9,755		intergenic_variant														37						1										

		BovineHD2600012106		rs109672868		26		43,190,656		7,770		intergenic_variant														37						1										

		BovineHD2600012108		rs109887887		26		43,192,724		2,069		intergenic_variant														37						1										

		BovineHD2600012110		rs137565997		26		43,197,116		4,393		intergenic_variant														37						1										

		Hapmap56940-ss46526045		rs41255192		26		43,198,882		1,767		intergenic_variant														37						1										

		BovineHD2600012116		rs110872349		26		43,224,583		25,702		intergenic_variant														37						1										

		BovineHD2600012121		rs137405175		26		43,249,683		25,101		intergenic_variant														37						1										

		ARS-BFGL-NGS-42155		rs110960526		26		43,263,117		13,435		intergenic_variant														37						1										

		BovineHD4100018007		rs41602582		26		43,275,725		12,609		intergenic_variant														37						1										

		BovineHD2600012127		rs134777702		26		43,279,031		3,307		intergenic_variant														37						1										

		BovineHD4100018008		rs41584136		26		43,289,753		10,723		intergenic_variant														37						1										

		BovineHD2600012136		rs109960070		26		43,306,111		16,359		intergenic_variant														37						1										

		BovineHD2600012140		rs109801978		26		43,328,054		21,944		intergenic_variant														37						1										

		BovineHD2600012143		rs136448980		26		43,336,755		8,702		intergenic_variant														37						1										

		BovineHD2600012155		rs132852836		26		43,369,366		32,612		intergenic_variant														37						1										

		BovineHD2600012160		rs109874980		26		43,383,566		14,201		intergenic_variant														37						1										

		BovineHD2600012162		rs109032641		26		43,401,073		17,508		intergenic_variant														37						1										

		BovineHD2600012164		rs109185520		26		43,407,734		6,662		intergenic_variant														37						1										

		BovineHD2600012167		rs135059734		26		43,413,555		5,822		intergenic_variant														37						1										

		BovineHD2600012169		rs137006786		26		43,420,601		7,047		intron_variant		GPR26												37						1										

		BovineHD2600012189		rs133410998		26		43,449,649		29,049		intergenic_variant														37						1										

		BovineHD2600012195		rs109344953		26		43,461,926		12,278		intergenic_variant														37						1										

		BovineHD2600012197		rs134997384		26		43,464,141		2,216		intergenic_variant														37						1										

		BovineHD2600012201		rs133027795		26		43,470,582		6,442		intergenic_variant														37						1										

		BovineHD2600012203		rs136247017		26		43,473,916		3,335		intergenic_variant														37						1										

		BovineHD2600012210		rs137608902		26		43,489,163		15,248		intergenic_variant														37						1										

		BovineHD2600012213		rs135870399		26		43,497,934		8,772		intron_variant		CPXM2												37						1										

		BovineHD2600012215		rs109195826		26		43,501,247		3,314		intron_variant		CPXM2												37						1										

		BovineHD2600012218		rs136877751		26		43,508,997		7,751		intron_variant		CPXM2												37						1										

		BovineHD2600012222		rs110356558		26		43,530,453		21,457		intron_variant		CPXM2												37						1										

		BovineHD2600012227		rs133023344		26		43,541,298		10,846		intron_variant		CPXM2												37						1										

		BovineHD2600012229		rs110734761		26		43,549,498		8,201		intron_variant		CPXM2												37						1										

		BovineHD2600012232		rs110643766		26		43,552,787		3,290		intron_variant		CPXM2												37						1										

		BovineHD2600012235		rs110900650		26		43,555,095		2,309		intron_variant		CPXM2												37						1										

		BTA-52296-no-rs		rs41608353		26		43,565,041		9,947		intron_variant		CPXM2												37						1										

		BovineHD2600012240		rs110530370		26		43,575,781		10,741		intron_variant		CPXM2												37						1										

		BovineHD2600012242		rs109369767		26		43,577,750		1,970		intron_variant		CPXM2												37						1										

		BovineHD2600012247		rs135067177		26		43,595,166		17,417		intron_variant		CPXM2												37						1										

		BovineHD2600012249		rs108965868		26		43,596,726		1,561		intron_variant		CPXM2												37						1										

		BovineHD2600012252		rs132844661		26		43,600,795		4,070		intron_variant		CPXM2												37						1										

		BovineHD2600012254		rs135507644		26		43,603,338		2,544		intron_variant		CPXM2												37						1										

		BovineHD2600012257		rs137050607		26		43,620,195		16,858		intron_variant		CPXM2												37						1										

		BovineHD2600012262		rs133206693		26		43,626,771		6,577		intron_variant		CPXM2												37						1										

		BovineHD2600012263		rs135052094		26		43,627,349		579		intron_variant		CPXM2												37						1										

		BovineHD4100018010		rs41642974		26		43,636,033		8,685		intron_variant		CPXM2												37						1										

		BovineHD2600012272		rs134061771		26		43,643,649		7,617		intergenic_variant														37						1										

		BovineHD2600012275		rs109080365		26		43,646,617		2,969		intergenic_variant														37						1										

		BovineHD2600012278		rs109325771		26		43,652,043		5,427		intergenic_variant														37						1										

		BovineHD2600012282		rs109412621		26		43,658,474		6,432		intergenic_variant														37						1										

		BovineHD2600012285		rs110127085		26		43,662,169		3,696		intergenic_variant														37						1										

		BovineHD2600012288		rs134882619		26		43,673,749		11,581		intergenic_variant														37						1										

		BovineHD2600012292		rs135973271		26		43,688,725		14,977		intergenic_variant														37						1										

		BovineHD2600012296		rs109572590		26		43,710,562		21,838		intergenic_variant														37						1										

		BovineHD2600012298		rs135153631		26		43,712,763		2,202		intergenic_variant														37						1										

		BovineHD2600012300		rs110361863		26		43,715,578		2,816		intron_variant		CHST15												37						1										

		BovineHD4100018011		rs41584047		26		43,719,658		4,081		intron_variant		CHST15												37						1										

		BovineHD2600012304		rs136181801		26		43,722,374		2,717		intron_variant		CHST15												37						1										

		ARS-BFGL-NGS-20623		rs110567216		26		43,723,861		1,488		intron_variant		CHST15												37						1										

		BovineHD2600012307		rs110685201		26		43,725,729		1,869		intron_variant		CHST15												37						1										

		BovineHD2600012309		rs134514997		26		43,728,166		2,438		intron_variant		CHST15												37						1										

		BovineHD2600012311		rs109893727		26		43,729,891		1,726		intron_variant		CHST15												37						1										

		BovineHD2600012313		rs137816812		26		43,731,639		1,749		intron_variant		CHST15												37						1										

		BovineHD2600012315		rs109643349		26		43,733,048		1,410		intron_variant		CHST15												37						1										

		BovineHD2600012317		rs110313420		26		43,737,420		4,373		intron_variant		CHST15												37						1										

		BovineHD2600012319		rs109658084		26		43,740,696		3,277		intron_variant		CHST15												37						1										

		BovineHD2600012322		rs135807509		26		43,745,879		5,184		intron_variant		CHST15												37						1										

		BovineHD2600012323		rs109134975		26		43,748,153		2,275		missense_variant		CHST15		Agc/Ggc		Ser/Gly		Polar uncharged		Hydrophobic				37						1										

		BovineHD2600012326		rs137596234		26		43,755,182		7,030		intron_variant		CHST15												37						1										

		BovineHD2600012328		rs110074027		26		43,756,963		1,782		intron_variant		CHST15												37						1										

		BovineHD2600012332		rs110812573		26		43,763,541		6,579		intron_variant		CHST15												37						1										

		BovineHD2600012334		rs136844103		26		43,765,550		2,010		intron_variant		CHST15												37						1										

		BovineHD2600012336		rs137751965		26		43,767,615		2,066		intron_variant		CHST15												37						1										

		BovineHD2600012342		rs109249333		26		43,779,159		11,545		intron_variant		CHST15												37						1										

		BovineHD2600012347		rs110844508		26		43,789,893		10,735		intron_variant		CHST15												37						1										

		BovineHD2600012353		rs137359800		26		43,809,875		19,983		intergenic_variant														37						1										

		BovineHD2600012357		rs136480065		26		43,816,442		6,568		intergenic_variant														37						1										

		BovineHD2600012361		rs133882021		26		43,825,634		9,193		intergenic_variant														37						1										

		BovineHD2600012363		rs132950335		26		43,829,160		3,527		intergenic_variant														37						1										

		BovineHD2600012365		rs109791047		26		43,830,578		1,419		intergenic_variant														37						1										

		BovineHD2600012369		rs136620679		26		43,854,774		24,197		intergenic_variant														37						1										

		BovineHD2600012374		rs110805181		26		43,872,097		17,324		intergenic_variant														37						1										

		BovineHD2600012377		rs109870983		26		43,879,044		6,948		intergenic_variant														37						1										

		BovineHD2600012385		rs110656119		26		43,889,461		10,418		intergenic_variant														37						1										

		BovineHD2600012387		rs110838652		26		43,892,802		3,342		intergenic_variant														37						1										

		BovineHD2600012390		rs132981273		26		43,895,729		2,928		intergenic_variant														37						1										

		BovineHD2600012394		rs134570853		26		43,902,094		6,366		intergenic_variant														37						1										

		BovineHD2600012396		rs133504748		26		43,904,815		2,722		intergenic_variant														37						1										

		BovineHD2600012398		rs109342146		26		43,907,920		3,106		intergenic_variant														37						1										

		BovineHD2600012401		rs134892144		26		43,909,837		1,918		intergenic_variant														37						1										

		BovineHD2600012403		rs136875932		26		43,912,048		2,212		intergenic_variant														37						1										

		BovineHD2600012405		rs137798068		26		43,914,762		2,715		intergenic_variant														37						1										

		BovineHD2600012407		rs135635552		26		43,917,685		2,924		intergenic_variant														37						1										

		BovineHD2600012410		rs134524557		26		43,924,743		7,059		intergenic_variant														37						1										

		BovineHD2600012413		rs133065053		26		43,929,409		4,667		intergenic_variant														37						1										

		BovineHD2600012420		rs133067197		26		43,938,470		9,062		intergenic_variant														37						1										

		BovineHD2600012422		rs135968685		26		43,941,355		2,886		intergenic_variant														37						1										

		BovineHD2600012426		rs109527213		26		43,954,735		13,381		intergenic_variant														37						1										

		BovineHD2600012430		rs110421119		26		43,962,409		7,675		intergenic_variant														37						1										

		ARS-BFGL-NGS-81799		rs110217921		26		43,989,783		27,375		intergenic_variant														37						1										

		BovineHD2600012444		rs109064447		26		44,003,842		14,060		intergenic_variant														37						1										

		BovineHD2600012446		rs137654321		26		44,007,187		3,346		intergenic_variant														37						1										

		BovineHD2600012447		rs109918501		26		44,015,947		8,761		intergenic_variant														37						1										

		ARS-BFGL-NGS-19663		rs109386381		26		44,018,542		2,596		intergenic_variant														37						1										

		BovineHD2600012455		rs110625377		26		44,031,984		13,443		intergenic_variant														37						1										

		BovineHD2600012458		rs135132346		26		44,040,986		9,003		intergenic_variant														37						1										

		BovineHD2600012464		rs137078168		26		44,069,455		28,470		intergenic_variant														37						1										

		BovineHD2600012466		rs109349175		26		44,075,852		6,398		intergenic_variant														37						1										

		BovineHD2600012468		rs136276522		26		44,082,508		6,657		intron_variant		NKX1-2												37						1										

		BovineHD2600012470		rs135472442		26		44,089,144		6,637		intergenic_variant														37						1										

		BovineHD2600012473		rs110354404		26		44,100,805		11,662		intron_variant		LHPP												37						1										

		BovineHD2600012475		rs110518791		26		44,105,774		4,970		intron_variant		LHPP												37						1										

		BovineHD2600012477		rs109667249		26		44,110,965		5,192		intron_variant		LHPP												37						1										

		BovineHD2600012479		rs133646671		26		44,112,897		1,933		intron_variant		LHPP												37						1										

		BovineHD2600012481		rs136685853		26		44,115,105		2,209		intron_variant		LHPP												37						1										

		BovineHD2600012484		rs137592437		26		44,117,432		2,328		intron_variant		LHPP												37						1										

		ARS-BFGL-NGS-110216		rs109108548		26		44,125,269		7,838		intron_variant		LHPP												37						1										

		BovineHD2600012488		rs110195887		26		44,128,403		3,135		intron_variant		LHPP												37						1										

		BovineHD2600012493		rs136846014		26		44,141,090		12,688		intron_variant		LHPP												37						1										

		BovineHD2600012504		rs109653077		26		44,157,805		16,716		intron_variant		LHPP												37						1										

		ARS-BFGL-NGS-1638		rs109156204		26		44,159,476		1,672		intron_variant		LHPP												37						1										

		BovineHD2600012509		rs110453593		26		44,162,453		2,978		intron_variant		LHPP												37						1										

		BovineHD2600012515		rs43742071		26		44,172,069		9,617		intron_variant		LHPP												37						1										

		BovineHD2600012517		rs134526868		26		44,173,660		1,592		intron_variant		LHPP												37						1										

		BovineHD2600012522		rs133834524		26		44,179,047		5,388		intron_variant		LHPP												37						1										

		BovineHD2600012530		rs135535498		26		44,187,259		8,213		intron_variant		LHPP												37						1										

		BovineHD2600012533		rs135459953		26		44,194,088		6,830		intron_variant		LHPP												37						1										

		BovineHD2600012538		rs135117272		26		44,204,378		10,291		intron_variant		LHPP												37						1										

		BovineHD2600012540		rs134315475		26		44,207,272		2,895		intron_variant		LHPP												37						1										

		BovineHD2600012542		rs109274683		26		44,212,893		5,622		intron_variant		LHPP												37						1										

		ARS-BFGL-NGS-114114		rs110119688		26		44,238,502		25,610		intron_variant		FAM53B												37						1										

		BovineHD4100018050		rs41649537		26		46,900,872		2,662,371		intron_variant		DOCK1												38						1										

		BovineHD2600013573		rs134189703		26		46,910,386		9,515		intron_variant		DOCK1												38						1										

		BovineHD2600013575		rs133041995		26		46,915,039		4,654		intron_variant		DOCK1												38						1										

		BovineHD2600013577		rs135340946		26		46,919,486		4,448		intron_variant		DOCK1												38						1										

		BovineHD2600013579		rs137297126		26		46,922,247		2,762		intron_variant		DOCK1												38						1										

		BovineHD2600013583		rs110339994		26		46,935,861		13,615		intron_variant		DOCK1												38						1										

		BovineHD2600013585		rs134100306		26		46,941,759		5,899		intron_variant		DOCK1												38						1										

		BovineHD2600013589		rs133756502		26		46,944,810		3,052		intron_variant		DOCK1												38						1										

		BovineHD2600013591		rs109343858		26		46,946,587		1,778		intron_variant		DOCK1												38						1										

		BovineHD2600013593		rs134923179		26		46,949,716		3,130		intergenic_variant														38						1										

		BovineHD2600013595		rs42108675		26		46,965,537		15,822		intergenic_variant														38						1										

		BovineHD2600013597		rs42108677		26		46,970,121		4,585		intergenic_variant														38						1										

		BovineHD2600013600		rs137647208		26		46,973,600		3,480		intergenic_variant														38						1										

		BovineHD2600013603		rs42108714		26		46,981,806		8,207		intergenic_variant														38						1										

		BovineHD2600013608		rs42109412		26		46,992,874		11,069		intergenic_variant														38						1										

		BovineHD2600013613		rs42109391		26		46,998,758		5,885		intergenic_variant														38						1										

		BovineHD2600013622		rs42109345		26		47,009,673		10,916		intergenic_variant														38						1										

		BovineHD2600013626		rs42110137		26		47,013,212		3,540		intergenic_variant														38						1										

		BovineHD2600013632		rs41256734		26		47,025,109		11,898		intergenic_variant														38						1										

		BovineHD2600013635		rs137737908		26		47,029,755		4,647		intergenic_variant														38						1										

		BovineHD2600013637		rs42105339		26		47,032,447		2,693		intergenic_variant														38						1										

		BovineHD2600013639		rs42105350		26		47,034,941		2,495		intergenic_variant														38						1										

		BovineHD2600013645		rs42104480		26		47,054,250		19,310		intergenic_variant														38						1										

		BovineHD2600013647		rs133117514		26		47,069,625		15,376		intergenic_variant														38						1										

		BovineHD2600013650		rs42104465		26		47,076,790		7,166		intergenic_variant														38						1										

		BovineHD2600013653		rs42104440		26		47,080,965		4,176		intergenic_variant														38						1										

		BovineHD2600013655		rs42103726		26		47,083,519		2,555		intergenic_variant														38						1										

		BovineHD2600013657		rs42103707		26		47,085,519		2,001		intergenic_variant														38						1										

		BovineHD2600013660		rs42103684		26		47,087,653		2,135		intergenic_variant														38						1										

		BovineHD2600013663		rs42103671		26		47,094,882		7,230		intergenic_variant														38						1										

		BovineHD2600013666		rs42103027		26		47,098,362		3,481		intergenic_variant														38						1										

		BovineHD2600013668		rs134758507		26		47,101,134		2,773		intergenic_variant														38						1										

		BovineHD2600015217		rs137122720		26		47,115,733		14,600		intergenic_variant														38						1										

		BovineHD2600013671		rs137279713		26		47,129,953		14,221		intergenic_variant														38						1										

		BovineHD2600013673		rs134084754		26		47,139,812		9,860		intergenic_variant														38						1										

		ARS-BFGL-NGS-67259		rs110214513		26		47,146,214		6,403		intergenic_variant														38						1										

		BovineHD2600013679		rs133690112		26		47,178,490		32,277		intergenic_variant														38						1										

		BovineHD2600013685		rs109187771		26		47,205,200		26,711		intergenic_variant														38						1										

		BovineHD2600013691		rs109949665		26		47,232,227		27,028		intergenic_variant														38						1										

		BovineHD2600013693		rs109171970		26		47,235,430		3,204		intergenic_variant														38						1										

		BovineHD2600013696		rs136535401		26		47,238,984		3,555		intergenic_variant														38						1										

		BovineHD2600013699		rs137277744		26		47,251,395		12,412		intergenic_variant														38						1										

		BovineHD2600013705		rs133712901		26		47,263,768		12,374		intergenic_variant														38						1										

		BovineHD2600013709		rs137368703		26		47,286,882		23,115		intergenic_variant														38						1										

		BovineHD2600013730		rs42105165		26		47,360,432		73,551		intron_variant		PTPRE												38						1										

		BovineHD2600013735		rs42105143		26		47,383,554		23,123		intron_variant		PTPRE												38						1										

		ARS-BFGL-NGS-34171		rs109557111		26		47,406,763		23,210		intron_variant		PTPRE												38						1										

		BovineHD2600013748		rs133748698		26		47,429,821		23,059		intron_variant		PTPRE												38						1										

		BovineHD2600013768		rs110520068		26		47,498,682		68,862		intron_variant		PTPRE												38						1										

		BovineHD2600013780		rs110963850		26		47,530,843		32,162		intron_variant		MKI67												38						1										

		BovineHD2600013782		rs134198943		26		47,532,114		1,272		intron_variant		MKI67												38						1										

		BovineHD2600013786		rs133364027		26		47,535,644		3,531		intron_variant		MKI67												38						1										

		BovineHD2600013788		rs136098290		26		47,538,668		3,025		intergenic_variant														38						1										

		BovineHD2600013802		rs42105907		26		47,597,388		58,721		intergenic_variant														38						1										

		BovineHD2600013804		rs42105919		26		47,602,010		4,623		intergenic_variant														38						1										

		BovineHD2600013810		rs133299732		26		47,615,883		13,874		intergenic_variant														38						1										

		BovineHD2600013813		rs136196720		26		47,619,650		3,768		intergenic_variant														38						1										

		BovineHD2600013815		rs137337144		26		47,621,250		1,601		intergenic_variant														38						1										

		BovineHD4100018053		rs43118717		26		47,628,518		7,269		intergenic_variant														38						1										

		BovineHD2600013825		rs42106673		26		47,655,897		27,380		intergenic_variant														38						1										

		BovineHD2600013828		rs42106693		26		47,674,851		18,955		intergenic_variant														38						1										

		BovineHD2600013831		rs42106716		26		47,690,516		15,666		intergenic_variant														38						1										

		BovineHD2600013835		rs42107245		26		47,703,618		13,103		intergenic_variant														38						1										

		BovineHD2600013839		rs135419564		26		47,723,831		20,214		intergenic_variant														38						1										

		BovineHD2600013841		rs134820855		26		47,728,480		4,650		intergenic_variant														38						1										

		BovineHD2600013846		rs134233238		26		47,748,405		19,926		intergenic_variant														38						1										

		BovineHD2600013865		rs135416125		26		47,805,272		56,868		intergenic_variant														38						1										

		BovineHD2600013890		rs42111561		26		47,865,211		59,940		intergenic_variant														38						1										

		BovineHD4100018059		rs41649593		26		47,878,252		13,042		intergenic_variant														38						1										

		BovineHD2600013895		rs42111608		26		47,885,208		6,957		intergenic_variant														38						1										

		BovineHD2600013897		rs42111610		26		47,887,600		2,393		intergenic_variant														38						1										

		BovineHD2600013900		rs42105239		26		47,896,501		8,902		intergenic_variant														38						1										

		BovineHD2600013902		rs136187835		26		47,900,579		4,079		intergenic_variant														38						1										

		BovineHD2600013911		rs133890595		26		47,931,587		31,009		intergenic_variant														38						1										

		BovineHD2600013916		rs109035136		26		47,956,715		25,129		intergenic_variant														38						1										

		BovineHD2600013918		rs110015339		26		47,960,288		3,574		intergenic_variant														38						1										

		BovineHD2600013929		rs135434737		26		48,000,051		39,764		intergenic_variant														38						1										

		BovineHD2600013942		rs136574060		26		48,029,291		29,241		intergenic_variant														38						1										

		BovineHD2600013944		rs137645387		26		48,031,319		2,029		intergenic_variant														38						1										

		BovineHD2600013949		rs134301281		26		48,053,547		22,229		intergenic_variant														38						1										

		BovineHD2600013951		rs110317648		26		48,055,627		2,081		intergenic_variant														38						1										

		BovineHD2600013953		rs137735346		26		48,060,416		4,790		intergenic_variant														38						1										

		BovineHD2600013960		rs136292537		26		48,072,260		11,845		intergenic_variant														38						1										

		BovineHD2600013964		rs109781730		26		48,093,589		21,330		intergenic_variant														38						1										

		BovineHD2600013966		rs135305278		26		48,099,215		5,627		intergenic_variant														38						1										

		BovineHD2600013969		rs134223206		26		48,105,261		6,047		intergenic_variant														38						1										

		BovineHD2600013972		rs137169489		26		48,109,316		4,056		intergenic_variant														38						1										

		BovineHD2600013974		rs133395527		26		48,112,363		3,048		intergenic_variant														38						1										

		BovineHD2600013976		rs109625374		26		48,115,871		3,509		intergenic_variant														38						1										

		BovineHD2600013977		rs109809799		26		48,125,294		9,424		intergenic_variant														38						1										

		BovineHD2600013979		rs110160555		26		48,127,906		2,613		intergenic_variant														38						1										

		BovineHD2600013981		rs137508561		26		48,138,430		10,525		intergenic_variant														38						1										

		BovineHD2600013983		rs133724940		26		48,147,209		8,780		intergenic_variant														38						1										

		BovineHD2600013985		rs132872895		26		48,150,947		3,739		intergenic_variant														38						1										

		BovineHD2600013988		rs134923462		26		48,159,019		8,073		intergenic_variant														38						1										

		BovineHD2600013991		rs42107546		26		48,165,076		6,058		intergenic_variant														38						1										

		BovineHD2600013994		rs42106320		26		48,170,040		4,965		intergenic_variant														38						1										

		BovineHD2600014019		rs42107613		26		48,284,984		114,945		intergenic_variant														38						1										

		BovineHD2600014026		rs110819641		26		48,298,197		13,214		intergenic_variant														38						1										

		BovineHD2600014031		rs43359879		26		48,325,885		27,689		intergenic_variant														38						1										

		BovineHD2600014040		rs43359854		26		48,348,266		22,382		intergenic_variant														38						1										

		BTA-61880-no-rs		rs41604425		26		48,367,643		19,378		intergenic_variant														38						1										

		BovineHD2600014049		rs42376483		26		48,381,496		13,854		intergenic_variant														38						1										

		BovineHD2600014055		rs109699076		26		48,404,315		22,820		intergenic_variant														38						1										

		BovineHD2600014057		rs109285845		26		48,406,192		1,878		intergenic_variant														38						1										

		BovineHD2600014062		rs137548710		26		48,419,167		12,976		intergenic_variant														38						1										

		ARS-BFGL-NGS-42638		rs109769929		26		48,430,257		11,091		intergenic_variant														38						1										

		BovineHD2600014068		rs134961654		26		48,445,768		15,512		intergenic_variant														38						1										

		BovineHD4100018071		rs109837429		26		48,449,626		3,859		intergenic_variant														38						1										

		BovineHD2600014084		rs121919168		26		48,511,705		62,080		intergenic_variant														38						1										

		BovineHD2600014086		rs43760679		26		48,514,262		2,558		intergenic_variant														38						1										

		BovineHD2600014089		rs109441942		26		48,521,543		7,282		intergenic_variant														38						1										

		BovineHD2600014100		rs42261327		26		48,564,839		43,297		intergenic_variant														38						1										

		BovineHD2600014112		rs121919169		26		48,618,356		53,518		intergenic_variant														38						1										

		ARS-BFGL-NGS-1312		rs110898125		26		48,649,392		31,037		intergenic_variant														38						1										

		BovineHD2600014119		rs42262687		26		48,654,454		5,063		intergenic_variant														38						1										

		BovineHD2600014123		rs42262696		26		48,664,761		10,308		intergenic_variant														38						1										

		BovineHD4100018072		rs41599862		26		48,674,705		9,945		intergenic_variant														38						1										

		BovineHD4100018073		rs42263596		26		48,688,563		13,859		intergenic_variant														38						1										

		BovineHD2600014135		rs42263542		26		48,696,562		8,000		intergenic_variant														38						1										

		ARS-BFGL-NGS-21685		rs109740104		26		48,701,391		4,830		intergenic_variant														38						1										

		BovineHD2600014138		rs109539472		26		48,710,917		9,527		intergenic_variant														38						1										

		BovineHD2600014140		rs110166388		26		48,716,038		5,122		intergenic_variant														38						1										

		BovineHD2600014145		rs134291027		26		48,733,587		17,550		intergenic_variant														38						1										

		BovineHD2600014147		rs132746032		26		48,740,996		7,410		intergenic_variant														38						1										

		BovineHD2600014149		rs135430968		26		48,743,780		2,785		intergenic_variant														38						1										

		BovineHD2600014154		rs109400501		26		48,758,565		14,786		intergenic_variant														38						1										

		BovineHD4100018076		rs41626958		26		48,762,938		4,374		intergenic_variant														38						1										

		BovineHD2600014158		rs109087009		26		48,774,016		11,079		intergenic_variant														38						1										

		BovineHD2600014163		rs42264821		26		48,784,743		10,728		intergenic_variant														38						1										

		BovineHD2600014166		rs42264782		26		48,806,253		21,511		intergenic_variant														38						1										

		BovineHD2600014170		rs132753312		26		48,826,316		20,064		intron_variant		MGMT												38						1										

		BovineHD2600014173		rs110004165		26		48,832,948		6,633		intron_variant		MGMT												38						1										

		ARS-BFGL-NGS-107088		rs110105463		26		48,859,017		26,070		intron_variant		MGMT												38						1										

		BovineHD2600014183		rs110701417		26		48,869,901		10,885		intron_variant		MGMT												38						1										

		ARS-BFGL-NGS-1200		rs111008529		26		48,880,894		10,994		intron_variant		MGMT												38						1										

		BovineHD2600014190		rs110961614		26		48,896,164		15,271		intron_variant		MGMT												38						1										

		ARS-BFGL-NGS-100404		rs110896076		26		48,905,895		9,732		intron_variant		MGMT												38						1										

		BovineHD2600014202		rs135774741		26		48,954,924		49,030		intron_variant		MGMT												38						1										

		BovineHD2600014210		rs109042709		26		48,984,291		29,368		intron_variant		MGMT												38						1										

		BovineHD2600014218		rs108949426		26		49,004,191		19,901		intron_variant		MGMT												38						1										

		BovineHD2600014225		rs136413837		26		49,019,911		15,721		intron_variant		MGMT												38						1										

		BovineHD2600014255		rs42266728		26		49,106,288		86,378		intergenic_variant														38						1										

		BovineHD2600014262		NA		26		49,125,874		19,587																38						1										

		BovineHD2600014271		rs133827450		26		49,178,737		52,864		intron_variant		EBF3												38						1										

		BovineHD2600014274		rs133789824		26		49,191,411		12,675		intron_variant		EBF3												38						1										

		BovineHD2600014286		rs137577541		26		49,283,484		92,074		intergenic_variant														38						1										

		BovineHD2600014290		rs133269383		26		49,309,703		26,220		intergenic_variant														38						1										

		BovineHD2600014295		rs137751433		26		49,323,252		13,550		intergenic_variant														38						1										

		BovineHD2600014300		rs42259460		26		49,333,974		10,723		intergenic_variant														38						1										

		BovineHD2600014304		rs42258928		26		49,337,602		3,629		intergenic_variant														38						1										

		BovineHD2600014307		rs133256256		26		49,340,523		2,922		intergenic_variant														38						1										

		BovineHD2600014309		rs135711892		26		49,343,010		2,488		intergenic_variant														38						1										

		BovineHD2600014315		rs108947363		26		49,358,491		15,482		intron_variant		C26H10orf143												38						1										

		BovineHD2600014317		rs42258868		26		49,365,393		6,903		intron_variant		C26H10orf143												38						1										

		ARS-BFGL-NGS-32899		rs109970688		26		49,386,980		21,588		intergenic_variant														38						1										

		BovineHD2600014332		rs134787119		26		49,441,032		54,053		intergenic_variant														38						1										

		BovineHD2600014334		rs133636021		26		49,452,452		11,421		intergenic_variant														38						1										

		ARS-BFGL-NGS-85624		rs42703812		26		49,454,109		1,658		intergenic_variant														38						1										

		BovineHD2600014338		rs42703766		26		49,463,789		9,681		intergenic_variant														38						1										

		BovineHD2600014340		rs42703770		26		49,466,018		2,230		intergenic_variant														38						1										

		BovineHD2600014344		rs42703748		26		49,470,852		4,835		intergenic_variant														38						1										

		BovineHD2600014348		rs137685792		26		49,476,749		5,898		intergenic_variant														38						1										

		BovineHD2600014352		rs133515703		26		49,479,426		2,678		intergenic_variant														38						1										

		BovineHD2600014358		rs109060388		26		49,487,626		8,201		intergenic_variant														38						1										

		BovineHD2600014363		rs135798566		26		49,500,672		13,047		intergenic_variant														38						1										

		BovineHD2600014367		rs110484104		26		49,505,433		4,762		intergenic_variant														38						1										

		BovineHD2600014369		rs109954485		26		49,508,399		2,967		intergenic_variant														38						1										

		BovineHD2600014373		rs121919170		26		49,514,279		5,881		intergenic_variant														38						1										

		BovineHD2600014375		rs109758954		26		49,515,762		1,484		intergenic_variant														38						1										

		BovineHD2600014379		rs109167818		26		49,521,903		6,142		intergenic_variant														38						1										

		BovineHD2600014382		rs135787350		26		49,525,657		3,755		intergenic_variant														38						1										

		BovineHD2600014384		rs42903185		26		49,529,378		3,722		intergenic_variant														38						1										

		BovineHD2600014385		rs42903207		26		49,530,909		1,532		intergenic_variant														38						1										

		BovineHD2600014387		rs42903138		26		49,532,633		1,725		intergenic_variant														38						1										

		BovineHD2600014389		rs110778627		26		49,539,207		6,575		intergenic_variant														38						1										

		BovineHD2600014392		rs42942686		26		49,548,728		9,522		intergenic_variant														38						1										

		BovineHD2600014397		rs42942848		26		49,561,354		12,627		intergenic_variant														38						1										

		BovineHD2600014399		rs137549782		26		49,562,871		1,518		intergenic_variant														38						1										

		BovineHD2600014402		rs110573514		26		49,566,156		3,286		intergenic_variant														38						1										

		BovineHD2600014409		rs42942870		26		49,581,616		15,461		intergenic_variant														38						1										

		BovineHD2600014410		rs42942865		26		49,584,522		2,907		intergenic_variant														38						1										

		BovineHD2600014411		rs42639918		26		49,591,656		7,135		intergenic_variant														38						1										

		BovineHD2600014426		rs109971059		26		49,645,034		53,379		intergenic_variant														38						1										

		BovineHD2600014429		rs42640505		26		49,658,619		13,586		intergenic_variant														38						1										

		BovineHD2600014430		rs110236412		26		49,662,392		3,774		intergenic_variant														38						1										

		BovineHD2600014432		rs42640519		26		49,665,435		3,044		intergenic_variant														38						1										

		BovineHD2600014434		rs137723413		26		49,676,000		10,566		intergenic_variant														38						1										

		BovineHD2600014437		rs132887026		26		49,691,984		15,985		intergenic_variant														38						1										

		BovineHD2600014441		rs42641577		26		49,702,999		11,016		intergenic_variant														38						1										

		BovineHD2600014443		rs42641594		26		49,707,569		4,571		intergenic_variant														38						1										

		BovineHD2600014445		rs42641602		26		49,709,435		1,867		intergenic_variant														38						1										

		BovineHD2600014447		rs42642231		26		49,712,533		3,099		intergenic_variant														38						1										

		BovineHD2600014451		rs42642298		26		49,722,703		10,171		intergenic_variant														38						1										

		BovineHD2600014454		rs109665118		26		49,734,129		11,427		intergenic_variant														38						1										

		BovineHD2600014463		rs42606363		26		49,762,332		28,204		intergenic_variant														38						1										

		BovineHD2600014467		rs136838911		26		49,772,590		10,259		intergenic_variant														38						1										

		BovineHD2600014469		rs42605484		26		49,774,962		2,373		intergenic_variant														38						1										

		BovineHD4100018094		rs29018170		26		49,778,599		3,638		intergenic_variant														38						1										

		BovineHD2600014472		rs135787765		26		49,780,071		1,473		intergenic_variant														38						1										

		BovineHD2600014475		rs134569839		26		49,790,927		10,857		intergenic_variant														38						1										

		BovineHD2600014477		rs137009118		26		49,792,803		1,877		intergenic_variant														38						1										

		BovineHD2600014481		rs42615721		26		49,799,041		6,239		intergenic_variant														38						1										

		BovineHD2600014483		rs42615724		26		49,802,048		3,008		intergenic_variant														38						1										

		BovineHD2600014497		rs42615686		26		49,840,573		38,526		intergenic_variant														38						1										

		BovineHD2600014499		rs136478120		26		49,843,285		2,713		intergenic_variant														38						1										

		BovineHD2600014502		rs42615649		26		49,854,776		11,492		intergenic_variant														38						1										

		BovineHD2600014506		rs42615642		26		49,861,493		6,718		intergenic_variant														38						1										

		BovineHD2600014511		rs42614729		26		49,873,170		11,678		intergenic_variant														38						1										

		BovineHD2600014514		rs41592790		26		49,882,293		9,124		intergenic_variant														38						1										

		BovineHD2600014520		rs42614693		26		49,898,840		16,548		intergenic_variant														38						1										

		BovineHD2600014485		rs110826885		26		49,911,160		12,321		intergenic_variant														38						1										

		BovineHD2600014527		rs109327224		26		49,926,302		15,143		intergenic_variant														38						1										

		BovineHD2600014529		rs42954394		26		49,933,559		7,258		intergenic_variant														38						1										

		BovineHD2600014531		rs42954389		26		49,934,744		1,186		intergenic_variant														38						1										

		BovineHD2600014535		rs42955457		26		49,939,350		4,607		intergenic_variant														38						1										

		BovineHD2600014538		rs42955473		26		49,943,206		3,857		intergenic_variant														38						1										

		BovineHD2600014540		rs137218354		26		49,946,244		3,039		intergenic_variant														38						1										

		BovineHD2600014543		rs135319312		26		49,950,068		3,825		intergenic_variant														38						1										

		BovineHD2600014550		rs42907585		26		49,965,689		15,622		intergenic_variant														38						1										

		BovineHD2600014552		rs42907592		26		49,968,435		2,747		intergenic_variant														38						1										

		BovineHD2600014554		rs42907600		26		49,970,179		1,745		intergenic_variant														38						1										

		BovineHD2600014562		rs133925709		26		49,993,384		23,206		intergenic_variant														38						1										

		BovineHD2600014574		rs137158179		26		50,023,678		30,295		intergenic_variant														38						1										

		BovineHD2600014577		rs134470807		26		50,027,763		4,086		intergenic_variant														38						1										

		BovineHD2600014579		rs136818586		26		50,030,508		2,746		intergenic_variant														38						1										

		BovineHD2600014589		rs135439793		26		50,047,236		16,729		intergenic_variant														38						1										

		BovineHD2600014591		rs134014534		26		50,051,483		4,248		intergenic_variant														38						1										

		BovineHD2600014597		rs137240651		26		50,064,451		12,969		intergenic_variant														38						1										

		BovineHD2600014601		rs136448229		26		50,077,583		13,133		intergenic_variant														38						1										

		BovineHD2600014605		rs43755144		26		50,085,683		8,101		intergenic_variant														38						1										

		BovineHD2600014608		rs43753750		26		50,090,379		4,697		intergenic_variant														38						1										

		BovineHD2600014611		rs43753824		26		50,095,210		4,832		intron_variant		TCERG1L												38						1										

		BovineHD2600014613		rs43752868		26		50,098,480		3,271		intron_variant		TCERG1L												38						1										

		BovineHD2600014615		rs137584359		26		50,101,266		2,787		intron_variant		TCERG1L												38						1										

		BovineHD2600014617		rs43754581		26		50,104,399		3,134		intron_variant		TCERG1L												38						1										

		BovineHD2600014619		rs43754563		26		50,106,063		1,665		intron_variant		TCERG1L												38						1										

		BovineHD2600014622		rs136846763		26		50,108,884		2,822		intron_variant		TCERG1L												38						1										

		BovineHD2600014630		rs137415315		26		50,136,764		27,881		intron_variant		TCERG1L												38						1										

		BovineHD2600014636		rs136307035		26		50,177,068		40,305		intron_variant		TCERG1L												38						1										

		BovineHD2600005968		rs42937658		26		50,337,624		160,557		intron_variant		TCERG1L												38						1										

		BovineHD2600005979		rs42937663		26		50,343,624		6,001		intron_variant		TCERG1L												38						1										

		BovineHD2600005977		rs133864951		26		50,345,007		1,384		intron_variant		TCERG1L												38						1										

		BovineHD2600005975		rs134613616		26		50,346,631		1,625		intron_variant		TCERG1L												38						1										

		BovineHD2600005973		rs110319325		26		50,349,007		2,377		intron_variant		TCERG1L												38						1										

		BovineHD2600014648		rs42660184		26		50,455,992		106,986		intron_variant		TCERG1L												38						1										

		BovineHD2600014656		rs137523160		26		50,489,551		33,560		intron_variant		TCERG1L												38						1										

		BovineHD2600014667		rs133440038		26		50,506,785		17,235		intron_variant		TCERG1L												38						1										

		BovineHD2600014669		rs43752000		26		50,515,064		8,280		intron_variant		TCERG1L												38						1										

		BovineHD2600014672		rs137354791		26		50,520,300		5,237		intron_variant		TCERG1L												38						1										

		BovineHD2600014675		rs134595268		26		50,534,387		14,088		intron_variant		TCERG1L												38						1										

		BovineHD2600014677		rs134283084		26		50,541,779		7,393		intron_variant		TCERG1L												38						1										

		BovineHD2600006760		rs42096310		26		50,548,375		6,597		intron_variant		TCERG1L												38						1										

		BovineHD2600006764		rs134200201		26		50,558,999		10,625		intron_variant		TCERG1L												38						1										

		BovineHD2100017636		rs133780132		27		187,811				intergenic_variant																32						1								

		BovineHD2100017624		rs110101375		27		218,023		30,213		intergenic_variant																32						1								

		BovineHD2100017622		rs110145949		27		226,336		8,314		intergenic_variant																32						1								

		BovineHD2100017620		rs43466376		27		233,037		6,702		intergenic_variant																32						1								

		BovineHD2100017616		rs43466387		27		247,014		13,978		intergenic_variant																32						1								

		BovineHD2100017613		rs42776594		27		257,337		10,324		intergenic_variant																32						1								

		BovineHD2100017611		rs42776589		27		263,075		5,739		intergenic_variant																32						1								

		BovineHD2100017605		rs136110699		27		307,444		44,370		intergenic_variant																32						1								

		ARS-BFGL-NGS-103468		rs110042620		27		435,224		127,781		intergenic_variant																32						1								

		BovineHD2100017585		rs136136265		27		453,166		17,943		intergenic_variant																32						1								

		BovineHD2100017577		rs110912343		27		479,080		25,915		intergenic_variant																32						1								

		BovineHD2100017571		rs42544474		27		493,992		14,913		intergenic_variant																32						1								

		BovineHD2100017569		rs42544479		27		501,129		7,138		intron_variant		ERICH1														32						1								

		BovineHD2100017566		rs42544485		27		510,935		9,807		intron_variant		ERICH1														32						1								

		BovineHD2100017560		rs42544501		27		534,043		23,109		intergenic_variant																32						1								

		BovineHD2100017551		rs42545052		27		565,429		31,387		intergenic_variant																32						1								

		BovineHD2100017547		rs136467351		27		574,851		9,423		intergenic_variant																32						1								

		BovineHD2100017546		rs135066408		27		576,973		2,123		intergenic_variant																32						1								

		BovineHD2700000892		rs135969266		27		3,856,104		3,279,132		intron_variant		CSMD1														33						1								

		BovineHD2700000894		rs134481341		27		3,859,648		3,545		intron_variant		CSMD1														33						1								

		BovineHD2700000896		rs110011179		27		3,864,148		4,501		intron_variant		CSMD1														33						1								

		BovineHD2700000899		rs110744734		27		3,871,293		7,146		intron_variant		CSMD1														33						1								

		BovineHD2700000901		rs132909037		27		3,874,160		2,868		intron_variant		CSMD1														33						1								

		BovineHD2700000903		rs135125535		27		3,877,169		3,010		intron_variant		CSMD1														33						1								

		ARS-BFGL-NGS-35140		rs109946086		27		3,881,370		4,202		intron_variant		CSMD1														33						1								

		BovineHD2700000908		rs134034814		27		3,888,022		6,653		intron_variant		CSMD1														33						1								

		BovineHD2700000910		rs109896626		27		3,896,721		8,700		intron_variant		CSMD1														33						1								

		BovineHD2700000912		rs136137101		27		3,905,604		8,884		intron_variant		CSMD1														33						1								

		BovineHD2700000914		rs109349753		27		3,912,152		6,549		intron_variant		CSMD1														33						1								

		BovineHD2700000916		rs133950185		27		3,921,108		8,957		intron_variant		CSMD1														33						1								

		BovineHD2700000917		rs109267269		27		3,928,191		7,084		intron_variant		CSMD1														33						1								

		BovineHD2700000924		rs109451051		27		3,938,465		10,275		intron_variant		CSMD1														33						1								

		BovineHD2700000933		rs109346134		27		3,951,097		12,633		intron_variant		CSMD1														33						1								

		BovineHD2700000939		rs110855918		27		3,964,990		13,894		intron_variant		CSMD1														33						1								

		BovineHD2700000947		rs133973589		27		3,972,911		7,922		intron_variant		CSMD1														33						1								

		BovineHD4100018139		rs110381464		27		3,976,616		3,706		intron_variant		CSMD1														33						1								

		BovineHD2700000955		rs133260916		27		3,984,011		7,396		intron_variant		CSMD1														33						1								

		BovineHD2700000957		rs109428968		27		3,986,868		2,858		intron_variant		CSMD1														33						1								

		BovineHD2700000964		rs109383075		27		4,004,287		17,420		intron_variant		CSMD1														33						1								

		BovineHD2700000975		rs109738536		27		4,036,488		32,202		intron_variant		CSMD1														33						1								

		BovineHD2700000990		rs132899803		27		4,101,094		64,607		intron_variant		CSMD1														33						1								

		BovineHD2700000995		rs110723221		27		4,114,390		13,297		intron_variant		CSMD1														33						1								

		BovineHD2700000997		rs110097233		27		4,116,280		1,891		intron_variant		CSMD1														33						1								

		BovineHD2700001004		rs110818989		27		4,125,788		9,509		intron_variant		CSMD1														33						1								

		BovineHD2700001006		rs109413319		27		4,129,457		3,670		intron_variant		CSMD1														33						1								

		BovineHD2700001008		rs110590348		27		4,131,099		1,643		intron_variant		CSMD1														33						1								

		BovineHD2700001010		rs135218033		27		4,134,466		3,368		intron_variant		CSMD1														33						1								

		BovineHD2700001012		rs109398788		27		4,136,375		1,910		intron_variant		CSMD1														33						1								

		BovineHD2700001014		rs109888797		27		4,141,697		5,323		intron_variant		CSMD1														33						1								

		BovineHD2700001018		rs137183189		27		4,150,240		8,544		intron_variant		CSMD1														33						1								

		BovineHD2700001021		rs134942243		27		4,155,973		5,734		intron_variant		CSMD1														33						1								

		BovineHD2700001023		rs110603622		27		4,162,451		6,479		intron_variant		CSMD1														33						1								

		BovineHD2700001026		rs109347167		27		4,172,300		9,850		intron_variant		CSMD1														33						1								

		BovineHD2700001032		rs110902896		27		4,182,193		9,894		intron_variant		CSMD1														33						1								

		BovineHD2700001035		rs109318268		27		4,184,945		2,753		intron_variant		CSMD1														33						1								

		BovineHD2700001037		rs109583293		27		4,188,551		3,607		intron_variant		CSMD1														33						1								

		BovineHD2700001039		rs110674957		27		4,193,634		5,084		intron_variant		CSMD1														33						1								

		ARS-BFGL-NGS-100576		rs109592892		27		4,203,206		9,573		intron_variant		CSMD1														33						1								

		BovineHD2700001044		rs110596446		27		4,204,607		1,402		intron_variant		CSMD1														33						1								

		BovineHD2700001041		rs109915447		27		4,209,951		5,345		intron_variant		CSMD1														33						1								

		BovineHD2700001052		rs109859248		27		4,226,616		16,666		intergenic_variant																33						1								

		BovineHD2700001054		rs110806139		27		4,236,496		9,881		intergenic_variant																33						1								

		BovineHD2700001056		rs135851284		27		4,240,563		4,068		intergenic_variant																33						1								

		BovineHD2700001058		rs134388272		27		4,244,858		4,296		intergenic_variant																33						1								

		BovineHD2700001061		rs110667755		27		4,276,931		32,074		intergenic_variant																33						1								

		BovineHD2700001063		rs108996354		27		4,318,102		41,172		intergenic_variant																33						1								

		BovineHD2700001067		rs134685261		27		4,337,778		19,677		intergenic_variant																33						1								

		BovineHD2700001070		rs110684814		27		4,342,623		4,846		intergenic_variant																33						1								

		BovineHD2700001072		rs110001968		27		4,345,080		2,458		intergenic_variant																33						1								

		BovineHD2700001074		rs110572179		27		4,348,322		3,243		intergenic_variant																33						1								

		BovineHD2700001076		rs110262560		27		4,350,269		1,948		intergenic_variant																33						1								

		BovineHD2700001080		rs135544740		27		4,359,281		9,013		intergenic_variant																33						1								

		BovineHD2700001085		rs109414048		27		4,370,606		11,326		intergenic_variant																33						1								

		BovineHD2700001089		rs136473771		27		4,379,778		9,173		intergenic_variant																33						1								

		BovineHD2700001120		rs135192791		27		4,452,647		72,870		intergenic_variant														39		33												1		

		BovineHD2700001126		rs110976637		27		4,468,341		15,695		intergenic_variant														39		33												1		

		BovineHD2700001130		rs110468294		27		4,480,960		12,620		intergenic_variant														39		33												1		

		BovineHD2700001144		rs110963874		27		4,533,124		52,165		intergenic_variant														39		33												1		

		BovineHD2700001145		rs109830738		27		4,535,609		2,486		intergenic_variant														39		33												1		

		ARS-BFGL-NGS-59091		rs110721106		27		4,578,301		42,693		intergenic_variant														39		33												1		

		BovineHD2700001157		rs137278360		27		4,583,862		5,562		intergenic_variant														39		33												1		

		BovineHD2700001179		rs137336021		27		4,617,405		33,544		intergenic_variant														39		33												1		

		BovineHD2700001183		rs136410984		27		4,624,491		7,087		intergenic_variant														39		33												1		

		Hapmap49899-BTA-18490		rs41575945		27		4,628,342		3,852		intergenic_variant														39		33												1		

		BovineHD2700001186		rs110865453		27		4,630,264		1,923		intergenic_variant														39		33												1		

		BovineHD2700001188		rs110879664		27		4,635,495		5,232		intergenic_variant														39		33												1		

		BovineHD2700001191		rs135474253		27		4,642,715		7,221		intergenic_variant														39		33												1		

		BovineHD2700001204		rs136992758		27		4,689,226		46,512		intergenic_variant														39		33												1		

		BovineHD2700001207		rs133957618		27		4,701,479		12,254		intergenic_variant														39		33												1		

		BovineHD2700001219		rs136752551		27		4,736,522		35,044		intergenic_variant														39		33												1		

		BovineHD2700001241		rs109640544		27		4,781,731		45,210		intergenic_variant														39		33												1		

		BovineHD2700001250		rs133159096		27		4,795,466		13,736		intergenic_variant														39		33												1		

		BovineHD2700001253		rs136575350		27		4,798,038		2,573		intergenic_variant														39		33												1		

		BovineHD2700001260		rs110230208		27		4,823,690		25,653		intergenic_variant														39		33												1		

		BovineHD2700001265		rs134195284		27		4,840,821		17,132		intergenic_variant														39		33												1		

		BovineHD2700001269		rs109108310		27		4,848,136		7,316		intergenic_variant														39		33												1		

		BovineHD2700001274		rs110854181		27		4,861,349		13,214		intergenic_variant														39		33												1		

		BovineHD2700001278		rs110851220		27		4,869,364		8,016		intergenic_variant														39		33												1		

		BovineHD2700001284		rs111008518		27		4,901,095		31,732		intergenic_variant														39		33												1		

		BovineHD2700001288		rs110817136		27		4,908,398		7,304		intergenic_variant														39		33												1		

		BovineHD2700001291		rs110871286		27		4,914,302		5,905		intergenic_variant														39		33												1		

		BovineHD2700001300		rs110915880		27		4,941,354		27,053		intergenic_variant														39		33												1		

		BovineHD2700001304		rs109338247		27		4,952,821		11,468		intergenic_variant														39		33												1		

		BovineHD2700001307		rs110056968		27		4,964,789		11,969		intergenic_variant														39		33												1		

		BovineHD2700001310		rs109849003		27		4,972,957		8,169		intergenic_variant														39		33												1		

		ARS-BFGL-NGS-115240		rs110380926		27		4,984,644		11,688		intergenic_variant														39		33												1		

		BovineHD2700001316		rs110471205		27		4,989,468		4,825		intergenic_variant														39		33												1		

		BovineHD2700001318		rs110113607		27		4,993,495		4,028		intergenic_variant														39		33												1		

		BovineHD2700001321		rs136169706		27		5,006,508		13,014		intergenic_variant														39		33												1		

		BovineHD2700001330		rs135770337		27		5,037,086		30,579		intergenic_variant														39		33												1		

		BovineHD2700001334		rs137747637		27		5,054,591		17,506		intergenic_variant														39		33												1		

		BovineHD2700001340		rs109728024		27		5,082,010		27,420		intergenic_variant														39		33												1		

		BovineHD2700001342		rs135725626		27		5,093,023		11,014		intergenic_variant														39		33												1		

		BovineHD2700001344		rs110780492		27		5,095,422		2,400		intergenic_variant														39		33												1		

		BovineHD2700001348		rs135416383		27		5,106,935		11,514		intergenic_variant														39		33												1		

		BovineHD2700001366		rs135135666		27		5,181,045		74,111		intergenic_variant																33						1								

		BovineHD2700001377		rs133244389		27		5,251,008		69,964		intergenic_variant																33						1								

		BovineHD2700001380		rs136995491		27		5,273,475		22,468		intergenic_variant																33						1								

		BovineHD2700001382		rs137718726		27		5,280,750		7,276		intergenic_variant																33						1								

		BovineHD4100018143		rs41621662		27		5,311,681		30,932		intergenic_variant																33						1								

		BovineHD2700001390		rs137139626		27		5,331,788		20,108		intergenic_variant																33						1								

		BovineHD2700001393		rs134852246		27		5,348,128		16,341		intergenic_variant																33						1								

		BovineHD2700001398		rs137714278		27		5,365,682		17,555		intergenic_variant																33						1								

		BovineHD2700001404		rs136150363		27		5,396,567		30,886		intergenic_variant																33						1								

		BovineHD2700001408		rs135079989		27		5,401,556		4,990		intergenic_variant																33						1								

		BovineHD2700001410		rs133921163		27		5,403,342		1,787		intergenic_variant																33						1								

		ARS-BFGL-NGS-93966		rs109717329		27		5,411,719		8,378		intergenic_variant																33						1								

		BovineHD2700001417		rs137148547		27		5,418,944		7,226		intergenic_variant																33						1								

		BovineHD2700001419		rs136728796		27		5,423,891		4,948		intergenic_variant																33						1								

		BovineHD2700001428		rs136873475		27		5,454,062		30,172		intron_variant		MCPH1														33						1								

		BovineHD2900009857		rs136648761		29		32,506,809				intron_variant		ARHGAP32												40						1										

		BovineHD2900009864		rs109790644		29		32,550,714		43,906		intergenic_variant														40						1										

		BovineHD2900009871		rs42183438		29		32,599,131		48,418		intergenic_variant														40						1										

		ARS-BFGL-NGS-112518		rs109200693		29		32,687,117		87,987		intron_variant		BARX2												40						1										

		BovineHD4100019004		rs41657741		29		32,697,464		10,348		intergenic_variant														40						1										

		BovineHD2900009896		rs110337539		29		32,704,132		6,669		intergenic_variant														40						1										

		BovineHD2900009898		rs135015000		29		32,722,564		18,433		intergenic_variant														40						1										

		BovineHD2900009902		rs135100727		29		32,754,754		32,191		intergenic_variant														40						1										

		BovineHD2900009912		rs109827113		29		32,802,724		47,971		intergenic_variant														40						1										

		BovineHD2900009918		rs42182375		29		32,832,788		30,065		intergenic_variant														40						1										

		BovineHD2900009920		rs42182384		29		32,842,956		10,169		intergenic_variant														40						1										

		BovineHD2900009922		rs133596846		29		32,853,327		10,372		intergenic_variant														40						1										

		BovineHD2900009924		rs42176157		29		32,856,739		3,413		intergenic_variant														40						1										

		BovineHD2900009927		rs42176149		29		32,859,781		3,043		intergenic_variant														40						1										

		BovineHD2900009929		rs42176140		29		32,871,340		11,560		intergenic_variant														40						1										

		BovineHD2900009935		rs42176171		29		32,884,538		13,199		intergenic_variant														40						1										

		BovineHD2900009937		rs42176218		29		32,896,471		11,934		intergenic_variant														40						1										

		BovineHD2900009941		rs42176229		29		32,910,672		14,202		intergenic_variant														40						1										

		BovineHD2900009954		rs136707437		29		32,966,793		56,122		intergenic_variant														40						1										

		BovineHD2900009971		rs42177496		29		33,021,848		55,056		intron_variant		JAM3												40						1										

		BovineHD2900009973		rs42177482		29		33,025,649		3,802		intergenic_variant														40						1										

		BovineHD2900009977		rs109455769		29		33,035,302		9,654		intergenic_variant														40						1										

		BovineHD2900009980		rs110027909		29		33,038,483		3,182		intergenic_variant														40						1										

		BovineHD2900009985		rs42178394		29		33,061,591		23,109		intergenic_variant														40						1										

		BovineHD2900009987		rs42178390		29		33,070,389		8,799		intergenic_variant														40						1										

		BovineHD2900009989		rs109483458		29		33,073,044		2,656		intergenic_variant														40						1										

		BovineHD2900009991		rs137786511		29		33,081,469		8,426		intergenic_variant														40						1										

		BovineHD2900009993		rs135018888		29		33,088,323		6,855		intergenic_variant														40						1										

		BovineHD2900009995		rs109505311		29		33,090,034		1,712		intergenic_variant														40						1										

		BovineHD2900010009		rs42179658		29		33,139,529		49,496		intron_variant		IGSF9B												40						1										

		BovineHD2900010014		rs135794464		29		33,165,879		26,351		intron_variant		IGSF9B												40						1										

		BovineHD2900010020		rs133172549		29		33,206,960		41,082		intron_variant		SPATA19												40						1										

		BovineHD2900010025		rs42179700		29		33,214,151		7,192		intergenic_variant														40						1										

		BovineHD2900010029		rs42179696		29		33,223,214		9,064		intergenic_variant														40						1										

		BovineHD2900010030		rs134184735		29		33,232,428		9,215		intergenic_variant														40						1										

		BovineHD2900010037		rs133300501		29		33,258,352		25,925		intergenic_variant														40						1										

		BovineHD2900010039		rs42180734		29		33,264,941		6,590		intergenic_variant														40						1										

		BovineHD2900010041		rs42180771		29		33,270,700		5,760		intergenic_variant														40						1										

		BovineHD2900010044		rs42180764		29		33,276,130		5,431		intergenic_variant														40						1										

		BovineHD2900010047		rs42163445		29		33,283,278		7,149		intergenic_variant														40						1										

		BovineHD2900010049		rs42163440		29		33,288,833		5,556		intergenic_variant														40						1										

		BovineHD2900010069		rs42162753		29		33,346,223		57,391		intergenic_variant														40						1										

		BovineHD2900010078		rs42180782		29		33,375,870		29,648		intergenic_variant														40						1										

		BovineHD2900010082		rs42180789		29		33,399,993		24,124		intergenic_variant														40						1										

		BovineHD2900010084		rs42180794		29		33,403,351		3,359		intergenic_variant														40						1										

		BovineHD2900010086		rs42180798		29		33,415,637		12,287		intergenic_variant														40						1										

		BovineHD2900010091		rs109267184		29		33,438,359		22,723		intergenic_variant														40						1										

		BovineHD2900010093		rs109036761		29		33,441,725		3,367		intergenic_variant														40						1										

		BovineHD2900010096		rs110108393		29		33,445,611		3,887		intergenic_variant														40						1										

		BTA-66497-no-rs		rs42161704		29		33,471,189		25,579		intron_variant		OPCML												40						1										

		BovineHD2900010104		rs42161697		29		33,480,994		9,806		intron_variant		OPCML												40						1										

		BovineHD2900010107		rs42161672		29		33,486,025		5,032		intron_variant		OPCML												40						1										

		BovineHD2900010110		rs43744902		29		33,489,555		3,531		intron_variant		OPCML												40						1										

		BovineHD2900010114		rs42161638		29		33,494,768		5,214		intron_variant		OPCML												40						1										

		BovineHD2900010117		rs42160524		29		33,498,945		4,178		intron_variant		OPCML												40						1										

		BovineHD2900010119		rs42160509		29		33,502,848		3,904		intron_variant		OPCML												40						1										

		Hapmap36081-SCAFFOLD265215_4647		rs29022151		29		33,510,120		7,273		intron_variant		OPCML												40						1										

		BovineHD2900010125		rs42160484		29		33,514,243		4,124		intron_variant		OPCML												40						1										

		BovineHD2900010128		rs137101793		29		33,522,457		8,215		intron_variant		OPCML												40						1										

		BovineHD2900010130		rs42159402		29		33,524,738		2,282		intron_variant		OPCML												40						1										

		BovineHD2900010140		rs42159384		29		33,553,284		28,547		intron_variant		OPCML												40						1										

		BovineHD2900010142		rs42159391		29		33,557,519		4,236		intron_variant		OPCML												40						1										

		BovineHD2900010145		rs42159349		29		33,567,371		9,853		intron_variant		OPCML												40						1										

		BovineHD2900010147		rs132807814		29		33,570,139		2,769		intron_variant		OPCML												40						1										

		BovineHD2900010149		rs135688203		29		33,572,743		2,605		intron_variant		OPCML												40						1										

		BovineHD2900010152		rs110823863		29		33,576,966		4,224		intron_variant		OPCML												40						1										

		BovineHD2900010157		rs42159380		29		33,581,781		4,816		intron_variant		OPCML												40						1										

		BovineHD2900010160		rs109579942		29		33,587,933		6,153		intron_variant		OPCML												40						1										

		BovineHD2900010162		rs137437924		29		33,591,739		3,807		intron_variant		OPCML												40						1										

		BovineHD2900010164		rs110033092		29		33,595,580		3,842		intron_variant		OPCML												40						1										

		BovineHD2900010166		rs109004545		29		33,597,747		2,168		intron_variant		OPCML												40						1										

		BovineHD2900010170		rs110872247		29		33,603,107		5,361		intron_variant		OPCML												40						1										

		BovineHD2900010171		rs109621360		29		33,604,607		1,501		intron_variant		OPCML												40						1										

		BovineHD2900010173		rs110231939		29		33,606,002		1,396		intron_variant		OPCML												40						1										

		BovineHD2900010175		rs42158130		29		33,607,680		1,679		intron_variant		OPCML												40						1										

		BovineHD2900010177		rs136174153		29		33,609,367		1,688		intron_variant		OPCML												40						1										

		BovineHD2900010180		rs137781692		29		33,617,735		8,369		intron_variant		OPCML												40						1										

		BovineHD2900010182		rs42158104		29		33,624,591		6,857		intron_variant		OPCML												40						1										

		BovineHD2900010184		rs133848679		29		33,632,205		7,615		intron_variant		OPCML												40						1										

		BovineHD2900010186		rs42158087		29		33,645,217		13,013		intron_variant		OPCML												40						1										

		BovineHD2900010189		rs136657251		29		33,655,221		10,005		intron_variant		OPCML												40						1										

		BovineHD2900010194		rs42158060		29		33,660,865		5,645		intron_variant		OPCML												40						1										

		BovineHD2900010196		rs42158049		29		33,668,317		7,453		intron_variant		OPCML												40						1										

		BovineHD2900010201		rs42167121		29		33,680,980		12,664		intron_variant		OPCML												40						1										

		BovineHD2900010206		rs42167111		29		33,687,358		6,379		intron_variant		OPCML												40						1										

		BovineHD2900010211		rs134398776		29		33,713,136		25,779		intron_variant		OPCML												40						1										

		BovineHD2900010213		rs136649279		29		33,719,990		6,855		intron_variant		OPCML												40						1										

		BovineHD2900010217		rs42167059		29		33,728,425		8,436		intron_variant		OPCML												40						1										

		BovineHD2900010220		rs42167073		29		33,732,662		4,238		intron_variant		OPCML												40						1										

		BovineHD2900010222		rs110351112		29		33,736,735		4,074		intron_variant		OPCML												40						1										

		ARS-BFGL-NGS-31714		rs110448817		29		33,739,428		2,694		intron_variant		OPCML												40						1										

		BovineHD2900010225		rs42165611		29		33,744,170		4,743		intron_variant		OPCML												40						1										

		BovineHD2900010228		rs110858787		29		33,749,930		5,761		intron_variant		OPCML												40						1										

		BovineHD2900010230		rs42167031		29		33,754,406		4,477		intron_variant		OPCML												40						1										

		BovineHD2900010234		rs42165583		29		33,760,107		5,702		intron_variant		OPCML												40						1										

		BovineHD2900010237		rs42165564		29		33,765,116		5,010		intron_variant		OPCML												40						1										

		ARS-BFGL-NGS-508		rs42164523		29		33,772,630		7,515		intron_variant		OPCML												40						1										

		BovineHD2900010243		rs109765536		29		33,774,654		2,025		intron_variant		OPCML												40						1										

		BovineHD2900010246		rs109681786		29		33,777,247		2,594		intron_variant		OPCML												40						1										

		BovineHD2900010249		rs42165548		29		33,784,178		6,932		intron_variant		OPCML												40						1										

		BovineHD2900010253		rs42165550		29		33,791,476		7,299		intron_variant		OPCML												40						1										

		BovineHD2900010255		rs110471873		29		33,794,924		3,449		intron_variant		OPCML												40						1										

		BovineHD2900010258		rs42164517		29		33,799,569		4,646		intron_variant		OPCML												40						1										

		BovineHD2900010261		rs135153132		29		33,806,688		7,120		intron_variant		OPCML												40						1										

		BovineHD2900010271		rs132769490		29		33,834,619		27,932		intron_variant		OPCML												40						1										

		BovineHD2900010276		rs137112880		29		33,848,309		13,691		intron_variant		OPCML												40						1										

		BovineHD2900010278		rs132643251		29		33,857,711		9,403		intron_variant		OPCML												40						1										

		BovineHD2900010282		rs134542731		29		33,864,919		7,209		intron_variant		OPCML												40						1										
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		Anc		Re		Chr		Start		End		Length		Distance		ET		AT		AT		AT		IND		ET		AT

		ET		1		1		15,553,080		15,951,798		398,719														1		

		AT		1		1		56,076,584		56,651,272		574,689		40,124,787														1

		AT		2		1		61,672,660		63,885,906		2,213,247		5,021,389														1

		AT		3		1		84,971,360		85,731,139		759,780		21,085,455														1

		IND		1		1		147,862,996		149,355,679		1,492,684		62,131,858										1				

		IND		2		1		152,836,482		156,575,528		3,739,047		3,480,804										1				

		IND		3		2		2,089,626		3,176,841		1,087,216												1				

		AT		4		2		29,758,133		30,067,947		309,815		26,581,293														1

		AT		5		2		31,284,994		31,984,675		699,682		1,217,048														1

		ET		2		2		41,871,660		43,124,109		1,252,450		9,886,986												1		

		AT		6		2		48,703,727		50,279,672		1,575,946		5,579,619														1

		IND		4		2		62,586,894		65,284,862		2,697,969		12,307,223		1												

		ET		3		2		62,622,363		65,284,862		2,662,500		-2,662,498		1												

		IND		5		2		70,571,420		70,882,748		311,329		5,286,559										1				

		IND		6		2		104,825,157		107,932,404		3,107,248		33,942,410		1												

		ET		4		2		104,886,722		107,194,177		2,307,456		-3,045,681		1												

		IND		7		2		118,957,388		119,039,435		82,048		11,763,212										1				

		ET		5		2		121,391,182		121,393,886		2,705		2,351,748		1												

		IND		8		2		121,391,182		121,393,886		2,705		-2,703		1												

		IND		9		2		124,181,264		125,639,877		1,458,614		2,787,379										1				

		IND		10		2		128,544,006		129,771,693		1,227,688		2,904,130										1				

		IND		11		3		12,221,940		14,465,307		2,243,368				1												

		ET		6		3		12,570,277		16,400,926		3,830,650		-1,895,029		1												

		AT		7		3		17,549,904		18,574,820		1,024,917		1,148,979														1

		IND		12		3		50,979,540		52,808,856		1,829,317		32,404,721										1				

		AT		8		3		118,447,425		120,811,745		2,364,321		65,638,570														1

		ET		7		4		8,788,322		14,201,402		5,413,081				1												

		IND		13		4		12,643,065		14,374,527		1,731,463		-1,558,336		1												

		ET		8		4		27,587,323		27,698,255		110,933		13,212,797												1		

		ET		9		4		44,835,312		46,389,181		1,553,870		17,137,058		1												

		IND		14		4		44,835,312		45,965,156		1,129,845		-1,553,868		1												

		IND		15		4		53,543,667		55,740,690		2,197,024		7,578,512		1												

		ET		10		4		54,724,637		55,740,690		1,016,054		-1,016,052		1												

		IND		16		4		78,614,593		78,637,123		22,531		22,873,904										1				

		IND		17		4		103,260,223		103,485,582		225,360		24,623,101										1				

		IND		18		4		105,064,459		105,088,495		24,037		1,578,878										1				

		ET		11		4		119,015,338		119,814,992		799,655		13,926,844												1		

		ET		12		5		2,309,735		3,142,134		832,400														1		

		IND		19		5		70,127,326		71,041,333		914,008		66,985,193										1				

		AT		9		5		75,127,273		77,074,319		1,947,047		4,085,941														1

		AT		10		6		53,763,861		54,870,099		1,106,239																1

		AT		11		6		80,109,487		81,179,871		1,070,385		25,239,389														1

		IND		20		6		89,097,644		92,202,639		3,104,996		7,917,774										1				

		AT		12		7		14,819,017		15,194,760		375,744																1

		ET		13		7		38,708,301		51,747,295		13,038,995		23,513,542						1								

		AT		13		7		40,589,906		50,280,340		9,690,435		-11,157,388						1								

		AT		14		7		67,660,783		68,106,196		445,414		17,380,444														1

		AT		15		7		74,318,657		80,251,074		5,932,418		6,212,462				1										

		IND		21		7		77,017,218		78,628,665		1,611,448		-3,233,855				1										

		AT		16		7		109,122,056		109,999,314		877,259		30,493,392														1

		AT		17		8		8,626,516		8,692,280		65,765																1

		IND		22		8		33,568,412		33,960,147		391,736		24,876,133										1				

		ET		14		9		10,794,461		11,229,787		435,327														1		

		AT		18		9		43,479,689		43,646,813		167,125		32,249,903														1

		ET		15		9		93,211,812		94,077,190		865,379		49,565,000		1												

		IND		23		9		93,211,812		94,254,183		1,042,372		-865,377		1												

		AT		19		9		104,226,633		104,279,417		52,785		9,972,451						1								

		ET		16		9		104,226,633		104,279,417		52,785		-52,783						1								

		ET		17		10		29,439,720		33,127,265		3,687,546														1		

		AT		20		10		89,987,624		90,944,725		957,102		56,860,360														1

		AT		21		11		32,465,658		35,045,255		2,579,598																1

		IND		24		11		50,922,174		55,417,517		4,495,344		15,876,920										1				

		ET		18		11		55,451,953		56,086,435		634,483		34,437												1		

		AT		22		11		58,288,844		58,728,631		439,788		2,202,410														1

		IND		25		11		61,050,785		61,810,984		760,200		2,322,155										1				

		IND		26		11		63,345,445		63,564,302		218,858		1,534,462										1				

		ET		19		11		77,078,511		80,425,011		3,346,501		13,514,210												1		

		ET		20		11		94,330,862		95,488,048		1,157,187		13,905,852												1		

		ET		21		12		16,359,443		18,267,618		1,908,176														1		

		ET		22		14		58,030,414		61,383,707		3,353,294														1		

		ET		23		15		70,773		6,524,003		6,453,231				1												

		IND		27		15		4,673,363		6,630,698		1,957,336		-1,850,639		1												

		ET		24		15		9,301,669		12,166,565		2,864,897		2,670,972						1								

		AT		23		15		10,706,274		12,522,704		1,816,431		-1,460,290						1								

		AT		24		15		80,721,985		83,864,395		3,142,411		68,199,282														1

		ET		25		15		84,031,569		84,124,500		92,932		167,175												1		

		AT		25		16		28,071,735		29,730,687		1,658,953																1

		AT		26		16		57,088,465		57,949,462		860,998		27,357,779														1

		ET		26		17		37,679,446		40,493,382		2,813,937														1		

		AT		27		17		47,312,236		48,042,363		730,128		6,818,855														1

		IND		28		17		50,099,253		50,858,698		759,446		2,056,891										1				

		ET		27		17		68,088,263		68,198,848		110,586		17,229,566												1		

		AT		28		18		9,308,342		9,355,337		46,996																1

		ET		28		19		22,249,834		23,938,808		1,688,975														1		

		AT		29		20		31,890,580		37,163,846		5,273,267								1								

		ET		29		20		33,275,529		37,514,982		4,239,454		-3,888,316						1								

		ET		30		21		53,194,795		53,623,462		428,668														1		

		AT		30		21		59,302,243		62,942,584		3,640,342		5,678,782														1

		ET		31		22		10,968,793		14,342,721		3,373,929														1		

		ET		32		23		21,532,793		21,592,388		59,596														1		

		IND		29		23		22,140,098		30,649,506		8,509,409		547,711		1												

		ET		33		23		24,794,179		31,123,096		6,328,918		-5,855,326		1												

		AT		31		24		43,293,164		44,501,286		1,208,123																1

		IND		30		26		109,933		1,326,699		1,216,767												1				

		ET		34		26		5,826,495		8,093,821		2,267,327		4,499,797												1		

		ET		35		26		25,201,152		26,169,541		968,390		17,107,332												1		

		ET		36		26		39,245,239		39,659,515		414,277		13,075,699												1		

		ET		37		26		42,978,887		44,238,502		1,259,616		3,319,373												1		

		ET		38		26		46,900,872		50,558,999		3,658,128		2,662,371												1		

		AT		32		27		187,811		576,973		389,163																1

		AT		33		27		3,856,104		5,454,062		1,597,959		3,279,132						1								

		ET		39		27		4,452,647		5,106,935		654,289		-1,001,414						1								

		ET		40		29		32,506,809		33,864,919		1,358,111														1		
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