Supplementary Table 2a: Sequential deviance analysis with comparison of nested models using Generalized Linear Models from the quasibinomial family for putative haploid rate (PHR) in maize.
	Model
	DF
	Deviance
	Residual DF
	Residual Deviance
	F
	Pr(>F)

	Null
	-
	-
	1393
	10254.5
	-
	-

	Inducers
	9
	2498.2
	1384
	7756.2
	47.63
	< 0.001

	Textures
	2
	2801.6
	1382
	4954.7
	374.87
	< 0.001

	Donors/Textures
	8
	528.34
	1374
	4426.4
	20.34
	< 0.001

	Inducers/Textures
	18
	447.35
	1356
	3979.0
	8.69
	< 0.001

	Inducers/Donors/Textures
	64
	387.64
	1292
	3591.4
	2.27
	< 0.001





Supplementary Table 2b. Comparison of putative haploid rates (PHR, %) means for inducers within textures (columns) and textures within inducers (rows).
	Inducers
	Textures

	
	Semi-dent
	Semi-flint
	Flint

	TAIL 7
	15.37
	abA
	-
	
	2.42
	abB

	TAIL 8
	11.85
	bcA
	4.74
	bB
	1.92
	abC

	TAIL 9
	11.20
	cA
	5.76
	abB
	-
	

	TAIL 7 × TAIL 8
	11.94
	bcA
	-
	
	3.13
	aB

	UH400 × UH401
	15.34
	aA
	6.91
	aB
	-
	

	(UH400 × UH401) × TAIL 7
	14.75
	abA
	5.89
	abB
	1.34
	abB

	(UH400 × UH401) × TAIL 9
	17.29
	aA
	5.98
	abB
	-
	

	Nidera Orig TAIL 1
	14.53
	abcA
	-
	
	-
	

	Nidera Orig TAIL 2
	2.14
	eA
	2.63
	cA
	0.16
	bB

	Nidera Orig TAIL 3
	7.91
	dA
	5.38
	bB
	1.33
	abC




1

In the columns and rows, means followed by different lowercase and uppercase letters, respectively, differ from each other based on Wald contrasts with Bonferroni correction at a significance level of 0.05.




Supplementary Table 2c. Comparison of putative haploid rates (PHR, %) means for inducers within donor genotypes.
	Inducers
	Donors Genotypes

	
	30A68 HX
	AG 8780 PRO3
	AS 1555 RR
	AS 1677 PRO3
	BG 7060

	TAIL 7
	3.69
	abc
	15.64
	ab
	10.66
	ab
	3.89
	ab
	-
	

	TAIL 8
	2.91
	bc
	15.19
	ab
	9.42
	abc
	3.62
	ab
	5.03
	ab

	TAIL 9
	4.10
	abc
	10.61
	bc
	7.62
	abc
	3.56
	ab
	7.13
	a

	TAIL 7 × TAIL 8
	4.62
	abc
	12.37
	abc
	10.60
	ab
	4.95
	a
	5.95
	ab

	UH400 × UH401
	6.11
	a  
	15.30
	a
	10.04
	ab
	5.88
	a
	5.56
	ab

	(UH400 × UH401) × TAIL 7
	4.46
	abc
	13.87
	abc
	8.75
	abc
	5.47
	a
	5.79
	ab

	(UH400 × UH401) × TAIL 9
	6.40
	ab 
	16.03
	a
	13.97
	a
	5.59
	a
	4.45
	ab

	Nidera Orig TAIL 1
	4.84
	ab 
	14.83
	ab
	9.23
	abc
	5.07
	a
	5.65
	ab

	Nidera Orig TAIL 2
	2.24
	abc
	2.25
	c
	4.68
	bc
	2.18
	a
	4.04
	ab

	Nidera Orig TAIL 3
	3.70
	abc
	8.64
	ab
	6.76
	ab
	4.27
	ab
	6.90
	


In the columns, means followed by different letters differ from each other based on Wald contrasts with Bonferroni protection at a 0.05 significance level.


Continuation Supplementary Table 2c. Comparison of putative haploid rates (PHR, %) means for inducers within donor genotypes.
	Inducers
	Donors Genotypes

	
	Fórmula
	NS 50 PRO
	NS 92 PRO
	P1630 HX
	P4285 YHR
	SYN 7205

	TAIL 7
	4.56
	abc
	5.49
	abc
	6.26
	a
	15.12
	ab
	1.28
	a
	-
	

	TAIL 8
	2.09
	bcd
	4.18
	bc
	4.61
	a
	9.16
	cd
	1.76
	a
	5.48
	ab

	TAIL 9
	2.00
	cd
	5.71
	abc
	6.27
	a
	11.81
	bc
	-
	
	7.28
	ab

	TAIL 7 × TAIL 8
	3.04
	abc
	7.98
	a
	6.85
	a
	11.52
	bc
	3.22
	a
	-
	

	UH400 × UH401
	4.16
	abc
	5.03
	abc
	7.89
	a
	15.37
	ab
	-
	
	9.26
	a

	(UH400 × UH401) × TAIL 7
	4.33
	abc
	6.15
	ab
	5.88
	a
	15.68
	ab
	0.40
	a
	5.43
	ab

	(UH400 × UH401) × TAIL 9
	6.09
	a
	2.80
	bc
	5.81
	a
	18.63
	a
	 -
	 
	7.22
	ab

	Nidera Orig TAIL 1
	0.57
	d
	5.12
	abc
	6.07
	a
	14.24
	ab
	-
	
	-
	

	Nidera Orig TAIL 2
	1.82
	cd
	3.09
	c
	3.86
	a
	2.03
	e
	0.05
	a
	0.78
	c

	Nidera Orig TAIL 3
	4.56
	abc
	5.75
	abc
	6.54
	a
	7.24
	d
	0.96
	a
	4.67
	b


In the columns, means followed by different letters differ from each other based on Wald contrasts with Bonferroni protection at a 0.05 significance level.
