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Wong et al., Figure S2

chr4:156,016,432-156,016,589

Batch 1 WT

Batch 1 iDKO

Batch 2 WT

Binding sites

TH0

TH17

TReg

CD8+

B cells

[0 - 800]

[0 - 1800]

[0 - 400]

[0 - 1800]

[0 - 20]

[0 - 800]

[0 - 800]

[0 - 700]

chr4:156,013,695-156,016,589
Batch 1 WT

Batch 1 iDKO

Batch 2 WT

Binding sites

TH0

TH17

TReg

CD8+

B cells

[0 - 800]

[0 - 800]

[0 - 700]

[0 - 800]

[0 - 1800]

[0 - 400]

[0 - 1800]

[0 - 20]

TH1

TH1

G
A
C

C
U
G

U
G

C
U
G
A
C

A C

U U
U U

stem loop 1
mutation

4143 7051

4337

62 2137

321

931

33 866

3117

TH0 CD8 B

Tnfrsf4

Tnfrsf4 3´-UTR


