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- Accession codes, unique identifiers, or web links for publicly available datasets
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- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Data and materials availability: AAll relevant data generated and analyzed during this study are included in this article and its \si. Source data and reporting
summary are provided with this paper. CryoEM data are available as the PDB entry pdb\_00009rhg (PDB ID 9RHG) and EMDB entry ID EMD-53969. All MD
trajectories are deposited on GPCRmd (https://gpcrmd.org) with publication entry https://gpcrmd.org/dynadb/publications/1629/ and individual simulation IDs
2339 (docking pose), 2340 (\textit{apo} active) and 2341 (structure pose). Should any raw data files be needed in another format they are available from the
corresponding author upon reasonable request. Expression vectors used and created for this work can be obtained from corresponding author.
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No sample size calculation was performed. However, n > or = 3 is a typical sample size for biological experiments. Sample sizes including both
number of independent experiments and technical replicates are stated in the respective figure legends.

In general, no data were excluded.

At least three independent experiments were performed for each dataset found in the main text. The exact number of independent
experiments and technical replicates is stated in the respective figure legends.

Randomization was not relevant for our study, as it was purely based on cell-based experiments assessing ligand-induced or ligand-
independent responses. These types of experiments do not necessarily require randomization.

Blinding was not relevant for our study, as it was purely based on cell-based experiments. Analyzing these experiments is based on numerical
data obtained from a plate reader and is therefore not subjective.




