Supplementary Table 1    Primers designed for various bruchid digestive enzyme genes for RT-qPCR
	Name
	Primer
	Sequence

5’ to 3’
	Length
	MW (g/mol)
	GC %
	Tm (ºC)
	Volume for

100 pmol/µl

	Cytochrome p450
	Forward
	ACGTCTGGAAAGCTCAAGGG
	20
	6191.06
	55
	59.35
	370.80

	
	Reverse
	CATCTTCCCAGGCAGTGAGG
	20
	6117.98
	60
	61.40
	402.60

	Glutathione 
S-transferase
	Forward
	CAGTACCGCGTTTGGTATCT
	20
	6098.95
	50
	57.30
	406.60

	
	Reverse
	CGCCATCAAGGTACTCCTTAC
	21
	6326.11
	52.38
	59.82
	394.30

	Esterase
	Forward
	GGAATGTCAGTCAGTGGTACAG
	22
	6839.47
	50
	60.25
	349.70

	
	Reverse
	CAGCAACGTTTGGGCTAAAG
	20
	6166.04
	50
	57.30
	374.90


Supplementary Table 2 Threshold cycle (CT) and relative quantitation (RQ) of 18S RNA and cytochrome p450 gene expression from the whole larvae of bruchid beetle Callosobruchus maculatus treated with CrMBL through artificial seed feeding bioassay
	Target: 18S RNA

	Sample
	CT (Mean)
	CT (Std Dev)
	RQ

	Control
	31.6006
	0.6883
	

	0.1 % CrMBL
	31.1903
	0.428
	

	0.5 % CrMBL
	31.0241
	0.427
	

	1 % CrMBL
	35.5423
	0.3179
	

	Target: Cytochrome p450

	Control
	25.6101
	0.2528
	1

	0.1 % CrMBL
	21.8949
	1.1744
	9.8826

	0.5 % CrMBL
	21.7432
	0.4686
	9.7836

	1 % CrMBL
	30.46
	1.1206
	0.5329


    Supplementary Table 3 Threshold cycle (CT) and relative quantitation (RQ) of 18S RNA and glutathione S-transferase gene expression from the whole larvae of bruchid beetle Callosobruchus maculatus treated with CrMBL through artificial seed feeding bioassay
	Target: 18S RNA

	Sample
	CT (Mean)
	CT (Std Dev)
	RQ

	Control
	23.8384
	0.7746
	

	0.1 % CrMBL
	22.8384
	0.6553
	

	0.5 % CrMBL
	22.8242
	1.7063
	

	1 % CrMBL
	27.6009
	2.4313
	

	Target: Glutathione-s-transferase

	Control
	12.3299
	0.7378
	1

	0.1 % CrMBL
	9.611
	0.2284
	5.5591

	0.5 % CrMBL
	9.0708
	0.4001
	8.0045

	1 % CrMBL
	11.4732
	0.5649
	41.4997


Supplementary Table 4   Threshold cycle (CT) and relative quantitation (RQ) of 18S RNA and esterase gene expression from the whole larvae of bruchid beetle Callosobruchus maculatus treated with CrMBL through artificial seed feeding bioassay
	Target: 18S RNA

	Sample
	CT (Mean)
	CT (Std Dev)
	RQ

	Control
	30.7065
	0.9735
	

	0.1 % CrMBL
	31.4931
	0.6256
	

	0.5 % CrMBL
	30.455
	0.2753
	

	1 % CrMBL
	31.2676
	1.1031
	

	Target: Esterase

	Control
	38.3681
	1.183
	1

	0.1 % CrMBL
	17.7971
	0.4355
	26.86

	0.5 % CrMBL
	20.9484
	1.4355
	14.73

	1 % CrMBL
	18.9377
	0.5864
	10.42


