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Number of samples at entry:

Number of samples 
for analysis:

Concepts of cohort:

n=964 n=60

Lack of phenotype: -1,247
PCA outlier: -9

Median (IQR)
Age at entry (yo)

Women (n(%)) 820 (85.1) 42 (70.0)503 (49.5)4,728 (64.7) 6,188 (61.9)
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