GO:0007308: oocyte construction A

G0:0007026: negative regulation of microtubule depol ...-
G0:0042062: long-term strengthening of neuromuscular...-
G0:0048790: maintenance of presynaptic active zone s ... 1
G0:0051960: regulation of nervous system development-
G0:0045478: fusome organization 1

G0:0007294: germarium-derived oocyte fate determinat.. 1
G0:0030727: germarium-derived female germ-line cyst ...1
G0:0106004: tRNA (guanine-N7)-methylation-
G0:0016199: axon midline choice point recognition
G0:0007618: mating A

G0:0048802: notum morphogenesis

G0:0048609: multicellular organismal reproductive pr ...1
G0O:0050911: detection of chemical stimulus involved ...
G0:0001582: detection of chemical stimulus involved ...1
G0:0006011: UDP-glucose metabolic process -
G0:0034626: fatty acid elongation, polyunsaturated f...-
G0:0034625: fatty acid elongation, monounsaturated f...
GO0:0019367: fatty acid elongation, saturated fatty a...
G0:0060252: positive regulation of glial cell prolif... 1
G0:0042761: very long-chain fatty acid biosynthetic ... 1
G0:2000311: regulation of AMPA receptor activity-
G0:1900449: regulation of glutamate receptor signali ... 1
G0:0038063: collagen-activated tyrosine kinase recep... 1
G0:0070328: triglyceride homeostasis

G0:0070201: regulation of establishment of protein |...1
G0:0043695: detection of pheromone -

G0:0050907: detection of chemical stimulus involved ...1
G0:1905167: positive regulation of lysosomal protein ... 1
G0:0042532: negative regulation of tyrosine phosphor... 1
G0:0050909: sensory perception of taste 1

G0:0018094: protein polyglycylation

GO:0016567: protein ubiquitination

G0:0040040: thermosensory behaviorH

G0:0035262: gonad morphogenesis

G0:1905126: regulation of axo-dendritic protein tran...1
G0:0097681: double-strand break repair via alternati...
G0:0035313: wound healing, spreading of epidermal ce...1
G0:0007258: JUN phosphorylation+

G0:0034059: response to anoxia 1

G0:0042276: error-prone translesion synthesis
G0:0045873: negative regulation of sevenless signali...1
G0:0006368: transcription elongation by RNA polymera... -
G0:0030301: cholesterol transport 1

G0:0007165: signal transduction -

G0:0048854: brain morphogenesis 1

G0:0040003: chitin-based cuticle development
G0:0040018: positive regulation of multicellular org... 1
G0:0002230: positive regulation of defense response ...-
G0:0071578: zinc ion import across plasma membrane -
G0:0035199: salt aversion

GO0:0007058: spindle assembly involved in female meio... -
G0:0045455: ecdysteroid metabolic process -
G0:0000706: meiotic DNA double-strand break processi... ]
G0:0010171: body morphogenesis 1

G0:0043393: regulation of protein binding

G0:0036093: germ cell proliferation

G0:0016200: synaptic target attraction -

GO0:0001952: regulation of cell-matrix adhesion 1
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