Hcam Hconf Sdef
G0:0050830: defense response to Gram-positive bacter... ® [ ] °
G0:0050829: defense response to Gram-negative bacter...{ @ o
G0:0019731: antibacterial humoral response - o o .
G0:0019835: cytolysis 1
GO0:0009620: response to fungus{ @
G0:0009253: peptidoglycan catabolic process  J )
G0:0061059: positive regulation of peptidoglycan rec... 1 .
G0:0045752: positive regulation of Toll signaling pa ...1 °
G0:0006465: signal peptide processing- o
G0:0019428: allantoin biosynthetic process -
G0:0048526: imaginal disc-derived wing expansion - °
G0:0045751: negative regulation of Toll signhaling pa...1 °
G0:0010951: negative regulation of endopeptidase act..{ @
G0:0009631: cold acclimation °
G0:0006964: positive reé;ulation ofbiosynthetic1proc...- o
0:0042026: protein refolding 1 o °
G0O:0061057: peptidoglgcan recognition protein signal...1 [ o
G0:0006986: response to unfolded protein 1 _@®
G0:0006508: proteolysis {)
G0:1905167: positive regulation of lysosomal protein... 1
G0:0042532: negative regulation of tyrosine phosphor...1
G0:0035080: heat shock-mediated polytene chromosome ... 1 ° o
G0:0006959: humoral immune response o
G0:0019221: cytokine-mediated signaling pathway °
G0:0038061: non-canonical NF-kappaB signal transduct... °
G0:1901054: sarcosine biosynthetic process -
GO0:0050843: S-adenosglmethionine catabolic process
G0:001609 :gobyé)renol catabolic process 1
G0:0048802: notum morphogenesis- °
GO0:0045873: negative regulation of sevenless signali... °
G0:0017186: peptidyl-pyroglutamic acid biosynthetic ...1 °
G0:0015802: basic amino acid transport °
G0:0061077: chaperone-mediated protein folding{ @
G0:0061060: negative regulation of peptidoglycan rec...1 o .
G0:0007249: canonical NF-kappaB signal transduction 1 o
G0:0032499: detection of peptidoglycan
GO:0055093: response to hyperoxia 1 °
G0:0048935: peripheral nervous system neuron develop...1 °
G0:0007275: multicellular organism development
G0:1901657: %chosyl compound metabolic process 1 °
0:0042381: hemolymph coagulation o
G0:0010312: detoxification of zinc ion o
G0:0008340: determination of adult lifespan o
G0:0045824: negative regulation of innate immune res...1 ° J
GO0:0034097: response to cytokine 1 °
G0:0046498: S-adenosylhomocysteine metabolic process 1 .
G0:0046439: L-cysteine metabolic process 1 .
G0:0033353: S-adenosylmethionine cycle 1 .
G0:0006488: dalichol-linked oligosaccharide biosynth... J
G0:0019532: oxalate transport1 .
G0:0000023: maltose metabalic process 1 -
G0:0015701: bicarbonate transport .
G0:0006555: methionine metabolic process .
G0:1902358: sulfate transmembrane transport o
G0:0046323: glucose import .
GO0:0043171: peptide catabolic process 1 .
G0:0042147: retrograde transport, endosome to Golgi °
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