Discovery dataset (PPMI)
1923 participants
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1418 participants with
baseline RNA-seq samples
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505 participants were removed

341 missing RNA-seq data
60 missing baseline data
104 RIN values < 5.0
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291 participants were removed

116 Non-withe race participants
175 Non-Cases/Controls

1127 RNA-seq samples
(Case / Control)
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631 case samples
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80 case samples were removed
» 4 diagnosis changes/conflicts
* 76 missing genetics data

551 case samples
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496 Control samples

59 control samples were removed

» 7 diagnosis conflicts in the
following visits

* 52 missing genetics data
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437 control samples




