Supplementary Table 2. Primer sequences used for qPCR analysis
	Mouse
	Forward (5’-3’)
	Reverse (5’-3’)

	Acls4
	TGAACGTATCCCTGGACTAGG
	TCAGACAGTGTAAGGGGTGAA

	Gpx4
	GATGGAGCCCATTCCTGAACC
	CCCTGTACTTATCCAGGCAGA

	Nrf2
	GACTACAGTCCCAGCAGAGTG
	AAAGTAGACACTGCACTCCAACAA

	S16
	TACCACGGAGGCCACCTAA
	CTGCTCCACAAATCGGCCAT

	Slc3a2
	GACACCGAAGTGGACATGAAA
	GCTCCTCCTTGGATAAGCCG

	Slc7a11
	AGGGCATACTCCAGAACACG
	GGACCAAAGACCTCCAGAATG


	Human
	Forward (5’-3’)
	Reverse (5’-3’)

	GPX4
	GAGGCAAGACCGAAGTAAACTAC
	CCGAACTGGTTACACGGGAA

	S16
	TCGGACGCAAGAAGACAGCGA
	AGCGTGCGCGGCTCAATCAT

	SLC3A2
	TGAATGAGTTAGAGCCCGAGA
	GTCTTCCGCCACCTTCATCTT

	SLC7A11
	TCTCCAAAGGAGGTTACCTGC
	AGACTCCCCTCAGTAAAGTGAC


	
	Forward (5’-3’)
	Reverse (5’-3’)

	Bacteroides caccae
	GGGCATCAGTTTGTTTGCTT
	GAACGCATCCCCATCTCATA

	Bacteroides coprocola
	ATGAACGTCAGTTACAGTTTAGCAA
	TATGGTGAGATTGCATGATGG

	Bacteroides coprophilus
	GGGTTGTAAACTTCTTTTGTGC
	GCCTCAACCGTACTCAAGGT

	Bacteroides dorei
	GGAAACGGTTCAGCTAGCAATA
	AGTCTTGTCAGAGTCCTCAGCATC

	Bacteroides eggerthii
	ATAGTTTTTCCGCATGGTTTC
	GGCTGGTTCAGACTCTCGTC

	Bacteroides fragilis
	TGATTCCGCATGGTTTCATT
	CGACCATAGAGCCTTCATC

	Bacteroides intestinalis
	AGCATGACCTAGCAATAGGTTG
	ACGCATCCCCATCGATTAT

	Bacteroides ovatus
	CCGGATAGCATACGAACATC
	CGTAGGAGTTTGGACCGTGT

	Baceroides plebeius
	ATCATTAAAGATTTATCGGTGTACG
	ACTTTCACAGCTGACTTAACGAC

	Bacteroides stercoris
	AAAGCTTGCTTTGATGGATG
	ACATACAAAAAGCCACACGTC

	Bacteroides thetaiotamicron
	ATCAGACCGCATGGTCTTAT
	CAACCCATAGGGCAGTCATC

	Bacteroides uniformis
	TACCCGATGGCATAGTTCTT
	GGACCGTGTCTCAGTTCCAA

	Bacteroides vulgatus
	GCAGATGAATTACGGTGAAAGC
	GTCAGAGTCCTCAGCGGAAC

	16S
	AGAGTTTGATCCTGGCTCAG
	ACGGCTACCTTGTTACGACTT


