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a vL01 HGEGTE  TATGATATTEARET TA - -AGETTECAT TTTATT - - -TEAGETT -GAAGTT -GAEAAG -AAGEAR - TETTTAR -TTTTTGTAGTATET AGAAAAAGATTTETARGGAAETTAAGAAET TETACTAGATATTTATAT T TAAGT AT
YL02 AGCGTACTTGATTTTTCAAC -CA- -AGET - - -ACTTT -AA - - -TCAGE -T-GAGGTT -GA-AAG -AGGCAA - -CTTCAA -CCETEGTA - TAT CTTAATT AAAAAAT CAGAAAAAGA - TTCTAAGGAACT TAAGAACTTCTACTAGATATTTATATT TAAGTAT

AGAAAAAGATTTCTAAGGAACTTAAGAACTTCTACTAGATATTTATATTTAAGTAT
TTTAATTCTTTGTAGTATCTTAATT AAAAAAT CAGAARAAGATTTCTAAGGAACTTAAGAACTTCTACTAGATATTTATATTTRAGTAT

YL03 ATCGCAGTATGATATTCAAC -TA- -AGCTTECAT TTCATT - - -TCAGCTT -GAAGT T -GACAAGAAAGCAA TCTTTAA-TTTTTGTAGTATCTTAA
YLO4 -AATEGGTAGTAT TGAATAATTTCAAAC - TAACAGCTTCCAT TCTCAATT - TCAGCCTAGAAGT TCGACAAG AGGCAA - T
05

YL ATGCGCAGTTGATATT ARG -TA- -AGETTCEATTTA- -1 - - -TTAGE -T -GAAGTT -GACAAG -ARGEAA-TCTTTAA - TTTTTGTAGTATCTTAATT AARAAAT CAGAAARAGATTTCTAAGGAACT TAAGAAGTTCTACTAGATATTTATATTT AAGT AT
YL06 AATGEGTGTTGATATTCAAG -TA - -AGET - - - -CETTTAT - - -TEAGE -T -GAAGTT -GACAAG -AGGCAA -TCTTTAA - TTTTTGTAGTAT CTTAATT AAAAAAT CAGAAAAAGIAT TTCTAAGGAACTTAAGAACTTCTACT AGATAT TTATATT TAAGTAT
yio7 ATGCGGTAGTATGATATTCAACTTA TEEATTTTCTT - - -TCAGCTT -GAAGTT -GACAAG -AAGCAATTCTTTAATTTTTTGTAGTAT CTTAATT AAAAAAT CAGAAAAAGATTTCTAAGGAACTTAAGAACTTCTACTAGATATTTATATTTAAGTAT
YLOB AAATGEGTAGTAT TGAATAATTTCAAAG - TARGAGCTTCCAT TCT CTAT TATCAGETTAGAAGT TAGACAAG - AGGCAA -1 CTTEAAT CCTTTGTAGT AT CTTAATT AAAAAAT CAGAARAAGAT TTCT ARGGAACTTAAGAACT TCTACT AGATATTTATATTTAAGTAT
YL09 AGEGT - -GTTGATTTTCAAC -TA ACTTTA- - - - -TCARGET -GAAGTT -GA -AAG -AGGCAA - - -TTTAATCTTTTGTAGTATCTTAATT AAAAAAT CAGAAAAAGAGTTCTAAGGAACT TAAGAACTTCTACTAGATAT TTATATTTAAGT AT
YL10 AGCGTAGT -TGATATTCAAG ACTTTAG - - -GCAGE -T -GAAGTT -GA -AAG -AGGCAA - TETTAA - -GTTTTGTAGT ATCTTAATT ARARAAT CAGAAARAGA -T1CT AAGGAAGTTARGAACTTCTACTAGATAT TTATATTTAAGT AT
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TTATCAGCTTAGAAGT T +GACAAGAAGGCAATTCTTTAATTTTTTGTAGTAT CTTAATT AAAAAAT CAGARAAAGAT T TAAGAACTTCT TTATATTTAAGT AT
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YLO1AGGATECOATGTC RATTAATAR

YLO2AGGATCCGATGTCART ARGAT AAGTATAT TGTAAAATGGAGAT TCTACTTCTACCCCTTCTCCCT CAATCTCAT - CAAAT CAAAATTA AARTGACTGGAGATGTGTARGATTGTAAT TGGAGGGT TTGTAAA TGAAGTAATTCACATGATGATGGGAGE -GG
YLO3AGGATCCGATGTCART AAGAT AAGTATATTGTAAAATGGAGATTCTACTTCTACCCCTTCTCCCTCAATCTCATCCARAT CAAAATTT TCCAAATCAGGGAGATTGTGGGGGG TTTTTAATTAATAAT TGTTGGAAG AGGGCTAATTGCCECG AGGATTGAGA - CA

TAAGAT AAGTATATTGTAAAATGGAGATTCTACTTCTACCCCTTCTCCCTCARTCTCATCCAAATT CARR e - -AATTAAACGAA - -
YLO5AGGATCEGAT TAAGAT AAGTATATTGTAAAATGGAGATTCTACTTCTACCCCTTCTCCCTCAATCTCAT -CAAATCCARATTA - - - - ARAAGAAACTG TTATGGGGGG TTTGATATTAAGAAT CGGTGAATGACT TTAATTGATAACGAGAGAGACEE -AC
ATGAAAATACATGATATTGAGGCGGG TTCTAATTTAGGGGAGGTTGTAAT TGACTTAATTGECCCG AGGAATGAAGACAC
ATTTACATCATGGCG GACTAGATATGATCGGAGGATAGTAGAAT TAACTTGTCCECCGAATGAGGA -GA

YLOBAGGATCCGATGTCARTARGAT AAGTATATTGTARRAT GGAGATTCTACTTCTACCCETTCTCCCTCART CTCATCCARATT CARA - - -« - - <=2 ennnnn e e AATTARACAA -
YLOQAGGATCCGATGTCARTAAGAT AAGTATAT TGTARAATGGAGATTCTACTTCTACCCCTTETCCCT CAATCTCATCCAATCCARA TTAARA
YL10AGGATCCGATGTCART ARGAT AAGTATAT TGTARAATGGAGATTCTACTTETACCCET TETCCCT CAATCT CAT CCAAT CCARR TTATGAAT
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YLO4 ACEETAGTET. . TTCAATTO3AAAACT BC6G63E0-TETTTTITICEAGSG. - GTARST T - ATEARG TG AEATAG TEOEATEA=SAB- TT3166 6ATE T =6~ TASGAAS TTETAATABAS ECARAGASTBCAT BT~ T-AE TEG TACACARGE EACA-CARTSC TTTT
Yi02 Soscoste-ATITr TBTATIT SASAAADEOTGSOUATARTTATTOTEAG - TTOAGTIEARTCARGTGADACAG TDUCAL A~ SAG 131666 ATETT-C" TAGG AKS TTETAATACASCOARRGASTOEAT DT~ T-AE TGO TADAC ARGG A DA~ CAATSG TTT T
YLOS AARGTCA™AT GTACTTG36AG3CSASTCADACGGCCCASAATTATCETCAG TTBASTTCAATCAAGTGACACAG TCECACCA™SAC TT3TBGGATCTT G TAGGAAGTTCTAATACAGCCARAGASTCCATCT T-ACTCS TACACAAGG CACA CARTEGTTTT
YL10 . -+ RACCTGEC57C < AAAGTCAATGTG-GTGTACTTG3GAG S ASTOACACCGCECASAATTATCOTOAG -« TTBASTTCAATCAAGTGACACAGTCCCACCA SAC TTSTBGGATCTT G TASGAKGTTCTAATACASCCARABASTOCATOT T ACTCOTACACAAGCCACATCARTOGTTTT
Yi08 e asese AAAACTOA~ATSTo GT6TACTTGS0AC 02A3TPADACGEOOACART TATECTEAG - TTOAZTTEARTCARG TG ADACAG TEECALCA-SAG-TT2T6GEATE 10~ TAGG ARG TTETAATAASCCARKGAZT OEATDT-T~ AL TCTACACAAGG EAA~CAATSG TTTT
VLO7 VCleat sescecoratasas TOGUDET ATITY  TTGTTITo. - 3AAADEOEOGOSOOETIOTITITITEOA. BECTOATETEARTEARG TOACALAG TOBEATEA-SA T2 TG OATE T G- TAGGARDTTE TAAT ADASLCARKBAS TECATOT - TACTEOTACAL ARGO BACA-CAATEG TTTT
Vo7 oot AhrcicoeeT-s6a0T TAATTOA AT TTHS T6TAGTT0 5040 303451 DACATGOG0OASKATTATEGToAG - TTOASTTEAATEARG TOACACAG TOBEATEA-SA T2 TAGOATE TG TASGARD TTETARTADAS EARKDAS T ECATOT T ACTE TACALARGO BACA-CAATEG TTTT
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Supplementary Figure 1 | Genomic DNA sequences of the translocated region and chimeric
transcript in non-pigmented soybean with the i’ allele. (a) Genomic DNA sequences showing
the translocated region in cultivars with the i¢ allele at the I locus. The vertical red line indicates
the recombination site. (b) Sequences of the chimeric transcript from different cultivars with the i!
allele and different tissues (YLO7). The vertical blue line marks the boundary between 4t and 5t
exons. YL: yellow-colored soybean, VC: vegetative stage with unifoliate leaves, and V: vegetative
stage with two or three ftrifoliate leaves. The numbers above each sequence lane indicate the

positions.
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