



Table 2. Comparison of microbial species abundances from ZymoBIOMICS microbial Community DNA Standards using WMS and TAS methods
Abundance of microbial species detected using two sequencing methods: WMS and TAS. Species names are listed in the first column, followed by their corresponding normalized reads for WMS and TAS. The final column shows the GC content (%) of each species. Species marked with an asterisk (+) were included in the TAS panel. 
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Species WMS TAS GC content

Escherichia coli

+

18514 106779 47

Salmonella enterica

+

22540 97442 52

Listeria monocytogenes

+

57354 5552 38

Enterococcus faecalis

+

57390 10783 38

Staphylococcus aureus

+

18255 1156 33

Limosilactobacillus fermentum 43682 1961 52

Bacillus subtilis 1241 1 44

Cryptococcus neoformans 10267 61505 48

Saccharomyces cerevisiae 8706 45 38

Pseudomonas aeruginosa 3111 1653 66
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		Species		WMS*		TAS*		GC content								Species		WMS*		TAS*		GC content				Species		WMS*		TAS*		GC content								Species		WMS		TAS		GC content

		Staphylococcus aureus		42583		2244		33								Escherichia coli+		43186		281028		47				Staphylococcus aureus		18255		1156		33								Escherichia coli+		18514		106779		47

		Bacillus subtilis		2894		20		44								Salmonella enterica+		52578		182859		52				Bacillus subtilis		1241		1		44								Salmonella enterica+		22540		97442		52

		Listeria monocytogenes		133787		12435		38								Listeria monocytogenes+		133787		12435		38				Listeria monocytogenes		57354		5552		38								Listeria monocytogenes+		57354		5552		38

		Enterococcus faecalis		133871		21715		38								Enterococcus faecalis+		133871		21715		38				Enterococcus faecalis		57390		10783		38								Enterococcus faecalis+		57390		10783		38

		Salmonella enterica		52578		182859		52								Staphylococcus aureus+		42583		2244		33				Salmonella enterica		22540		97442		52								Staphylococcus aureus+		18255		1156		33

		Limosilactobacillus fermentum		101895		1763		52								Lactobacillus fermentum		101895		1763		52				Limosilactobacillus fermentum		43682		1961		52								Limosilactobacillus fermentum		43682		1961		52

		Escherichia coli		43186		281028		47								Bacillus subtilis		2894		20		44				Escherichia coli		18514		106779		47								Bacillus subtilis		1241		1		44

		Cryptococcus neoformans		23951		120801		48								Cryptococcus neoformans		23951		120801		48				Cryptococcus neoformans		10267		61505		48								Cryptococcus neoformans		10267		61505		48

		Saccharomyces cerevisiae		20307		217		38								Saccharomyces cerevisiae		20307		217		38				Saccharomyces cerevisiae		8706		45		38								Saccharomyces cerevisiae		8706		45		38

		Pseudomonas aeruginosa		7258		2275		66								Pseudomonas aeruginosa		7258		2275		66				Pseudomonas aeruginosa		3111		1653		66								Pseudomonas aeruginosa		3111		1653		66



Staphylococcus aureus	WMS*	TAS*	42582.8	2243.8000000000002	Bacillus subtilis	WMS*	TAS*	2894.08	19.5	Listeria monocytogenes	WMS*	TAS*	133787.36000000002	12434.5	Enterococcus faecalis	WMS*	TAS*	133870.96	21715.200000000001	Salmonella enterica	WMS*	TAS*	52578.32	182859.30000000002	Limosilactobacillus fermentum	WMS*	TAS*	101894.72	1762.8	Escherichia coli	WMS*	TAS*	43186.239999999998	281027.5	Cryptococcus neoformans	WMS*	TAS*	23950.639999999999	120801.2	Saccharomyces cerevisiae	WMS*	TAS*	20307.2	217.1	Pseudomonas aeruginosa	WMS*	TAS*	7258	2275	







Escherichia coli+	WMS	TAS	18513.66761150751	106778.85231535522	Salmonella enterica+	WMS	TAS	22539.992832241878	97442.267659151446	Listeria monocytogenes+	WMS	TAS	57353.794024696181	5551.5529800521635	Enterococcus faecalis+	WMS	TAS	57389.632815299905	10782.707488318445	Staphylococcus aureus+	WMS	TAS	18254.976704786106	1156.4652947839129	Limosilactobacillus fermentum	WMS	TAS	43681.621216564032	1960.9252415111723	Bacillus subtilis	WMS	TAS	1240.6737692633499	1.2989127234562854	Cryptococcus neoformans	WMS	TAS	10267.487700778678	61504.816368378575	Saccharomyces cerevisiae	WMS	TAS	8705.5680448310704	45.461945320969988	Pseudomonas aeruginosa	WMS	TAS	3111.4586387775712	1652.6499551442139	
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