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Supplementary figure legend
Figure S1.	CEBPB-LAP promotes the mitochondrial ETC system to boost the metabolic phenotypic alterations in mitochondria at the podosomal belt level
(A) Integrated TCGA-LIHC RNA-seq data (clustered into iClusters-1-3)(Cancer Genome Atlas Research Network. Electronic address and Cancer Genome Atlas Research, 2017) was classified into CEBPBHigh versus CEBPBLow groups. 
(B) Relative expression of CEBPB-LAP versus CEBPB-LIP isoforms in CEBPBHigh versus CEBPBLow groups (TCGA-LIHC RNA-seq). Note the relative abundance of LAP isoform in CEBPBHigh group. 
(C) Whole genome copy number alterations in CEBPBHigh versus CEBPBLow groups evaluated through cBioportal platform. Default color code applies. 
(D) Chromosome-8q copy number alterations in CEBPBHigh versus CEBPBLow groups evaluated through cBioportal platform. Default color code applies. 
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  Figure  S 1.   CEBPB - LAP promotes the mitochondrial ETC system to boost the metabolic 
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  (A)   I ntegrated  TCGA - LIHC RNA - seq data   ( c l u s t e r e d   i n t o   i C l u s t e r s - 1 - 3 ) (Cancer Genome Atlas 
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  Research Network. Electronic address and Cancer Genome Atlas Research, 2017)   w a s  
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  classif i e d   i n t o   CEBPB High   versus CEBPB Low   groups .   
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  (B)   R e l a t i v e   e x p r e s s i o n   o f   C E B P B - L A P   v e r s u s   C E B P B - L I P   i s o f o r m s   i n   CEBPB High   versus 
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  CEBPB Low   groups   ( TCGA - LIHC RNA - seq ) .   N o t e   t h e   r e l a t i v e   a b u n d a n c e   o f   L A P   i s o f o r m   i n  
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  CEBPB High   g r o u p .    
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  (C)   W h o l e   g enom e   c o p y   n u m b e r   a l t e r a t i o n s   i n   CEBPB High   versus CEBPB Low   groups   e v a l u a t e d  

17

  t h r o u g h   c B i o p o r t a l   p l a t f o r m .   D e f a u l t   c o l o r   c o d e   applies .    
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  (D)   C h r o m o s o m e - 8 q   c o p y   n u m b e r   a l t e r a t i o n s   i n   CEBPB High   versus CEBPB Low   groups  
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