Supplementary Table 2:
Cross-tissue concordant regulation of DEG in GSEA gene sets significantly enriched following TCR deletion.

Mitotic spindle genes concordantly regulated in dermal and epidermal γδX cells:
	
	Epidermis
	Dermis 

	Sptb
	up
	up

	Clasp2
	up
	up*

	Ccdc88c
	up
	up

	Arhgef2
	up
	up

	Rasa2
	down
	down

	Ywhae
	down
	down



Metabolic genes concordantly regulated in dermal and intestinal γδX cells:
	
	Intestine
	Dermis*

	Ndufb4c
	down
	down

	Ndufa6
	down
	down

	Ndufa7
	down
	down

	Ndufa9
	down
	down

	Ndufb2
	down
	down

	Ndufc2
	down
	down

	Ndufs2
	down
	down

	Mdh1
	down
	down

	Atp6vle1
	down
	down

	Acat1
	down
	down

	Hsd17b10
	down
	down

	Mrpl15
	down
	down

	Diat
	up 
	up



Metabolic genes concordantly regulated in dermal and human Vδ1 TCR KO cells:
	
	Dermis 
	Human 

	CPT1A
	up
	up

	MFN2
	up 
	up

	CPOX
	down
	down

	ACAT2
	down
	down

	FASN
	up
	up



* = with one outlier; DEG = differentially expressed genes; GSEA = Gene Set Enrichment Analysis.






