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Duganella radicis KCTC 223827 (ContEst)
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Duganella margarita FT109WT (MN865815)
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Duganella callida DNo04T (MN736119)

Duganella guangzhouensis FT80W T (ContEst)

Pseudoduganella rivuli FTo2wT (ContEst)

Pseudoduganella ginsengisoli KCTC 424097 (KJ186108)

------------------- Duganella aquatilis FT26WT (MK968135)

----------------- Duganella alba FT9W T (MK968133)

- —=====--=--- - - Duganella rivi FT55W 1 (MN865823)

Pseudoduganella violaceinigra DSM 158871 (AY376163)

------------ Pseudoduganella guangdongensis ps3T (MK968434)
-------------- Massilia eburnea JCM 315871 (KU321297)

------------------- Duganella danionis CCM 86987 (ContEst)
----------------- Duganella gianjiadongensis cy1swl (MNB865821)
----------------- Duganella fentianensis FT93WT (MN865822)

--------- Pseudoduganella subcla\dee (n=3)

------- Pseudoduganella violacea CECT 88977 (KT003718)

-------- Pseudoduganella subcladef (m=4)

---------- Pseudoduganella armeniaca ZMN-3T (ContEst)
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Fig. S1 Maximum-likelihood phylogenetic tree based on 16S rRNA gene sequences of R17, R577, R647, and their relative strains.

Oxalobacter formigenes OxBT is used as the outgroup.

Bootstrap values (0.7-1) of 1000 replicates are shown. Bar, 0.01 substitutions per nucleotide position. Massilia subclade® comprises M.
forsythiae GN2-R2T (ContEst), M. rhizosphaerae NEAU GH312T (MW 198488), M. norwichensis NS9T (HG798294), M. putida 6NM-77 (ContEst), M.
pinisoli T33" (ContEst), M. niastensis 55165-17 (EU808005), M. horti ONC3T (MT378212), M. terrae J117 (ContEst), M. solisilvae 118" (ContEst),
and M. agilis 19" (ContEst). Massilia subclade® comprises M. consociata CCM 77927 (MT760179), M. yuzhufengensis Y1243-17 (JQ409016), M.
phyllostachyos G4R7T (MZ573411), M. agri K-3-17 (ContEst), M. varians CCUG 35299" (ContEst), and M. alkalitolerans YIM 31775 (AY679161).
Massilia subclade® comprises M. jejuensis 5317J-18" (F1969486), M. brevitalea byr23-80T (EF546777), M. niabensis 5420S-26" (EU808006), M.
suwonensis 5414S-25" (F1969487), M. haematophila CCM 74807 (ContEst), M. aurea CCM 73637 (ContEst), M. timonae UR/MT95T (ContEst), M.
oculi CCM 79007 (ContEst), M. puerhi SJY3T (MN014073), M. arenae GEM 57 (ContEst), M. polaris RP-1-19" (ContEst), M. psychrophila B1555-17
(ContEst), M. eurypsychrophila B528-3" (ContEst), M. glaciei B448-2" (KJ755877), M. aquatica CCM 86937 (ContEst), M. mucilaginosa CCM 87337
(ContEst), M. atriviolacea SOD' (ContEst), M. frigida CCM 8695 (ContEst), M. antarctica CCM 89417 (ContEst), M. violaceinigra B 27 (ContEst),
and M. rubra CCM 86927 (ContEst). Janthinobacterium subclade® comprises J. psychrotolerans $3-27 (ContEst), J. agaricidamnosum W1r3"
(ContEst), J. violaceinigrum FT13WT (MK968136), J. fluminis hw3T (ContEst), J. aquaticum FT58WT (MN548378), J. kumbetense GKT (ContEst), J.
rivuli FT68WT (MN548379), J. tructae SNU WT3T (ContEst), and J. lividum DSMZ 15227 (ContEst). Pseudoduganella subclade® comprises P. buxea
CGMCC 1.159317 (KX944690), P. plicata KCTC 12344 (MT758059), and P. lurida CGMCC 1.108227 (ContEst). Pseudoduganella subcladef
comprises P. dura DSM 175137 (ContEst), P. umbonata DSM 261217 (ContEst), P. albidiflava DSM 174727 (ContEst), and P. lutea DSM 174737
(ContEst).
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Duganella phyllosphaerae T54T (MT760182)
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Fig. S2 Neighbor-joining phylogenetic tree based on 16S rRNA gene sequences of R17, R577, R647, and their relative strains.
Oxalobacter formigenes OxBT is used as the outgroup.

Bootstrap values (0.7-1) of 1000 replicates are shown. Bar, 10 substitutions per nucleotide position. Massilia subclade? comprises M.
horti ONC3T (MT378212), M. terrae J117 (ContEst), M. solisilvae 118" (ContEst), M. agilis 19" (ContEst), M. consociata CCM 77927
(MT760179), M. agri K-3-17 (ContEst), M. yuzhufengensis Y1243-17 (JQ409016), M. phyllostachyos GAR7" (MZ573411), M. pinisoli
T33T (ContEst), M. niastensis 5516S-1" (EU808005), M. forsythiae GN2-R2" (ContEst), M. putida 6NM-7" (ContEst), M. rhizosphaerae
NEAU GH312T (MW 198488), M. norwichensis NS9" (HG798294), M. suwonensis 5414S-25" (F1969487), M. haematophila CCM 74807
(ContEst), M. varians CCUG 35299" (ContEst), M. alkalitolerans YIM 31775" (AY679161), M. niabensis 5420S-26" (EU808006), M.
aurea CCM 73637 (ContEst), M. jejuensis 5317)-18" (F1969486), M. brevitalea byr23-80 (EF546777), M. oculi CCM 7900" (ContEst), M.
timonae strain UR:MT95" (ContEst), M. puerhi SJY3" (MN014073), and M. arenae GEM 5" (ContEst). Pseudoduganella subclade®
comprises P. violacea CECT 8897" (KT003718), P. armeniaca ZMN-3" (ContEst), P. lurida CGMCC 1.10822" (ContEst), P. dura DSM
175137 (ContEst), P. plicata KCTC 12344 (MT758059), and P. buxea CGMCC 1.15931" (KX944690). Janthinobacterium subclade®
comprises J. fluminis hw3T (ContEst), J. psychrotolerans $3-27 (ContEst), J. agaricidamnosum W1r3T (ContEst), J. violaceinigrum
FT13WT (MK968136), J. aquaticum FT58WT (MN548378), J. tructae SNU WT3T (ContEst), J. kumbetense GK™ (ContEst), J. rivuli FT6SWT
(MN548379), and J. lividum DSMZ 15227 (ContEst). Massilia subclade® comprises M. soli R798T (MT950109), M. polaris RP-1-19"
(ContEst), M. psychrophila B1555-1" (ContEst), M. eurypsychrophila B528-3 (ContEst), M. glaciei B448-2" (K1755877), M.
mucilaginosa CCM 87337 (ContEst), M. atriviolacea SOD™ (ContEst), M. aquatica CCM 8693" (ContEst), M. antarctica CCM 89417
(ContEst), M. frigida CCM 8695" (ContEst), M. violaceinigra B 27 (ContEst), and M. rubra CCM 86927 (ContEst).
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Massilia agrisoli MAHUQ-SZT (ContEst)
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Duganella aquatilis FT26WT (MK968135)
Duganella alba FTow! (MK968133)
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Duganella danionis CCM 8698 (ContEst)
Duganella gianjiadongensis cy13wl (MN865821)
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Massilia subclade” (n = 26)

Pseudoduganella namucuonensis CGMCC 1.11014T (JF799985)
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Massilia subclade” (n=28)

Rugamonas apoptosis LX47WT (ContEst)
Rugamonas fusca FT3sT (MT786439)
Rugamonas brunnea Lx20wT (MT786440)

0.91 Janthinobacterium subcladef n=9)

Duganella margarita FT109W (MN865815)
Duganella levis cya2wT (MN865814)
Duganella dendranthematis AF9R3T (ContEst)
Duganella radicis KCTC 223827 (ContEst)
Duganella lactea FT50W T (MN865818)
Duganella sacchari Sac-22T (EU672806)
Duganella flavida FT135W T (MN865820)
Pseudoduganella rivuli FT92wT (ContEst)
Duganella guangzhouensis FT80WT (ContEst)
Pseudoduganella ginsengisoli KCTC 424091 (KJ186108)
Duganella callida pNoaT (MN736119)
Duganella sp. R57T (ContEst)

Duganella vulcania FT81W T (MN865810)
Duganella zoogloeoides ATCC 259357 (ContEst)
Duganella phyllosphaerae T54T (MT760182)
"Duganella aquatica" FT103WT (ContEst)
"Duganella aquatica" FT29WT (MK968139)
Duganella sp. r1T (LC807588)

Rugamonas violacea CCM 89401 (MT984570)
Rugamonas rubra ATCC 431547 (ContEst)
"Duganella aceris" SAP-351 (ContEst)
Duganella sp. R64T (ContEst)

Duganella violaceipulchra HSC-15517T (MT579559)

Fig. 3 Minimum-evolution phylogenetic tree based on 16S rRNA gene sequences of R17, R577, R647, and their relative strains.
Oxalobacter formigenes OxBT is used as the outgroup.

Bootstrap values (0.7-1) of 1000 replicates are shown. Bar, 10 substitutions per nucleotide position. Pseudoduganella subclade?
comprises P. umbonata DSM 261217 (ContEst), P. albidiflava DSM 174727 (ContEst), and P. lutea DSM 174737 (ContEst).
Pseudoduganella subclade® comprises P. violacea CECT 8897 (KT003718), P. armeniaca ZMN-3T (ContEst), P. lurida CGMCC
1.108227 (ContEst), P. dura DSM 175137 (ContEst), P. plicata KCTC 12344 (MT758059), and P. buxea CGMCC 1.15931" (KX944690).
Massilia subclade® comprises M. niabensis 5420S-26" (EU808006), M. aurea CCM 7363" (ContEst), M. jejuensis 5317)-187
(F1969486), M. brevitalea byr23-80T (EF546777), M. oculi CCM 79007 (ContEst), M. timonae UR/MT95" (ContEst), M. puerhi SIY3T
(MNO014073), M. arenae GEM 57 (ContEst), M. suwonensis 5414S-25" (F1969487), M. haematophila CCM 7480" (ContEst), M.
varians CCUG 352997 (ContEst), M. alkalitolerans YIM 317757 (AY679161), M. yuzhufengensis Y1243-17 (JQ409016), M.
phyllostachyos G4R7" (MZ573411), M. consociata CCM 77927 (MT760179), M. agri K-3-17 (ContEst), M. horti ONC3T (MT378212),
M. terrae J117 (ContEst), M. solisilvae J18T (ContEst), M. agilis 19" (ContEst), M. pinisoli T33" (ContEst), M. niastensis 55165-17
(EU8B08005), M. forsythiae GN2-R2T (ContEst), M. putida 6NM-7" (ContEst), M. rhizosphaerae NEAU GH312T (MW 198488), and M.
norwichensis NS9™ (HG798294). Massilia subclade? comprises M. soli R798" (MT950109), M. polaris RP-1-197 (ContEst), M.
psychrophila B1555-17 (ContEst), and M. eurypsychrophila B528-3" (ContEst). Massilia subclade® comprises M. glaciei B448-27
(KJ755877), M. mucilaginosa CCM 8733" (ContEst), M. atriviolacea SODT (ContEst), M. aquatica CCM 8693 (ContEst), M.
antarctica CCM 89417 (ContEst), M. frigida CCM 8695" (ContEst), M. violaceinigra B 27 (ContEst), and M. rubra CCM 86927
(ContEst). Janthinobacterium subclade comprises J. fluminis hw3T" (ContEst), J. agaricidamnosum W1r3T (ContEst), J.
violaceinigrum FT13WT (MK968136), J. aquaticum FT58WT (MN548378), J. psychrotolerans S3-27 (ContEst), J. tructae SNU WT3T
(ContEst), J. kumbetense GK™ (ContEst), J. rivuli FT68WT (MN548379), and J. lividum DSMZ 15227 (ContEst).



