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Singlets

Sl
=]

PrigsDi 1980

e

«
B
i@

Gating strategies for mass cytometry analysis

Live

;;;;;;;;;;;

CD3+CD19-

oz vamaicons v 1]

CD3+CD19-

CD4 /CD8a

o Wt i 10! 1"
@ 14601 196nd_cosa ¥ |

CD4+CD8a- CD4-CD8a+



